# 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 
. Method 
End 
Score 

2388.. 2792, 2390.. 2662, 2392.. 2793, 2530.. 2793, 2652.. 2798, 
2793.. 2942, 2794.. 2949, 2816.. 2959, 2963.. 3217, 2975.. 3217, 
2988.. 3218, 3001.. 3219 



84841 
2346 

OJ991226_47.0309.C5.ol.ts 

2388 

none 



3342 

TBLASTX : Soybean 

3219 

568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40961 
84841 
2346 

OJ991226_47.0309.C5.o3.tc 

2708 

none 

2708. .2788, 2708. .2755, 2715 
2772.. 2954, 2793.. 2942, 2797 
2963.. 3070, 2963.. 3070, 2988 

40961 
84841 
2346 

OJ991226_47.0309.C5.o4.tc 

3095 

none 

3095.. 3145, 3105.. 3146, 3117, 



Seq. ID OJ991226_47 .0309.C5 
Strand 

End 3342 
Method TBLASTX : Cress 
End 3074 
Score 88 

.2792, 2715. .2798, 2716. .2832, 
.2955, 2798. .2959, 2816. .2959, 
.3074, 3016. .3072 



OJ991226_47.0309.C5 
3342 

TBLASTX: Cress 

3342 

49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3152, 3147. .3236, 3147. .3188, 



3148. .3240, 3149. .3226, 3237. .3269, 3268. '.3342, 3300. .3341 

OJ991226 47. 0309. C6 



40962 Seq. ID 

84842 Strand 

5391 End 

OJ991226_47.0309.C6.o8.ts Method 

1 End 

none Score 

1..39, 1..36, 27. .65, 76. .213, 80. .232, 
87. .251 



7054 

TBLASTX : Soybean 

254 

40 

80. .214, 81. .254, 



Seq. No. ■ 40962 
Gene No. 84842 
Start 5391 

Name OJ991226_47 . 0309 .C6 . 06 . ts 

Start 454 
GI none 

Exons 454.. 681, 459.. 683, 461.. 

703. .846, 833. .868, 834 



Seq. ID 
Strand 
End 

Method 
End 
Score 
679, 698.. 826, 698 
869 



OJ991226 47. 0309. C6 



7054 

TBLASTX : Soybean 
869 
105 

832, 702. .836, 



Seq. No. 


40962 




Seq. ID 


OJ991226_47.0309 


• C6 


Gene No. 


84842 




Strand 






Start 


5391 




End 


7054 




Name 


OJ991226 47. 0309. C6 


08 . tm 


Method 


TBLASTX: Maize 




Start 


647 




End 


1250 




GI 


none 




Score 


153 




Exons 


647. .886, 702. .989, 


1059. . 


1250 






Seq. No. 


40962 




Seq. ID 


OJ991226_47.0309 


.C6 


Gene No. 


84842 




Strand 






Start 


5391 




End 


7054 





41001 



Name 


OJ991226 47. 


0309. 


C6.0IO 


. tc 


Method 


TBLASTX: Cress 


otart 


702 








End 


1259 


bl 


none 








Score 


155 


Exons 


702. .989, 740. .886, 1059. .1259, 1151.. 


1258 


Seq. No. 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Start 


5391 








End 


7054 


Name 


OJ991226 47 


0309, 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 


O -4- -K-4- 

o ran: 


1172 








End 


1988 


C T 
bl 


none 








Score 


437 


Exons 


1 1 / Z . . Uo4 , 


117? 


i ^n^ 


1 94 S 


.1532, 1360.. 1533, 1514.. 1633, 




1531. .1983, 


1533 


.1988, 


1534. 


.1983, 1574.. 1987 


beq • ino . 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Start 


5391 








End 


7054 


Name 


OJ991226 47 


.0309 


,C6.o7 . 


tc 


Method 


TBLASTX: Cress 


otari. 


1272 








End 


1671 


bl 


none 








Score 


323 


Exons 


lz /z . .loll, 


1Z / o 


i m 1 

. .1011, 


10 oy . 


.1533, 1540. .1671, 1542. .1670, 




1543. .1671 












beq. no. 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Start 


5391 








End ' 


7054 


Name 


OJ991226 47 


.0309 


.C6.0IO 


. tm 


Method 


TBLASTX: Maize 


Start 


1892 








End 


2061 


GI 


none 








Score 


59 


Exons 


1892. .1939, 


1893 


. .1940, 


1894. 


.1947, 1900. .1941, 1941. .2009 




1942. .2007, 


2016 


. .2057, 


2018. 


.2059, 2026.. 2061 


Seq. No. 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 






5391 








End 


7054 


Name 


OJ991226 47 


.0309 


,C6.oll 


.tc 


Method 


TBLASTX: Cress 


b tare 


1966 








End 


2247 


bl 


none 








Score 


270 , 


Exons 


1966. .2247, 


1974 


. .2192 








Seq. No. 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Start 


5391 








End 


7054 


Name 


OJ991226 47 


.0309 


.C6.o7. 


ts 


Method 


TBLASTX : Soybean 


otart 


2073 








End 


2526 


bl 


none 








Score 


43 


Exons 


2073. .2132, 


2104 


. .2133, 


2134. 


.2259, 2134. .2208, 2230. .2334 




2247. .2486, 


2256 


. .2441, 


2269. 


.2481, 2482.-2526, 2485. .2523 




40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Start 


5391 








End 


7054 


Name 


OJ991226 47 


.0309 


.C6.06. 


tc 


Method 


TBLASTX: Cress 


Start 


2336 








End 


2757 


GI 


none . 








Score 


52 


Exons 


2336. .2383, 


2337 


. .2441, 


2353. 


.2757, 2392.. 2757 



41002 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40962 
84842 
5391 

OJ991226_47.0309.C6.o2.tc 
2769 
none 

2769.. 3200, 2769.. 3209, 2770., 
3277.. 3513, 3279.. 3512 

40962 
84842 
5391 

OJ991226_47 . 0309 . C6 . o5 . ts 

3043 

none 

3043.. 3210, 3059.. 3208, 3078. 
3268.-3483, 3279.. 3485 

40962 
84842 
5391 

OJ991226_47.0309.C6.o5.tm 

3154 

none 

3154.. 3210, 3156.. 3209, 3251. 

40962 
84842 
5391 

OJ991226_47.0309.C6.ol.ts 

3486 

none 

3486.. 3560, 3490.. 3564, 3493. 
3755.-3787, 3785.-4492, 3786. 
4489.-4638, 4490. .4618, 4625. 
4849.-5379, 5382.-5438, 5385. 
5504.. 5674, 5529.. 5672, 5545. 
6174. .6449 

40962 
84842 
5391 

OJ991226_47 . 0309 . C6 . o7 . tm 

3489 

none 

3489. .3590, 3490. .3594, 3490 
3755. .3787, 3785.-3985, 3787 

40962 
84842 
5391 

OJ991226_47.0309.C6.ol3.tc 

3525 

none 

3525.. 3590, 3526.-3582, 3698 
3790. .3876 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX: Cress 

End 3513 

Score 377 

.3216, 2854. .3210, 3263. .3511, 



Seq. ID OJ991226_47.0309.C6 

Strand ' - 

End 7054 

Method TBLASTX : Soybean 

End 3485 

Score 218 

.3209, 3251.. 3481, 3261.. 3398, 



OJ991226__47 .0309.C6 
7054 

TBLASTX: Maize 
3487 
82 

.3487, 3261.. 3398, 3268.-3486 



Seq. ID 

Strand 

End 

Method 
End 
Score 



Seq. ID OJ991226_47. 0309. C6 
Strand 

End 7054 

Method TBLASTX : Soybean 

End 644 9 

Score 99 

.3564, 3689.-3736, 3693.-3737, 
.4145, 3787..4494, 4488. .4613, 
.5377, 4638.-5378, 4639.-5385, 
.5534, 5392.. 5535, 5393.-5596, 
.5673, 6100.. 6384, 6101.. 6382, 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX: Maize 

End 3985 

Score 140 

.3591, 3689.-3736, 3693.-3737, 
.3984 

Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX : Cress 

End 3877 • 

Score 81 
..3748, 3702. .3749, 3788.-3877, 



41003 




Seq. No. 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Of 3r f 


j j 








End 


7054 


Name 


O.TQQ1 296 47 








Mat" hnH 


TRT.A^TX • Cress 


c+- -a >-+- 


^ft on ~~ 

JOOU 








End 


4273 




none 








Score 


595 


Hi AUIIO 


3880 4272 


3881 . 


.4273 








Seq. No. 


40962* 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




Cfarf 


5391 








End 


7054 


Name 


O.TQQ1??fi 47 




C6 . o2 . 


tw 




TBLASTX • Wheat 


O Lai. L. 


4 S7"} _ 

T J / J 








End 


5017 


ox 


1 1L>1 








Score 


634 


P 1 YAP 


4573 5016 


4574 . 


.5017, 


4574 . 


. 5017 




Seq. No. 


40962 








Seq. ID 


OJ991226_47.0309.C6 


Gene No. 


84842 








Strand 




O L.CLX. U 


5391 








End 


7054 


IN dlUC 


OJQQ1226 47 


. 0309 . 


C6 o5 


tc 


Method 


TBLASTX: Cress 


o Lai u 


4718 ~~ 








End 


5134 




none 








Score 


387 




4718 SI 28 


4719 . 


. 5129, 


4719. 


.5132, 4724. .5134, 4849. .5133 


OC4. IN Q • 










Seq. ID 


OJ991226_47.0309.C6 


vj C11C Vi\J . 


84842 








Strand 




Start 


5391 








End 


7054 


Name 


OJ991226 47 


.0309. 


C6.o9. 


tc 


Method 


TBLASTX: Cress 


Start 


5148 








End 


5664 


GI 


none 








Score 


225 


Exons 


5148. .5357, 


5149. 


.5367, 


5150. 


.5386, 5150. .5371, 5408. .5662, 




5473. .5655, 


5518. 


.5664 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40962 Seq. ID OJ991226_47 . 0309 . C6 

84842 Strand 

5391 End 7054 

OJ991226_47.0309.C6.ol.gp Method AAT/GAP 

5391 End 5476 

LIB3432-013-P1-K1-E3 ■ Score 133 

5391.. 5476 

' 13344 6/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta f, -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 11 subunit-2 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40962 
84842 
5391 

OJ991226_47.0309.C6.o6.tm 

5644 

none 

5644. .5766, 5651. .5791, 5653. 
5664. .5711, 5665. .5736, 5681. 
5695. .5742, 5696. .5791, 5696. 
5729.. 5788, 5733.. 5819, 5733. 
5772. .5828, 5775. .5828, 5781. 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX : Mai ze 

End 6005 

Score 138 

.5766, 5660.. 5767, 5663.. 5737, 
.5737, 5687. .5797, 5691. .5789, 
.5797, 5700.. 5801, 5726.. 5800, 
.5840, 5754. .5840, 5769. .5837, 
.5879, 5781. .5879, 5781. .5828, 



41004 



5781.. 5828, 5823.-5987, 5823, 

5850.. 5984, 5858.. 5902, 5865. 

5892.. 5957, 5906.. 5950, 5907. 

5915.. 5959, 5943.. 6005, 5953. 

Seq. No. 40962 

Gene No. 84842 

Start 5391 

Name OJ991226_47 . 0309 .C6 . ol . tm 

Start 6006 

GI none 

Exons 6006.. 6044, 6039.. 6404, 6069. 
6097. .6816 



.5987, 5829. .5984, 5847. .6002, 

.6005, 5865. .5888, 5886. .5918, 

.5957, 5909. .5986, 5910. .5996, 

.5988, 5963. .6001, 5966. .6004 

Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX : Mai ze 

End 6817 

Score 4 6 

.6122, 6071. .6817, 6071. .6403, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40962 
84842 
5391 

OJ991226_47.0309.C6-.ol2.tc 

6048 

none 

6048.. 6155, 6071.. 6346, 6071. 

40962 
84842 
5391 

OJ991226_47.0309.C6.ol.tw 

6271 

none 

6271. .6342, 
6469. .6888, 



6282.. 6320, 6284. 
6470. .6889 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX : Cress 

End 634 6 

Score 66 
.6343, 6100. .6345 

Seq. ID OJ991226_47.0309.C6 
Strand 

End 7054 

Method TBLASTX : Wheat 

End 6889 

Score 42 

.6343, 6308. .6568, 6315. .6476, 



40962 
84842 
5391 

OJ991226_47.0309.C6.o8.tc 

6347 

none 

6347.. 6382, 6381.. 6470, 6389. 
6492.. 6752, 6718.. 6822, 6719. 
6909.. 7046, 6910.. 7053 

40962 
84843 
7124 

OJ991226_47.0309.C6.ol.tc 

7124 

none 

7124. .7186, 7285. .7341, 7288. 
7344. .7400, 7422. .8021, 7422. 
8069.. 8146, 8075.. 8218, 8200. 

40962 
84843 
7124 

OJ991226_47.0309.C6.o2.ts 

7258 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 47. 0309. C6 



7054 

TBLASTX: Cress 
7054 
55 

6466, 6458.. 6724, 6484. 
7054, 6719.. 6859, 6908. 



.6705, 
,7045, 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 9247 
Method TBLASTX : Cress 
End 8266 
Score 49 

.7332, 7335. .7400, 7336. .7410, 
.8123, 7423. .8064, 8067. .8153, 
.8265, 8210. .8266 

Seq. ID OJ991226_47.0309.C6 
Strand 

End 9247 

Method TBLASTX : Soybean 

End 8331 

Score 143 



41005 



Exons 



7258. .7413, 7279. .7413, 7422. .7799, 7422. .8123, 7423. .8064, 
8067.. 8180, 8069. .8146, 8082.. 8207, 8200.. 8271, 8211.. 8267, 
8224. .8331 



Seq. No. 40962 Seq. ID 

Gene No. 84843 Strand 

Start 7124 End 

Name OJ991226_4 7 . 0309 . C6 . o9 . tm Method 

Start 7528 End 

GI none Score 

Exons 7528.. 7665, 7528.. 7665 



OJ991226_47.0309.C6 
9247 

TBLASTX: Maize 

7665 

215 



Seq. No. 40962 

Gene No. 84843 

Start 7124 

Name OJ991226_47 . 0309 .C6 . o4 . tm 

Start 7854 

GI none 

Exons 7854.. 7943, 7862.. 8020, 7862. 

7891.. 8064, 7990.. 8145, 8058. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7909, 



OJ991226 47. 0309. C6 



9247 

TBLASTX: Maize 
8147 
67 

7890. .8021, 7890. .8123, 



.8147, 8067. .8147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40962 
84843 
7124 

OJ991226_47 . 0309 . C6 . o3 . tw 

7905 

none 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 9247 

Method . TBLASTX : Wheat 

End 8311 

Score 240 



7905. .8.123, 7909. .8064, 7990. 18208, 8058. .8237, 8067. .8243, 
8168. .8311, 8184. .8306, 8200. .8310, 8225. .8311 



40962 
84843 
7124 

OJ991226_47.0309.C6.o2.tm 

8148 

none 

8148.. 8210, 8149. .8208, 8193. 
8201.. 8320, 8315.. 8347, 8316. 
8359.. 8394, 8402". .8467, 8402. 
8467.. 8529, 8469.. 8552, 8591. 
8659. .8787, 8781. .8807, 8781. 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 9247 

Method TBLASTX : Mai ze 

End 8807 

Score 96 

.8318, 8193.. 8318, 8200.. 8319, 
.8348, 8317.. 8355, 8353.. 8394, 
.8467, 8453. .8497, 8459. .8551, 
.8767, 8601. .8786, 8604. .8786, 
.8807 



Seq. No. 40962 

Gene No. 84843 . 

Start 7124 

Name OJ991226_47 . 0309 . C6 . o4 . tc 

Start 8466 

GI none 

Exons 8466.. 8486, 
8659. .8946, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8467. .8484, 8601. .8924, 8603 
8972.. 9085, 8974.. 9087 



OJ991226 47. 0309. C6 



9247 

TBLASTX: Cress 

9087 

35 

8929, 8604. .8945, 



Seq. No. 40962 Seq. ID 

Gene No. 84843 Strand 

Start 7124 End 

Name OJ991226_4 7 . 0309 . C6 . o4 . ts Method 

Start 84 68 End 

GI none Score 



OJ991226_47.0309.C6 
9247 

TBLASTX : Soybean* 

9247 

167 



41006 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



8468. .8491, 8600. .8767, 8601. .8924, 8604. .8945, 8816. .8977, 
8872.. 8946, 8950.. 9246, 8951.. 9247 



40962 
84843 
7124 

OJ991226_47.0309.C6.o3.tm 

8808 

none 



Seq. ID OJ991226_47.0309.C6 
Strand 

End 9247 

Method TBLASTX : Mai ze 

End 9091 

Score 239 



8808. .8948, 8808 8930, 8809 .. 8985, 8810. .9049, 8928. .9089, 
8944.. 9090, 8950.. 9090, 8951.. 9091 



OJ991226_47.0309.C7 
+ 

182 

AAT/GAP 

182 

344 



40963 Seq. ID 

84844 Strand 
1 End 
OJ991226_47 . 0309 . C7 . ol . gp Method 
1 End 
42732_1.R1084 Score 
1. .182 

'114657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ991226_47.0309.C7 
+ 

593 

AAT/GAP 

593 

734 



40963 Seq. ID 

84845 Strand 
223 End 
OJ991226_4 7 . 0309 . C7 . o2 . gp Method 
223 End 
LIB3477-011-P1-K1-C10 Score 
223. .593 

, 114 657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 

40963 Seq. ID OJ991226_47 . 0309 . C7 

84846 Strand 

1258 End 2298 

OJ991226_4 7 . 0309 . C7 . o3 . gp Method AAT/GAP 
1258 End 2298 

2721_1.R1084 Score 1974 

1258.. 2298 

' 114 622 /sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



40963 Seq. ID 

84847 Strand 

2336 End 

OJ99122 6_47 . 0309 . C7 . ol . tc Method 

1 End 

none Score 



OJ991226_47.0309.C7 
2588 

TBLASTX: Cress 

256 

347 



41007 



Exons 



1..-255, 2.. 256 



Seq. No. 40963 
Gene No. 84847 
Start 2336 

Name OJ991226_47 . 0309 .C7 .ol . ts 

Start 1 
GI none 

Exons 1. . 504, 2.. 355, 9.-539, 410. 

1269.. 1556, 1282.. 1554, 14.14 
1989.. 2165, 1989.. 2165, 1994 
2261. .2314, 2262. .2315, 2321 
2360.. 2413, 2362.. 2445, 2382 
2472. .2513, 2474. .2521, 2479 

Seq. No. 40963 

Gene No. 84847 

Start 2336 

Name OJ991226_47 . 0309.C7 . o3 . tm 

Start 151 

GI none 

Exons 151.. 411, 153.. 413 



Seq. ID. OJ991226_47.0309.C7 
Strand 

End 2588 

Method TBLASTX: Soybean 

End 2588 

Score 534 
,505, 1137.. 1199, 1224.. 1292, 
.1560, 1581. .1649, 1985. .2164, 
.2167, 2256.. 2315, 2258.. 2329, 
.2374, 2322. .2375, 2325. .2372, 
.2453, 2406. .2450, 2472. .2519, 
.2514, 2541. .2588, 2544. .2582 

Seq. ID OJ991226_47.0309.C7 
Strand 

End 2588 

Method TBLASTX: Maize 

End 413 

Score 327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991226_47.0309.C7 

.2588 

TBLASTX: Maize 
757 
172 

414. .536, 415. .531, 420. .536, 523. .657, 529. .672, 531. .701, 
548. .685, 666. .689, 688. .729, 689. .730, 732. .755, 734. .757 



40963 
84847 
2336 

OJ99122 6_47 . 0309 . C7 . o4 . tm 

414 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 40963 Seq. ID 

Gene No. 84847 Strand 

Start 2336 End 

Name OJ991226_47 . 0309 . C7 . ol . tm Method 

Start 844 End 

GI none - Score 
Exons 



OJ991226_47.0309.C7 
2588 

TBLASTX: Maize 

1796 

186 



844. .1011, 859. .888, 879. .1004, 881. .1012, 988. .1068, 
1021. .1119, 1060. .1122, 1096. .1188, 1121. .1192, 1122. .1193, 
1124.. 1192, 1197*. .1238, 1197.. 1235, 1224.. 1280, 1225.. 1281, 
1234. .1281, 1262. .1348, 1273. .1644, 1275. .1643, 1413. .1667, 
1651. .1695, 1653. .1697, 1681. .1785, 1695. .1796, 1696. .1794 



Seq. No. 


40963 








Seq. ID 


OJ991226_47.0309. 


C7 


Gene No. 


84847 








Strand 






Start 


2336 








End 


2588 




Name 


OJ991226 47 


.0309. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1248 








End 


1554 




GI 


none 








Score 


328 




Exons 


1248. .1544, 


1248. 


.1364, 


1249. 


.1554, 1414. .1554 




Seq. No. 


40963 








Seq. ID 


OJ991226_47.0309. 


C7 


Gene No. 


84847 








Strand 






Start 


2336 








End 


2588 




Name 


OJ991226 47 


.0309. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1797 








End 


2588 





41008 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1797.. 1946, 1797.. 1883, 1874. 

1932.. 2234, 1939.. 2235, 2193. 

2318.. 2410, 2319.. 2435, 2319. 

2397.. 2543, 2439.. 2543, 2440. 

2537.. 2581, 2544.. 2588, 2544. 

40963 
84847 
2336 

OJ991226_47.0309.C7.o3.tc 

1961 

none 

1961.. 2191, 1969.. 2193, 1974. 
2265.-2348, 2267.. 2350, 2271. 



Score 173 

.1906, 1919.. 2233, 1931. .2233, 
.2318, 2203.. 2316, 2205. .2318, 
.2447, 2320. .2457, 2326. .2457, 
.2544, 2453. .2548, 2536. .2580, 
.2588 

Seq. ID OJ991226_47.0309.C7 
Strand 

End 2588 

Method TBLASTX : Cress 

End 2418 

Score 272 

.2195, 1988. .2197, 2264. .2350, 
.2351, 2353. .2418, 2359. .2415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40963 
84847 
2336 

OJ991226_47.0309.C7.ol.tw 

2166 

none 



Seq. ID OJ991226__47.0309.C7 
Strand 

End 2588 

Method TBLASTX : Wheat 

End 2587 

Score 183 



2166. .2285, 2166. .2285, 2282. .2329, 2282. .2320, 2319. .2441, 
2319. .2441, 2320. .2442, 2320. .2442, 2416. .2526, 2445. .2528, 
2445.. 2525, 244 6 .. 2526, 2525 .. 2581, 2528.. 2587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40963 Seq. ID OJ991226_47 . 0309. C7 

84847 . Strand 

2336 End 2588 

OJ991226_47.0309.C7.o4.gp Method AAT/GAP 

2336 End 2588 

2135JL.R1084 Score 502 

2336.. 2588 

'11957/emb 1X15901 | CHOSXX 1.0e-159 Rice complete chloroplast 
genome ' 



OJ991226_47.0309.C8 
+ 

1289 
AAT/GAP 
1289 
1047 



40964 Seq. ID 

84848 Strand 
743 End 
OJ991226_47.0309.C8.o2.gp Method 
743 End 
5005311 Score 
743. .1289 

114521/sp|P12084|ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993__ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 

40964 Seq. ID OJ991226_47 . 0309 . C8 

84849 Strand 

1 End 1597 

OJ991226_47.0309.C8.ol.gp Method AAT/GAP 

1 End 133 

2135_1.R1084 Score 242 

1. .133 

1 11957/emb 1X15901 1 CHOSXX 1.0e-159 Rice complete chloroplast 



41009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



qenome 1 

40964 
84849 
1 

OJ991226_47.0309.C8.ol.tm 
1 

none 



Seq. ID OJ991226_47.0309.C8 
Strand 

End 1597 

Method TBLASTX : Mai ze 

End 699 

Score 116 



1..96, 3. .95, 89. .292, 111. .626, 129. .620, 131. .637, 157. .627, 
356.-637, 632.. 685, 632.. 691, 637.. 699 



40964 
84849 
1 

OJ991226_47.0309.C8.ol.ts 
51 

none 



Seq. ID OJ991226_47.0309.C8 
Strand 

End 1597 

Method TBLASTX : Soybean 

End 1597 

Score 41 



51. .92, 58.-93, 125. .286, 131. .625, 135. .602, 157. .627, 
647.-682, 687. .1250, 698. .1597, 877. .1530, 1377. .1532, 
1528. .1596 





Seq. No. 


40964 


Seq. ID 


OJ991226_47.0309 


.C8 




Gene No . 


84849 


Strand 









Start 


1 


End 


1597 






Name 


OJ991226 47.0309.C8.ol.tw 


Method 


TBLASTX: Wheat 




_J 


Start 


116 


End 


560 




jj 


GI 


none 


Score 


119 






Exons 


116. .175, 117. .200, 129. .209, 


130. .201, 


205. .555, 207.. 


545, 






210. .560 










Seq. No. 


40964 


Seq. ID 


OJ991226_47.0309 


.C8 




Gene No. 


84849 


Strand 








Start 


1 


End 


1597 






Name 


OJ991226 47.0309.C8.ol.tc 


Method 


TBLASTX: Cress 




3 


Start 


223 


End 


1198 




*_! 


GI 


none 


Score 


260 






Exons 


223. .597, 223. .627, 224. .634, 


687. .1184 


, 701. .1198, 877 


. .1197 


Si 

_s 


Seq. No. 


40964 


Seq. ID 


OJ991226_47.0309 


-C8 


=~ 


Gene No. 


84849 


Strand 








Start 


1 


End 


1597 






Name 


OJ991226 47.0309.C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


743 


End 


1056 






GI 


none 


Score 


260 






Exons 


743. .1054, 880. .924, 985. .1056 








Seq. No. 


40964 


Seq. ID 


OJ991226_47.0309 


.C8 




Gene No. 


84849 


Strand 








Start 


1 . 


End 


1597 






Name 


OJ991226 47.0309.C8.o3.tc 


Method 


TBLASTX: Cress 






Start 


1203 


End 


1473 






GI 


none 


Score 


57 






Exons 


1203. .1385, 1207. .1473, 1208. 


.1465 








Seq. No. 


40964 


Seq. ID 


OJ991226_47.0309 


.C8 




Gene No. 


84850 


Strand 








Start 


1556 


End 


1696 





41010 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . - . " 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991226_47 . 0309 . C8 . o2 . tc Method 

1556 End 

none Score 
1556.. 1696, 1558.. 1695 



TBLASTX: Cress 

1696 

229 



OJ991226_47.0309.C9 
+ 

362 

AAT/GAP 

362 

643 



40965 Seq. ID 

84851 Strand 
1 End 
"OJ991226_47.0309.C9.ol.gp Method 
1 End 
LIB3431-040-P1-K2-C1 Score 
1. .362 

■114521/sp|P12084 |ATPA__ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 



40965 Seq. ID 

84852 Strand 
4447 End 
OJ991226_47.0309.C9.o3.gp Method 
4447 End 
24824_1.R1084 Score 
4447. .5176 

•476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_l 5 8 3*95 4 jpr f 2 1 2 1 4 8 9A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa]' 



OJ991226_47.0309.C9 
+ 

5176 
AAT/GAP 
5176 
1379 



40965 
84853 
5273 

OJ991226_47.0309.C9.o4.gp 
5273 

14384_1.R1084 
5273.. 5984, 6070.. 6098 
, 5881726/dbj IBAA84417.il 3. 
subunit [Arabidopsis thaliana] ' 



Seq. ID OJ991226_47.0309.C9 

Strand + 

End 6098 

Method AAT/GAP 

End 6098 

Score 1358 

Oe-24 (AP000423) RNA polymerase alpha 



40965 Seq. ID 

84854 Strand 
7914 End 
OJ99122 6_47 .0309 . C9 . o5 . gp Method 
7914 End 
7528_2.R1084 Score 
7914.. 8537 

•140291/spl P12206I YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 ljpir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



OJ991226_47.0309.C9 
+ 

8537 
AAT/GAP 
8537 
1143 



40965 Seq. ID 

84855 Strand 

9948 End 

OJ991226_47.0309.C9.o7.gp Method 

9948 End 

uC-osflM202092b08bl Score 



OJ991226_47.0309.C9 
+ 

10389 
AAT/GAP 
10389 
835 



41011 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



9948. .10389 

»118048/sp| P07888|CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ■ 



40965 Seq. ID 

84856 Strand 
14954 End 
OJ991226_4 7 . 0309 . C9 . 08 . gp Method 
14954 End 
uC-osflm202104g03bl Score 
14954. .15476 

1 131211/spl P19443I PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] ' 



OJ991226_47.0309.C9 
+ 

15476 
AAT/GAP 
15476 
1026 



40965 Seq. ID 

84857 Strand 
19020 End 
OJ991226_47 . 0309 . C9 . olO . gp Method 
19020 End 
LIB3432-057-P1-K1-A8 Score 
19020.. 19148 

1 11957/emb 1X15901 | CHOSXX 7.0e-52 Rice complete chloroplast 
genome 1 



OJ991226_47.0309.C9 
+ 

19148 
AAT/GAP 
19148 
169 



OJ991226_47.0309.C9 
+ 

20250 
AAT/GAP 
20250 
1023 



40965 Seq. ID 

84858 Strand 
19698 End 
OJ991226_47. 0309. C9. oil. gp Method 
19698 End 
2896_1.R1084 Score 
19698.. 20250 

. , 131271/sp|P12157|PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem IT chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

■ [Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



Seq. ID - OJ991226_47 . 0309 . C9 
Strand + 
End 22813 
Method AAT/GAP 
End 22813 
Score 987 



40965 
84859 
22307 

OJ991226_47.0309.C9.ol4.gp 
22307 

uC-osflcypOllbOlbl 
22307. .22813 

•343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_226762_prf 1604469A cytochrome b6 [Oryza sativa] ' 



40965 Seq. ID 

84860 Strand 

34 68 End 

OJ991226_47.0309.C9.o2.gp Method 



OJ991226_47.0309.C9 

3984 
AAT/GAP 



41012 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



3468 End 3984 

uOosflM202083hl2bl Score 968 

3468. .3984 

'552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] 1 



40965 Seq. ID 

84861 Strand 

8541 End 

OJ991226__4 7 . 0309 . C9 . 06 . gp Method 

854i End 

2653_1.R1084 Score 
8541. .9078 

' 11998/emb | CAA33959 1 5.0e-35 (X15901) ORF85 [Oryza sativa] 

>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



OJ991226_47.0309.C9 

9078 
AAT/GAP 
9078 
1052 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226 47. 0309. C9 



17958 
AAT/GAP 
17958 
283 



40965 
84862 
17791 ■ 

OJ991226_47.0309.C9.o9.gp 
17791 

LIB3431-017-P1-K1-H4 
17791. .17958 

, 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12- [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



40965 Seq. ID 

84863 Strand 

21406 End 

OJ991226_47.0309.C9.ol2.gp Method 

21406 End 

uC-osflcyp003hllbl Score 
21406. .21857 

' 131332/sp | P09449 | PSBH_ORYSA 
PHOSPHOPROTEIN >gi_72716_pir 



OJ991226_47.0309.C9 

21857 
AAT/GAP 
21857 
872 



1.0e-09 PHOTOSYSTEM II 10 KD 
_ F2RZ0P photosystem II 

phosphoprotein psbH - rice chlbroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi__226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] ' 



40965 Seq. ID 

84864 Strand 
21987 End 
OJ991226_47.0309.C9.ol3.gp Method 
21987 End 
uC-osflcyp084g07al Score 
21987. .22150 

'11957/61103 1X15901 1 CHOSXX 7, 
genome ' 

40965 Seq. ID 

84865 Strand 
25288 End 
OJ991226_47.0309.C9.ol5.gp Method 



OJ991226_47.0309.C9 

22150 
AAT/GAP 
22150 
201 



Oe-38 Rice complete chloroplast 



OJ991226_47.0309.C9 

25853 
AAT/GAP 



41013 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25288 End 25853 

2798177 Score 1010 

25288. .25853 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Soybean 

End 328 

Score 342 



40965 
84866 
26636 

OJ991226_47.0309.C9.ol4.ts 
2 

none 

2. .328, 2. .328 

40965 
84866 
26636 

OJ991226_47.0309.C9.ol5.tc 
2 

none 

2. .334, 2. .334, 462. .527, 466. .537, 466. .534, 467. .538, 467. .538 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Cress 

End 538 

Score 32 6 



40965 
84866 
26636 

OJ991226_47. 0309. C9. oil. tc 

795 

none 



Seq. ID OJ991226_47.0309.C9 
Strand 

End .27026 
Method TBLASTX : Cress 
End 1477 
Score 66 



795. .848, 796. .879, 797. .877, 905. .1102, 906. .1100, 907. .1107, 
908. .1102, 1121. .1252, 1156. .1224, 1202. .1225, 1367. .1477, 
1393. .1476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 

OJ991226_47.0309.C9.o8.ts 

1124 

none 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX: Soybean 

End 17 62 

-Score 117 



1124. .1270, 1156. .1221, 1343. .1762, 1393. .1749 



40965 
84866 
26636 

OJ991226_47.0309.C9.o7.tm 

1142 

none 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Mai ze 

End 17 62 

Score 164 



1142. .1240, 1156. .1239, 1241. .1258, 1242. .1268, 1300. .1347, 
1301. .1354, 1302. .1358, 1352. .1762, 1393. .1749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 

OJ991226_47.0309.C9.ol2.tc 

1519 

none 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Cress 

End 1750 

Score 266 



1519. .1686, 1520. .1684, 1683. .1748, 1687. .1749, 1688. .1750 



41014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



40965 
84866 
26636 

OJ991226_47.0309.C9.ol.tc 

1758 

none 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX: Cress 

End 3705 

Score 68 



1758. .1886, 1810. .2040, 1811. .2050, 1876. .2040, 1883. .2044, 
1971. .2054, 2021. .2404, 2042. .2428, 2259. .2405, 2391. .2627, 
2391.. 3704, 2392.. 3042, 2393.. 3379, 2667.. 3458, 3127.. 3705 



40965 
84866 
26636 

OJ991226_47.0309.C9.o20.tm 

1764 

none 

1764.. 1886, 1765.. 2079, 1789. 
2064.. 2132, 2086.. 2133, 2086. 

40965 
84866 
26636 

OJ991226_47.0309.C9.ol.ts 

1810 

none 

1810.. 2199, 1811. 
2380.. 3042, 2380. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2079, 
.2133 



OJ991226_47.0309.C9 
27026 

TBLASTX: Maize 
2133 
121 

1790.. 2095, 1971.. 2096, 



.2404, 1812. 
.3090, 2391. 



40965 
84866 
26636 

OJ991226_47.0309.C9.o2.tm 

2237 

none 

2237. .2449, 
3018. .3260, 



2242.. 2403, 2380. 
3036.. 3527, 3127. 



40965 
84866 
26636 

OJ991226_47. 0309. C9. oil. tw 

2269 

none 

2269.. 2403, 2270.. 2431, 2380. 

40965 
84866 
26636 

OJ991226_47.0309.C9.o3.tw 

2736 

none 

2736. .3017, 
3154. .3423, 

40965 
84866 
26636 



2737. .3006, 
3168. .3431 



2742. 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Soybean 

End 3106 

Score 69* 

.1886, 1894. .2391, 1901. .2428, 
.3104, 2391. .3104, 2780. .3106 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Mai ze 

End 3546 

Score 114 

.3006, 2391.. 3017, 2661.. 3017, 
.3546 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Wheat 

End 2648 

Score 91 
.2625, 2391.. 2648 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Wheat 

End 3431 

Score 237 

.3011, 3036. .3098, 3105. .3143, 



Seq. ID OJ991226j47.0309.C9 
Strand 

End 27026 



41015 




Name 


OJ991226 47 


.0309. 


C9.o7. 


ts 


Method 


TBLASTX: Soybean 


Start 


3107 








End 


4191 


GI 


none 








Score 


289 


Exons 


3107. .3367, 


3108. 


.3458, 


3108. 


.3701, 3109. .3702, 4135. .4191 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o23 


.tm 


Method 


TBLASTX: Maize 


Start 


3546 








End 


3799 


GI 


none 








Score 


261 


Exons 


3546. .3725, 


3548. 


.3757, 


3748. 


.3777, 3748.. 3777, 3782.. 3799 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


3575 








End 


4007 


GI 


none 








Score 


215 


Exons 


3575.-3724, 


3577. 


.3753, 


3577. 


.3714, 3676.-3786, 3721.. 3807, 




3722. .3796, 


3785. 


.4006, 


3794. 


.3973, 3798.-4007 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o28 


. tm 


Method 


TBLASTX: Maize 


Start 


3800 








End 


3990 


GI 


none 








Score 


199 


Exons 


3800. .3937, 


3800. 


.3937, 


3801. 


.3962, 3802.. 3939, 3930.. 3986, 




3934. .3990, 


3936. 


.3989 








Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o21 


.tm 


Method 


TBLASTX: Maize 


Start 


4131 








End 


4440 


GI 


none 








Score 


186 


Exons 


4131. .4253, 


4135. 


.4254, 


4230. 


.4340, 4239.. 4295, 4241.. 4318, 




4243.-4338, 


4244 . 


.4348, 


4313. 


.4438, 4315. .4440, 4357. .4440 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4174 








End 


4859 


GI 


none 








Score 


203 


Exons 


4174. .4335, 


4176. 


.4319, 


4293. 


.4391, 4322. .4384, 4347. .4421, 




4385. .4813, 


4405. 


.4857, 


4405. 


.4857, 4434. .4859, 4676. .4858 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


4414 








End 


5117 


GI 


none 








Score 


1013 


Exons 


4414. .5100, 


4414. 


.5115, 


4437. 


.5117, 4602.. 5117 



41016 




Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


4423 








End 


4899 


GI 


none 








Score 


41 


Exons 


4423. .4455, 


4457. 


.4807, 


4458. 


.4880, 4459.-4899, 4462. .4899 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47 


.0309. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4441 








End 


5187 


GI 


none 








Score 


935 


Exons 


4441. .5139, 


4452. 


.5135, 


4453. 


.5181, 5137. .5187, 5140. .5187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 

OJ991226_47. 

4860 

none 

4860. .5042, 

40965 
84866 
26636 

OJ991226_47, 

5185 

none 

5185. .5931, 

40965 
84866 
26636 

OJ991226_47. 

5190 

none 

5190. .5474, 

40965 
84866 
26636 

OJ991226_47, 

5423 

none 

5423. .5569, 

40965 
84866 
26636 

OJ991226_47, 

5532 

none 

5532. .5891, 
6013. .6066 



0309.C9.ol3.tw 
4861. .5040 

0309.C9.ol.tw 
5186.. 5887, 5186. 

0309.C9.o24.tm 
5191.. 5478, 5195. 

0309.C9.o25.tc 
5424. .5558 

0309.C9.ol2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C9 
27026 

TBLASTX: Wheat 

5042 

319 



Seq. ID OJ991226_47.0309.C9 

Strand . - 

End 27026 

Method TBLASTX : Wheat 

End 5937 

Score 926 

.5932, 5187.. 5915, 5191.. 5937 

Seq. ID OJ991226_47.0309.C9 
Strand 

27026 

TBLASTX: Maize 
5478 
205 



End 

Method 
End 
Score 
.5473 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX: Cress 

End 5569 

Score 164 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C9 
27026 

TBLASTX: Maize 

6068 

310 



5541.. 5747, 5554.. 5901, 5557.. 5901, 6009.. 6068, 



41017 




Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309.C9 


Gene No. 


84866 








Strand 






Start 


26636 








End 


27026 




Name 


OJ991226 47 


.0309. 


C9.ol4 


-tc 


Method 


TBLASTX : 


Cress 


Start 


5652 








End 


5921 




GI 


none 








Score 


353 




Exons 


5652. .5783, 


5653. 


.5919, 


5653. 


.5919, 5654. .5920, 


5820. .5921 


Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309.C9 


Gene No. 


84866 








.Strand 






Start 


26636 








End 


27026 




Name 


OJ991226 47 


.0309. 


C9.o32 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6208 








End 


6953 




GI 


none 








Score 


52 




Exons 


6208. .6240, 


6210. 


.6260, 


6214. 


.6246, 6235.. 6267, 


6236. .6268, 




6253. .6357, 


6253. 


.6339, 


6267. 


.6359, 6891.. 6953 




Seq. No. 


40965 








Seq. ID 


OJ991226 


47. 0309. C9 


Gene No . 


84866 








Strand 






Start 


26636 








End 


27026 




Name 


OJ991226 47 


.0309. 


C9.ol2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6957 








End 


9448 




GI 


none 








Score 


140 




Exons 


6957. .7178, 


7016. 


.7135, 


7638. 


.7775, 7640. .7729, 


7650. .7736, 




7651. .7737, 


8097. 


.8258, 


8102. 


.8242, 8246. .8449, 


8254. .8295, 




8280. .8495, 


8280. 


.8492, 


8515. 


.8577, 8518.. 8577, 


8526. .8582, 




8604. .8663, 


8604. 


.8681, 


8977. 


.9045, 8989. .9048, 


8991. .9053, 




9070. . 9444, 


9074. 


. 9448, 


9080. 


.9184, 9100.. 9447, 


9263. .9448 


Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309.C9 


Gene No . 


84866 








Strand 






Start 


26636 








End 


27026 




Name 


OJ991226 47 


. 0309. 


C9.ol4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7592 








End 


8022 




GI 


none 








Score 


273 




Exons 


7592. .7771, 


7598. 


.7771, 


7774. 


.7872, 7774. .7854, 


7775. .7888, 




7869. .7940, 


7872. 


.7940, 


7874. 


.7960, 7908.. 8006, 


7930. .8007, 




7933. .8022, 


7937. 


.8008 










Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309.C9 


Gene No. 


84866 








Strand 






Start 


26636 








End 


27026 




Name 


OJ991226 47 


.0309. 


C9.o4. 


tc 


Method 


TBLASTX: 


Cress 


Start 


8103 








End 


9444 




GI 


none 








Score 


699 




Exons 


8103. .8588, 


8105. 


.8593, 


8106. 


.8594, 8528.. 8596, 


8575. .8664, 




8580. .8663, 


8992. 


.9066, 


9066. 


.9425, 9067. .9444, 


9071. .9442 


Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309.C9 


Gene No. 


84866 








Strand 






Start 


26636 








End 


27026 




Name 


OJ991226 47 


.0309. 


C9.O10 


.tm 


Method 


TBLASTX: 


Maize 


Start 


8261 








End 


8858 




GI 


none 








Score 


46 




Exons 


8261. .8293, 


8262. 


.8294, 


8272; 


.8679, 8277. .8681, 


8280. .8681, 




8767. .8790, 


8768. 


.8791, 


8787. 


.8834, 8788. .8835, 


8789. .8833, 




8826. .8858, 


8830. 


.8850 











41018 



Seq. No. 


40965 








Seq. ID 


OJ991226_47 . 0309 . C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47. 


0309. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


9452 








End 


10988 


GI 


none 








Score 


332 


Exons 


9452. .9769, 

- 


9472. 


.9777, 


9998 


. .10207, 


10004. .10987, 10005.. 10988 


Seq. No. 


40965 








Seq. ID 


OJ991226 47. 0309. C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47. 


0309. 


C9.o22 


. tc 


Method 


TBLASTX: Cress 


Start 


9464 








End 


9681 


GI 


none 








Score 


228 


Exons 


9464. .9679, 


9466. 


.9681 








Seq. No. 


40965 








Seq. ID 


OJ991226_47..0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47. 


0309. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


9682 








End 


10948 


GI 


none 








Score 


91 


Exons 


9682. .9762, 


9683. 


.9754, 


9984 


. .10784, 


9998. .10207, 10005 .. 10793, 




10890. .10946, 10890. .10946, 


10891. .10947, 10898. .10948 . 


Seq. No. 


40965 








Seq. ID 


OJ991226_47.0309.C9 


Gene No. 


84866 








Strand 




Start 


26636 








End 


27026 


Name 


OJ991226 47. 


0309. 


C9.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


9773 








End 


10199 


GI 


none 








Score 


39 


Exons 


9773. .9799, 


9774. 


.9809, 


9775 


..9813, 9803. .9874, 9804. .9875, 




9804. .9923, 


9819. 


.9944, 


9859 


. .10071, 


9877.. 10041, 9879.. 10070, 



9971. .10072, 10074. .10199, 10077 10196, 10079.. 10198 



Seq. No. 


40965 


Gene No. 


84866 


Start 


26636 


Name 


OJ991226 47. 0309. C9. oil. 


Start 


9825 


GI 


none 


Exons 


9825. .9863, 9827. .9871, 


Seq. No. 


40965 


Gene No. 


84866 


Start 


26636 


Name 


OJ991226 47.0309.C9.o25. 


Start 


10306 


GI 


none 


Exons 


10306. .10473, 10307. .104 


Seq. No. 


40965 


Gene No. 


84866 


Start 


26636 


Name 


OJ991226 47.0309.C9.ol5. 


Start 


10531 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

tm Method TBLASTX: Maize 

End 10305 

Score .58 
9860.. 10207, 9861.. 10304, 9865.. 10305 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

tm Method TBLASTX: Maize 

End 10474 

Score 24 3 
74, 10308.. 10472 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

tw Method TBLASTX : Wheat 

End 10647 



41019 



GI 


none 




Score 


205 




Exons 


10531. .10647, 10533. 


.10646, 


10534. .10647 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


10766 




End 


11093 




GI 


none 




Score 


377 




Exons 


10766. .11029, 10773. 


.11093, 


10773. .11093 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


ol7.tc 


Method 


TBLASTX: Cress 




Start 


11912 




End 


12249 




GI 


none 




Score 


273 




Exons 


11912. .12157, 11915. 


.12157, 


12196. .12249, 12197.. 12247 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


ol7.tm 


• Method 


TBLASTX: Maize 




Start 


11966 




End 


12249 




GI 


none 




Score 


364 




Exons 


11966. .12181, 11966. 


.12220, 


12181. .12249, 12182. .12247, 






12183.. 12248 










Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12201 




End 


12643 




GI 


none 




Score 


667 




Exons 


12201. .12641, 12202. 


.12627, 


12203. .12643 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


,C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


12288 




End 


12866 




GI 


none 




Score 


66 




Exons 


12288. .12344, 12288. 


.12341, 


12289. .12345, 12290 .. 1234 6, 






12290. .12346, 12347. 


.12475, 


12348. .12476, 12349. . 12477, 






12478. .12759, 12481. 


.12747, 


12482. .12760, 12483 .. 12755, 






12483. .12764, 12759. 


.12791, 


12763. .12792, 12795 12866, 






12799. .12861 










Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o31 . tm 


Method 


TBLASTX: Maize 




Start 


12708 




End 


12860 




GI 


none 




Score 


89 




Exons 


12708. .12761, 12708. 


.12755, 


12709. .12777, 12710. .12769, 






12756. .12815, 12763. 


.12816, 


12763. .12816, 128 16 .. 12860, 





12819. .12860 



41020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 Seq. ID 

84866 Strand . 

26636 End 
OJ991226_47 . 0309 . C9 . olO . tw Method 

12721 End 

none Score 

12721. .12795, 12722 12772, 12742 .. 12957 , 12753 12950 , 

12754. .12957, 12937 13029, 12951 .. 13097 , 12976 13119, 
12997.. 13122 



OJ991226_47.0309.C9 
27026 

TBLASTX: Wheat 
13122 
86 



Seq. No. 40965 
Gene No. 84866 
Start 26636 

Name OJ991226_47 . 0309.C9.o30. tm 

Start 12914 

GI none 

Exons 12914. .12967, 12918 .. 12974 , 12919 .. 12972, 12947 

12979. .13035, 13033 .. 13074 , 13051 .. 13113, 13054 
13120. .13197, 13121. .13192, 13121 
13229. .13291 



Seq. ID OJ991226_47.0309.C9 
Strand 

27026 

TBLASTX : Maize 
13304 
64 



End 

Method 

End 

Score 



,13201, 13227, 



,13039, 
,13116, 
,13304, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



40965 
84866 
26636 

OJ991226__47.0309.C9.o6.tw 
13484 
none 
13484. 
13671. 
13758. 



.13612, 13488. 

,13754, 13676. 

.13805, 13790. 

13803. .13916, 13904. 



,13613, 
.13753, 
.13915, 
,14080, 



40965 
84866 
26636 

OJ991226_47.0309.C9.o6.tm 

13646. 

none 

13646. .13804, 13671 .. 13796, 
13791. .13877, 13792 .. 13878, 
13871. .14041, 13873. .14043, 
14085. .14111, 14109. .14216, 
14173. .14355, 14174 .. 14389, 

40965 
84866 
26636 

OJ991226_47.0309.C9.o20.tc 

13973 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C9 
27026 

TBLASTX: Wheat 

14080 

168 



13491. .13613, 13637. .13678, 

13728. .13805, 13757 .. 13807 , 

13791. .13916, 13795. .13914, 
13909. .14079 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 47. 0309. C9 



27026 

TBLASTX: Maize 
14389 
139 

13673. .13822, 13678. .13818, 
13792. .13875, 13871. .14041, 
14058. .14090, 14059. .14112, 
14110. .14178, 14111. .14185, 
14176. .14382, 14177. .14383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C9 
27026 

TBLASTX: Cress 

14316 

74 



13973. .14059, 13975 .. 14040, 14115 .. 14180, 14118 .. 14180, 
14190. .14315, 14194. .14316, 14201. .14311 



40965 
84866 
26636 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 



41021 



Name 


OJ991226 47. 0309. C9. 


ol6.ts 


Start 


14115 




GI 


none 




Exons 


14115. .14180, 14174. 


.14329, 


Seq. No. 


40965 




Gene No. 


84866 




Start 


26636 




Name 


OJ991226 47.0309.C9. 


ol2.tw 


Start 


14851 




GI 


none 




Exons 


14851. .14910, 14851. 


.14910, 




14907. .14930, 14954. 


.15202, 


Seq. No. 


40965 




Gene No. 


84866 




Start 


26636 




Name 


■ OJ991226 47. 0309. C9. 


ol5. tm 


Start 


14935 




GI 


none 




Exons 


14935. .15231, 14936. 


.15244, 


Seq. No. 


40965 




Gene No. 


84866 




Start 


26636 




Name 


OJ991226_47.0309.C9. 


ol5. ts 


Start 


15010 




GI 


none 




Exons 


15010. .15117, 15012. 


.15164, 




15583. .15798, 15590. 


.15799, 




16062. .16133, 16064. 


.16126, 




16193. .16363, 16195. 


.16359, 


Seq. No. 


40965 




Gene No. 


84866 




Start 


26636 




Name 


OJ991226.47.0309.C9. 


o23.tc 


Start 


15013 




GI 


none 




Exons 


15013. .15117, 15013. 


.15159, 


Seq. No. 


40965 




Gene No. 


84866 




Start 


26636 




Name 


OJ991226 47. 0309. C9. 


ol9.tm 


Start 


15424 




GI 


none 




Exons 


15424. .15492, 15434. 


.15517, 




15582. .15770, 15583. 


.15765, 


Seq. No. 


40965 




Gene No. 


84866 




Start 


26636 




Name 


OJ991226 47. 0309. C9. 


ol8.tc 


Start 


15587 




GI . 


none 




Exons 


15587. .15661, 15597. 


.15800, 



Method TBLASTX : Soybean 
End 14330 
Score 230 
14175. .14330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14852. .14929, 14893 
14958. .15224, 14964 



OJ991226_47.0309.C9 
27026 

TBLASTX: Wheat 

15239 

83 

14931, 
15239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C9 
27026 

TBLASTX: Maize 

15251 

380 



14937. .15251, 14937. .15251 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Soybean 

End 16372 

Score 168 
15012. .15164, 15583. .15723, 
15593. .15799, 15594 15812, 
16070. .16114, 16121. .16183, 
16195. .16368, 16211.. 16372 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX: Cress 

End 15173 

Score 165 
15015. .15173 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Mai ze 

End 15770 

Score 94 
15524. .15592, 15535 .. 15591, 
15584. .15769 

Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method TBLASTX : Cress 

End 16515 

Score 75 
15599. .15799, 16067 .. 16114 , 



41022 



16091. .16183, 16195. .16359, 16195 .. 16359, 16211 16372, 
16417. .16515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 

OJ991226_47.0309.C9.o21.tc 
17114 



Seq. ID OJ991226_47.0309.C9 
Strand 

27026 

TBLASTX: Cress 
17691 
37 



End 

Method 
End 

none - Score 
17114. .17143, 17180. .17215, 17183 .. 17212 , 17205 .. 17264 , 
.17218. .17265, 17301 17387, 17302 .. 17376, 17393 17491, 
17394. .17537, 17476. . 17538, 17574 .. 17 618 , 17577 .. 17 618 , 
17647. .17691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 
OJ99122 
17210 
none 
17210. . 
17299. . 
17393. . 
17476. . 
17743. . 
17907. . 
18110. . 



6 47.0309.C9.ol3.ts 



17260, 17218. 

17325, 17337. 

17446, 17436. 

17547, 17630. 

17904, 17746. 

17951, 17925. 
18259 



.17268, 
.17381, 
.17501, 
.17695, 
.17922, 
.17951, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17294 

17371 

17442 

17630 

17748 

18102 



OJ991226 47. 0309. C9 



27026 

TBLASTX : Soybean 
18259 
73 

17335, 17298. .17375, 
17439, 17392. .17436, 
17534, 17443. .17535, 
17689, 17637. .17690, 
17924, 17771. .17905, 
18257, 18102. .18257, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 

84866 

26636 

OJ991226 

17601 

none 



47.0309.C9.o26.tm 



Seq. ID OJ991226_47.0309.C9 
Strand 
End 

Method 
End 
Score 



27026 

TBLASTX: Maize 

17789 

62 



17601. .17627, 17603. .17629, 17631 .. 17789, 17633.. 17788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 
OJ991226 
17790 
none 
17790 
17910 
17956 



47.0309.C9.ol.tm 



17855, 17791. .17922, 
17954, 17916. .17954, 
17982, 17985. .18794, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17791. .17922., 
17923. .17955, 



OJ991226 47. 0309. C9 



27026 

TBLASTX: Maize 
18796 
106 

17792 
17955 



17990. .18796, 17991, 



17923, 
17978, 
18773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



40965 Seq. ID 

84866 Strand 
26636 End 
OJ991226_47. 0309. C9. oil. ts Method 
18261 End 
none Score 

18261. .18689, 18270 .. 18689, 

18518, .18709, 18728.. 18751 

40965 Seq. ID 

84866 Strand 



OJ991226_47.0309.C9 
27026 

TBLASTX: Soybean 
18751 
309 

18271. .18690, 18272. .18709, 



OJ991226 47. 0309. C9 



41023 




Start 


26636 




End 


27026 




Name 




nl 0 tr 

\J X\J • L. W 


Method 


TBLASTX: Cress 




O Lai L. 


1ft?7Q ~~ 




End 


18709 




\j x 






Score 


351 




EjXUHO 


1897Q IflfiftQ 1P?R0 


18690 

• J. O O .7 O , 


18323. .18709 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 








26636 




End 


27026 






OJ991226 47 0309 C9 


ol 6 tm 

W J. \J * I. ILL 


Method 


TBLASTX: Maize 






19007 ~~ 




End 


19297 






1 i Wi 1C 




Score 


167 






19007 19123. 19007 


. 19123, 


19114. .19296, 19127. .19297 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47 0309 C9 


o24 . tc 


Method 


TBLASTX: Cress 




Start 


19176 ~~ 




End 


19455 




\j x 


none 




Score 


166 




uAVJllO 


19176 19448 19189 


. 19455 








Con Wn 


40Q6S 

" w J 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 






Start 


26636 




End . 


27026 




LiCUlLC 


OJ991226 47 0309 C9 

\J\J ZJ J X t.\J 1 / < UJVy«\/yi 


o5 . tc 


Method 


TBLASTX: Cress ' 




O t air U 


1 Qfi^9 _ 




End 


20182 






none 




Score 


112 




Exons 


i qcQO 1 Q77ft 1 Qfi^^ 


i Qftnn 


19638. .19757, 19639 19779, 






1Q77S 901 19777 

Xjt / J • • £.\J X <J -J f X Z? 1 / / • 


20178 


19818. .20174, 19967.. 20182 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 






91- art- 

O U. OiX u 


26636 

t. VJ v J U 




End 


27026 




Name 


OJ991226 47 0309 C9 


o4 . tw 


Method 


TBLASTX: Wheat 




Cf art 

O Lai L. 


19740 ~ 




End 


20171 




\JX 






Score 


691 




R von q 


19740 19784 19741 


20169 

. \J X \J ZJ f 


19741. .20169, 19818.. 20171 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47 0309 C9 

WO ZJ Z/ X C~ \J T / • U JU ^ • w « 


n27 rm 


Method 


TBLASTX: Maize 




Start 


19777 ~~ 




End 


19986 




\3 X 


none 




Score 


221 




D AUl 1 0 


19777 19917 19777 

XZslll»*XZsZsXlf X Zs 1 1 1 • 


. 19914 , 


19778. .19915, 19921.. 19986 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 






O.TQQ1996 47 0^09 PQ 

WO Z? V X£.t.\J *i / • UjUJi^?» 




Method 


TBLASTX : Soybean 




Start 


19849 




End 


20293 




GI 


none 




Score 


694 




Exons 


19849. .20289, 19850, 


.20155, 


19851. .20288, 20192.. 20293 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


C9 


Gene No. 


84866 




Strand 







41024 




Start 


26636 








End 


27026 






Name 


OJ991226 47. 0309. C9. 


ol3. tm 


Method 


TBLASTX: 


Maize 




Start 


19989 








End 


20303 






GI 


none 








Score 


567 






Exons 


19989. 


.20303, 


19990. 


.20301 










Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309. 


C9 


Gene No. 


84866 








Strand 








Start 


26636 








End 


27026 






Name 


OJ991226 47. 0309. C9. 


06 . tc 


Method 


TBLASTX: Cress 




Start 


20185 








End 


20592 






GI 


none 








Score 


686 






Exons 


20185. 


.20592, 


20185. 


.20592 










Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309. 


C9 


Gene No. 


84866 








Strand 








Start 


26636 








End 


27026 






Name 


OJ991226 47. 0309. C9. 


o3.tc 


Method 


TBLASTX: 


Cress 




Start 


20677 








End 


23323 






GI 


none 








Score 


75 






Exons 


20677. 


.20760, 


20680. 


.20757, 


20682. .20762, 20794 


. .20874, 






20794. 


.20874, 


20873. 


.20995, 


20874. .20966, 21027 


. .21224, 






21031. 


.21234, 


21031. 


.21228, 


21235. .21261, 21236 


. .21274, 






21268. 


.21441, 


21273. 


.21503, 


21273. .21503, 21274 


. .21516, 






21481. 


.21507, 


21587. 


.21613, 


22444. .22938, 22447 


. .23094, 






22449. 


.23111, 


22455. 


.23093, 


23147. .23218, 23149 


. .23217, 






23152. 


.23226, 


23270. 


.23323, 


23270. .23323 






Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309. 


C9 


Gene No. 


84866 








Strand 








Start 


26636 








End 


27026 






Name 


OJ991226 47. 0309. C9. 


olO.ts 


Method 


TBLASTX: 


Soybean 




Start 


20963 








End 


21639 






GI ■ 


none 








Score 


228 






Exons 


20963. 


.20989, 


21000. 


.21179, 


21022. .21180, 21142 


. .21210, 






21216. 


.21275, 


21227. 


.21265, 


21268. .21441, 21273 


. .21503, 






21273. 


.21503, 


21280. 


.21516, 


21481. .21507, 21588 


. .21638, 






21588. 


.21638, 


21589. 


.21639 










Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309. 


C9 


Gene No. 


84866 








Strand 








Start 


26636 








End 


27026 






Name 


OJ991226 47. 0309. C9. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


21046 








End 


21810 






GI 


none 








Score 


785 






Exons 


21046. 


.21552, 


21046. 


.21441, 


21197. .21559, 21270 


. .21557, 






21458. 


.21568, 


21537. 


.21614, 


21547. .21618, 21548 


. .21613, 






21548. 


.21619, 


21589. 


.21618, 


21606. .21656, 21606 


. .21656, 






21607. 


.21657, 


21608. 


.21658, 


21647. .21778, 21658 


. .21690, 






21662. 


.21742, 


21736. 


.21777, 


21784. .21810 






Seq. No. 


40965 








Seq. ID 


OJ991226 


_47.0309. 


C9 


Gene No. 


84866 








Strand 








Start 


26636 








End 


27026 






Name 


OJ991226 47. 0309. C9. 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


21128 








End 


21377 






GI 


none 








Score 


240 







41025 



# 



Exons 


21128. 


.21295, 21129. 


.21293, 


21130. .21297, 21296. .21364, 






21297. 


.21365, 21297. 


.21377, 


21298. .21366 




Seq. No. 


40965 






Seq. ID 


OJ991226_47.0309 


.C9 


fipnp No - 


84866 






Strand 






Start 


26636 






End 


27026 




Name 


OJ991226 47. 0309. C9. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


21940 






End 


23186 




GI 


none 






Score 


57 




Exons 


21940. 


.21984, 21986. 


.22039, 


21988. .22038, 2204 6 .. 22084 , 






22048. 


.22080, 22365. 


.22409, 


22366.-22428, 22366. . 22425, 






22405. 


.23121, 22417. 


.22938, 


22455. .23120, 23150 23179, 






23151. 


.23186 










Seq. No. 


40965 






Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 






Strand 






Start 


26636 






End 


27026 




Name 


OJ991226 47. 0309. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


22450 






End 


23094 




GI 


none 






Score 


967 




Exons 


22450. 


.23094, 22453. 


.22920, 


22512. .23093 




Seq. No. 


40965 






Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 






Strand 






Start 


26636 






End 


27026 




Name 


OJ991226 47. 0309. C9. 


o22 . tm 


Method 


TBLASTX: Maize 




Start 


23260 






End 


23500 




GI 


none 






Score 


290 




Exons 


23260. 


.23454, 23261. 


.23452, 


23456. .23500, 23457.. 23498 




Sea No 


40965 






Seq. ID 


OJ991226_47.0309 


-C9 


Gene No . 


84866 






Strand 






Start 


26636 






End 


27026 




Name 


OJ991226 47. 0309. C9. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


23409 






End 


24971 




GI 


none 






Score 


75 




Exons 


23409. 


.23501, 23409. 


.23528, 


23504. .23650, 23560 2364 9, 






23666. 


.23692, 23769. 


.23816, 


23775. .23816, 23928.-24383, 






23946. 


.24515, 23953. 


.24492, 


23953. .24519, 23963 .. 24517 , 






24423. 


.24521, 24540. 


.24620, 


24563. .24619, 24775 .. 24 951, 






24777. 


.24971 










Seq. No. 


40965 






Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 






Strand 






Start 


26636 






End 


27026 




Name 


OJ991226 47. 0309. C9. 


ol3 . tc 


Method 


TBLASTX: Cress 




Start 


23946 






End 


24192 




GI 


none 






Score 


213 




Exons 


23946. 


.24191, 23946. 


.24191, 


23959.. 24192 . 




Seq. No. 


40965 






Seq. ID 


OJ991226_47.0309 


,C9 


Gene No. 


84866 






Strand 






Start 


26636 






End 


27026 




Name 


OJ991226 47. 0309. C9. 


ol6. tc 


Method 


TBLASTX: Cress 




Start 


. 24193 






End 


24398 




GI 


none 






Score 


316 




Exons 


24193. 


.24396, 24193. 


.24396, 


24195. .24398 





41026 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309. 


,C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


ol9.tc 


Method 


TBLASTX: Cress 




Start 


24798 




End 


25240 




GI 


none 




Score 


36 




Exons 


24798.-24863, 24849. 


.24887, 


24854. .24892, 24904 .. 24948, 






24991. .25227, 25000. 


.25227, 


25046. .25240, 25098 .. 25229, 






25109. .25240 










Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


. C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


24991 




End 


25755 




GI 


none 




Score 


523 




Exons 


24991. .25701, 24991. 


.25755, 


24998. .25726, 25062.. 25748 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


. C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


25189 




End 


25663 




GI 


none 




Score 


662 




Exons 


25189. .25662, 25190. 


.25663, 


25190. .25663 




Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No . 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o9.tc 


Method 


TBLASTX: Cress 




Start 


25483 




End 


26070 




GI 


none 




Score 


295 




Exons 


25483. .25755, 25487. 


.25726, 


25738. .25797, 25770 .. 25814 , 






25770. .25814, 25775. 


.25816, 


25797. .25970, 25803 .. 25937 , 






25811. .25972, 25811. 


.25981, 


25840. .25995, 25972 .. 26070, 




. - 


25974.. .26069 










Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


o29.tm 


Method 


TBLASTX: Maize 




Start 


25671 




End 


25933 




GI 


none 




Score 


51 




Exons 


25671. .25745, 25690. 


.25749, 


25691. .25729, 25692 .. 25745, 






25799. .25927, 25812. 


.25928, 


25812. .25928, 25814 25933, 






25840. .25932 










Seq. No. 


40965 




Seq. ID 


OJ991226_47.0309 


.C9 


Gene No. 


84866 




Strand 






Start 


26636 




End 


27026 




Name 


OJ991226 47. 0309. C9. 


ol8.tm 


Method 


TBLASTX: Maize 




Start 


25950 




End 


26236 




GI 


none 




Score 


188 




Exons 


25950. .26063, 25951. 


.26067, 


25951. .26067, 26065 .. 26235, 






26066. .26236, 26068. 


.26235, 


26195. .26236 





41027 



Seq. No. 40965 

Gene No. 84866 

Start 26636 

Name OJ991226_47.0309.C9.ol7.ts 

Start 26025 

GI none 

Exons 26025. .26117, 
26177. .26269, 



26026. .26196, 
26181. .26270 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C9 
27026 

TBLASTX : Soybean 

26277 

91 



26035. .26196, 26176 .. 26277 , 



Seq. No. 40965 
Gene No. 84866 
Start 26636 

Name . OJ991226_47 . 0309. C9 . 08 . tm 

Start 26238 
GI none 

Exons 26238. .26270, 26239 .. 26289, 

26301. .26372, 26356 .. 26373, 
26393. .26614, 26637 .. 26915, 
26665. .26715, 26689.-26967, 
26925. .27005 



Seq. .ID 
Strand 
End 

Method 
End 
Score 

26262 

26390 



OJ991226 47:.0309.C9 



27026 

TBLASTX: Maize 
27005 
38 

26345, 26282. .26344, 
26629, 26392. .26589, 



26653. .26916, 2 6657 .. 26917 , 
26700. .26978, 26923 .. 26961 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40965 
84866 
26636 

OJ991226_47.0309.C9.ol6.gp 
26636 
5003883 
26636.. 27026 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



Seq. ID OJ991226_47.0309.C9 
Strand 

End 27026 

Method AAT/GAP 

End 27026 

Score 782 



40965 Seq. ID 

84866 Strand 

26636 End 
OJ991226_47.0309.C9.ol8.ts Method 

26722 End 

none Score 

.26722. .26907, 26723.. 26911 



OJ991226_47.0309.C9 
27026 

TBLASTX : Soybean 

26911 

174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 



OJ991226_47. 0309. C10 
+ 

2904 
AAT/GAP 
2904 
2153 



40966 Seq. ID 

84867 Strand 
1800 End 
OJ991226_47 . 0309 . C10 . o3 . gp Method 
1800 End 
2291_1.R1084 Score 
1800. .2904 

, 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



40966 
84868 
2919 ' 

OJ991226_47. 0309. C10. o4 , 
2919 



gp 



Seq. ID OJ991226_47. 0309. C10 

Strand + 

End 4 391^ 

Method AAT/GAP 

End 4391 



41028 



GI 3073_1.R1084 "Score 2931 

Exons 2919.. 4391 

GI Descrip. 1 133936/sp | P1214 6 | RR3_0RYSA 5 . Oe- 95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40966 
84869 
564 

OJ991226_47. 0309. CIO. ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991226 47. 0309. CIO 



1149 
AAT/GAP 
1149 
1023 



564 

481_1.R1084 
564. .1149 

'132672/spl P12137 |RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644 jprf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



Seq. No. 40966 

Gene No. 84870 

Start 1454 

Name OJ991226_47 . 0309 .C10 . o2 . gp 

Start 1454 

GI LIB3432-015-P1-K1-H8 

Exons 1454.. 1717 

GI Descrip. ■ 11957/emb | X15901 | CHOSXX 1. 
genome ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47. 0309. C10 

1717 
AAT/GAP 
1717 
450 



Oe-129 Rice complete chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40966 
84871 
11485 

OJ991226_47. 0309. C10. o5. 
6 

none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47. 0309. C10 
14674 

TBLASTX: Maize 

722 

792 



6. .35, 56. .139, 57. .704, 57. .587, 76. .720, 287. .721, 660..722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40966 
84871 
11485 

OJ991226_47. 0309. C10. o3.tw 
57 

none 



Seq. ID OJ991226_47. 0309. C10 
Strand 
End 

Method 
; End 
Score 



14674 

TBLASTX: Wheat 

438 

476 



57. .428, 57. .431, 76. .429, 76. .438, 161. .430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40966 
84871 
11485 

OJ991226_47. 0309. C10. ol.ts 
69 

none 



Seq. ID OJ991226_47. 0309. C10 
Strand 

End 14674 

Method TBLASTX : Soybean 

End 5774 

Score 158 



69. .233, 69. .281, 76. .285, 76. .303, 276. .482, 292. .483, 
296. .604, 298. .519, 517. .543, 560. .625, 611. .913, 622. .912, 
731. .925, 901. .1002, 908. .1027, 1088. .1321, 1104. .1466, 
1104. .1499, 1118. .1507, 1123. .1509, 1370. .1504, 2733. .3044, 



41029 






2733.. 3113, 2734.. 3102/ 


3117. 


.3224, 3288.. 3437, 3288.. 3437, 




3289. .3447, 3331. .3438, 


3347. 


.3442, 3432. .3461, 4042. .4194, 




4046. .4279, 4056. .4280, 


4284. 


.4310, 4285. .4308, 4505. .4849, 




4558.-4848, 4559. .4888, 


4614. 


.4853, 4794. .5003, 4821. .5018, 




4921.. 5019, 4990.. 5136, 


5004. 


.5099, 5005.. 5103, 5095.. 5139, 




5097.. 5138, 5098.. 5139, 


5139. 


.5318, 5141.. 5317, 5142.. 5369, 




5323.. 5400, 5324.. 5401, 


5379. 


.5774, 5393.. 5686 


Seq. No. 


40966 




Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 




Strand 




Start 


11485 




End 


14674 


Name 


OJ991226 47. 0309. C10. 06. 


tc 


Method 


TBLASTX: Cress 


Start 


69 




End 


589 


GI 


none 




Score 


156 


Exons 


69. .281, 72. .242, 76. .273, 276.-485, 289. .483, 298.-492, 




303. .491, 507. .548, 508. 


.540, 


551. .589 




Seq. No. 


40966 




Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 




Strand 




Start 


11485 




End 


14674 


Name 


OJ991226 47. 0309. C10. o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


510 




End 


874 


GI 


none 




Score 


60 


Exons. 


510. .545, 510. .545, 511. 


.549, 


519. .587, 


529. .585, 531. .587, 




596.. 874, 596.. 871, 613. 


.873 






Seq. No. 


40966 




Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 




Strand 




Start 


11485 




End 


14674 


Name 


OJ991226 47. 0309. C10. olO 


i.tc 


Method 


TBLASTX: Cress 


Start 


615 




End 


1002 


GI 


none 




Score 


114 


Exons 


615. .815, 616. .819, 623. 


.820, 


820. .867, 


820. .912, 821. .913, 




888.. 920, 901.. 1002, 908 


!. .1000 




Seq. No. 


40966 




Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 




Strand 




Start 


11485 




End 


14674 


Name 


OJ991226 47. 0309. C10. 06. 


tm 


Method 


TBLASTX: Maize 


Start 


763 




End 


2602 


GI 


none 




Score 


75 


Exons 


763. .807, 764. .808, 807. 


.857, 


808. .1509, 809. .1504, 2546. .2602 


Seq. No. 


40966 




Seq. ID 


OJ991226_47.0309.C10 


Gene No. 


84871 




Strand 




Start 


11485 




End 


14674 


Name 


OJ991226 47. 0309. C10. 06. 


tw 


Method 


TBLASTX: Wheat 


Start 


1027 




End 


1418 


GI 


none 




Score 


80 


Exons 


1027.. 1080, 1029.. 1079, 


1031. 


.1084, 1034. .1417, 1035. .1418 


Seq. No. 


40966 




Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 




Strand 




Start 


11485 




End 


14674 


Name 


OJ991226 47. 0309. C10. o7. 


tc 


Method 


TBLASTX: Cress 


Start 


1036 




End 


1509 


GI 


none 




Score 


48 



41030 



Exons 


1036. .1068, 


1142. 


.1207, 


1187. 


.1507, 1188. .1463, 1198. .1509, 




1202. .1501 












Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No . 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


0309. 


ClO.olO 


.tw 


Method 


TBLASTX: Wheat 


Start 


1450 








End 


9601 


GI 


none 








Score 


131 


Exons 


1450. .1524, 


1451. 


.1525, 


1495. 


.1620, 1521. .1625, 1525. .1620, 




1530. .1655, 


1639. 


.1662, 


1641. 


.1664, 1663. .1710, 1695. .1775, 




1706. .1768, 


1822. 


.1854, 


1823. 


.1855, 9515. .9601 


Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


CIO.08. 


tm 


Method 


TBLASTX: Maize 


Start 


1819 








End 


2142 


GI 


none 








Score 


352 


Exons 


1819. .2067, 


1820. 


.2068, 


1827. 


.2138, 1830. .2123, 2074. .2142 


Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No . 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10. 08 . 


tc ; 


Method ' 


TBLASTX: Cress 


Start 


1858 








End 


3092 


GI 


none 








Score 


49 


Exons 


1858. .1899, 


1866. 


. 1886, 


1918. 


.1980, 1936. .1980, 1973. .2062, 




1977. .2069, 


2190. 


.2216, 


2212. 


.2256, 2365. .2427, 2538. .2579, 




2549. .2596, 


2669. 


.2911, 


2676. 


.3047, 2718. .3092, 2719. .3075 


Seq. No* 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226_47 


.0309. 


C10.O5. 


tw 


Method 


TBLASTX: Wheat 


Start 


1942 








End 


2576 


GI 


none 








Score 


202 


Exons 


1942". .2100, 


1943. 


.2092, 


1944. 


.2120, 2067. .2153, 2068. .2154, 




2077. .2151, 


2139. 


.2252, 


2148. 


.2255, 2155. .2256, 2262. .2471, 




2268. .2381, 


2270. 


.2449, 


2329. 


.2499, 2339. .2509, 2353. .2499, 




2529. .2576, 


2543. 


.2575 








Seq. No.. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene. No. 


. 84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


2183 








End 


2506 


GI 


none 








Score 


59 


Exons 


2183. .2212, 


2184. 


.2216, 


2209. 


.2250, 2209.. 2256, 2214.. 2471, 




2214. .2384, 


2341. 


.2499, 


2342. 


.2449, 2345. .2506, 2353. .2487, 




2439. .2498 












Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 " 


Name 


OJ991226 47 


.0309. 


C10.O2. 


tm 


Method 


TBLASTX: Maize 


Start 


2646 








End 


4408 



41031 




GI 


none 








Score 


37 




Exons 


2646. .2678, 


2655. 


.3227, 


2657. 


.2875, 2670.. 3068, 


2677. .3225, 




3120. .3227; 


3180. 


.3458, 


3222. 


.3461, 3229.. 3459, 


3441. .3899, 




3453. .3899, 


3472 . 


. 3900, 


3847 . 


.3960, 3891.. 3965, 


3908. .3964, 




3910 . .4014, 


3979. 


.4197, 


3998 . 


.4312, 4007. .4276, 


4014 . .4313, 




4243 . .4317, 


4249. 


. 4317, 


4278 . 


.4367, 4304. .4363, 


4306. .4407, 




4319. .4408 














Sea. No. 


40966 








Seq. ID 


OJ991226 


47 . 0309. C10 


Gene No. 


84871 








Strand 






Start 


11485 








End 


14674 




Name 


OJ991226 47 


. 0309. 


ClO.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3129 








End 


3897 




GI 


none 








Score 


464 




Exons 


3129. . 3461, 


3129. 


. 3458, 


3439. 


.3477, 3492. .3890, 


3498. .3893, 




3499. . 3897 














Seq. No. 


40966 








Seq. ID 


OJ991226 


47 . 0309. C10 


Gene No. 


84871 








Strand 






Start 


11485 








End 


14674 




Name 


OJ991226 47 


. 0309. 


C10.o9. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3323 








End 


3839 




GI 


none 








Score 


129 




Exons 


3323. . 3421, 


3324 . 


.3434, 


3325. 


.3435, 3331.. 3435, 


3338 . . 3436, 




3485. .3592, 


3507. 


.3,803, 


3516. 


.3839 






Seq. No. 


40966 








Seq. ID 


OJ991226 


_47. 0309. C10 


Gene No. 


84871 








Strand 






Start 


11485 








End 


14674 




Name 


OJ991226 47 


. 0309. 


C10 . o9 . 


ts 


Method 


TBLASTX : 


Sovbean 


Start 


3514 ~ 








End 


3842 




GI 


none 








Score 


137 




Exons 


3514 . . 3804, 


3516. 


. 3842, 


3528 . 


.3809 






Seq. No. 


40966 








Seq. ID 


OJ991226 


47 . 0309. C10 


Gene No . 


84871 








Strand 






Start 


11485 








End 


14674 




Name 


OJ991226 47 


.0309. 


C10.O4. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4181 








End 


5069 




GI 


none 








Score 


92 




Exons 


4181 . .4279, 


4184 . 


.4273, 


4419. 


.4469, 4420. .4470, 


4420 . .4497, 




4421. .4477, 


4471. 


.4500, 


4471. 


.4500, 4557. .4724, 


4558. .4725, 




4559. .4726, 


4559. 


.4729, 


4614 . 


.4730, 4740. .4988, 


4744 . .4983, 




4752. .5069, 


4921. 


.4989 










Seq. No. 


40966 








Seq. ID 


OJ991226 


_47. 0309. C10 


Gene No. 


84871 








Strand 






Start 


11485 








End 


14674 




Name 


OJ991226 47 


. 0309. 


C10.o3. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4590 ~~ 








End 


5419 




GI 


none 








Score 


1254 




Exons 


4590. .5411, 


4591. 


.5412, 


4614. 


.5414, 4921. .5415, 


5048. .5419 


Seq. No. 


40966 








Seq. ID 


OJ991226 


_47.0309.C10 


Gene No. 


84871 








Strand 






Start 


11485 








End 


14674 




Name 


OJ991226 47 


.0309. 


C10.o7. 


tw 


Method 


TBLASTX: 


Wheat 



41032 




Start 


4731 








End 


5037 


GI 


none 








Score 


448 


Exons 


4731. . 5036, 


4731. 


. 5036, 


4921. 


.5037 




Seer. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 




84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5325 








End 


6542 


GI 


none 








Score 


251 


Exons 


5325. .5498, 


5325. 


.5519, 


5401. 


.5532, 5519.. 5635, 5520.. 5639, 




5643. .5852, 


5645. 


. 6358, 


5648. 


.6358, 6345.. 6443, 6355.. 6450, 




6363. . 6449, 


6377. 


. 6451, 


6452. 


.6532, 6456.. 6542, 6457.. 6540 


Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5643 








End 


6420 


GI 


none 








Score 


304 


Exons 


5643. .5852, 


5645. 


.5893, 


5648. 


.5893, 5722.-5895, 5829. .5894, 




5888. .6418, 


5896. 


. 6420, 


5897. 


.6418, 6088. .6420 


Seq. No. 


. 40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5775 ~~ 








End 


6352 


GI 


none 








Score 


107 


Exons 


5775. .5852, 


5777 . 


. 6352, 


5780. 


.6346 




Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6014 








End 


6390 


GI 


none 








Score 


598 


Exons 


6014 . . 6388, 


6014 . 


. 6388, 


6015. 


.6389, 6088. .6390 


Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No. 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10.ol3 


. tw 


Method 


TBLASTX: Wheat 


Start 


6391 ~ 








End 


6618 


GI 


none 








Score 


104 


Exons 


6391. . 6450, 


6393. 


. 6449, 


6457. 


.6618, 6472.. 6618 


Seq. No. 


40966 








Seq. ID 


OJ991226_47. 0309. C10 


Gene No . 


84871 








Strand 




Start 


11485 








End 


14674 


Name 


OJ991226 47 


.0309. 


C10. oil 


.tc 


Method 


TBLASTX: Cress 


Start 


6772 








End 


7180 


GI 


none 








Score 


61 


Exons 


6772. .6816, 


6776. 


.6811, 


6803. 


.6964, 6817. .6966, 6818. .6964, 




6928..6966, 


6951. 


.7046, 


6961. 


.7047, 6961. .7074, 6962. .7048, 




7049. .7180, 


7051. 


.7131, 


7058. 


.7138 





41033 






Seq. No. 


40966 


Seq. ID 


OJ991226_47.0309.C10 




Gene No. 


84871 


Strand 






Start 


11485 


End 


14674 




Name 


OJ991226 47.0309.C10.ol0.ts 


Method 


TBLASTX: Soybean 




Start 


7128 


End 


7307 




GI 


none 


Score 


52 




Exons 


7128.. 7157, 7130. .7153, 7163 


..7303, 7167. .7307 




Seq. No. 


40966 


Seq. ID 


OJ991226_47. 0309. C10 




Gene No . 


84871 


Strand 






Start 


11485 


End 


14674 




Name 


OJ991226 47.0309.C10.o8.tw 


Method 


TBLASTX: Wheat 




Start 


8476 


End 


8961 




GI 


none 


Score 


92 




Exons 


8476.. 8553, 8476.. 8553, 8555 


..8611, 8555. .8611, 8586. .8666, 






8591.. 8668, 8593.. 8670, 8602 


..8664, 8618. .8683, 8628.-8696, 






8629.. 8670, 8656.. 8676, 8681 


..8731, 8681. .8722, 8682. .8774, 






8682.. 8732, 8721.. 8960, 8721 


..8960, 8728. .8961, 8728. .8961 




Seq. No. 


40966 


Seq. ID 


OJ991226_47. 0309. C10 




Gene No. 


84871 


Strand 






Start 


11485 


End 


14674 




Name 


OJ991226 47.0309.C10.o4.ts 


Method 


TBLASTX : Soybean 


3 


Start 


8757 


End 


9250 




GI ... 


none 


. Score 


684 




Exons 


8757.. 9248, 8767.. 9165, 8769 


..9248, 8915. .9250, 9128. .9250 


u 


Seq. No. 


40966 


Seq. ID 


OJ991226_47. 0309. C10 


=? 


Gene No. 


84871 


Strand 






Start 


11485 


End 


14674 


as 


Name 


OJ991226 47.0309.C10.o8.ts 


Method 


TBLASTX: Soybean 




Start 


10456 


End 


10682 


y 


GI 


none 


Score 


347 


i 


Exons 


10456. .10680, 10458. .10682 






1 


- Seq. No. 


40966 


Seq. ID 


OJ991226_47. 0309. C10 




Gene No. 


84871 . 


Strand 






Start 


11485 


End 


14674 




Name 


OJ991226 47 . 0309. CIO. o5.ts 


Method 


TBLASTX : Soybean 


J 


Start 


10683. 


End 


11135 




GI 


none 


Score 


448 




Exons 


10683. .11000, 10683. .11000, 


10684. .11001, 10687. .11001, 






10988. .11065, 10988. .11062, 


11005. .11064, 11018. .11134, 






11020. .11133, 1104 9. .11135 








Seq. No. 


40966 


Seq. ID 


' OJ991226_47. 0309. C10 




Gene No. 


84871 


Strand 






Start 


11485 


End 


14674 




Name 


OJ991226 47.0309.C10.o7.tm 


Method 


TBLASTX: Maize 




Start 


11218 


End 


11572 




GI 


none 


Score 


564 




Exons 


11218. .11535, 11219. .11572, 


11221. .11571 




Seq. No. 


40966 


Seq. ID 


OJ991226_47. 0309. C10 




Gene No. 


84871 


Strand 






Start 


11485 


End 


14674 




Name 


OJ991226 47.0309.C10.o2.ts 


Method 


TBLASTX : Soybean 



41034 



Start 
GI 

Exons 



11248 End 11972 

none Score 59 

11248. .11295, 11251. .11292, 11291 .. 11521, 11295 .. 11540, 

11296. .11535, 11546. .11854, 11547 .. 11792, 11593 .. 11793, 

11790. .11852, 11809. .11853, 1184 5 .. 11967 , 11847 .. 11972, 

11847. .11972 



Seq. No. 40966 Seq. ID 

Gene No. 84871 Strand 

Start 11485 ' End 

Name OJ991226_47 . 0309 . CIO . o5 . tc Method 

Start 11260 End 

GI none Score 

Exons 11260. .11295, 11263 .. 11292, 11291 .. 11521, 11295 

11296. .11523, 11297. .11548, 11545 11667 , 11546 

11547. .11681, 11593. .11661, 11659 11685, 11675 
11677. .11769 



OJ991226 47. 0309. C10 



14674 

TBLASTX: Cress 
11782 
47 



,11540, 
,11659, 
,11782, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40966 
84871 
11485 

OJ991226_47. 0309. C10. 
11485 

183_5.R1084 
11485. .11869, 12410.. 
, 133999/sp|P05424|RR7 
PROTEIN S7 >gi_70904j 
chloroplast >gi_12037 
S7 [Oryza sativa] >gi 
protein S7 [Oryza sat 
protein S7 [Oryza sat 



o5 . gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 47. 0309. C10 



14674 
AAT/GAP 
13454 
2766 

13454 

_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

pir R3RZ7 ribosomal protein S7 - rice 

emb_CAA33942_ (X15901) ribosomal protein 
_12065_emb_CAA33919_ (X15901) ribosomal 

iva] >gi_226657_prf 1603356CH ribosomal 

iva] » 



40966 
84871 
11485 

OJ991226_47. 0309. C10. ol.tm 
11574 
none 
11574, 



Seq. ID OJ991226_47. 0309. C10 
Strand 

End 14674 

Method TBLASTX: Maize 

End 13452 

Score 756 



.12044, 11574. .12983, 11575 .. 13011, 11593 .. 13005, 
12539. .13012, 12920. .13021, 13067 .. 13150, 13068 .. 13151, 
13093. .13152, 13145. .13444, -13147. .13452, 13150. .13452 



40966 
84871 
11485 

OJ991226_47. 0309. C10. ol2.tw 

11649 

none 



Seq. ID OJ991226_47. 0309. C10 
Strand 

End ' 14674 

Method TBLASTX : Wheat 

End 11868 

Score 99 



11649. .11759, 11652.. 11732, 11653.. 11736, 117 16 .. 11847, 
11718. .11831, 11835. .11867, 11836.. 11868 



40966 Seq. ID 

84871 Strand 

11485 End 

OJ991226_47. 0309. C10. ol2.tc Method 

11829 End 

none Score 



OJ99122 6_47. 0309. C10 
14674 

TBLASTX: Cress 

11989 

194 



41035 






Exons 


11829. 


.11984, 


11840. 


.11950, 


11842. .11985, 11847. .11984, 








11848. 


.11988, 


11849. 


.11989 










Sea. No. 


40966 








Seq. ID 


OJ991226_47.0309 


.C10 




Gene No. 


84871 








Strand 








Start 


11485 








End 


14674 






Name 


OJ991226 47. 0309. CIO 


. 06 . ts 


Method 


TBLASTX : Soybean 






Start 


11974 








End 


12376 






• GI 


none 








Score 


178 ' 






Exons 


11974. 


.12096, 


11975. 


.12097, 


12109. .12222, 12109. .12222, 








12192. 


.12374, 


12195. 


.12374, 


12221. .12376, 12223. .12375 






Seq. No. 


40966 








Seq. ID 


OJ991226_47.0309 


.C10 




Gene No. 


84871 








Strand 








Start 


11485 








End 


14674 






Name 


OJ991226 47. 0309. CIO 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


12244 








End 


12654 






GI 


none 








Score 


42 






Exons 


12244. 


.12303, 


12295. 


.12654, 


12310. .12651 






Seq. No. 


40966 








Seq. ID 


OJ991226_47.0309 


.C10 




Gene No . 


84871 








Strand 








Start 


11485 








End 


14674 






Name 


OJ991226 47. 0309. C10 


.o3. tc 


Method 


TBLASTX: Cress 






Start 


12264 








End 


13012 






GI: 


none 








Score 


709 






Exons 


12264. 


.12734, 


12264. 


.12785, 


12265. .12741, 12265. .12786, 








12736. 


.12852, 


12740. 


.12853, 


12741. .12767, 12744 .. 12860, 








12745. 


.12861, 


12797. 


.12865, 


12829. .12903, 12867 .. 12914 , 








12904. 


.12978, 


12920. 


.12988, 


12930. .12974, 12960 .. 13004, 








12964. 


.13005, 


12970. 


.13011, 


12992. .13012 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40966 
84871 
11485 
OJ99122 
12534 
none 
12534. . 
12718. . 
12804. . 
12903. . 
13070. . 
13189. . 
13480. . 



6 47.0309.C10.o7.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47. 0309. C10 
14674 

TBLASTX: Soybean 

13647 

249 



12731, 
12840, 
12851, 
12944, 
13135, 
13266, 
13638, 



12534. 
12750. 
12867. 
12910. 
13128. 
13274. 
13481. 



,12734, 
,12845, 
,12902, 
,12945, 
,13154, 
,13366, 
,13636, 



12535. .12741, 12535 .. 12735, 

12751. .12840, 12797. .12847, 

12871. .12903, 12900. .12944, 

12995, 13068. .13133, 
13155, 



12933 
13129 
13293 
13482 



13349, 13381 
13646, 13507 



13162. .13266, 
13419, 



,13647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



40966 Seq. ID 

84871 Strand 

11485 End 

OJ991226_47. 0309. C10. ol3.tc Method 

13072 End 

none Score 



OJ991226_47. 0309. C10 
14674 

TBLASTX: Cress 

13293 

40 



13072. .13107, 13097. .13138, 13109 .. 1314 1, 13131 .. 13268 , 
13132. .13275, 13133 .. 13264 , 13134 .. 13265, 13270.. 13293 



40966 
84871 



Seq. ID OJ991226_47. 0309. C10 
Strand 



41036 



Start 
Name 
Start 
GI 

Exons 



11485 
OJ99122 
13294 
none 
13294. . 
13389.. 
13583. . 
13747. . 
13788. . 
13900. . 
14081. . 
14291. . 
14361. . 
14483. . 
14597. . 



6 47.0309.C10.o2.tc 



13389, 
13418, 
13654, 
13818, 
13856, 
14007, 
14257, 
14350, 
14477, 
14575, 
14674, 



13294. 
13480. 
13673. 
13750. 
13820. 
13904. 
14082. 
14293. 
14445. 
14569. 
14599. 



,13380, 
,13626, 
,13750, 
,13818, 
,13882,; 
,14062, 
,14264, 
,14352, 
,14570, 
.14595, 
.14673 



End 14674 
Method TBLASTX: 
End 14674 
Score 110 
13387. .13413, 13387 
13487. .13618, 13521 
13674. .13754, 13675 
13751. .13819, 13774 
.13878. .14009, 13898 
13954. .14061, 14022 
14165. .14266, 14167 
14304. .14357, 14359 
14454. .14561, 14473 
14569. .14595, 14573 



Cress 



.13413, 
.13619, 
.13755, 
.13881, 
.14014, 
.14066, 
.14265, 
.14475, 
.14568, 
.14608, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40966 
84871 
11485 

OJ991226_47. 0309. C10. oil. tw 

14379 

none 



Seq. ID OJ991226_47. 0309. C10 
Strand 

End 14674 

Method TBLASTX : Wheat 

End 14674 

Score 76 



14379. .14474, 14379 .. 14456, 14445 .. 14516, 14454 .. 14516, 

14473. .14517, 14473 14517 , 14486 .. 14527 , 144 90 .. 1457 6, 

14512. .14577, 14563 14 640, 14580 .. 14636, 14581 .. 14 637 , 

14639. .14674, 14641. .14673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40967 
84872 
332 

OJ991226_47. 0309. Cll. ol.tc 
21 

none 



Seq. ID OJ991226_47.0309.C11 

Strand + 

End. 801 

Method TBLASTX : Cress 

End 369 

Score 129 



21. .116, 23. .115, 104. .190, 120. .191, 220. .273, 222. .269, 
243. .284, 245. .289, 275. .304, 282. .368, 284. .367, 292. .369, 
322.. 369 



Seq. No. 40967 

Gene No. 84873 

Start 747 

Name OJ991226_47 . 0309 .Cll . ol 

Start 747 

GI none 

Exons 747., 878, 74.7.-884, 748 
931.. 990, 931.. 990, 932 



Seq. ID OJ991226_47. 0309. Cll 

Strand 

End 991 

,ts Method TBLASTX : Soybean 

End 991 

Score 199 
,.879, 868. .924, 869. .922, 930. .989, 
. .991 



Seq. No. 40967 

Gene No. 84874 

Start 1010 

Name OJ991226_47 . 0309 .Cll . o2 

Start 1010 

GI none 

Exons 1010.. 1039, 1038.. 1127, 
1126. .1260, 1131.. 1262 



Seq. ID OJ991226_47. 0309. Cll 
Strand 

End 1262 

,tc Method TBLASTX : Cress 

End 1262 

Score 80 
1040.. 1129, 1041.. 1130, 1105.. 1260, 



Seq. No. 
Gene No. 



40968 
84875 



Seq. ID OJ991226_47.0309.C12 
Strand 



41037 



IE* 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



510 



End 

Method 
End 
Score 



1451 
AAT/GAP 
1451 
1842 



OJ991226_47.0309.C12.ol.gp 
510 

688_1.R1084 
510. .1451 

•226661/prf | I1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



Seq. No. 40968 
Gene No. 84876 
Start 1483 

Name OJ991226_47 . 0309 . C12 . ol . tc 

Start 7 4 

GI none 

Exons 74.. 103, 102.. 191, 104. 

195.. 356, 263.. 379, 354 
449. .628, 457. .630, 483 



193, 
.458, 
.629 



OJ991226_47.0309.C12 
1652 

TBLASTX: Cress 

630 

80 

169. .354, 190. .354, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
105. .194, 
355. .459, 355. .459, 357. .500, 



Seq. No. 40968 
Gene No. 84876 
Start 1483 

Name OJ991226_47 . 0309 .C12 . ol . ts 

Start 393 
GI none 
Exons 393.. 653, 395.-637, 629.. 757, 632 

682. .762, 751. .957, 752. .943, 759 

943.. 1029, 943.. 1029 



Seq. ID OJ991226_47.0309.C12 
Strand 

1652 

TBLASTX : Soybean 
1029 



End 

Method 
End 
Score 



324 
766, 636. 
947, 942. 



,782, 639.. 761, 
,1028, 942. .1028, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40968 Seq. ID 

84876 Strand 

1483 End 

OJ991226_47 . 0309 . C12 . o2 . tc Method 

643 End 

none Score 



OJ991226_47.0309.C12 
1652 

TBLASTX: Cress 

1017 

155 



643. .756, 645.-755, 682. .756, 752. .946, 753. .947, 754. .957, 
942. .1016, 942. .1016, 943. .1017 



40968 
84876 
1483 

OJ991226_47.0309.C12.o3.tc 
1128 
none 

1128. .1163, 1134. .1163, 1135.. 
1164. .1262, 1164. .1277, 1177.. 
1313. .1369, 1321. .1362, 1364.. 

40968 
84876 
1483 

OJ991226_47.0309.C12.o2.ts 
1281 
none 

1281. .1397, 1282.. 1362, 1313. 
1401.. 1454, 1402.. 1455, 1435. 
1452.. 1526, 1538.. 1588, 1539. 
1626. .1652 



Seq. ID OJ991226_47.0309.C12 
Strand 

End 1652 
Method TBLASTX : Cress 
End 1489 
Score 40 

.1167, 1139. .1252, 1151. .1261, 
.1278, 1225. .1362, 1281. .1361, 
1489, 1364. .1489 



OJ991226_47.0309.C12 
1652 

TBLASTX : Soybean 

1652 

133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1369, 1376. .1405, 1388. .1441, 
.1530, 1444. .1536, 1447. .1524, 
.1601, 1539. .1589, 1601.. 1651, 



41038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40968 Seq. ID OJ991226_47 . 0309 . C12 

84876 Strand 

1483 End 1652 

OJ991226_4 7 . 0309 . C12 . o2 . gp Method AAT/GAP 

1483 End 1652 

2669_1.R1084 Score 283 

1483. .1652 

■•3914470/sptQ40Q70|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD . 
POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] ' 



40968 
84876 
1483 

OJ991226_47.0309.C12.ol.tm 

1489 

none 



Seq. ID OJ991226_47.0309.C12 
Strand 

End 1652 

Method TBLASTX : Mai ze 

End 1652 

Score 262 



1489.. 1650, 1501.. 1650, 1503.. 1652 



Seq. No. 40968 

Gene No. 84876 

Start 1483 

Name OJ991226_47.0309.C12.o4 .tc 

Start 1501 

GI none 

Exons 1501.. 1650, 1501.. 1650 



Seq. ID OJ991226_47.0309.C12 
Strand 

End 1652 

Method TBLASTX : Cress 

End 1650 

Score 210 



Seq. No. 40969 

Gene No. 84877 

Start 1 

Name OJ991226_47 . 0309.C19.ol . ts 

Start 1 

GI none 

Exons 1..147, 1..147, 3. .161, 3., 



Seq. ID OJ991226_47.0309.C19 

Strand 

End 412 

Method TBLASTX : Soybean 

End 161 

Score 212 



161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



40969 
84877 
1 

OJ991226_47.0309.C19.o2.tw 
39 

none 



Seq. ID OJ991226_47.0309.C19 

Strand 

End 412 

Method TBLASTX : Wheat 

End. 412 

Score 178 



39. .155, 39. .155, 43. .159, 171. .188, 186. .311, 187. .312, 
191. .313, 284. .319, 298. .324, 311. .355, 312. .356, 313. .360, 
314. .370, 361. .390, 362. .409, 363. .404, 380. .412 



40969 
84878 
403 

OJ991226_47.0309.C19.o2.tm 

403 

none 



Seq. ID OJ991226_47.0309.C19 
Strand 

End 1073 

Method TBLASTX : Mai ze 

End 643 

Score 58 



403. .468, 413. .466, 446. .499, 456. .497, 457. .498, 458. .502, 
504. .632, 506. .643, 507. .632 



Seq. No. 
Gene No. 



40969 
84878 



Seq. ID OJ991226_47.0309.C19 
Strand 



41039 




Start 


403 




End 


1073 


Name 


OJ991226 47.0309.C19.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


413 




End 


968 


GI 


none 




Score 


55 


Exons 


413. .487, 418. .486, 446. 


.532, 


456. . 650, 


481. .603, 492. .632, 




619. .744, 629. .742, 736. 


.807, 


743. .832, 


749. .823, 781. .852, 




782.. 832, 793.. 834, 823. 


.906, 


826. . 906, 


827. .919, 828. .914, 




908. .937, 909. .968 








Seq. No. 


40969 




Seq. ID 


OJ991226_47 .0309.C19 


Gene No . 


84878 




Strand 




Start 


403 




End 


1073 


Name 


OJ991226 47.0309.C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


645 




End 


1073 


GI 


none 




Score 


126 


Exons 


645. .740, 645. .740, 647. 


.742, 


662. .742, 


748. .810, 749. .811, 




749. .811, 767. .889, 769. 


.906, 


791. .907, 


908. .937, 912. .1016 




943.. 1017, 963.. 1022, 965.. 1021, 1006.. 


1071, 1007.. 1072, 




1008.. 1073 








Seq. No. 


40969 




Seq. ID 


OJ991226_47.0309.C19 


Gene No. 


84879 




Strand 




Start 


1145 




End 


1425 


Name 


OJ991226 47.0309.C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1145 




End 


1425 


GI 


none 




Score 


47 


Exons 


1145. .1171, 1145. .1171, 


1269. 


.1412, 1269.. 1412, 1282.. 1425 


Seq. No. 


40969 




Seq. ID 


OJ991226_47.0309.C19 


Gene No. 


84879 




Strand 




Start 


1145 




End 


1425 


Name 


OJ991226 47.0309.C19.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1145 




End 


1411 


GI 


none 




Score 


177 


Exons 


1145.. 1240, 1281.. 1409, 


1283. 


.1411, 1285. .1410 


Seq. No. 


-40969 




Seq. ID 


OJ991226_47.0309.C19 


Gene No.. 


84880 




Strand ' 




Start 


1418 




End 


1566 


Name 


OJ991226 47.0309.C19.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1418 




End 


1566 


GI 


none 




Score 


160 


Exons 


1418. .1516, 1418. .1525, 


1420. 


.1530, 1491.. 1556, 1499.. 1555, 




1510. .1566 








Seq. No. 


40970 




Seq. ID 


OJ991226 47.0309.C20 


Gene No. 


84881 




Strand 


+ 


Start 


682 




End 


1132 


Name 


OJ991226 47.0309.C20.ol. 


gp 


Method 


AAT/GAP 


Start 


682 




End 


1132 


GI 


uC-osflcyp086a01bl 




Score 


902 


Exons 


682. .1132 








GI Descrip. 


• 11957/emb | X15901 | CHOSXX 


l.Oe 


-135 Rice 


complete chloroplast 




genome 1 








Seq. No. 


40970 




Seq. ID 


OJ991226_47.0309.C20 


Gene No. 


84882 




Strand 


+ 



41040 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1212 End 2457 

OJ991226_47 . 0309 . C20 . o2 . gp Method AAT/GAP 
1212 * End 2457 

uC-osflcyp086a01al Score 842 

1212. .1456, 2267. .2457 

'133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [ Horde um vulgare] ' 



40970 
84883 
3051 

OJ991226_47.0309.C20.o4.tm 
6 

none 

6. .164, 7. .156 

40970 
84883 
3051 

OJ991226_47.0309-C20.ol.tm 

1232 

none 

1232.. 1276, 1235. .1282, 1277. 
1330. .1584, 1338. .1598, 1352. 
1583. .1720, 1586. .1753, 1630. 



Seq. ID OJ991226_47.0309.C20 

Strand + 

End 3708 

Method TBLASTX : Mai ze 

End 164 

Score 240 



Seq. ID OJ991226_47.0309.C20 

Strand + 

End 3708 

Method TBLASTX : Mai ze 

End I860 

Score 64 

.1309, 1278. .1310, 1279. 
.1588, 1359.. 1610, 1572. 
.1773, 



1765. .1860, 



,1320, 
,1706, 
1776. .1859 



Seq. No. 


40970 








Seq. ID OJ991226 


_47.0309.C20 


Gene No. 


84883 








Strand 


+ 




Start 


3051 








End 


3708 




Name 


OJ991226 47 


.0309 


.C20.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1321 








End 


2463 




GI 


none 








Score 


38 


1404. .1478, 


Exons 


1321. .1362, 


1344 


. .1364, 


1388. 


.1477, 


1389. .1478, 




1470. .1520, 


1475 


. .1534, 


1509. 


.1562, 


1509. .1571, 


1581. .1619, 




1582. .1620, 


1583 


. .1621, 


1584. 


.1622, 


1625. .1726, 


1639. .1746, 




1640. .1747, 


1711 


. .1770, 


1854. 


.1883, 


1865. .1897, 


1900. .1950, 




1901. .1942, 


1948 


. .1995, 


2155. 


.2253, 


2165. .2257, 


2191. .2262, 




2224. .2463, 


2234 


. .2446, 


2235. 


.2462 






Seq. No. 


40970 








Seq. ID OJ991226 


_47.0309.C20 


Gene No. 


84883 








Strand 


+ 




Start 


3051 








End 


3708 




Name 


OJ991226 47 


.0309 


.C20.O3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2201 








End 


2388 




GI 


none 








Score 


230 




Exons 


2201. .2296, 


2202 


. .2387, 


2209. 


.2388 






Seq. No. 


40970 








Seq. ID OJ991226 


_47.0309.C20 


Gene No. 


84883 








Strand 


+ 




Start 


3051 • 








End 


3708 




Name 


OJ991226 47 


.0309 


.C20.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2692 








End 


3066 




GI 


none 








Score 


65 




Exons 


2692. .2745, 


2742 


. .2837, 


2742. 


.2801, 


2743. .2838, 


2750. .2848, 




2828.-2872, 


2866 


. .2946, 


2870. 


.2947, 


2871. .2930, 


2920. .2958, 



41041 



2931.. 2969, 2934.. 2972, 2961.. 3026, 2986.. 3027, 3023.. 3064, 
3024.. 3065, 3024.. 3065, 3025.. 3066 



Seq. No. 40970 

Gene No. 84883 

Start 3051 

Name OJ991226_47 . 0309.C20 . o2 . tc 

Start 3032 

GI none 
Exons . 



Seq. ID OJ991226_47.0309.C20 

Strand + 

End 3708 

Method TBLASTX : Cress 

End 3579 

Score ■ 157 



3032.. 3181, 3040.. 3183, 3041.. 3181, 3170.. 3211, 3170.. 3196, 

3172.. 3210, 3236.. 3280, 3262.. 3375, 3287.. 3379, 3299.. 3385, 

3303.. 3386, 3303.. 3395, 3304.. 3441, 3479.. 3514, 3480.. 3524, 

3484.. 3525, 3487.. 3525, 3526.. 3567, 3527.. 3574, 3529.. 3579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40970 
84883 
3051 

OJ991226_47.0309.C20.o3.gp 
3051 

40596_1.R1084 
3051. .3319 

» 11957/emb I X15901 | CHOSXX 
genome 1 



Seq. ID OJ991226_47.0309.C20 

Strand + - 

End 3708 

Method AAT/GAP 

End * 3319 

Score 450 



1.0e-104 Rice complete chloroplast 



40970 
84883 
3051 

OJ991226_47.0309.C20.o3.tm 
3067 
none 

3067.. 3267, 3068.. 3247, 
3299.. 3325, 3304.. 3327 



Seq. ID OJ991226_47.0309.C20 

Strand + 

End 3708 

Method TBLASTX : Maize 

End 3327 

Score 231 
3212.. 3307, 3237.. 3311, 3238.. 3315, 



Seq. No. 40970 

Gene No. 84883 

Start 3051 

Name OJ991226_47 . 0309.C20 . 06. tm 

Start 3475 

GI none 
Exons 



Seq. ID OJ991226_47.0309.C20 

Strand + 

End 3708 

Method TBLASTX : Mai ze 

End 3708 

Score 114 



3475.. 3558, 3482.. 3556, 3536.. 3580, 3554.. 3580, 3556.. 3651, 
3563.. 3655, 3567.. 3656, 3574.. 3663, 3675.. 3707, 3675.. 3707, 
3676.. 3708, 3676.. 3708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



40970 
84884 
3767 

OJ991226_47.0309.C20.ol.ts 

3767 

none 

3767.. 3898, 3910.. 4020, 3913. 
4049. .4102, 4116. .4313, 4123. 

40970 
84884 
3767 

OJ991226__47.0309.C20.o4 .tc 
3767 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4044, 3915 
.4299, 4137 



OJ991226 47.0309.C20 



4782 

TBLASTX: Soybean 
4313 
60 

4046, 4035. .4109, 
4304 



Seq. ID 

Strand 

End 

Method 
End 



OJ991226_47.0309.C20 
4782 

TBLASTX: Cress 
4120 



41042 




PT 
VJ J. 


1 lv_/i 1C 








Score 


116 


Exons 


j / O / • • OOuU/ 


?7 fift 


"3 p. ft 1 




.3882, 3910.. 4020, 3912.. 4019, 




3915 4067. 


3917 . 


.4039,. 


4041. 


.4109, 4055.. 4120 


beq. NO. 


4fiQ7n 
4U" / U 








Seq. ID 


OJ991226_47 .0309.C20 




04001 








Strand 




Start 


3767 








End 


4782 


Name 


OJ991226 47 


.0309. 


C20.ol 


.tc 


Method 


TBLASTX: Cress 


O Lax. L 


4126 

*i JL £. \3 








End 


4608 












Score 


62 


Exons 


4126 4197 


4126. 


.4305, 


4127 . 


.4318, 4131. .4370, 4140. .4373, 




d^ftfi 4447 


4 389 

*3 J O . 


. 4454 , 


4389. 


.4457, 4390. .4455, 4445. .4606, 




44S2 4607 


4564 . 


.4608 








Seq. No. 


40970 








Seq. ID 


OJ991226_47.0309.C20 


Gene No. 


84884 








Strand 




OLal L 


3767 








End 


4782 


Name 


OJQQ1 026 47 


. 0309 . 


C20.ol 


. tw 


Method 


TBLASTX: Wheat , . 


Dldl L 


41 fift ~ 
1100 








End 


4568 


rij 










Score 


590 




4188 4568 


4188 . 


. 4565, 


4289. 


.4567 




O /-\ KTo 
otrq • _ INO • 


4DQ70 








Seq. ID 


OJ991226_47.0309.C20 


Gene No. 


84884 








Strand 




Start 


3767 








End 


4782 


Name 


n.TQQI 996 47 


0309 


C20 . o2 


. ts 


Method 


TBLASTX: Soybean ■ 




4 _ 








End 


4782 


PT 


none 








Score 


43 


Exons 




4 ^4 9 


4 4 ft s 


4^76 
4 J / u* 


.4519, 4383.. 4529, 4523.-4642, 






4 S79 


4781 


4573 . 


.4782 




Seq. No. 


40970 








Seq. ID 


OJ991226_47.0309.C20 


Gene No. 


84885 








Strand 




O Lai L 


4736 








End 


5173 


Name 


O.TQQI 926 47 


. 0309 . 


C20 o2 


. tin 


Method 


TBLASTX: Maize 


Oldl L 


47*36 ~~ 








End 


5002 


V3 J. 


none 








Score 


415 




47^6 S002 


4737 . 


. 5000, 


4906. 


.5001 




Seq. No. 


40970 








Seq. ID 


OJ991226_47.0309.C20 


Gene No. 


84885 








Strand 




O Lai L 


47^6 








End 


5173 


Name 


O.TQQ1 996 4 7 


0309 


C20 . o2 


. tw 


Method 


TBLASTX: Wheat 


Qf a y+- 

OLai u 


4P ^4 ~~ 

*i O J *i 








End 


5173 


Lj J. 


n on 0 








Score 


46 


Exons 




4835 


.4861, 


4856 . 


.5173, 4857.. 5171 


Seq. No. 


40970 








Seq. ID 


OJ991226_47.0309.C20 


Gene No. 


84885 








Strand 




Cf art 


4736 








End 


5173 




njQQ1226 47 


. 0309. 


C20 o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


4928 








End 


5171 


GI 


none 








Score 


164 


Exons 


4928. .5053, 


4932. 


.5048, 


5040. 


.5171, 5042.. 5167 


Seq. No. 


40971 








Seq. ID 


OJ991226_47.0309.C22 


Gene No. 


84886 








Strand 





41043 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
!~ Gene No. 

Start 
ry Name 
[3 Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



203 



End 

Method 
End 
Score 



806 

AAT/GAP 
572 
666 



OJ991226_47.0309.C22.ol.gp 
203 

2409_1.R1084 
203.. 572 

' 128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH- PLAS TOQU I NONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_22 6610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



40971 
84886 
203 

OJ991226_47.0309.C22.o3.tm 
214 
none * 
214. 
333. 
386. 
524. 
695. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C22 
806 

TBLASTX: Maize 

806 

79 



.279, 221. .289, 222. .290, 222. .305, 226. .306, 315. .359, 

,359, 336. .389, 336. .365, 337. .393, 341. .388, 382. .408, 

,409, 439. .501, 441. .503, 456. .503, 475. .597, 508. .552, 

,646, 531. .632, 631. .693, 632. .691, 688. .714, 693. .806, 

,805 



40971 
84887 
714 

OJ991226_47.0309.C22.o2.ts 

714 

none 



OJ991226 47.0309.C22 



Seq. ID 
Strand 
End 

Method 
End 
Score 

714. .818, 715. .834, 716. .802, 754. .819, 778. .864, 786. .860, 
798. .872, 853.-987, 871. .900, 906. .1004, 922. .996, 923. .1036, 
989. .1060, 1014. .1082, 1042. .1074, 1084. .1119, 1084. .1119, 
1213. .1245, 1214. .1243, 1301. .1372, 1316. .1375, 1318. .1383 



1523 

TBLASTX : Soybean 

1383 

137 



40971 
84887 
714 

OJ991226_47.0309.C22.o2.tc 

735 

none 



Seq. ID OJ991226_47.0309.C22 



Strand 
End 

Method 

End 

Score 



1523 

TBLASTX: Cress 

1291 

88 



735. .803, 737. .802, 754. .804, 763. .804, 773. .805, 798. .860, 
798. .875, 799. .870, 856. .906, 934. .996, 937. .975, 983. .1207, 
989. .1096, 1081. .1146, 1214. .1243, 1253. .1291 



40971 
84887 
714 

OJ991226_47.0309.C22.ol.tm 

891 

none 



Seq. ID OJ991226_47.0309.C22 
Strand 

End 1523 

Method TBLASTX: Maize 

End 1523 

Score 470 



891. .1223, 892. .1224, 893. .1222, 1172. .1225, 1219. .1473, 
1220. .1426, 1458. .1523 



40971 
84888 
1658. 



Seq. ID OJ991226_47.0309.C22 
Strand 

End 2080 



41044 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ991226_47.0309.C22.ol.tc 
1658 
none 

1658.. 1828, 1752.. 1982, 1753 
1913.. 1996, 1963.. 2079, 1984 

40971 
84888 
1658 

OJ991226_47.0309.C22.o2.tm 
1691 
none 

1691. .1828, 
2006. .2074, 

40971 
84888 
1658 

OJ991226_47.0309.C22.ol.ts 
1753 
none 

1753. .2079, 1754. .1828, 1843. .2079 



1692. .2021, 
2028. .2075 



1731. 



Method TBLASTX : Cress 
End 2080 
Score 75 

.1992, 1818.. 1982, 1825.. 1986, 
.2079, 1988. .2080, 1994.. 2080 

Seq. ID OJ991226_47.0309.C22 
Strand 

End 2080 

Method TBLASTX: Maize 

End 2075 

Score 131 
,.2021, 1804. .2022, 1913. .2038, 



Seq. ID OJ991226_47.0309.C22 
Strand 
End 

Method 
End 
Score 



2080 

TBLASTX: Soybean 

2079 

69 



40972 
84890 
2942 

OJ991226_47.0309.C23.o3.ts 
2752 
none 



OJ991226 47.0309.C23 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2752.. 2988, 2764.. 2994, 2771.. 2995, 3127.. 3300, 3133.. 3300, 
3134.. 3307, 3155.. 3310 



3383 

TBLASTX: Soybean 

3310 

168 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226 47.0309-C23 



3383 
AAT/GAP 
3383 
869 *' 



40972 
84890 
2942 

OJ991226_47.0309.C23.o2.gp 
2942 

LIB3431-005-P1-N1-A5 
2942.. 3383 

'131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_226249_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 • 



40972 Seq. ID 

84891 Strand 

4109 End 
OJ991226_47 . 0309 . C23 . ol . tc Method 

4109 End 

none Score 

4109.. 4600, 4110.. 4526, 4270.. 4596 

40972 Seq. ID 

84891 Strand 



OJ991226_47.0309.C23 
4600 

TBLASTX: Cress 

4600 

455 



OJ991226 47.0309.C23 



41045 



Start 
Name 
Start 
GI 

Exons 



4109 End 
OJ991226_47 . 0309 . C23 . o2 . ts Method 
4196 End 
none Score 
4196. .4438, 4197. .4436, 4262.-4438 



4600 

TBLASTX: Soybean 

4438 

315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



40972 
84892 
4679 

OJ991226_47. 

4679 

none 

4679. .5071, 



0309.C23.o2.tc 



4680.. 5072, 4698 



40972 
84892 
4679 

OJ991226_47.0309.C23.ol.ts 

4805 

none 

4805. .5116, 4806. .5114 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5063 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_47.0309.C23 
5116 

TBLASTX: Cress 

5072 

464 



OJ991226_47.0309.C23 
5116 

TBLASTX : Soybean 

5116 

365 





Seq. No. . 


40973' Seq. ID 


OJ991226_47.0309.C24 




Gene No':V- 


.84893 Strand 


+ 




' Start 


2324 End 


2526 




Name 


OJ991226 47.0309.C24.o2.gp Method 


AAT/GAP 


Li 1 


Start 


2324 End 


2526 




GI 


6012822 Score 


337 




Exons 


2324. .2526 






GI Descrip. 


11957/emb 1X15901 | CHOSXX 1.0e-52 Rice complete chloroplast genome 




Seq. No. 


40973 Seq. ID 


OJ991226_47.0309.C24 




Gene No. 


84894 Strand 






Start 


5 End 


3650 




Name 


OJ991226 47.0309.C24.o3.tm Method 


TBLASTX: Maize 




Start 


1 End 


238 




GI 


none * Score 


140 


. =? 


Exons 


1..141, 1..21, 3. .50, 79. .156, 98. .163 


, 117. .155, 158. .184, 






159. .185, 181. .237, 192. .236, 196. .237 


, 197. .238 


a ES. 


Seq. No. 


40973 Seq. ID 


OJ991226_47.0309.C24 




Gene No. 


84894 Strand 






Start 


5 End 


3650 




Name 


OJ991226 47.0309.C24.ol.ts Method 


TBLASTX : Soybean 




Start 


2 End 


1854 




GI 


none Score 


68 




Exons 


2. .55, 189. .716, 194. .814, 195. .821, 196. .828, 217. .828, 






834. .1151, 838. .1095, 845. .1102, 1017. 


.1328, 1051. .1332, 



1052. .1333, 1082. .1333, 1212. .1337, 1334. .1456, 1335. .1436, 
1336. .1464, 1368. .1475, 1370. .1465, 1471. .1854, 1476. .1781, 
1523. .1852 



Seq. No. 40973 Seq. ID 

Gene No. 84894 Strand 

Start 5 End 

Name OJ991226_47 . 0309 . C24 . ol . gp Method 

Start 5 End 



OJ991226_47.0309.C24 

3650 

AAT/GAP 

376 



41046 




GI LIB3431-005-P1-N1-A5 Score 666 

Exons 5 . .376 

GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84894 








Strand 




Start 


5 








End 


3650 


Name 


OJ991226 47 


.0309 


.C24.04 


. tc 


Method 


TBLASTX: Cress 


Start 


682 








End 


1135 


GI 


none 








Score 


125 


Exons 


682. .744, 684. .746, 756 


. .836, 


757. .840, 


817. .1083, 819. .926 




837 - s . 1103, 


838. . 


1095, 839.. 1102, 1052.. 


1132, 1096.. 1128, 




1097. .1135 












Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No . 


84894 








Strand 




Start 


5 








End 


3650 


Name 


OJ991226 47 


.0309 


,C24.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1246 








End 


3650 * 


GI 


none 








Score 


151 


Exons 


1246. .1332, 


1247 


. .1333, 


1247. 


.1333, 1334.. 1456, 1335.. 1388, 




1336. .1467, 


1368 


. . 1469, 


1370. 


.1465, 1471. .1929, 1523. .1930, 




1725. .1949, 


2917 


. .2997, 


2919. 


.3263, 2925.. 3263, 2927.. 3265, 




3052. .3270, 


3222 


. .3419, 


3257. 


.3457, 3263.-3454, 3475.-3648, 




3522. .3650, 


3531 


. .3650 








Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84894 








Strand 




Start 


5 








End 


3650 


Name 


OJ991226 47 


.0309 


.C24.o2 


.ts 


' Method 


TBLASTX: Soybean 


Start 


1932 








End 


3462 


GI 


none 








Score 


40 


Exons 


1932. .2054, 


2005 


. .2055, 


2040. 


.2102, 2063. .2101, 2150. .2185, 




2155. .2187, 


2219 


. .2287, 


2253. 


.2285, 2379.. 2462, 2382.. 2456, 




2620. .2658, 


2674 


. .2709, 


2710. 


.2745, 2820. .3419, 2825. .2884, 




2826. .3437, 


2840 


. .3460, 


2918. 


.3460, 3040. .3462 


Seq. No. 


40973 ' 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84895 








Strand 




Start 


3559 








End 


3752 


Name 


OJ991226 47 


.0309 


.C24.o8 


.ts 


Method 


TBLASTX: Soybean 


Start 


3559 








End 


3752 


GI 


none 








Score 


280 


Exons 


3559. .3750, 


3561 


. .3752, 


3562. 


.3750 




Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


6331 


Name 


OJ591226 47 


.0309 


.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3733 








End 


6024 


GI 


none 








Score 


67 



41047 



Exons 


3733. .3786, 


5577. 


.5993, 


5577. 


.5993, 5S78..5994, 5579.. 5995, 




5965. .6024 












Seq. No. 


40973 








Seq. ID 


OJ991226_47 .0309.C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


6331 


Name 


OJ991226 47. 


0309. 


C24.o5, 


ts 


Method 


TBLASTX : Soybean 


Start 


3753 








End 


4002 


GI 


none 








Score 


125 


Exons 


3753. .3875, 


3753. 


.3878, 


3754. 


.3876, 3869.. 3991, 3877.. 4002, 




3877. .4002 












Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


6331 


Name 


OJ991226 47 


.0309. 


C24.o6 


.ts 


Method 


TBLASTX: Soybean 


Start 


4461 








End 


4722 


GI 


none 








Score 


135 


Exons 


4461. .4556, 


4462 


.4554, 


4463. 


.4555, 4539.. 4721, 4553.. 4-720, 




4561. .4722 












Seq. No. 


40973 








Seq. ID 


OJ991226_47 . 0309. C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


'6331 


Name 


OJ991226 47 


.0309 


.C24.o7 


.tc 


Method 


TBLASTX: Cress 


Start 


4670 








End 


48.95 


GI 


none 








Score 


218 


Exons 


4670. .4867, 


4671 


. .4874, 


4671. 


.4895 




Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


6331 


Name. 


■OJ991226_47 


.0309 


.C24.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


4830 








End 


6331 


GI 


none 








Score 


209 


Exons 


4830. .4901, 


5031 


. .5264, 


5040. 


.5363, 5041. .5382, 5041. .5379, 




5042. .5383, 


5640 


. .5675, 


5702. 


.5755, 5708.. 5752, 5793.. 6095, 




5815. .6096, 


5828 


. .6106, 


6144. 


.6188, 6148.. '6189, 6188.. 6331, 




6189. .6314, 


6191 


. .6325 








Seq. No. 


40973 








Seq. ID 


OJ991226_47 .0309.C24 


Gene No. 


84896 








Strand 




Start . . 


3733 








End 


6331 


Name 


OJ991226 47 


.0309 


.C24.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


5040 








End 


5365 


GI 


none 








Score 


210 


Exons 


5040. .5270, 


5040 


. .5264, 

- 


5041. 


.5364, 5042. .5365 


Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


6331 


Name 


OJ991226 47 


.0309 


.C24.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5571 








End 


5807 


GI 


none 








Score 


78 


Exons 


5571. .5618, 


5572 


. .5622, 


5572. 


.5622, 5579.. 5623, 5618.. 5707, 




5626.-5697, 


5706 


. .5753, 


5709. 


.5759, 5710.. 5763, 5711. .5764, 




5763. .5807, 


5763 


. .5807 









41048 



Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84896 








Strand 




Start 


3733 








End 


6331 


Name 


OJ991226 47. 


0309. 


C24.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


5814 








End 


6331 


GI 


none 








Score 


213 


Exons 


5814. .6017, 


5814. 


.6017, 


5815. 


.6018, 6012. .6101, 6013. .6090, 




6171. .6188, 


6188. 


.6331, 


6189. 


.6329 




Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84897 








Strand 




Start 


6332 








End 


6638 


Name 


OJ991226 47. 


0309. 


C24.o7 


. ts 


Method 


TBLASTX : Soybean 


Start 


6332 








End 


6607 


GI 


none 








Score 


270 


Exons 


6332. .6607, 


6339. 


.6575, 


6511. 


.6606 




Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84897 








Strand 




Start 


6332 








End 


6638 


Name 


OJ991226 47. 


0309. 


C24.o6 


. tc 


Method 


TBLASTX: Cress 


Start 


6357 








End 


6638 


GI 


none 








Score 


106 


Exons 


6357. .6431, 


6357. 


.6470, 


6364. 


.6477, 6364.. 6477, 6365.. 6478, 




6477. .6638, 


6479. 


.6637 








Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84898 








Strand 




Start 


6561 








End 


7177 


Name 


OJ991226 47. 


0309. 


C24.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6561 








End 


7004 


GI 


none 








Score 


163 


Exons 


6561. .6755, 


6617. 


.6754, 


6849. 


.7004, 6863.. 7003 


Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84898 








Strand 




Start 


6561 








End 


7177 


Name 


OJ991226 47. 


0309. 


C24.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


6608 








End 


7104 


GI 


none 








Score 


713 


Exons 


6608. .7033, 


6609. 


.7103, 


6769. 


.7104 




Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84898 








Strand 




Start 


6561 








End 


7177 


Name 


OJ991226 47. 


0309. 


C24.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6639 








End 


7177 


GI 


none 








Score 


48 


Exons 


6639. .6749, 


6720. 


.7103, 


6724. 


.7014, 6731.. 7102, 6735.. 7121, 




6754. .7104, 


7097. 


.7132, 


7098. 


.7175, 7099.. 7176, 7103.. 7177 


Seq. No. 


40973 








Seq. ID 


OJ991226_47.0309.C24 


Gene No. 


84899 








Strand 




Start 


7229 








End 


7380 


Name 


OJ991226 47. 


0309. 


C24.o8 


.tc 


Method 


TBLASTX: Cress 


Start 


7229 








End 


7380 



41049 




GI 


none 


Score 


196 




F von q 


7229 7378. 7231 7380, 7231. 


.7380 






Qpfj Tsjn 

^ VJ • liV • 


40974 


Seq. ID 


OJ991226 39.0306 


.C2 


Gene No. 


84900 


Strand 






Start 


1 


End 


628 




Name 


OJ991226 39.0306.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


628 




W J, 


2498930 


Score 


717 




Hi AUllO 


1..400, 568. .628 








vjj J. ucd^/J — L ir * 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


40974 


Seq. ID 


OJ991226_39.0306 


.C2 


Gene No. 


84900 


Strand 






Start 


1 


End 


628 




Name 


OJ991226 39.0306.C2.ol.gs 


Method 


GENSCAN 




Start 


98 


End 


627 




GI 


none 


Score 


.47 




Rvon q 


98. .400, 568. .627 








Seer No. 


40975 


Seq. ID 


OJ991226_39.0306 


.C3 


Gene No. 


84901 


Strand 


+ 




Start 


230 


End 


287 




Name 


OJ991226 39.0306.C3.ol.gp 


Method 


AAT/GAP 




Cfa r f 
O l_ a. -L L. 


230 


End 


287 




ox 


23204 1.R1084 


Score 


80 




DAUl 1 O 


230. .287 








Vl 1— ' ^ O Vw* ^ « 


'623586 2.0e-53 (L29273) putative [Nicotiana tabacum] 1 




Seq. No. 


40975 


Seq. ID 


OJ991226_39.0306 


.C3 


Gene No. 


84902 


Strand 






Start 


662 


End 


779 




Name 


OJ991226 39.0306.C3.ol.gs 


Method 


GENSCAN 




Start 


662 


End 


779 




GI 


none 


Score 


.45 




tt von s 


662.. 779 








Seq. No. 


40976 


Seq. ID 


OJ991226_39.0306 


.C4 


Gene No. 


84903 


Strand 


+ 




Start 


103 


End 


1081 




Name 


OJ991226 39.0306.C4.ol.gs 


Method 


GENSCAN 




Start 


103 


End 


1081 




GI 


none 


Score 


.77 




p. von q 


103. .315, 757. .853, 890. .1081 








Seq. No. 


40976 


Seq. ID 


OJ991226_39.0306 


,C4 


Gene No. 


84904 


Strand 






Start 


1898 


End 


5601 




Name 


OJ991226 39.0306.C4.o2.gs 


Method 


GENSCAN 






1898 


End 


5601 




GI 


none 


Score 


.73 




Exons 


1898. .2103, 2341. .2461, 2482. 


.2527, 5468.. 5601 




Seq. No. 


40977 


Seq. ID 


OJ991226_39.0306 


.C6 


Gene No. 


84905 


Strand 


+ 




Start 


384 


End 


2131 





41050 



Name 

Start 

GI 

Exons 



# 



OJ991226_39.0306.C6.ol.gs Method GEN SCAN 

384 End 2131 

none Score .81 

384. .448, 498. .576, 1317. .1343, 1473. .1495, 1655. .1878, 

1932. .2131 



Seq. No. 40978 Seq. ID 

Gene No. 84 906 Strand 

Start 1 End 

Name OJ99122 6_39 . 0306 . C7 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..703 



OJ991226_39.0306.C7 
+ 

703 

AAT/GAP 

703 

1290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



40978 Seq. ID 

84906 Strand 
1 End 
OJ99122 6_39 . 0306 . C7 . ol . gs Method 
328 End 
none Score 
328. .430, 555. .580 

40978 Seq. ID 

84907 Strand 

1 End 4887 

OJ99122 6_39 . 0306 . C7 . ol . np Method AAT/NAP 

1 End 4887 

1885356 Score 757 

1..33, 2419. .2497, 3042. .3176, 3527. .3604, 3689, 



OJ991226_39.0306.C7 
+ 

703 

GENSCAN 
580 
.57 



OJ991226 39. 0306. C7 



.3787, 



3886.-3999, 4106.. 4261, 4818. .4887 

(U59323) type 1 RNA helicase pNORFl [Homo sapiens] 



40978 
84907 
1 

OJ991226_39 . 0306 . C7 . ol . tm 
248 

none 'V\ 



Seq. ID OJ991226_39.0306.C7 
Strand 

End 4887 

Method TBLASTX : Maize 

End 1665 

Score 83 



248. .433, 343. .435, 376. .444, 523. .558, 534. .554, 613. .675, 
648. .686, 715. .750, 721. .747, 772. .873, 772. .873, 947. .1069, 
950. .1069, 963. .1076, 985. .1077, 1164. .1301, 1166. .1294, 
1177. .1305, 1457. .1531, 1458. .1532, 1459. .1533, 1596. .1664, 
1612.. 1665, 1613.. 1651, 1618.. 1665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40978 
84907 
1 

OJ991226_39.0306.C7.o2.gs 

789 

none 



Seq. ID OJ991226_39.0306.C7 
Strand 

End 4887 

Method GENSCAN 

End 4230 

Score .78 



789. .842, 951. .1067, 1459. .1530, 1614. .1676, 1751. .2121, 
3116. .3176, 3527. .3604, 3886. .3999, 4106. .4230 



Seq. No. 40978 

Gene No. 84907 

Start 1 

Name OJ991226 39. 0306.C7 .ol . ts 



Seq. ID OJ991226_39.0306.C7 
Strand 

End 4887 

Method TBLASTX : Soybean 



41051 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



822 End 3749 

none Score 80 

822. .875, 972. .1070, 982. .1068, 1166. .1264, 1179. .1259, 

1262. .1294, 1459. .1509, 1463. .1510, 1614. .1688, 1618. .1650, 

1761. .1859, 1763. .1885, 1922. .2032, 2018. .2116, 2019. .2108, 

2213. .2314, 2223. .2282, 2259. .2318, 2420. .2497, 2424. .2498, 

3036. .3179, 3040. .3180, 3042. .3179, 3521. .3607, 3531. .3605, 

3686. .3748, 3687. .3749 



40978 
84907 
1 

OJ991226_39.0306.C7.o2.gp 
1237 

7810_1.R1084 

1237. .1293, 1459. .1530, 1614, 
2423. .2497, 3042. .3176, 3527. .3604, 3689.-3722 



Seq. ID OJ991226_39.0306.C7 
Strand 

End 4887 

Method AAT/GAP 

End 3722 

Score 1656 

.1676, 1751. .2122, 2220. .2331, 



GI Descrip. • 1944407/dbj | BAA19664 | 1.0e-47 (D86988) KIAA0221 [Homo sapiens] 1 



Seq. No. 40978 

Gene No. 84 907 

Start 1 

Name OJ991226_39 . 0306 . C7 . o3 . tm 

Start 1749 

GI none 
Exons 



Seq. ID OJ991226_39.0306.C7 
Strand 

End 4887 

Method TBLASTX : Mai ze 

End 1969 

Score 156 



1749. .1883, 1749. .1883, 1750. .1920, 1750. .1917, 1921. .1956, 
1922.. 1957, 1922.. 1969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40978 
84907 
1 

OJ991226_39.0306.C7.o2.tm 

1982 

none 

1982. .2014, 1982. .2014, 2013. 
2214. .2318, 2216. .2314, 2217. 
2424. .2549, 2425. .2499, 3005. 
3042.. 3179, 3522.. 3605, 3522. 
3685. .3744, 3686. .3757, 3687. 

40978 
84907 
1 

OJ991226_39.0306.C7.ol.tc 

3036 

none 

3036.. 3173, 3040.. 3180, 3042. 
3532.. 3609, 3686.. 3787, 3687. 
3890. .3997, 3898. .4002, 4103. 
4113. .4280 



OJ991226_39.0306.C7 
4887 

TBLASTX : Maize 

3757 

45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2114, 2015. .2122, 2016. .2123, 
.2318, 2420. .2497, 2424. .2498, 
.3067, 3040.. 3177, 3040.. 3177, 
.3605, 3526.. 3648, 3527.. 3607, 
.3749, 3688. .3756 

Seq. ID OJ991226_39.0306.C7 
Strand 

End 4887 
Method TBLASTX : Cress 
End 4280 
Score 106 

.3176, 3530.. 3607, 3531.. 3605, 
.3788, 3713.. 3790, 3865.. 3999, 
.4267, 4106. .4264, 4110. .4268, 



Seq. No. 40978 Seq. ID 

Gene No. 84907 Strand 

Start - 1 End 

Name OJ991226_39 . 0306 . C7 . o2 . ts Method 

Start 3955 End 

GI none Score 



OJ991226_39.0306.C7 
4887 

TBLASTX: Soybean 

4887 

61 



41052 



Exons 



3955. .3999, 3962. .4000, 3965. .4000, 3967. .4002, 4103. .4264, 
4103. .4267, 4110.. 4268, 4246. .4362, 4815. .4886, 4816. .4887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



40979 
84908 
1 

OJ991226_39.0306.C8.ol.np 
1 

2739355 

1..202, 271. .337, 
1892.. 2010, 2094. 
2925.. 3095, 3202. 
(AC003972) pNORFl 



Seq. ID 
Strand 
End 

Method 
End 
Score 
428. .499, 801. .872, 
2150, 2242.. 2337, 2502 
3453, 4358. .4653, 4728 



OJ991226 39. 0306. C8 



6469 
AAT/NAP 
6469 
1636 

949. .1071, 1445, 
2594, 2719., 
4854, 6396., 



.1553, 

2769, 

6469 



[Homo sapiens] gi 13328175 (AF074016) 
nonsense-mediated mRNA decay trans-acting factor [Homo sapiens] 



Spct No 


40979 






Seq. ID 


OJ991226_39.0306.C8 




84908 






Strand 




k_> Lai L. 


1 






End 


6469 


Name 


OJ991226 39.0306. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


51 






End 


466 


GI 


none 






Score 


210 


Exons 


51. .203, 58. .204, 


269. . 


340, 269. .337, 


425. .466, 426. .464 


ij C \J . liUi 


40979 






Seq. ID 


OJ991226_39.0306.C8 


CZcznci Mo 


84908 






Strand 




o ucii u 


1 






End 


6469 


Name 


OJ991226 39.0306. 


C8.ol. 


gs 


Method 


GENSCAN 




60 






End 


4966 


GI 


none 






Score 


.86 


Exons 


60.. 202, 271.. 337 


, 428. 


.499, 


801. .872, 


949. .1071, 1445. .1553, 




1892.. 2010, 2094. 


.2144, 


2242. 


.2337, 2502.. 2594, 2719. .2769, 




2925.. 3095, 3202. 


.3453, 


4358. 


.4609, 4769.. 4966 


Seq. No. 


40979 . 






Seq. ID 


OJ991226_39.0306.C8 


Gene No. 


84908 






Strand 




Start 


1 






End 


6469 


Name 


OJ991226 39.0306. 


C8.ol. 


gp 


Method 


AAT/GAP 


Start 


116 






End 


878 


GI 


LIB3475-002-P1-K2 


-G7 




Score 


536 


Exons 


116. .202, 271. .337, 428 


. .499, 


801. .878 




GI Descrip. 


'1885356 6.0e-34 


(U59323) type 1 RNA helicase pNORFl [Homo 




sapiens] 1 










Seq. No. 


40979 






Seq. ID 


OJ991226_39.0306.C8 


Gene No. 


84908 






Strand 




Start 


1 






End 


6469 


Name 


OJ991226 39.0306. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


162 






End 


1551 


GI 


none 






Score 


57 



Exons 



162. .203, 169. .204, 269. .340, 269. .337, 425. .505, 426. .506, 
426. .506, 798. .875, 799. .873, 937. .1074, 938. .1075, 947. .1075, 
1442. .1537, 1443. .1541, 1443. .1547, 1444. .1542, 1453. .1551 



Seq. No. 40979 Seq. ID 

Gene No. 84 908 Strand 

Start 1 End 

Name OJ991226 39 . 0306 . C8 . ol . ts Method 



OJ991226_39.0306.C8 
6469 

TBLASTX: Soybean 



41053 



Start 
GI 

Exons 



1930 End 2153 

none Score 127 

1930. .2013, 1931. .2011, 1934. .2020, 1936. .2016, 2091. .2150, 
2091. .2153 



Seq. No. 40979 Seq. ID 

Gene No. 84 908 Strand 

Start 1 End 

Name OJ991226_39. 0306.C8 ,o2 . tc Method 

Start 2245 End 

GI none Score 

Exons 2245.. 2337, 2500.. 2595, 2502, 

2910.. 2999, 2915.. 3001 



OJ991226_39.0306.C8 
6469 

TBLASTX: Cress 
3001 
105 

.2597, 2502.. 2594, 2713.. 2769, 



Seq. No. 40979 Seq. ID 

Gene No. 84 908 Strand 

Start 1 End 

Name OJ991226_39.0306.C8.o2.tm Method 

Start 4802 End 

GI none Score 

Exons 4802.. 4900, 4889.. 4930 



OJ991226_39.0306.C8 
6469 

TBLASTX: Maize 

4930 

64 



Seq. No. 40980 Seq. ID 

Gene No. 84 909 Strand 

Start 50 End 

Name OJ991226_39. 0306.C9.ol .gs Method 

Start 50 End 

GI none Score 

Exons 50. .285 



OJ991226_39.0306.C9 
+ 

285 

GENSCAN 

285 

.91 



Seq. No. 40980 

Gene No. 84 910 

Start 964 

Name OJ991226_39.0306.C9.ol.np 

Start 964 

GI 7488885 

Exons 964.. 1119, 5990.. 6099, 8976, 
GI Descrip. extensin-like protein 127 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991226_ 
+ 

12197 
AAT/NAP 
12108 
244 



39. 0306. C9 



.9137, 10666. .10914, 
cowpea (fragment) 



11918. .12108 



gi I 7 9114 6 1 emb | CAA60020 . 1 1 
unguiculata] 

40980 
84910 
964 

OJ991226_39.0306.C9.o3.gs 

6295 

none 



(X86028) extensin-like protein [Vigna 



Seq. ID OJ991226_39.0306.C9 



Strand 
End 

Method 

End 

Score 



+ 

12197 
GENSCAN 
8180 
.56 



6295. .6425, 6724. .6781, 6914. .6994, 8010. .8180 



Seq. No. 40980 Seq. ID 

Gene No. 84 910 Strand 

Start 964 End - 

Name OJ991226_39. 0306 . C9 . o5 . gs Method 

Start 11871 End 

GI none Score 

Exons 11871. .12197 



OJ991226_39.0306.C9 
+ 

12197 
GENSCAN 
12197 
.86 



41054 



# 



Seq. No. 


40980 


Seq. ID 


OJ991226_39.0306 


.C9 


Gene No. 


84911 


Strand 






Start 


9121. 


End 


10893 




Name 


QJ991226 39.0306.C9.o4.gs 


Method 


GEN SCAN 




Start 


9121 


End 


10893 




GI 


none 


Score 


.83 




Exons 


9121.. 9245, 10740.. 10893 








Seq. No. 


40980 


Seq. ID 


OJ991226_39.0306 


.C9 


Gene No. 


84912 


Strand 






Start 


11936 


End 


12184 




Name 


OJ991226 39.0306.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11936 


End 


12166 




GI 


none 


Score 


223 




Exons 


11936. .12166, 11949. .12152, 


12092. .12160 




Seq. No. 


40980 


Seq. ID 


OJ991226_39. 0306 


.C9 


Gene No. 


84912 


Strand 






Start 


11936 


End 


12184 




Name 


OJ991226 39.0306.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


11948 


End 


12184 




GI 


none 


Score . 


264 




Exons 


11948. .12166, 11949. .12152, 


12095. .12K 


34 




Seq. No. 


40980 


Seq. ID 


OJ991226_39. 0306 


.C9 


Gene No. 


84912 


Strand 






Start 


11936 


End 


12184 




Name 


OJ991226 39.0306.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11955 


End 


12166 




GI 


none 


Score 


206 




Exons 


11955. .12152, 11960.. 12166 








Seq. No. 


40980 


Seq. ID 


OJ991226_39.0306 


.C9 


Gene No. 


84912 


Strand 






Start 


11936 


End 


12184 




Name 


OJ991226 39.0306.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


12005 


End 


12152 




GI 


none 


Score 


188 




Exons 


12005. .12151, 12006. .12152' 








Seq. No. 


40981 


Seq. ID 


OJ991226_39.0306 


.C10 


Gene No. 


84913 


Strand 


+ 




Start 


1 


End 


2464 




Name 


OJ991226 39.0306.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2445 




GI 


7485034 


Score 


774 




Exons 


1..20, 554. .934, 983. .1249, 


1313. .2445 







GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



hypothetical protein - Arabidopsis thaliana 
gi|2245120|emb|CAB10542.1! (Z97343) hypothetical protein 
[Arabidopsis thaliana] gi ( 7268514 | emb | CAB78765 . 1 1 (AL161546) 
hypothetical protein [Arabidopsis thaliana] 



40981 Seq. ID 

84913 Strand 

1 End 

OJ991226_39. 0306. C10. ol.gs Method 

530 End 



OJ991226_39. 0306. C10 
+ 

2464 

GENSCAN 

2464 



41055 



GI 


none 






Score 


.77 


Exons 


530. .2464 










Seq. No. 


40981 






Seq. ID 


OJ991226_39. 0306. C10 


Gene No. 


84913 






Strand 


+ 


Start 


1 






End 


2464 


Name 


OJ991226 39.0306 


-C10.O2 


.tm 


Method 


TBLASTX: Maize 


Start 


1709 






End 


1984 


GI 


none 






Score 


283 


Exons 


1709.. 1981, 1709 


. .1984 








Seq. No. 


40981 






Seq. ID 


OJ991226_39. 0306. C10 


Gene No. 


84 913 






Strand 


+ 


Start 


1 






End 


2464 


Name 


OJ991226 39.0306 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1986 






End 


2400 


GI 


none 






Score 


547 


Exons 


1986.. 2399, 1987 


. .2400, 


1988. 


.2398 




Seq. No. 


40981 






Seq. ID 


OJ991226_39. 0306. C10 


Gene No. 


84913 






Strand 


+ 


Start 


1 






End 


2464 


Name 


OJ991226 39.0306 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1994 






End 


2380 


GI 


none 






Score 


318 


Exons 


1994.. 2380, 2026 


. .2181 








Seq. No. 


40982 






Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84914 






Strand 


+ 


Start 


1506 






End 


3961 


Name 


OJ991226 39.0306 


.Cll.ol 


. gs 


Method 


GENSCAN 


Start 


1506 






End 


3724 


GI 


none 






Score 


.9 


Exons 


1506.. 1778, 1843 


. .1959, 


3380. 


.3724 




Seq. No. 


40982 






Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84914 






Strand 


+ 


Start 


1506 






End 


3961 


Name 


OJ991226 39.0306 


.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


1714 






End 


3961 


GI 


19698 1.R1084 






Score 


1179 


Exons 


1714.. 1778, 3380 


. .3961 








GI Descrip. 


'24 9304 6/sp|Q40089|ATP4 


_IPOBA 


6.0e-54 


ATP SYNTHASE DELTA 1 ' 



CHAIN, MITOCHONDRIAL PRECURSOR >gi_82297_pir A41740 

H+-transporting ATP synthase (EC 3.6.1.34) delta 1 1 chain 
precursor - sweet potato >gi_217938_dbj_BAA01511_ (D10660) 
mitochondrial Fl-ATPase delta subunit [Ipomoea batatas] 1 



Seq. No. 40982 

Gene No. 84915 

Start 13179 

Name OJ991226_39. 0306 .Cll . o2 .gp 

Start 13179 

GI none 

Exons 13179. .13486 



Seq. ID OJ991226_39. 0306. Cll 

Strand + 

End 13486 

Method AAT/GAP 

End 13486 

Score 572 



Seq. No. 40982 Seq. ID OJ991226_39 . 0306 .Cll 

41056 




Gene No. 


84916 


Strand 






Start 


1744 


End 


16956 




Name 


OJ991226 39.0306.Cll.ol.np 


Method 


AAT/NAP 




Start 


1744 


End 


7993 




GI 


6681335 


Score 


729 




Exons 


1744.. 1830, 4897.. 5303, 6044 


..6166, 6624. .6887, 


7607. .7993 


GI Descrip. 


(AC015985) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


40982 


Seq. ID 


OJ991226 


_39.0306.C11 


Gene No. 


84916 


Strand 






Start 


1744 


End 


16956 




Name 


OJ991226 39.0306.Cll.o2.gs 


Method 


GENSCAN 




Start 


4705 


End 


16956 




GI 


none 


Score 


.52 




Exons 


4705.. 5303, 5693.. 5804, 6044 


..6166, 6624. .6887, 


7607. .8003, 




10606. ,10628, 12262. .12374, 


13411. .13619, 14024 


. .14178, 




14256. .14365, 15193 .. 15498, 


16716. .16956 




Seq. No. 


40982 


Seq. ID 


OJ991226 


_39.0306.C11 


Gene No. 


84916 


Strand 






Start 


1744 


End 


16956 




Name 


OJ991226 39.0306.Cll.o2.np 


Method 


AAT/NAP 




Start- 


13489 


End 


16956 




GI 


6016428 


Score 


947 




Exons 


13489. .13619, 14013 .. 14178, 


14256. .14365, 15193 


. .15411, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16752.. 16956 

PUTATIVE CASEIN KINASE II BETA- 4 CHAIN (CK II) 

gi|3341688|gb|AAC27470.1| (AC003672) putative casein kinase II 
beta subunit [Arabidopsis thaliana] 



40982 Seq. ID 

84916 Strand 

1744 End 

OJ991226_39.0306.Cll.o3.gp Method 

13491 End 

LIB3432-034-P2-K1-H4 Score 



OJ991226_39.0306.C11 

16956 
AAT/GAP 
15333 
990 



13491. .13619, 14013. .14178, 14256 .. 14365, 15193.. 15333 
, 729882/sp|P40229|KC2C_ARATH 5. Oe-99 CASEIN KINASE II BETA 1 ' 

CHAIN (CK II) >gi_1076300_pir S47968 casein kinase II (EC 

2.7.1.-) beta chain CKB2 - Arabidopsis thaliana >gi_467975 
(U03984) casein kinase II beta subunit CKB2 [Arabidopsis 
thaliana] >gi_2245122_emb_CAB10544 . 1_ (Z97343) casein kinase II 
beta chain CKB2 [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40982 
84917 
18172 

OJ991226_39.0306.Cll.ol.tm 

1577 

none 

1577.. 1795, 1590.. 1781, 3333. 
3606.. 3755, 3781.. 3831, 3784. 
3894. .3956 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 39.0306.C11 



18536 

TBLASTX: Maize 
3956 
222 

3545, 3371.. 3754, 3377.. 3757, 
3807, 3811.. 3873, 3813.. 3878, 



Seq. No. 
Gene No. 
Start 



40982 
84917 
18172 



Seq. ID. 

Strand 

End 



OJ991226 39.0306.C11 



18536 



41057 




Name 


OJ991226 39. 


0306. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1583 








End 


3734 


GI 


none 








Score 


190 


Exons 


1583. .1795, 


1635. 


.1781, 


3371. 


.3724, 3377.. 3724, 3378.. 3725, 




3612. .3734, 


3622. 


.3732 








Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 




Start 


18172 








End 


18536 


Name 


OJ991226 39. 


0306. 


Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1589 




- 




End 


3724 


GI 


none 








Score 


186 


Exons 


1589. .1795, 


1590. 


.1781, 


3339. 


.3542, 3359. .3724, 3379. .3720 


Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 




Start 


18172 








End 


18536 


Name 


OJ991226 39. 


0306. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1634 








End 


3724 


GI 


none 








Score 


169 


Exons 


1634. .1780, 


1635. 


.1781, 


3355. 


.3720, 3359.. 3724 


Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 




Start 


18172 








End 


18536 


Name 


OJ991226 39. 


0306. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4993 








End 


6124 


GI 


none 








Score 


128 


Exons 


4993. .5103, 


5133. 


.5318, 


5143. 


.5301, 6041.. 6124 


Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 




Start 


18172 








End 


18536 


Name 


OJ991226 39. 


0306. 


Cll.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


4993 








End 


5319 


GI 


none 








Score 


136 


Exons 


4993. .5109, 


5133. 


.5318, 


5137. 


.5319 




Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 




Start 


18172 








End 


18536 


Name 


OJ991226 39. 


0306. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4993 








End 


6740 


GI 


none 








Score 


140 


Exons 


4993. .5103, 


5133. 


.5318, 


5134. 


.5304, 6039.. 6164, 6041.. 6166, 




6642. .6740 












Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 




Start 


18172 








End 


18536 


Name 


OJ991226 39. 


0306. 


Cll.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4993 








End 


6169 


GI 


none 








Score 


91 


Exons 


4993. .5094, 


5112. 


.5318, 


5143. 


.5304, 6041.. 6169, 6042.. 6158 


Seq. No. 


40982 








Seq. ID 


OJ991226_39.0306.C11 


Gene No. 


84917 








Strand 





41058 



Start 


18172 








Name 


OJ991226 39. 


0306. 


Cll.o3 


.ts 


Start 


6008 








GI 


none 








Exons 


6008. .6172, 


6041. 


.6160, 


6042. 




6622. .6801, 


6798. 


.6893, 


6807. 


Seq. No. 


40982 








Gene No. 


84917 








Start 


18172 








Name 


OJ991226 39. 


0306. 


Cll .o3 


. tw 


Start 


6639 








GI 


none 








Exons 


6639. .6788, 


6640. 


.6768, 


6807. 


Seq. No. 


40982 








Gene No. 


84917 








Start 


18172 








Name 


OJ991226 39. 


0306. 


Cll.o4 


.tc 


Start 


6639 








GI 


none 








Exons 


6639. .6788, 


6640. 


.6786, 


6807. 



End 18536 

Method TBLASTX : Soybean 

End 7846 

Score 62 

.6167, 6606.. 6797, 6618.. 6797, 
.6893, 6830. .6895, 7670. .7846 

Seq. ID OJ991226_39. 0306. Cll 
Strand 

End 18536 

Method TBLASTX : Wheat 

End 7735 

Score 85 

.6845, 6846. .6890, 7694. .7735 

Seq. ID OJ991226_39. 0306. Cll 
Strand 

End 18536 

Method TBLASTX : Cress 

End 77 98 

Score 71 

.6893, 6810. .6890, 7607. .7648, 



7694. .7798 



Seq. No. 40982 
Gene No. 84 917 

Start 18172 

Name OJ991226_39 . 0306 . Cll . o2 . tm 

Start 13217 
GI none 

Exons 13217. .13300, 13349 .. 13375, 

14008. .14184, 14009. .14179, 
14256. .14366, 15190 .. 154 17, 
15244. .15414, 16696 .. 16779, 
16846. .16899, 16852 .. 168 99, 



Seq. ID OJ991226_39-.0306.cn 
Strand 

End 18536 

Method TBLASTX: Maize 

End 16900 

Score 201 
13489. .13620, 13490 .. 13618, 
14013. .14183, 14235. .14366, 
15191. .15352, 15195. .15413, 
16700. .16780, 16717. .16788, 
16853. .16900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40982 
84917 
18172 
OJ991226 
13471 
none 
13471 
14008 
15192 



39.0306.Cll.o2.ts 



.13620, 
.14184, 
.15380, 



13472, 
14235. 
15220. 



.13618, 
.14366, 
.15411, 



Seq. ID OJ991226_39. 0306. Cll 
Strand- 

End 18536 

Method TBLASTX : Soybean 

End 16896 

Score 144 
13475. .13642, 13967 .. 14 179, 
14256. .14366, 15191 15352 , 
15247. .15393, 16852.. 16896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40982 
84917 
18172 
OJ991226 
13489 
none 
13489 
14235 
15192 



39.0306.Cll.o2.tc 



13620, 
14366, 
15380, 



13490. 
14256. 
15192. 



,13618, 
,14366, 
,15395, 



Seq. ID 

Strand 

End * 

Method 

End 

Score 



OJ991226_39. 0306.C11 
18536 

TBLASTX: Cress 

15396 

151 



14008. .14184, 14009. .14179, 
14257. .14367, 15188 .. 15352, 
15196. .15396, 15244 . .15396 



Seq. No. 



40982 



Seq. ID OJ991226_39. 0306. Cll 



41059 



Gene No. 84917 Strand 

Start 18172 End 18536 

Name OJ991226_39.0306.Cll.o4.gp Method AAT/GAP 

Start 18172 End 18536 

GI LIB3477-003-P1-K1-E9 Score 92 
Exons 18172. .18223, 18496.. 18536 

GI Descrip. » 2498586/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 40983 Seq. ID 

Gene No. 84918 Strand 

Start 314 End 

Name OJ991226_39. 0306.C12.ol .gs Method 

Start 314 End 

GI none Score 

Exons 314.. 487 



OJ99122'6_39.0306.C12 
+ 

487 

GENSCAN 

487 

.57 



Seq, No. 40983 Seq. ID 

Gene No. 84919 Strand 

Start 1 End 

Name OJ991226_39. 0306.C12.ol .np ^Method 

Start 1 End 

GI 7485211 Score 

Exons 1..46, 1892.. 1945, 2385.. 2455, 2684. 
GI Descrip. 



OJ991226_39.0306.C12 

2727 
AAT/NAP 
2722 
173 
2722 



hypothetical protein - Arabidopsis thaliana 
gi|2245062|emb|CAB10485.1| (Z97342) hypothetical protein 
[Arabidopsis thaliana] gi | 7268456 | emb | CAB80976 . 1 | (AL161545) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 40983 Seq. ID OJ991226_39 . 0306 - C12 

Gene No. 84919 Strand 

Start 1 End 2727 

Name OJ991226_39. 0306.C12 .ol.gp Method AAT/GAP 

Start 1236 End 2727 

GI 1397_1.R1084 Score 1400 

Exons 1236.. 1809, 1892.. 1945, 2385.. 2455, 2684.. 2727 

GI Descrip. ' 2245062/emb | CAB10485 . 1 1 6.0e-46 (Z97342) hypothetical protein 
[Arabidopsis thaliana] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40983 Seq. ID 

84919 Strand 

1 End 
OJ991226_39 . 0306 . C12 . o2 . gs Method 

1275 End 

none Score 

1275.. 1358, 1780. .1945, 2385.. 2509 



OJ991226__39.0306.C12 

2727 
GENSCAN 
2509 
.41 



40984 
84920 
6071 

OJ991226_39.0306.C13.o2.gs 

6071 

none 

6071.16517, 7315. .7454, 7848. 
9350. .9645 



OJ991226_39.0306.C13 
+ 

9973 
GENSCAN 
9645 
.87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7946, 8679.-8835, 8913.. 8976, 



41060 



Seq. No. 40984 

Gene No. 84920 

Start 6071 

Name OJ991226_39. 0306.C13. o2 .gp 

Start 6363 

GI 30101_1.R1084 

Exons 6363.. 6517, 7315.. 7454, 7661, 
GI Descrip. 



Seq. ID OJ991226_39.0306.C13 

Strand + 

End 9973 

Method AAT/GAP 

End 8454 

Score 1513 

.7760, 7848.. 7946, 8036.. 8454 



, 5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sati.va 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ■ 





Seq. No. 


40984 




Seq. ID 


OJ991226_39.0306.C13 




Gene No. 


84920 




Strand 


+ 




Start 


6071 




End 


9973 




Name 


OJ991226_39.0306.C13.o3 


.gp 


Method 


AAT/GAP 




Start 


8745 




End 


9973 




GI 


11657 1.R1084 




Score 


1687 




Exons 


8745. .8835, 8913.. 9119, 


9382. 


.9973 






GI Descrip. 


•6015437/dbj IAB008112.1 


IAB008112 3.0e- 


10 Homo sapiens PEX1 mRN7 






complete cds 1 










Seq. No. 


40984 




Seq. ID 


OJ991226_39.0306.C13 




Gene No. 


84921 




Strand 






Start 


1 




End 


3052 




Name 


OJ991226 39.0306.C13.ol 


• gp 


Method 


AAT/GAP 


"~i 

■~ 3 


Start 


1 




End 


2906 




GI 


1397 1.R1084 




Score 


825 


U 3 


Exons 


1..174, 561. .646, 1379. 


.1445, 


1671.. 1710, 2030.. 2106, 


: U 




2186.. 2273, 2857.. 2906 








t 1 


GI Descrip. 


'2245062/emb|CAB104 85.1 


I 6.0e 


-46 (Z97342) hypothetical protein 






[Arabidopsis thaliana] 1 










Seq. No. 


40984 




Seq. ID 


OJ991226_39.0306.C13 


I LI 


Gene No. 


84921 




Strand 




= 


Start 


1 




End 


3052 


ri 


Name 


OJ991226 39.0306.C13.ol 


. gs 


Method 


GENSCAN 




Start' 


1888 




End 


3052 


™ 


GI 


none 




Score 


.83 


i ^ 


Exons 


1888. .1928, 2030. .2106,. 


2186. 


.2273, 2857. .3052 


£. -i 


Seq. No. 


40984 




Seq. ID 


OJ991226_39.0306.C13 


:? 

y 


Gene No. 


84922 




Strand 






Start 


10633 




End 


13641 




Name 


OJ991226 39.0306.C13.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


90 




End 


2962 




GI 


none 




Score 


76 




Exons 


90. .149, 94. .150, 554.. 


652, 558.. 662, 


2034.. 2105, 2041.. 2106, 






2185. .2268, 2185. .2274, 


2186. 


.2278, 2858.-2962 




Seq. No. 


40984 




Seq. ID 


OJ991226_39.0306.C13 




Gene No. 


84922 




Strand 






Start 


10633 




End 


13641 




Name 


OJ991226 39.0306.C13.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2025 




End 


2909 




GI 


none 




Score 


89 




Exons 


2025. .2102, 2026. .2118, 


2035. 


.2106, 2175.. 2267, 2185.. 2274, 






2186. .2275, 2186. .2275, 


2858. 


.2908, 2859.. 2909 



41061 




Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.o5.ts 


Method 


TBLASTX: Soybean 


Start 


6380 


End 


7455 


GI 


none 


Score 


173 


Exons 


6380.. 6502, 7278.. .7454, 7306 


..7347, 7307. .7354, 7347. .7454, 




7348. .7455 






Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7660 


End 


8328 


GI 


none 


Score 


49 


Exons 


7660. .7758, 7829. .7951, 7834 


..7920, 7845.-7949, 8033.. 8326, 




8035. .8328 






Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.o4.ts ~ 


Method 


TBLASTX : Soybean 


Start 


9379 


End 


9770 


GI 


none 


Score 


169 


Exons 


9379.. 9495, 9379.. 9513, 9399 


..9512, 9603. .9641, 9604. .9645, 




9738. .9770- 






Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.ol.np 


Method 


AAT/NAP 


Start 


10489 


End 


13641 


GI 


4826399 


Score 


483 


Exons 


10489. .10542, 11622 .. 12490, 


13599. .13641 


GI Descrip. 


(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.o3.gs 


Method 


GEN SCAN 


Start 


10633 


End 


12617 


GI 


none 


Score 


.65 


Exons 


10633. .11538, 11568.. 12617 






Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


10759 


End 


12434 


GI 


none 


Score 


66 


Exons 


10759. .11028, 11075. .11101, 


11284. .11460, 11284. .11445, 




11646. .11810, 11850. .12347, 


11872. .12351, 12360.. 12434 


Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306.C13 


Gene No. 


84922 


Strand 




Start 


10633 


End 


13641 


Name 


OJ991226 39.0306.C13.ol.tm 


Method 


TBLASTX: Maize 



41062 




Start 


10846 


End 


12434 




GI 


none 


Score 


108 




Exons 


10846. .11040, 11284. .11445, 


11637. .11801, 11856. .12347, 






11857. .12081, 12118. .12333, 


12360. .12434, 12367.. 12429 




Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306, 


X13 


Gene No. 


84922 


Strand 






Start 


10633 


End 


13641 




Name 


OJ991226 39.0306.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10846 


End 


12446 




GI 


none 


Score 


333 




Exons 


10846. .11034, 11125. .11208, 


11284. .11364, 11850. .12446, 






11860. .12429 








Seq. No. 


40984 


Seq. ID 


OJ991226_39.0306, 


■ C13 


Gene No. 


84922 


Strand 






Start 


10633 


End 


13641 




Name 


OJ991226 39.0306.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10852 


End 


12246 




GI 


none 


Score 


73 




Exons 


10852. .10944, 11865 .. 11972, 


11866. .11973, 11985. .12170, 






12013. .12150, 12174. .12245, 


12199. .12246 




Seq. No. 


40985 


Seq. ID 


OJ991226_39.0306 


.C14 


Gene No. 


84923 


Strand 






Start 


483 


End 


2547 




Name 


OJ991226 39.0306.C14.ol.gs 


Method 


GEN SCAN 




Start 


483 


End 


2547 




GI 


none 


Score 


.71 




Exons 


483. .639, 1628. .2110, 2125. 


.2297, 2314 


. .2547 




Seq. No. 


40986 


Seq. ID 


OJ991226_32.0308 


.C3 


Gene No. 


84924 


Strand 


+ 




Start 


4194 


End 


5994 




Name 


OJ991226 32.0308.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


1902 


End 


2112 




GI 


none 


Score 


57 




Exons 


1902.. 1967, 1927.. 2112, 1943.. 2098, 1953,. .2111 




Seq. No. 


40986 


Seq. ID 


OJ991226_32.0308 


.C3 


Gene No. 


84924 


- Strand 


+ 




Start 


4194 


End 


5994 




Name 


OJ991226 32.0308.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2412 


End 


2698 




GI 


none 


Score 


271 




Exons 


2412. .2669, 2432.. 2668, 2435. .2698 






Seq. No. 


40986 


Seq. ID 


OJ991226_32.0308 


.C3 


Gene No. 


84924 


Strand 


+ 




Start 


4194 


End 


5994 " 




Name 


OJ991226 32.0308.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2426 


End 


2665 




GI 


none 


, Score 


72 




Exons 


2426. .2587, 2579.. 2665 








Seq. No. 


40986 


Seq. ID 


OJ991226_32.0308 


.C3 


Gene No. 


84924 


Strand 


+ 





41063 



Start 
Name 
Start 
GI 

Exons 



4194 End 5994 

OJ991226_32 . 0308 . C3 . ol . gp Method AAT/GAP 

4194 End 5994 

none Score 1214 

4194. .4324, 4426. .4479, 4579.-4689, 4771. .4841, 5106. .5299, 
5871. .5994 



Seq. No. 


40986 








Seq. ID 


OJ991226 


_32.0308.C3 


Gene No. 


84924 








Strand 


+ 




Start 


4194 








End 


5994 




Name 


OJ991226 32 


.0308. 


C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4577 








End 


5942 




GI 


none 








Score 


82 




Exons 


4577. .4651, 


4770. 


.4820, 


4780. 


.4848, 47? 


31. .4840, 


5075. .5302, 




5101 . . 5283, 


OLZ6 . 






.5342, 5868.. 5942, 


DODO . . H Z 


Seq. No. 


40987 








Seq. ID 


OJ991226 


_32.0308.C5 


Gene No. 


84925 








Strand 






Start 


3620 








End 


7017 




Name 


OJ991226 32 


.0308. 


CS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2872 








End • 


7017 




GI 


none 








Score 


163 




Exons 


2872. .2988, 


2874. 


.2987, 


3393. 


.3509, 3398.. 3511, 


'3398. .3511, 




3615. .3677, 


3619. 


.3681, 


3620. 


.3709, 3885.. 4025, 


3925. .4026, 




3925. .4023, 


3932. 


.4033, 


3953. 


.4033, 4107. .4229, 


/MOT A O A O 
4 1Z1 . . 4^4 y , 




4124. .4231, 


4313. 


.4396, 


4314. 


.4409, 4318. .4407, 


6197. .6271, 




6363. .6461, 


6367. 


.6453, 


6369. 


.6455, 6964. .7017, 


6965. .7015 


Seq. No. 


40987 








Seq. ID 


OJ991226 


_32.0308.C5 


Gene No. 


84925 








Strand 






Start 


3620 








End 


7017 




Name 


OJ991226 32 


.0308. 


CS.ol. 


gp 


Method 


AAT/GAP 




Start 


3620 








End 


6441 




GI 


uC-osflcyp061d04bl 




Score 


882 




Exons 


3620. .3681, 


3925. 


.4023, 


4124. 


.4228, 4314. .4393, 


6197, .6269, 




6363. .6441 














G^Descrip. . 


,T , 262324.8 : - 2. 


Oe-37 


(AF030882) / SU1 isoamylase [Zea 


mays] '.. 


Seq^ *No". : 


' 40987 








Seq. ID 


OJ9^1226 


_32.0308.C5 


Gene No. 


84926 








Strand 






Start 


7872 








End 


8355 




Name 


OJ991226 32 


.0308. 


C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7872 








End 


8355 




GI 


none 








Score 


62 




Exons 


7872. .7907, 


7873. 


.7914, 


8245. 


.8355, 8253.. 8354 





Seq. No. 


40988 


Seq. ID 


OJ991226 


Gene No. 


84927 


Strand 


+ 


Start 


465 


End 


930 


Name 


OJ991226 32.0308.C7.ol.gp 


Method 


AAT/GAP 


Start 


465 


End 


930 


GI 


none 


Score 


871 


Exons 


465. .930 






Seq. No. 


40989 


Seq. ID 


OJ991226 


Gene No. 


84928 


Strand 




Start 


1590 


End 


2078 



41064 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991226_32.0308.C9.ol.gp Method AAT/GAP 

1590 End 2078 

LIB3477-003-P1-K1-E9 Score 128 

1590.. 1637, 2023.. 2078 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

40989 Seq. ID OJ991226_32 . 0308 . C9 

84929 Strand 

4609 End 4847 

OJ991226_32.0308.C9.o2.gp Method AAT/GAP 

4609 End 4847 

10054_1.R1084 Score 419 

4609. .4847 

'2493318/sp|Q41001|BCP_PEA 6.0e-25 BLUE COPPER PROTEIN PRECURSOR 
>gi_562779_emb_CAA80963_ (Z25471) blue copper protein [Pisum 

sativum] >gi_1098264_prf 2115352A blue-Cu protein [Pisum 

sativum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40989 Seq. ID 

84929 Strand 
4 609 - End 

OJ991226_32.0308.C9.ol.ts Method 

4 627 End 

none Score 
4627. .4830 



OJ991226_32.0308.C9 
4847 

TBLASTX : Soybean 

4830 

188 



Seq. No. 40989 Seq. ID 

Gene No. 84 929 Strand 

Start 4609 End 

Name OJ991226_32 . 0308 . C9 . ol . tm Method 

Start 4633 End 

GI none Score 

Exons 4633.. 4830, 4649.. 4705 

Seq. No. 40990 Seq. ID 

Gene No. 84930. • - : " j Strand 

Start 1 End" 

Name OJ991226_32 . 0308 . C14 . ol . gp Method 

Start 1 End 

GI none Score 

Exons . 1..80, 363.. 559 

Seq. No. 40990 Seq. ID 

Gene No. 84930 Strand 

Start 1 End 

Name OJ991226_32 . 0308 . C14 . ol . tm Method 

"Start 335 End 

GI none Score 

Exons 335.. 562, 361.. 558 

Seq. No. 40991 Seq. ID 

Gene No. 84 931 Strand 

Start 1189 End 

Name OJ991226_32 . 0308 . C16 . ol . tm Method 

Start 1189 End 



OJ991226_32.0308.C9 
4847 

TBLASTX: Maize 

4830 

69 



OJ991226_32..0308.C14 

+•'•."'•'•• - . 

562 ' 

AAT/GAP 

559 

395 



OJ991226_32.0308.C14 
+ 

562 

TBLASTX: Maize 

562 

204 



OJ991226_32.0308.C16 
1345 

TBLASTX: Maize 
1345 



41065 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start: 

;Gr - " " : ; 

Exons 



none 

1189. .1251, 1191. .1247, 1192. 



40992 
84932 
5338 

OJ991226_32, 
5338 



none 

5338. .5412, 
5518. .5553, 
6048. .6290, 
6789. .6887, 
7056. .7229, 
7910. .8053, 



0308.C19.ol.tm 



5343.. 5402, 5395. 

5889.. 6035, 5891. 

6091.. 6300, 6113. 

6789.-6887, 6790. 

7072.. 7221, 7296. 

7911. .8051, 7916. 



40992 
84932 
5338 

OJ991226_32.0308.C19.o2.ts 

5889 

none 

5889.. 6035, 5914.. 6024, 6128. 

40992 
84932 
5338 

OJ991226_32.0308.C19.o3.ts 

7910 

none 

7910. .8044, 8078. .8155, 8085. 

40992 
84933 
8072 

OJ991226_32.0308.C19.o3.tm 
8072 . ^ . 

none * * ' ■■.-•§•* •. \ ' ... 
8072. .8164, ^8082. .8159, 8223. 



Score '79 

.1251, 1196. .1345, 1309. .1344 

Seq. ID OJ991226_32.0308 .C19 
Strand 

End 8155 
Method TBLASTX : Mai ze 
End 8053 
Score 58 

.5478, 5409. .5513, 5504. .5560, 
.6010, 5898. .6035, 5899. .6036, 
.6289, 6117. .6299, 6776. .6856, 
.6888, 6790. .6888, 7040. .7219, 
.7382, 7312.. 7383, 7330.. 7383, 
.8053 

Seq. ID OJ991226_32.0308.C19 
Strand 

End 8155 

Method TBLASTX : Soybean 

End 6887 

Score 70 

.6283, 6135.. 6275, 6795.. 6887 



Seq. ID OJ991226_32.0308.C19 
Strand 

8155 

TBLASTX : Soybean 
8155 
74 



End 

Method 
End 
Score 
.8153 



Seq. No. 40992 

Gene No. 84 934 

Start 9485 

Name OJ991226_32 . 0308 .C19 . o2 . tm 

Start 9485 

GI none 

Exons 9485.-9787 



Seq. ID OJ991226_32.0308.C19 
Strand 

End 8431 

Method TBLASTX: Maize 

End 8431 

Score • 70. 
.8429, 8225.. 8431 

Seq. ID OJ991226_32.0308.C19 
Strand 

End 97 96 

Method TBLASTX: Maize 

End 9787 

Score 227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40992 Seq. ID 

84934 Strand 

9485 End 
OJ991226_32 . 0308 . C19 . ol . ts Method 

9494 End 

none Score 

9494. .9706, 9692. .9796 



OJ991226_32.0308.C19 
9796 

TBLASTX: Soybean 

9796 

106 



Seq. No. 



40992 



Seq. ID OJ991226_32.0308.C19 



41066 




Gene No. 


84934 




Strand 




Start 


9485 




End 


9796 


Name 


OJ991226 32.0308.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


9545 ~ 




End 


9784 


GI 


none 




Score 


221 


Exons 


9545. .9784 








Seq. No. 


40993 




Seq. ID 


OJ991226_32.0 


Gene No . . 


84935 




Strand 




Start 


541 




End 


2220 


Name 


OJ991226 32.0308.C23.ol 


.gp 


Method - 


AAT/GAP 


Start 


541 




End 


2220 


GI 


1062 1.R1084 




Score 


2772 


Exons 


541. .1248, 1375. .1721, 


1839. 


.2220 




GI Descrip. 


1 4106673/emb | CAA22613 | 


7.0e- 


35 (AL035064) queuine 




trna-ribosyltransf erase 


[Schizosaccharomyces pombe] ? 



Seq. No. 


40993 








Seq. ID 


OJ991226_32.0308.C23 


Gene No. 


84935 








Strand 




Start 


541 








End 


2220 


Name 


OJ991226 32. 


0308 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


767 








End 


1722 


GI 


none 








Score 


37 


Exons 


767. .847, 826. .945, 862 


. . 990, 


896. .988 


, 1159. .1221, 1201. .1; 




i351. .1470, 


1369 


. .1641, 


1375. 


.1614, 1472.. 1642, 1678.. 1722 


Seq. No. 


40993 








Seq. ID 


OJ991226_32.0308.C23 


Gene No. 


84935 








Strand 




Start 


541 








End 


2220 


Name 


OJ991226 32. 


0308 


.C23.pl 


. ts 


Method 


TBLASTX : Soybean 


Start 


1369 








End 


1642 


GI 


none 








Score 


92 


Exons 


1369. .1641, 


1472 


. .1531, 


1607. 


.1642 




Seq. No. 


40993 








Seq. ID 


OJ991226_32.0308.C23 


Gene No. 


84935 








Strand 




Start, 


,541 








End ,. 


,2220 


Name: - ' 


OJ991226 32. 


0308 


.C23.oi 


..tc - 


Method 


TBLASTX : Cress - 


Start 


1372 








End 


1701 


GI 


none 








Score 


35 


Exons 


1372. .1701, 


1384 


. .1437, 


1472. 


.1528 




Seq. No. 


40993 








Seq. ID 


OJ991226_32.0308.C23 


Gene No. 


84935 








Strand 




Start 


541 








End 


2220 


Name 


OJ991226 32. 


0308 


.C23.ol 


,tw 


Method 


TBLASTX: Wheat 


Start 


1441 








End 


1713 


GI 


none 








Score 


165 


Exons 


1441. .1614, 


1441 


. .1641, 


1472. 


.1642, 1681. .1713 


Seq. No. 


40994 








Seq. ID 


OJ991226_32.0308.C28 


Gene No. 


84936 








Strand 




Start 


3151 








End 


3743 


Name 


OJ991226 32. 


0308 


.C28.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3151 








End 


3743 ' 


GI 


"none 








Score 


127 


Exons 


3151. .3267, 


3152 


. .3268, 


3499. 


.3741, 3510. .3743, 3511. .3738, 
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3512. .3742 



Seq. No. 


40994 








Seq. ID 


OJ991226_32.0308 


.C28 


Gene No. 


84936 








Strand 






Start 


3151 








End 


3743 




Name 


OJ991226 32 


.0308 


.C28.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3547 








End 


3743 




GI 


none 








Score 


185 




Exons 


3547. .3741, 


3548 


. .3742, 


3549. . 


3743 






Seq. No. 


40995 








Seq. ID 


OJ991226_32.0308 


.C29 


Gene No. 


84937 








Strand 






Start 


693 








End 


1844 




Name 


OJ991226 32 


.0308 


.C29.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


693 








End • 


1027 




GI 


none 








Score 


223 




Exons 


693.. 914, 703.. 945, 709. 


.1026, 


710. .1027 




Seq. No. 


40995 








Seq. ID 


OJ991226_32.0308 


.C29 


Gene No. 


84937 








Strand 






Start 


693 








End 


1844 




Name 


OJ991226 32 


.0308 


.C29.ol. 


ts 


Method 


TBLASTX: Soybean 




Start- 


699 








End 


1026 




GI 


none 








Score 


127 




Exons 


699. .803, .703. .948, 709. 


.1026, 


837. .1019, 851. .1021 




Seq. No. 


40995 








Seq. ID 


OJ991226_32.0308 


.C29 


Gene No. 


84937 








Strand 






Start 


693 








End 


1844 




Name 


OJ991226 32 


.0308 


.C29.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


715 








End 


1844 




GI 


none 








Score 


77 




Exons 


715. .1026, 


728. . 


784, 733 


l . . 837, 


866. .1021, 1736. .1843, 1737. 


Seq. No. 


40995 








Seq. ID 


OJ991226_32.0308 


.C29 


Gene No. 


84938 








Strand 






Start 


1757 








End 


2299 




Name 


OJ991226 32 


.0308 


.C29.ol. 


tm 


Method * 


TBLASTX: Maize 




Start 


1757 








End 


2246 




GI 


none 








Score 


161 




Exons 


1757. .1897, 


1758 


. .1889, 


1843. . 


1932, 1922.. 1954, 1937.. 1954, 




1955. .2245, 


1956 


. .2246 










Seq. No. 


40995 








Seq. ID 


OJ991226_32.0308 


.C29 


Gene No. 


84938 








Strand 






Start 


1757 








End 


2299 




Name 


OJ991226 32 


.0308 


.C29.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1940 








End 


2224 




GI 


none 








Score 


191 




Exons 


1940. .2224, 


1941 


. .2222 










Seq. No. 


40995 








Seq. ID 


OJ991226_32.0308 


.C29 


Gene No. 


84938 








Strand 






Start 


1757 








End 


2299 




Name 


OJ991226 32 


.0308 


.C29.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2102 








End 


2299 




GI 


none 








Score 


143 





41068 



Exons 



2102.. 2299, 2103. .2273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40996 Seq. ID OJ991226_32 . 0308 . C30 

84939 Strand 

846 End 1454 

OJ99122 6_32 . 0308 . C30 . ol . gp Method AAT/GAP 

846 End 1454 

18058JL.R1084 Score 734 

846. .877, 1002. .1454 

M521193/dbj |AB013450.1|AB013450 1 . Oe-99 . Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40996 Seq. ID 

84 94 0 Strand 

2844 End 

OJ99122 6_32 . 0308 . C30 . o2 . gp Method 

2844 End 

568337 Score 



OJ991226_32.0308.C30 

4569 
AAT/GAP 
4569 
667 



2844. .2902, 3148. .3189, 3278.-3344, 3557. .3677, 3792. .3848, 
4521. .4569 

4106673/emb|CAA22613| 7.0e-35 (AL035064) queuine 
trna-ribosyltransf erase [Schizosaccharomyces pombe] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40996 
84941 
5095 

OJ99122 6_32 . 0308 . C30 . o2 . tm 
1491 
none 
1491. 
1881, 



,1556, 1513.. 1578, 1514 
,1931, 1882.. 1923, 1890 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1573, 1769 
.1931, 2007 



OJ991226 32.0308.C30 



6689 

TBLASTX: Maize 
2124 
63 

1801, 1776. .1799, 
2111, 2007. .2117, 



2008. .2124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40996 
84941 
5095 

OJ99122 6_32 . 0308 . C30 . ol . ts 

2046 

none 

2046.. 2108, 2047.. 2109, 2209. 
2557. .2676, 2558. .2674 

40996 
84941 
5095 

OJ991226_32.0308.C30.ol.tm 

3554 

none 

3554.. 3634, 3558. .3683, 3559. 
3792. .3851, 4521. .4571, 4521. 



Seq. ID OJ991226_32.0308.C30 
Strand 

End 6689 

Method TBLASTX : Soybean 

End 2676 

Score 68 

.2283, 2210.. 2284, 2555.. 2671, 



Seq. ID OJ991226_32.0308.C30 
Strand 

End 6689 

Method TBLASTX : Mai ze 

End 4572 

Score 160 

3678, 3782.. 3847, 3792.. 3908, 
4571, 4522.. 4572 



Seq. No. 40996 

Gene No. 84 941 

Start 5095 

Name OJ991226_32 . 0308 . C30 . o3 . gp 

Start 5095 

GI uC-osflcyp086allbl 



Seq. ID OJ991226_32.0308.C30 
Strand 

End 6689 

Method AAT/GAP 

End 6689 

Score 876 



41069 



Exons 5095.. 5279, 5465.. 5558, 6349.. 6408, 6547.. 6689 

GI Descrip. * 3122933/sp | Q23623I TGT_CAEEL 1.0e-26 PUTATIVE QUEUINE 

TRNA-RIBOSYLTRANSFERASE (TRNA-GUANINE TRANSGLYCOSYLASE) (GUANINE 
INSERTION ENZYME) >gi_3881825_emb_CAA9807 6 . 1_ (Z73899) 
Similarity to Haemophilus Queuine tRNA-ribosyltransf erase 
(SW:TGT_HAEIN) ; cDNA EST yk673g6.3 comes from this gene 
[Caenorhabditis elegans] ' 



Seq. No. 


40997 


Seq. ID 


OJ991216 


Gene No. 


84 942 


. Strand 


+ 


Start 


416 


End 


532 


Name 


OJ991216 04.0316.C4.ol.gs 


Method 


GENSCAN 


Start 


416 


End 


532 


GI 


none 


Score 


.9 


Exons 


416. .532 






Seq. No. 


40997 


Seq. ID 


OJ991216 


Gene No. 


84943 


Strand 




Start 


2863 


End 


2964 


Name 


OJ991216 04.0316. C4..ol.np 


Method 


AAT/NAP 


Start 


1518 


End 


2930 


GI 


7340868 


Score 


166 


Exons 


1518.. 1644, 2756.. 2930 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40997 


Seq. ID 


OJ991216 


Gene No. 


84943 


Strand 




Start 


2863 


End 


2964 


Name 


OJ991216 04.0316.C4.o2.gs 


Method 


GENSCAN 


Start 


2863 


End 


2964 


GI 


none 


Score 


. 98 


Exons 


2863.. 2964 






Seq. No. 


40997 


Seq. ID 


OJ991216 


Gene No. 


84944 


Strand 




Start 


4255 


End 


4919 


Name 


OJ991216 04.0316.C4.o2.np 


Method 


AAT/NAP 


Start 


4255 ~ 


End 


4 919 


GI 


6815099 


Score 


72 


Exons 


4255. .4389, 4744. .4919 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40998 


Seq. ID 


OJ991216 


Gene No. 


84945 


Strand 




Start 


578 


End 


2995 


Name 


OJ991216 04.0316.C5.ol.gs 


Method 


GENSCAN 


Start 


578 


End 


2995 


GI 


none 


Score 


.68 


Exons 


578. .649, 939. .1015, 1301.. 


1621, 2685. 


.2995 


Seq. No. 


40999 


Seq. ID 


OJ991216 


Gene No. 


84946 


Strand 




Start 


1 


End 


1201 


Name 


OJ991216 04.0316.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1201 


GI 


7487572 


Score 


339 


Exons 


1..267, 360. .757, 848. .913, 


1181. .1201 





41070 




GI Descrip. 


hypothetical protein T30B22. 


29 - Arabidopsis thaliana (fragment) 


Seq. No. 


40999 


Seq. ID 


OJ991216_04 .0316.C9 . 


Gene No. 


84946 


Strand 




Start 


1 


End 


1201 


Name 


OJ991216 04.0316.C9.ol.gs 


Method 


GENSCAN 


Start 


19 


End 


ft A O 

902 


GI 


none 


Score 


. DO 


Exons 


19. .270, 360. .757, 848. .902 






Seq. No. 


40999 


Seq. ID 


OJ991216_04 .0316. C9 


Gene No. 


84946 


Strand 




Start 


1 


End 


1201 


Name 


OJ991216 04.0316.C9.ol.tm 


Method 


TBLASTX : Mai ze 


Start 


236 


End 


719 


GI 


none 


Score 


A A 

4 4 


Exons 


236.-262, 366. .719, 411. .716 






Seq. No. 


41000 


Seq. ID 


OJ991216_04 .0316. C10 


Gene No. 


84947 


Strand 




Start 


184 


End 


3207 


Name 


OJ991216 04.0316.C10.ol.gs 


Method 


T~> XT c 7\ XT 

GENSCAN 


Start 


184 


End 


184 9 


GI 


none 


Score 


. 85 


Exons 


184.. 280, 1625.. 1695, 1769.. 


1849 




Seq. No. 


41000 


Seq. ID 


OJ991216_04. 0316. C10 


Gene No. 


84947 


Strand 




Start 


184 


End 


3207 


Name 


OJ991216 04.0316.C10.ol.np 


Method 


AAT/NAP 


Start 


184 


End 


3207 


GI 


7487572 


Score 


332 


Exons 


184.. 280, 1625.. 1695, 1769.. 


1849, 2794 


..2864, 3181. .3207 


GI Descrip. 


hypothetical protein T30B22. 


29 - Arabidopsis thaliana (fragment) 


Seq. No. 


41001 


Seq. ID 


OJ991216_04.0316.C12 


Gene No. 


84948 


Strand • 




Start - 


.137 


End 


2154 


Name 


OJ991216 04.0316.C12.ol.gs 


Method 


GENSCAN 


Start 


137 


End 


1966 


GI 


none 


Score 


.77 


Exons 


137. .143, 609. .715, 804. .881 


, 961. .1095, 1517.. 1653, 1815.. 1966 


Seq. No. 


41001 


Seq. ID 


OJ991216_04.0316.C12 


Gene No. 


84948 


Strand 




Start - 


137 


End 


2154 


Name 


OJ991216 04.0316.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


609 


End 


1490 


GI 


none 


Score 


129 


Exons 


609. .713, 609. .701, 617. .715 


, 772.. 912 


, 804. .881, 961. .1083, 




963.. 1046, 968.. 1072, 1404.. 


1490, 1412 


. .1489 


Seq. No. 


41001 


Seq. ID 


OJ991216_04 .0316.C12 


Gene No. 


84948 


Strand 




Start 


137 


End 


2154 


Name 


OJ991216 04.0316.C12.ol.np 


Method 


AAT/NAP 


Start 


631 


' End 


2154 



41071 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6598380 Score 655 

631. .715, 804. .881, 961. .1070, 1417. .1653, 1815. .1969, 

2127.. 2154 

(AC002535) putative WD-40 repeat protein [Arabidopsis thaliana] 



Seq.. ID OJ991216_04.0316.C13 
Strand 

End 718 

Method AAT/NAP 

End 688 

Score 212 



41002 
84949 
1 

OJ99121 6_04 . 03 1 6 . CI 3 . ol . np 
1 : 
6598380 
1. .39, 338. .688 

(AC002535) putative WD-40 repeat protein [Arabidopsis thaliana] 



41002 
84949 
1 

OJ991216_04.0316.C13.ol.gs 

363 

none 

363. .718 



Seq. ID OJ991216_04.0316.C13 

Strand 

End 718 

Method GENSCAN 

End 718 

Score .71 



Seq. No. r 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 



Seq. ID OJ991216_04.0316.C15 
Strand + 

1000 
AAT/NAP 
1000 
121 



41003 
84950 
1 

OJ991216_04.0316.C15.ol.np 
1 

7487572 
1..21, 801. .1000 

hypothetical protein T30B22.29 - Arabidopsis thaliana (fragment) 



End 

Method 

End 

Score 



41003 
84950 
1 

OJ991216_04.0316.C15.ol.gs 

805 

none 

805. .1000 



Seq. ID OJ991216_04.0316.C15 

Strand + 

End 1000 

Method GENSCAN 

End 1000 

Score . 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41003 
84951 
1775 

OJ991216_04.0316.C15.o2.tm 

803 

none 



Seq. ID OJ991216_04.0316.C15 
Strand 

End 2191 

Method TBLASTX : Mai ze 

End 1001 

Score 69 



803. .856, 803. .835, 842. .1000, 846. .1001, 865.-999 



41003 
84951 
1775 

OJ991216_04.0316.C15.o2.gs 
1775 
- none 
1775. .2145 



Seq. ID OJ991216_04.0316.C15 
Strand 

End 2191 

Method GENSCAN 

End 2145 

Score .91 



Seq. No. 
Gene No. 



41003 
84951 



Seq. ID OJ991216_04.0316.C15 
Strand 



41072 




Start 


1775 








End 


2191 




Name 


OJ991216 04 


.0316 


.C15.02 


.np 


Method 


AAT/NAP 




Start 


1833 








End 


2191 




GI 


6539240 








Score 


299 




Exons 


1833. .2191 














GI Descrip. 


(AC011765) 


putative alpha galactosyltransf erase 


[Arabidopsi 




thaliana] 














Seq. No. 


41003 








Seq. ID 


OJ991216 


_04.0316.C15 


Gene No. 


84951 








Strand 






Start 


1775 








End 


2191 




Name 


OJ991216 04 


. 0316 


.C15.ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


1855 








End 


2190 




GI 


none 








Score 


63 




Exons 


1855. .2034, 


1955 


. .2035, 


2038. 


.2109, 2039.. 2092, 


2119. .2190 


Seq. No. 


41003 








Seq. ID 


OJ991216 


_04.0316.C15 


Gene No. 


84951 








Strand 






Start 


1775 








End 


2191 




Name 


OJ991216 04 


.0316 


.CIS.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


1876 








End 


2190 




GI 


none 








Score 


66 




Exons 


1876. .2034, 


1910 


. .2035, 


2038. 


.2109, 2057.. 2092, 


2119. .2190 


Seq. No. 


41003 








Seq. ID 


OJ991216 


_04.0316.C15 


Gene No. 


84951 








Strand 






Start 


1775 








End 


2191 




Name 


OJ991216 04 


.0316 


.CIS.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1888 








End 


2191 




GI 


none 








Score 


93 




Exons 


1888. .2034, 


1940 


. .2035, 


1955. 


.2074, 2038. .2124, 


2048. .2092, 




2119. .2190, 


2122 


. .2190, 


2129. 


.2191 







Seq. ID OJ991216_04.0316.C15 
Strand 

End 2191 

Method TBLASTX : Wheat 

End 2190 . 

Score 61 

1981.. 2034, 1982.. 2035, 2038.. 2124, 2048.. 2092, 2119.. 2190, . 
2122.. 2190 



Seq. No. 41003 

Gene No. 84951 

Start 1775 

Name * OJ991216_04 . 0316.C15 . ol . tw 

Start 1981 

GI none 
Exons 



Seq. No. 41004 Seq. ID OJ991216_04 . 0316 . C16 

Gene No. 84 952 Strand 

Start 1 End 1742 

Name OJ991216_04.0316.C16.ol.np Method AAT/NAP 

Start 1 End 1742 

GI 7362752 Score 438 

Exons 1..413, 1703.. 1742 

GI Descrip. (AL162651) alpha galactosyltransf erase-like protein [Arabidopsis 
thaliana] 



Seq. No. 41004 Seq. ID OJ991216_04 . 0316 . CI 6 

Gene No. 84952 Strand 

Start 1 End 1742 

Name OJ9912 16_04 . 031 6 . C16 . ol . tc Method TBLASTX : Cress 

Start 5 . End 252 



41073 




GI 


none 


Score 


93 


Exons 


5.. 133, 6.. 134, 136.. 252. 






Seq. No. 


41004 


Seq. ID 


OJ991216_04.0316.C16 


Gene No. 


84952 


Strand 




Start 


1 


End 


1742 


Name 


OJ991216 04.0316.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


5 


End 


396 


GI 


none 


Score 


82 


Exons 


5. .70, 5,. 133, 9. .134, 136. 


.294, 137.. 


292, 316. .396 


Seq. No. 


41004 


Seq. ID 


OJ991216_04 .0316.C16 


Gene No. 


84952 


Strand 




Start 


1 


End 


1742 


Name 


OJ991216 04.0316.Cl6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5 


End 


390 


GI 


none 


Score 


75 


Exons 


5. .40, 47. .133, 48. .134, 136. .297, 140 


..298, 238. .390 


Seq. No. 


41004 


Seq. ID 


OJ991216_04.0316.C16 


Gene No. 


84952 


Strand 




Start 


1 


End 


1742 


Name 


OJ991216 04.0316.C16.ol.gs 


Method 


GENSCAN 


Start 


97 


End 


711 


GI 


none 


Score 


.58 


Exons 


97. .711 






Seq. No. 


41005 


Seq. ID 


OJ991216_04.0316.C19 


Gene No. 


84953 


Strand 


+ 


Start 


1 


End 


1343 


Name 


OJ991216 04.0316.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1328 


GI 


7362752 


Score 


1130 


Exons 


1..166, 240. .1328 






GI Descrip. 


(AL162651) alpha galactosyltransf erase 


-like protein [Arabidopsis 




thaliana] 






Seq. No. 


41005 


Seq. ID 


OJ991216_04.0316.C19 f 


Gene No. 


84953 


Strand 


+ 


Start 


1 


End 


1343 


Name 


OJ991216 04.0316.C19.ol.gs 


Method 


GENSCAN 


Start 


112 


End 


1343 


GI 


none 


Score 


.71 


Exons 


112. .1343 






Seq. No. 


41005 


Seq. ID 


OJ991216_04.03I6.C19 


Gene No. 


84953 


Strand 


+ 


Start 


1 


End 


1343 


Name 


OJ991216 04.0316.C19.ol.gp 


Method 


AAT/GAP 


Start 


506 


End 


1013 


GI 


uC-osrocyp002f05bl 


Score 


923 


Exons 


506. .1013 






GI Descrip. 


'3193287 6.0e-48 (AF069298) 


Arabidopsis predicted protein of 




unknown function T10P11.19 


(GB:AC002330) [Arabidopsis thaliana]' 


Seq. No. 


41005 


Seq. ID 


OJ991216_04.0316.C19 


Gene No. 


84954 


Strand 





41074 



Start 
Name 
Start 
GI 

Exons 



2060 End 

OJ991216_04.0316.C19.o3/ts Method 

285 End 

none Score 
285.. 371, 375.. 512 



4630 

TBLASTX : Soybean 

512 

73 



Seq. No. 41005 Seq. ID 

Gene No. 84 954 Strand 

Start 2060 End 

Name OJ991216JD4 . 0316 . C19. ol . tc Method 

Start 420 End 

GI none Score 

Exons 420.. 902, 629.. 694, 725.. 895 



OJ991216_04.0316.C19 
4630 

TBLASTX: Cress 

902 

573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41005 Seq. ID 

84954 Strand 

2060 End 

OJ991216_04 .0316.C19.ol.tm Method 

4 61 End 

none Score 



OJ991216_04.0316.C19 
4630 

TBLASTX: Maize 

1256 

253 



461. .547, 462. .674, 653. .694, 654. .1013, 737. .1012, 1028. .1093, 
1029.. 1094, 1095.. 1256, 1145.. 1210 



Seq. No. 


41005 






Seq. ID 


OJ991216_04 .0316.C19 


Gene No. 


84954 






Strand .-r- 




Start 


2060 






End 


4630 


Name 


OJ991216 04 


.0316.C19. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


519 






End 


1097 


GI 


none 






Score 


461 


Exons 


519. .1037, 


629.-889, 


1035. . 


1097 




Seq. No. 


41005 






Seq. ID 


OJ991216_04 .0316.C19 


Gene No. 


84954 






Strand 




Start 


2060 






End 


4630 


Name 


OJ991216 04 


.0316.C19. 


ol. tw 


Method 


TBLASTX: Wheat 


Start. 


791 






End 


1163 


GI 


none 






Score 


253 


Exons 


791. .1012, 


792. .1013, 


1028. 


;1093^1029 


. .1094,. 1095. .1163 


Seq. No. 


41005 






Seq. ID 


OJ991216_04.0316.C19 


Gene No. 


84954 






Strand 




Start 


2060 






End 


4630 


Name 


OJ991216 04 


.0316.C19. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


903 






End 


1289 


GI 


none 






Score 


124 


Exons 


903. .1013, 


908. .1012, 


1029. 


.1094, 1031 


..1093, 1095.. 1289, 



1134. .1268 



Seq. No. 41005 

Gene No. 84 954 

Start 2060 

Name OJ991216_04 . 0316 . C19 . o2 . gs 

Start 2060 

GI none 

Exons 2060. .2185, 
4564.. 4630 



Seq. ID 
Strand 
End- 
Method 
End 
Score 



OJ991216_04.0316.C19 

4630 
GEN SCAN 
4630 
.79 



2527. .2680, 2978.-3282, 3932. .4144, 4368. .4552, 



41075 




Seq. No. 


41005 








Seq. ID 


OJ991216_04 .0316.C19 


Gene No . 


84954 








Strand 




Start 


20.60 








End 


4630 


Name 


OJ991216 04 


.0316. 


C19.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2062 








End 


2178 


GI 


none 








Score 


136 


Exons 


2062. .2088, 


2063. 


.2176, 


2079. 


.2177, 2128.. 2178 


Seq. No. 


41005 








Seq. ID 


OJ991216_04 .0316.C19 


Gene No. 


84954 








Strand 




Start 


2060 








End 


4630 


Name 


OJ991216 04 


.0316. 


C19.o2 


.np 


Method 


AAT/NAP 


Start 


2063 








End 


4481 


GI 


7388057 








Score 


573 


Exons 


2063. .2185, 


2527. 


.2680, 


2978. 


.3282, 3497. .3634, 3732. .3849, 




3942. .4138, 


4395. 


.4481 








GI Descrip. 


PEPTIDE CHAIN RELEASE FACTOR 


2 (RF-2) 


gi|7443586|pir | ID72238 



peptide chain release factor RF-2 - Thermotoga maritima (strain 
MSB8) gi|4982148 | gb | AAD3664 6 . 1 | AE001802_15 (AE001802) peptide 
chain release factor RF-2 [Thermotoga maritima] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41005 
84954 
2060 

OJ991216_04.0316.C19.o2.tm 

2529 

none 



Seq. ID OJ991216_04.0316.C19 
Strand 

End 4 630 

Method TBLASTX: Maize 

End 3178 

Score 139 



2529. .2693, 2530. .2637, 2530. .2694, 2534. .2689, 2977. .3177, 
2978. .3178 



Seq. No. 41005 

Gene No. 84954 

Start 2060 

Name OJ991216_04.0316.C19.o2.ts 

Start 3494 

GI none 
Exons 



Seq. ID OJ991216_04.0316.C19 
Strand 

End 4 630 

Method TBLASTX : Soybean 

End 3859 

Score 14 9 



3494.. 3682, 3497.. 3685, 3537.. 3698, 3723.. 3809, 3731 .^3859, 
3732. .3833 . - . : 



Seq. No. 41006 

Gene No. 84955 

Start 297 

Name . OJ991216_04 . 0316 . C20 . ol . gs 

Start 297 

GI none 

Exons 297.. 425 



Seq. ID OJ991216_04.0316.C20 

Strand + 

End 425 

Method GENSCAN 

End 425 

Score . 4. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41006 
84956 
542 

OJ991216_04.0316.C20.o2.gs 

542 

none 



Seq. ID OJ991216_04.0316.C20 
Strand 

End 1812 

Method GENSCAN 

End 1812 

Score .72 



542. .602, 687. .893, 1491. .1546, 1675. .1812 



41006 
84956 



Seq. ID OJ991216_04.0316.C20 
Strand 



41076 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



542 End 1812 

OJ991216 04.0316.C20.ol.np Method AAT/NAP 
686 ~~ End 1798 

7485023 Score 320 

686.-893, 996. .1029, 1153. .1181, 1306. .1377, 1668. .1798 
hypothetical protein - Arabidopsis thaliana 
gi I 2244974 | emb | CAB10395.il (Z97340) pore protein homolog 
[Arabidopsis thaliana] gi I 7268365 I emb | CAB78658 . 1 1 (AL161 
pore protein homolog [Arabidopsis thaliana] 



543) 



41007 Seq. ID 

84957 Strand 
289 End 
OJ991216_04.0316.C21.ol.gp Method 
289 End 
none Score 
289. .724 

41007 Seq. ID 

84958 Strand 
328 End 
OJ991216_04 .0316.C21.ol.gs Method 
328 • End 
none Score 



OJ991216_04.0316.C21 
+ 

724 

AAT/GAP 

724 

763 



OJ991216 04.0316.C21 



3522 
GENS CAN 
2943 
.84 



328. .438, 532. .732, 993. .1157, 1232. .1523, 1893. .2041, 
2827. .2943 



41007 
84958 
328 

OJ991216_04 .0316-C21.ol.tm 
403 
none 



Seq. ID OJ991216_04.0316.C21 
Strand 

End 3522 

Method TBLASTX : Mai ze 

End 2953 

Score 47 



403. .441, 404. .448, 480. .734, 481. .735, 482. .733, 495. .749, 
994. .1158, 1005. .1160, 1230. .1445, 1231. .1521, 1232. .1525, 
1236. .1529, 1893. .2090, 1895. .2062, 2821. .2943, 2824. .2952, 
2828.-2953, 2828.-2953 



41007 
84958 
328 

OJ991216_04.0316.C21.o2.ts 
403 
none 



Seq. ID OJ991216_04.0316.C21 
Strand 

End 3522 

Method TBLASTX : Soybean 

End 1089 

Score 47 



403. .441, 404. .448, 481. .735, 482. .733, 495.-749, 983. .1087, 
994.. 1089, 1005.-1088 



41007 
84958 
328 

OJ991216_04.0316.C21.ol.np 
481 

2252472 



Seq. ID OJ991216_04.0316.C21 
Strand 

En'd 3522 

Method AAT/NAP 

End 3522 

Score 1102 



481. .732, 993. .1157, 1232. .1523, 1893. .2041, 2827.-2948, 
3493.. 3522 

(Z97558) argininosuccinate lyase [Arabidopsis thaliana] 



41077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



41007 
84958 
328 

OJ991216_04.0316.C21.ol.tc 

484 

none 



Seq. ID OJ991216_04.0316.C21 
Strand 

End 3522 

Method TBLASTX : Cress 

End 2946 

Score 137 



484.-735, 485.-733, 487. .753, 539. .760, 988. .1158, 993. .1160, 
1005. .1160, 1232. .1525, 1236. .1529, 1312. .1527, 1893. .2075, 
1893. .2033, 1895. .2062, 2824. .2946, 2825. .2935 



41007 
84958 
328 

OJ991216_04.0316.C21.ol.ts 

1090 

none 



Seq. ID OJ991216_04.0316.C21 
Strand 

End 3522 

Method TBLASTX : Soybean 

End 2062 

Score 80 



1090. .1170, 1092. .1160, 1100. .1168, 1230. .1529, 1230. .1448, 
1232. .1525, 1309. .1536,. 1893. .2039, 1895. .2062, 1897. .2049 



Seq. ID OJ991216_04.0316.C21 
Strand 

End 3522 

Method AAT/GAP 

End 3470 

Score 124 



41007 
84958 
328 

OJ991216_04.0316.C21.o2.gp 
2877 

50137_1.R1084 
2877. .2947, 3434. .3470 

■2252472/emb|CAB10698| 1.0e-61 (Z97558) argininosuccinate lyase 
[Arabidopsis thaliana] ' 



41008 
84959 
1 

OJ991216_04.0316.C22.ol.np 
1 

2252472 
1..32, 420. .726 

(Z97558) argininosuccinate lyase [Arabidopsis thaliana] 



Seq. ID OJ991216_04.0316.C22 
Strand 

End 2226 

Method AAT/NAP 

End 726 

Score 153 



41008 
84959 
1 

OJ991216_04.0316.C22.ol.gs 

300 

none 



Seq. ID OJ991216_04.0316.C22 
Strand 

End 2226 

Method GENSCAN 

End 2226 

Score .72 



300. .776, 1633. .1998, 2065. .2226 



41008 
84959 
1 

OJ991216_04.0316.C22.ol.tc 

414 

none 

414 . .566, .427. .567 

41008 
84959 
1 



Seq. ID OJ991216_04.0316.C22 
Strand 

End 2226 

Method TBLASTX : Cress 

End 567 

Score 126 



Seq. ID OJ991216_04.0316.C22 
Strand 

End 2226 



41078 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991216_04.0316.C22.ol.tm 

414 

none 

414. .545, 414. .665, 427. .657 

41008 
84959 
1 

OJ991216_04,0316.C22.ol.ts 

414 

none 

414. .539, 414. .566, 427. .564 



Method 

End 

Score 



TBLASTX: Maize 

665 

153 



Seq. ID OJ991216_04 .0316.C22 
Strand 

End 2226 

Method • TBLASTX: Soybean 

End 566 

Score 113 



Seq. ID OJ991216_04.0316.C22 
Strand 

2226 
AAT/GAP 
631 
404 



41008 
84959 
1 

OJ991216_04.0316.C22.ol.gp 
419 

50137_1.R1084 
419. .631 

1 22524 7 2 /emb | CAB10698 | 1.0e-61 (Z97558) argininosuccinate lyase 
[Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



41009 
84960 
1 

OJ991216_04.0316.C23.ol.np 
1 

3738285 
1..231, 353.-459, 606. .690 

(AC005309) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991216_04.0316.C23 

Strand + 

End 843 

Method AAT/NAP 

End 690 

Score 152 



41009 
84960 
1 

OJ991216_04.0316.C23.ol.gs 
93 

none 

93. .219, 308. .459, 606. .678 



Seq. ID OJ991216_04.0316.C23 

Strand + 

End 843 

Method GENS CAN 

End 678 

Score . .86 



41009 
84960 
1 

OJ991216_04.0316.C23.ol.gp 
113 

23603_1.R1084 
113. .219, 308. .459, 606. .843 

'3738285 9.0e-20 (AC005309) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991216_04.0316.C23 
Strand + 

843 

AAT/GAP 
843 
956 



End 

Method 

End 

Score 



Seq. No. 41009 

Gene No. 84961 

Start 8393 

Name OJ991216_04 . 0316.C23 .o2.np 

Start 8393 

GI 7486837 

Exons 8393.. 9022 



Seq. ID OJ991216_04.0316.C23 

Strand + 

End 9022 

Method AAT/NAP 

End 9022 

Score 208 



41079 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein T10M13.10 - Arabidopsis thaliana 
gi|2104533|gb|AAC78701.1| (AF001308) hypothetical protein 
[Arabidopsis thaliana] gi | 2104551 1 gb I AAB57800 . 1 1 (AF001535) 
AGAA.5 [Arabidopsis thaliana] gi | 7268593 | emb | CAB80702 . 1 1 
(AL161493) hypothetical protein [Arabidopsis thaliana] 



41009 
84961 
8393 

OJ991216_04.0316.C23.o4.gs 

8393 

none 

8393. .9022 



Seq. ID OJ991216_04.0316.C23 

Strand + 

End 9022 

Method GEN SCAN 

End ' 9022 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41009 Seq. ID 

84962 Strand 
13134 End 
OJ991216_04.0316.C23.o2.gp Method 
13038 End 
52983_1.R1084 Score 
13038. .13372 

, 6063549/dbj IBAA85409.il 1.0e-29 (AP000615) EST AU070346 (S12172) 
corresponds to a region of the predicted gene.; similar to 
AMP-binding protein. (X94 625) [Oryza sativa] 1 



OJ991216_04.0316.C23 
+ 

13435 
AAT/GAP 
13372 
636 



41009 
84962 
13134 

OJ991216_04.0316.C23.o6.gs 

13134 

none 

13134. .13283 



Seq. ID OJ991216_04.0316.C23 

Strand + 

End 13435 

Method GENSCAN 

End 13283 

Score .57 



Seq. No. 41009 Seq. ID OJ991216_04 . 0316 . C23 

Gene No. 84962 Strand + 

Start 13134 End 13435 

Name OJ991216_04.tD316.C23.o3.np Method AAT/NAP 

Start . 13173' End 13435 

GI 6063549 Score 144 

Exons 13173. .13435 

GI Descrip. (AP000615) EST AU07034 6 (S12172) corresponds to a 
predicted gene.; similar to AMP-binding protein, 
sativa] 



region of the 
(X94625) [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



41009 Seq. ID 

84963 Strand 
2723 End 
OJ991216_04.0316.C23.o2.gs Method 
2723 End 
none Score 
2723.. 2812, 4203.. 4282, 4435.. 4501 

41009 Seq. ID 

84964 . Strand 
13154 * End 
OJ991216_04 . 0316 . C23 . ol . tm Method 
13154 End 



OJ991216_04.0316.C23 

4501 
GENSCAN 
4501 
.63 



OJ991216_04.0316.C23 
13373 

TBLASTX: Maize 
13373 



41080 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 330 

13154. .13372, 13158.. 13373 

41009 
84964 
13154 

OJ991216_04 .0316.C23.ol.ts 
13157 
none 

13157. .13261, 13158. .13373, 13167.. 13283 



Seq. ID OJ991216_04.0316.C23 
Strand 

13373 

TBLASTX : Soybean 
13373 
271 



End 

Method 

End 

Score 



41009 
84964 
13154 

OJ991216_04 .0316.C23.ol.tc 

13167 

none 



Seq. ID OJ991216_04.0316.C23 
Strand 

End 13373 

Method TBLASTX : Cress 

End 13328 

Score 189 



13167. .13328, 13169 .. 13279, 13170.. 13283 



Seq. ID OJ991216_04.0316.C24 

Strand + 

End 8 60 

Method AAT/NAP 

End 860 

Score 96 



41010 
84965 
1 

OJ991216_04.0316.C24.ol.np 
1 

6063549 
1..40, 737. .860 

(AP000615) EST AU070346 (S12172) corresponds to a region of the 
predicted gene.; similar to AMP-binding protein. (X94625) [Oryza 
sativa] 



41010 
84965 
1 

OJ991216_04.0316.C24.ol.tm 

733 

none 

733. .858, 736. .858, 737. .859 

41010 
84965 
1 

OJ991216_04.0316.C24.ol.ts 

733 

none 

733. .858, 737. .859 



Seq. ID OJ991216_04.0316.C24 

Strand + 

End 860 

Method TBLASTX: Maize 

End 859 

Score 110 



Seq. ID OJ991216_04.0316.C24 

Strand + 

End 860 

Method TBLASTX : Soybean 

End 859 

Score 183 



Seq. ID OJ991216_04.0316.C24 
Strand + 

860 

AAT/GAP 
860 
226 



41010 
84965 
1 

OJ991216_04 .0316.C24 .ol.gp 
736 

52983_1.R1084 
736. .860 

'6063549/dbj IBAA85409.il 1.0e-29 (AP000615) EST AU070346 (S12172) 
corresponds to a region of the predicted gene.; similar to 
AMP-binding protein. (X94625) [Oryza sativa] 1 



End 

Method 

End 

Score 



41081 



Seq. No. 


41011 








Seq.. ID 


OJ991216_ 


04.0316.C26 


Gene No. 


84966 








Strand 






Start 


1657 








End 


1915 




Name 


OJ991216 04 


.0316 


.C26.ol 


. as 


Method 


GENSCAN 




Start 


1657 








End 


1915 




GI 


none 








Score 


.74 




Exons 


1657. .1781, 


1834 


. .1915 










Seq. No. 


41012 








Seq. ID 


OJ991216_ 


04.0316.C27 


Gene No. 


84967 








Strand 


+ 




Start 


61 








End 


239 




Name 


OJ991216- 04 


.0316 


.C27.ol 


. as 


Method 


GENSCAN 




Start 


61 








End 


239 




GI 


none 








Score 


.4 




Exons 


61. .239 














Seq. No. 


41012 








Seq. ID 


OJ991216_ 


_04.0316.C27 


Gene No. 


84968 








Strand 






Start 


470 








End 


1707 




Name 


OJ991216 04 


.0316 


,C27.o2 


. as 


Method 


GENSCAN 




Start 


470 








End 


1707 




GI 


none 








Score 


.74 




Exons 


470. .525, 1674.. 


1707 










Seq. No. 


41013 








Seq. ID 


OJ991216_ 


04 .0316.C28 


Gene No . 


84969 








Strand 






Start 


1170 








End 


10089 




Name 


OJ991216 04 


.0316 


.C28.ol 


. gs 


Method 


GENSCAN 




Start 


1170 








End 


9170 




GI 


none 








Score 


.52 




Exons 


1170. .1433, 


2069 


. .2212, 


2766. 


.2905, 3245.-3423, 


3468. .3583, 




3652. .3745, 


3760 


. .3962, 


4373. 


.4554, 5244. .5275, 


5380. .5498, 




5560. .5735, 


5788 


. .6069, 


6357. 


.6546, 7024.. 7083, 


8945. .8995, 




9109. .9170 














Seq. No. 


41013 








Seq. ID 


OJ991216_ 


04.0316.C28 


Gene No. 


84969 








Strand 






Start 


1170 








End 


10089 




Name 


OJ991216 04 


.0316 


X28.ol 


. np 


Method 


AAT/NAP 




Start 


8364 








End 


9810 




GI 


5042462 








Score 


57 




Exons 


8364. .8552, 


9386 


. .9457, 


9745. 


.9810 







GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 

Seq. No. 41013 Seq. ID OJ991216_04 . 0316 . C28 

Gene No. 84 969 Strand 

Start 1170 End 10089 

Name OJ991216_04 . 0316 . C28 .ol . gp Method AAT/GAP 

Start 8861 End 10089 

GI 67280_1.R1084 Score 562 

Exons 8861.. 8994, 9109.. 9170, 9268.-9327, 9410.. 9457, 9745.. 9803, 

10042. .10089 

GI Descrip. 1 4164473 3.0e-13 (AF061157) negatively light-regulated protein 
[Vernicia* fordii] 1 



Seq. No. 



41014. 



Seq. ID OJ991216_04 .0316.C29 



41082 




Gene No. 


84970 


Strand 


+ 




Start 


1069 


End 


8598 




Name 


OJ991216 04.0316.C29.ol.gs 


Method 


GEN SCAN 




Start 


1069 


End 


8598 




GI 


none 


Score 


.7 




Exons 


1069.. 1128, 4676.. 4810, 6851 


..7017, 7113. .7273, 


7394. .7431, 




8464. .8598 








Seq. No. 


41014 : -* 


Seq. ID 


OJ991216 


_04.0316.C29 


Gene No. 


. 84971 


Strand 


+ 




Start 


9223 


End 


9933 




Name 


OJ991216 04.0316.C29.o2.gs 


Method 


GENSCAN 




Start 


9223 


End 


9933 




GI 


none 


Score 


.99 




Exons 


9223. .9933 








Seq. No. 


41014 


Seq. ID 


OJ991216 


_04.0316.C29 


Gene No. 


84972 


Strand 


+ 




Start 


17795 


End 


18422 




Name 


OJ991216 04.0316.C29.o4.gs 


Method 


GENSCAN 




Start 


17795 


End 


18422 




GI 


none 


Score 


.76 




Exons 


17795. .17899, 18044. .18102, 


18224. .18422 




Seq. No. 


41014 


Seq. ID 


OJ991216 


_04.0316.C29 


Gene No. 


84973 


Strand 






Start 


934 


End 


1219 




Name 


OJ991216 04.0316.C29.ol.gp 


Method 


AAT/GAP 




Start 


934 


End 


1219 




GI 


67280 1.R1084 


Score 


160 




Exons 


934. .1008, 1195. .1219 








GI Descrip. 


•4164473 3.0e-13 (AF061157) 


negatively 


light-regulated protein 




[Vernicia fordii] 1 








Seq. No. 


41014 


Seq. ID 


OJ991216 


_04.0316.C29 . 


Gene No. 


84974 


Strand 






Start 


10714 


End 


14710 




Name 


OJ991216 04.0316.C29.ol.np 


Method 


AAT/NAP 




Start 


10369 


End 


14692 




GI 


6063549 


Score 


1293 




Exons 


10369. .10473, 10735 11610, 


12451. .13041, 14495 


..14692 


GI Descrip. 


(AP000615) EST AU070346 (S12172) corresponds to 


a region of the 




predicted gene.; similar to AMP-binding protein 


. (X94625) [Ory 




sativa] 








Seq. No. 


41014 


Seq. ID 


OJ991216 


_04.0316.C29 


Gene No . 


84974 


Strand 






Start 


10714 


End 


14710 




Name 


OJ991216 04.0316.C29.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


10708 


End 


14707 




GI 


none 


Score 


441 




Exons 


10708. .11613, 10709. .11251, 


11026. .11283, 11351 


. .11611, 




12447. .12812, 12448 .. 12846, 


12449. .12880, 12799 


. .13041, 




12848. .13042, 14492. .14707 








Seq. No. 


41014 


Seq. ID 


OJ991216 


_04.0316.C29 


Gene No. 


84974 


Strand 







41083 




Start 


10714 




End 


14710 - 




Name 


OJ991216 04.0316.C29 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


10712 




End 


11286 




GI 


none 




Score 


231 




Exons 


10712. .10870, 10714. 


.10905, 


10786. .10905, 10903. .11127, 






10906. .10962, 10919. 


.11128, 


11023. .11130, 11135. .11254, 






11137. .11274, 11137. 


.11286 








Seq. No. 


41014 




Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


84974 




Strand 






Start 


10714 




End 


14710 




Name 


OJ991216 04.0316.C29 


.o3 .gs 


Method 


GENSCAN 




Start 


10714 




End 


14710 




GI 


none 




Score 


.89 




Exons 


10714. .11610, 12451. 


.13041, 


14495. .14710 




Seq. No. 


41014 




Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


84974 




Strand 






Start 


10714 




End 


14710 




Name 


OJ991216 04.0316.C29 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10726 




End 


12669 




GI 


none 




Score 


65 




Exons 


10726. .10872, 10745. 


.10858, 


10876. .10983, 10957 .. 114 96, 






11012. .11254, 11506. 


.11610, 


12448. .12669, 12458.. 12655 




Seq. No. 


41014 




Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


84974 




Strand 






Start 


10714 




End 


147.10 




Name 


OJ991216 04.0316.C29 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11224 




End 


11526 




GI 


none 




Score 


170 




Exons 


11224. .11268, 11248. 


.11526, 


11351. .11485, 11473.. 11523 




Seq. No. 


41014 




Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


84974 




Strand 






Start 


10714 




End 


14710 




Name 


OJ991216 04.0316.C29 


.ol.tm 


Method 


TBLASTX : Maize • 




Start 


11353 : 




. End 


14707 




GI 


none 




Score 


207 




Exons 


11353. .11613, 11354. 


.11611, 


11473. .11613, 12448. .12819, 






12449. .12814, 12796. 


.13041, 


12812. .13042, 12819. .13043, 






14492. .14707, 14493. 


.14516, 


14580. .14684, 14603.. 14707 




Seq. No. 


41014 




Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


•84974 - 




Strand 






Start 


10714 




End 


14710 




Name 


OJ991216 04.0316.C29 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12493 




End 


12655 




GI 


none 




Score 


48 




Exons 


12493. .12654, 12509. 


.12541, 


12617. .12655 




Seq. No. 


41014 




Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


84974 




Strand 






Start 


10714 




End 


14710 




Name 


OJ991216 04.0316.C29 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


12670 




End 


12883 




GI • 


none 




Score 


104 





41084 




Exons 


12670. .12864, 12670. .12882, 


12674. .12883 




Seq. No* 


41014 


Seq. ID 


OJ991216_04.0316 


.C29 


Gene No. 


84974 


Strand 






Start 


10714 


End 


14710 




Name 


OJ991216 04.0316.C29.o3.tc 


Method 


TBLASTX : Cress 




Start 


14537 


End 


14698 




GI 


none 


Score 


184 




Exons 


14537. .14698 


* 






Seq. No. 


41015 


Seq. ID 


OJ991216_04.0316 


.C30 


Gene No. 


84975 


Strand 






Start 


1 


End 


90 




Name 


OJ991216 04.0316.C30.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


90 




GI 


none 


Score 


154 




Exons 


1. .90 








Seq. No. 


41015 


Seq. ID 


OJ991216_04.0316 


.C30 


Gene No. 


84976 


Strand 






Start 


76 


End 


945 




Name 


OJ991216 04.0316.C30.ol.gs 


Method 


GENSCAN 




Start 


76 


End 


945 




GI 


none 


Score 


.66 




Exons 


76. .281, 327. .414, 701. .945 








Seq. No. 


41016 


Seq. ID 


OJ991116_05.0330 


.CI 


Gene No. 


84977 


Strand 


— 




Start 


246 


End 


503 




Name 


OJ991116 05.0330.Cl.ol.gs 


Method 


GENSCAN 




Start 


246 


End 


503 




GI 


none 


Score 


.46 




Exons 


246. .503 








Seq. No. 


41017 


Seq. ID 


OJ991116_05.0330 


.C3 


Gene No. 


84978 


Strand 


— 




Start 


389 


End 


1763 




Name 


OJ991116 05.0330.C3.ol.gs 


Method 


GENSCAN 




Start 


389 


End 


1763 




GI 


none 


Score 


.71 




Exons 


389. .809, 826. .941, 1032. .1140, 1474.. 


1523, 1701 . . 1763 




Seq. No. 


41018 


Seq. ID 


OJ991116_05.0330 


.C4 


Gene No. 


84979 


Strand 


+ 




Start 


161 


End 


2384 




Name 


OJ991116 05.0330.C4.ol.gs 


Method 


GENSCAN 




Start 


161 


End 


2384 




GI 


none 


Score 


.65 




Exons 


161. .203, 944. .1228, 1257. .1375, 1472. 


.1711, 1755. .2384 




Seq. No. 


41018 


Seq. ID 


OJ991116_05.0330 


.C4 


Gene No. 


84980 


Strand 






Start 


1 


End 


2232 




Name 


OJ991116 05.0330.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2232 




GI 


4680191 


Score 


65 




Exons 


1..105, 243.. 498, 796.. 1060, 


2028.. 2232 





41085 




GI Descrip. (AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



Seq. No. 


41018 


Seq. ID 


OJ991116 


_05.0330.C4 


Gene No. 


84981 


Strand 






Start 


4978 


End 


7174 




Name 


OJ991116 05.0330.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


4796 


End 


5170 




GI 


none 


Score 


40 




Exons 


4796.. 4861, 4899. .5060, 4926 


..5063, 5054.. 5170, 


5056. .5169 


Seq. No. 


41018 


Seq. ID 


OJ991116_ 


_05.0330.C4 


Gene No. 


84981 


Strand 






Start 


4978 


End 


7174 




Name 


OJ991116 05.0330.C4.o3.np 


Method 


AAT/NAP 




Start 


4978 


End 


7174 




GI 


5001454 


Score 


49 




Exons 


4978.-5238, 7131.. 7174 








GI Descrip. 


(AC007730) putative non-LTR 


retrolelement reverse transcrij 




[Arabidopsis thaliana] 








Seq. No. 


41019 


Seq. ID 


OJ991116_ 


_05.0330.C5 


Gene No. 


84982 


Strand 


+ 




Start . 


4253 


End 


8356 




Name 


OJ991116 05.0 330. C5.."o2.gs 


Method 


GEN SCAN 




Start 


4253 


End 


8356 ' 




GI 


none 


Score 


.62 




Exons 


4253.. 4349, 5686.. 5732, 7378 


..7497, 7634. .7834, 


8264. .8356 


Seq. No. 


41019 


Seq. ID 


OJ991116 


_05.0330.C5 


Gene No. 


84983 


Strand 


+ 




Start 


11751 


End 


11912 




Name 


OJ991116 05.0330.C5.ol.gp 


Method 


AAT/GAP 




Start 


11751 


End 


11912 




GI 


none 


Score 


272 




Exons 


11751. .11912 








Seq. No. 


41019 


Seq. ID 


OJ991116 


_05.0330.C5 


Gene No. 


84984 


Strand 


+ 




Start 


22031 


End 


38592 




Name 


OJ991116_05.0330.C5.o5.gs 


Method 


GENSCAN 




Start 


22031 


End 


38592 




GI 


none 


Score 


.63 




Exons 


22031. .22179, 22455 .. 22512, 


22925. .23036, 23055 


. .23140, 




24461. .24551, 25067 .. 25113, 


25380. .25434, 25594 


. .25711, 




25797. .25953, 26084 .. 26164, 


26264. .26371, 26817 


. .26934, 




27686. .27787, 28994 .. 29052, 


30286. .30474, 30549 


. .30591, 




31335. .31686, 31786 .. 31996, 


32430. .32505, 32623 


. .32725, 




33139. .33207, 33368 .. 33404, 


33495. .33569, 33648 


. .33699, 




38308. .38351, 38521.. 38592 








Seq. No. 


41019 


Seq. ID 


OJ991116 


_05.0330.C5 


Gene No. 


84984 


Strand 


+ 




Start 


22031 


End 


38592 




Name 


OJ991116 05.0330.C5.o3.np 


Method 


AAT/NAP 




Start 


25344 


End 


27181 




GI 


6683811 


Score 


638 





41086 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25344. .25434, 25594 .. 25711, 257 97 .. 25953, 26084 26164, 

26264. .26371, 27105.. 27181 

(AF187062) UMP/CMP kinase a [Oryza sativa] 



OJ991116_05.0330.C5 
+ 

38592 
AAT/GAP 
28732 
151'.. 



41019 Seq. ID 

84984 Strand 

22031 End 

OJ991116_05.0330.C5.o5.gp Method 

28635 End 

uC-osf Icyp022c06b2 Score 
28635.. 28732 

, 5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 

41019 Seq. ID OJ991116_05 . 0330 . C5 

84984 Strand + 

22031 End 38592 

OJ991116_05 . 0330 . C5 . 06 . gp Method AAT/GAP 

30311 - End 32719 

none Score 2397 

30311. .30591, 31077. .31686, 31786 .. 31996, 32430 .. 32505, 

32623. .32719 



Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 

- 


Gene No. ' 


84984 




Strand 


+ 




Start 


22031 




End 


38592 




Name 


OJ991116 05. 0330. C5 . 


o7 . gp 


Method 


AAT/GAP 




Start 


33366 




End 


34273 




GI 


none 




1 Score 


774 




Exons 


33366. .33404, 33495. 


.33569, 


33648. .33699, 33802. 


.33846, 




34044. .34273 










Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 


Gene No. 


84985 




Strand 


+ 




Start 


40763 




End 


44266 




Name 


OJ991116 05. 0330. C5. 


o6.gs 


Method 


GENSCAN 




Start 


40763 




End 


44266 




GI 


none 




Score 


.89 




Exons 


40763. .41016, 42649. 


.42938, 


43937. .44013, 44099. 


.44266 


Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 


Gene No. 


84986 




Strand 


+ 




Start 


56483 




End 


58961 




Name 


OJ991116 05. 0330. C5. 


08 .gs 


Method 


GENSCAN 




Start 


56483 




End 


58961 




GI 


none 




Score 


.43 




Exons 


56483. .56687, 56696. 


.56856, 


58860. .58961 




Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 


Gene No. 


84987 




Strand 


+ 




Start 


60985 




End 


61459 




Name 


OJ991116 05. 0330. C5 . 


o9.gs 


Method 


GENSCAN 




Start 


60985 




End 


61459 




GI 


none 




Score 


.18 




Exons 


60985. .60995, 61303. 


.61459 








Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 



41087 






84988 




Strand 


+ 




Start 


70417 




End 


70615 




Name 


OJ991116 05. 0330. C5. 


oil . gp 


Method ' 


AAT/GAP 




Start 


70417 




End 


70615 




GI 


none 




Score 


210 




Exons 


70417. .70526, 70564. 


.70615 








Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330. 


C5 


Gene No. 


84989 




Strand 






Start 


1 




End 


3378 




Name 


OJ991116 05. 0330. C5. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


3017 




GI 


4006829 




Score 


1020 




Exons 


1..494, 1293. .1429, 


1528. .1663, 1767.. 


2053, 2891.. 3017 




GI Descrip. 


(AC005970) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330. 


C5 


Gene No. 


84989 




Strand 






Start 


1 




End 


3378 




Name 


OJ991116 05.0330. C5. 


ol.gs 


Method 


GENSCAN 




Start 


30 




End 


3378 




GI 


none 




Score 


.76 




Exons 


30 545. 12 93 142 9. 


1528 


1663, 1767. 


.2252, 2900.^2.946, 






3294 . . 3378 










Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330. 


C5 


Gene No. 


84990 




Strand 








10761 




End 


15195 




Name 


OJ991116 05. 0330. C5. 


o3.gs 


Method 


GENSCAN 




Start 


10761 




End 


15195 




GI, 


none 




Score 


.75 




Exons 


10761 10922 11008 


. 11191 , 


11961. .12202, 12228. .12319, 






12340 12669 14117 


. 14354 , 


14737. .15195 




Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330. 


C5 


Genp No 


84990 




Strand 






Start 


10761 




End 


15195 




Name 


OJ991116 05. 0330. C5. 


o2 . gp 


Method 


AAT/GAP 




Start 


12446 




End 


13966 




GI 


569991 




Score 


624 




Exons 


12446. .12669, 13859. 


.13966 








Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330. 


C5 


Gene No . 


84990 




Strand 






Start 


10761 




End 


15195 




Name 


OJ991116 05. 0330. C5. 


o3.gp 


Method 


AAT/GAP 




Start 


14164 




End 


14771 




GI 


none 




Score 


372 




Exons 


14164. .14354, 14737. 


.14771 








Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330. 


C5 


Gene No. 


84991 




Strand 






Start 


16358 




End 


20899 




Name 


OJ991116 05. 0330. C5. 


o4 .gp 


Method 


AAT/GAP . 




Start 


16282 




• End 


16338 




GI 


uC-osflM202097dl0bl 




Score 


70 




Exons 


16282. .16338 











41088 



GI Descrip. f 4062935/dbj | AB003495 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 







dihydroflavonol 4 -reductase, 


complete 


cds 1 






Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 




Gene No. 


84991 




Strand 








Start 


16358 




End 


20899 






Name 


OJ991116 05. 0330. C5. 


o4 .gs 


Method 


GEN SCAN 






Start 


16358 




End 


20899 






GI 


none 




Score 


.68 






Exons 


16358. .16709, 16799. 


.17020, 


17039. .17211, 17312. 


.17487, 






19793. .19899, 20340. 


.20899 










Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 




Gene No . 


84992 




Strand 








Start 


45194 




End 


54339 






Name 


OJ991116 05. 0330. C5. 


o7 . gs 


Method 


GENSCAN 






Start 


45194 




End 


54339 






GI 


none 




Score 


.65 






Exons 


45194. .45481, 47495. 


.47839, 


48336. .48709, 48894. 


.49241, 






49418. .49546, 49634. 


.49707, 


49794. .49865, 49950. 


.50018, 






50108. .50179, 50257. 


.50328, 


50561. .50632, 50784. 


.50855, 






50936. .51007, 51252. 


.51323, 


51476. .51547, 51648. 


.51719, 






52477. .52548, 52628. 


.52699, 


52968. .53039, 53064. 


.53210, 


« G? 




53298. .53427, 54261. 


. 54339 








f n 


Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 




Gene No . 


84992 




Strand 






i y 


Start 


45194 




End 


54339 




f 1 


Name 


OJ991116 05. 0330. C5. 


o9.gp 


Method 


AAT/GAP 






Start 


46996 




End 


47415 






GI 


4714180 




Score 


584 




e y 


Exons 


46996. .47102, 47188. 


.47415 








2 


Seq. No. 


41019 




Seq. ID 


OJ991116_ 


05. 0330. C5 


fl 


Gene No. 


84992 




Strand 






^ : 


Start 


45194 




End 


54339 






Name 


OJ991116 05. 0330. C5 . 


o4 .np 


Method 


AAT/NAP 




r — 


Start 


47474 




End 


53506 






GI 


1345132 




Score 


2916 






Exons 


47474. .47839, 48336. 


.48706, 


48894. .49241, 49418. 


.49546, 


r ~~5 




49634. .49707, 49794. 


.49865, 


49950. .50018, 50108. 


.50179, 






50257. .50328, 50409. 


.50480, 


50561. .50632, 50784. 


.50855, 






50936. .51007, 51099. 


.51170, 


51252. .51323, 51476. 


.51547, 






51648. .51719, 51813. 


.51881, 


51967. .52038, 52121. 


.52192, 






52477. .52548, 52628. 


.52699, 


52811. .52882, 52968. 


.53039, 






53139. .53210, 53298. 


.53506 










GI Descrip. 


(U47029) ERECTA [Arabidopsis 


thaliana] 


gi| 1389566 |dbj IBAA11869 



(D83257) receptor protein kinase [Arabidopsis thaliana] 
gi|3075386|gb|AAC14518.1| (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



Seq. No. 41019 Seq. ID 

Gene No. 84 993 Strand 

Start 62795 End 

Name OJ991116_05 . 0330 .C5 . o2 . ts * Method 

Start 15 End 

GI none Score 



OJ991116_05.0330.C5 
70934 

TBLASTX: Soybean 

1997 

70 



41089 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15. .62, 60. .272, 436 . . 4 95, 438 . . 4 94 , 1527. .1661, 1529. .1660, 
1550. .-1663, 1768. .1821, 1770. .1835, 1839. .1997, 1840. .1965 



Seq. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX: Maize 

End 299 

Score 120 . 



41019 
84993 
62795 

OJ991116_05.0330.C5.ol0.tm 
57 

none . 

57. .299, 60. .272 

41019 
84993 
62795 

OJ991116_05.0330.C5.o3.tc 
75 

none 

75.-272, 438. .494, 1529. .1660, 1530. .1661, 1768. .1821, 
1770. .1820, 1854. .1979, 1855. .1968 



Seq. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX : Cress 

End 1979 

Score 69 



41019 
84993 
62795 

OJ991116__05.0330.C5.ol.tw 

102 

none 



Seq. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX : Wheat 

End 48563 

Score 104 



102. .506, 195. .380, 334. .495, 48360 .. 48503, 48376.-48483, 
48522.. 48563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41019 

84993 

62795 

OJ991 

306 

none 

306. . 

47613 

48333 

48893 

48972 

49633 

49791 

49949 

50257 



116 05.0330.C5.ol.tm 



350, 30( 
. .47840, 
. .48707, 
. .48973, 
. .49247, 
. .49707, 
. .49865, 
50032, 
50310, 



, .434, 
47626. 
48337. 
48967. 
49414. 
49634. 
49794. 
50099. 
50409. 



334. .41 
.47838, 
.48621, 
.49242, 
.49557, 
.49708, 
.49877, 
.50182, 
.50435 



Seq. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX: Maize 

End 50435 

Score 55 
7, 456. .497, 1293. .1355, 1332. .1415, 
47627. .47839, 47 664 .. 47840, 
48338. .48748, 48892. .48981, 
48968. .'49243, 48 972 .. 4 9244 , 
49418. .49540, 49423 .. 49548, 
49635. .49709, 4 9645 4 9710, 
49796. .49870, 49938 .. 50018, 
50107. .50178, 50256. .50327, 



Seq. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX : Soybean 

End 49256 

Score 250 



41019 
84993 
62795 

OJ991116_05.0330.C5.ol.ts 
306 
none 

306. .434, 1296. .1355, 1332. .1415, 48355 .. 48621 , 48357 48716, 
48676. .48714, 48892 .. 49230, 48892 .. 4 9254 , 48893.-49255, 
48894.-49256 



Seq. No. 
Gene No. 



41019 
84993 



Seq. ID OJ991116_05.0330.C5 
Strand 



41090 



Start 
Name 
Start 
GI 

Exons 



62795 

OJ991116_05. 

309 

none 

309. .434, 12 
47579. .47608 
47691. .47840 
48673. .48714 
48895. .49242 
49650. .49709 
50107. .50178 
50763. .50849 
50935. .51018 
51251. .51322 
51647. .51718 
51813. .51857 
51960. .52076 
52087. .52191 
52476. .52547 
52613. .52699 
52947. .53153 
53297. .53356 



0330.C5.ol. tc 



93. .1355, 
47621. . 
48331. . 
48874. . 
49404. . 
49794. . 
50256. . 
50786. . 
50935. . 
51267. . 
51651. . 
51819. . 
51966. . 
52088. . 
52477. . 
52810. . 
52967. . 
53366. . 



1332 
47839 
48606 
49227 
49523 
49877 
50327 
50854 
51021 
51323 
51731 
51881 
52049 
52174 
52548 
52881 
53038 
53476 



End 70934 
Method TBLASTX 
End 53476 
Score 64 
.1418, 47471. .47542, 
47642. .47833, 47685 
48333. .48716, 48343 
48893. .49228, 48894 
49420. .49542, 49420 
49796. .49870, 49949 
50432. .50479, 50560 
50814. .50843, 50933 
51096. .51146, 51098 
51473. .51547, 51475 
51663. .51725, 51812 
51824. .51880, 51932 
51966. .52037, 51967 
52105. .52185, 52476 
52480. .52548, 52606 
52817. .52882, 52825 
52967. .53038, 53138 



Cress 



47472. .47528, 
. .47843, 
. .48621, 
. .49256, 
. .49548, 
. .50032, 
. .50601, 
. .51007, 
. .51178, 
. .51546, 
. .51880, 
. .51970, 
. .52047, 
. .525.47, 
. .52698, 
. .52881, 
. .53182, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41019 
84 993 
62795 

OJ991116_05 .0330 . C5 . o2 . tw 
1320 



OJ991116 05.0330.C5 



none 
1320. 
1550. 
1839. 



Seq, ID 
Strand 
End 

Method 
End 
Score 

1430, 1321. .1428, 1526.. 1639, 1528.. 1623, 1530 
1639, 1640. .1663, 1768. .1827, 1770. .1835, 1825 
1907, 1851. .1910, 48603. .48686, 48910. .49002 



70934 

TBLASTX: Wheat 

49002 

129 



1625, 
1905, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41019 
84993 
62795 

OJ991116_05.0330.C5.o4 .tm 

1527 

none 



Seq. ID OJ991116_05.0330.C5 



Strand 
End 

Method 

End 

Score 



70934 

TBLASTX: Maize 

1923 

96 



1527. .1664, 1529. .1663, 1768. .1923, 1770. .1919 



Seq. No. 41019 

Gene No. 84993 

Start 62795 

Name OJ99111 6_05 . 0330 . C5 . 08 . tm 

Start 12083 

GI none 

Exons 12083 
16562 



Seq. ID OJ991116_05.0330.C5 
Strand 

70934 

TBLASTX: Maize 
17082 
97 



End 

Method 
End 
Score 

12232, 12084. .12236, 12328 .. 12438 , 12478 .. 12531, 
16711, 16563. .16712, 16827 .. 16928 , 16838 .. 16975, 



16843. .16971, 17036 .. 17074 , 17038 .. 17082, 17041. .17082 



Seq. No. 41019 Seq. ID 

Gene No. 84993 Strand 

Start 62795 End 

Name OJ991116_05 . 0330 .C5 .o5 . tc Method 

Start 13934 End 

GI none „ Score 



OJ991116_05.0330.C5 
70934 

TBLASTX: Cress 

20030 

121 



41091 



Exons 



13934. .14032, 14118 14360, 14122 .. 14352, 19794 .. 19982, 
19983. .20030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41019 
84993 
62795 
OJ991116 
14298 
none 
14298. 
15091. 
20561. 



05.0330.C5.o7.ts 



14366, 
15204, 
20728 



14797. 
20284, 



,14856, 
,20343, 



Seq. ID 
Strand 
End 

Method 

End 
• Score 
14839. .15009, 
20353. .20412, 



OJ991116 05. 0330. C5 



70934 

TBLASTX : Soybean 
20754 
115 . 

14980. .15081, 
20554. .20754, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41019 
84993 
62795 

OJ991116_05.0330.C5.o7.tm 

14782 

none 



Seq. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX: Maize 

End 20748 

Score 57 



14782. .14850, 14 842 14928, 14845 .. 14 925, 14932 .. 14 979, 
14983. .15087, 14 984 15064 , 15082 .. 15180, 15088 .. 15111, 
15104. .15184, 20338. .20406, 20488 .. 20748, 20558. .20725 



41019 
84993 
62795 

OJ991116_05.0330.C5.o3.tm 

25371 

none 

25371. .25436, 25379 .. 25435, 
25388.-25465, 25592 .. 25711, 
25795. .25953, 25796 25933, 
26083. .26160, 26086. . 26166, 
26263. .26370, 27102 27158 , 



Seq.. ID OJ991116_05.0330.C5 
Strand 

End 70934 

Method TBLASTX: Maize 

End 27187 

Score 77 
25380. .25436, 25384 .. 25443, 
25620. .25712, 25794 .. 25916, 
25797. .25958, 257 98 .. 25935, 
26090. .26200, 26261 .. 26374 , 
27102. .27161, 27104. .27187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41019 
84993 
62795 
OJ991116 
25592 
none 
25592 
25798 
26103 



05.0330.C5.o2.tc 



25711, 25595. .25669, 
25935, 26083. .26163, 
26165, 26261. .26374, 



41019 
84993 
62795 

OJ991116_05.0330.C5.o6.ts 

25592 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116 05. 0330. C5 



70934 - 
TBLASTX: 
26374 
66 



Cress 



25620. .25712, 25797 .. 25952, 
26090. .26164, 26100 .. 2618 6, 
26263. .26370 

Seq. ID OJ991116_05.0330.C5 



Strand 
End 

Method 

End 

Score 



70934 

TBLASTX: Soybean 

26149 

114 



25592. .25702, 25592 .. 25711, 25620 .. 25712, 25797 .. 25952, 
25798. .25935, 26089 .. 26145, 26090.. 26149 



Seq. No. 
Gene No. 
Start 



41019. 
84993 
62795 



Seq. ID 

Strand 

End 



OJ991116 05. 0330. C5 



70934 



41092 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ991116_05.0330.C5.o3.tw 
25894 



Method TBLASTX : Wheat 
End 26374 
none Score 71 

25894. .25935, 25902 .. 25952, 26083 26160, 26090 26200, 
26093. .26170, 26261 .. 26374 , 26263.. 26370 



41019 
84993 
62795 

OJ991116_05 . 0330 . C5 . o5 . tm 
31165 
none 



Seq. ID OJ991116__05.0330.C5 
Strand 

End 70934 

Method TBLASTX : Mai ze 

End 31572 

Score 92 



31165. .31380, 31165. .31530, 31175 31531, 31191 31541, 
31537. .31572, 31538.. 31561 



41019 
84993 
62795 

OJ991116_05.0330.C5.o9.tm 

31949 

none 

31949. .32002, 31955 .. 31996, 
32599. .32742,. 32613 .. 32708 , 
33136. .33207, 33140 .. 33208 , 
33363. .33407, 33489.-33569, 
33647. .33700, 33648.-33698, 
34042. .34128, 34045 .. 34149, 
34169. .34201, 34264 .. 34317 , 
34342. .34392, 34420.. 34455 

41019 
84993 
62795 

OJ991116_05.0330.C5.o4.ts 

47471 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32429 

32627 



OJ991116 05. 0330. C5 



70934 

TBLASTX: Maize 
34455 
74 

32506, 32430. .32504, 
32740, 33119. .33208, 



33362. .33403, 33362 .. 33403, 

33494. .33571, 334 94 .. 33565, 

33785. .33847, 33803 .. 33847 , 

34046. .34135, 34 163 .. 34210, 

34288. .34323, 34341 .. 34388 , 



Seq. ID OJ991116_05.0330.C5 



Strand 
End 

Method 

End 

Score 



70934 

TBLASTX: Soybean 

47840 

139 



47471. .47539, 47648.-47839, 47691. .47840 



41019 
84993 
62795 

OJ991116_05.0330.C5. 

49794 

none 

49794.-49862, 49795, 
49959. .50009, 50107, 
50265. .50324, 50429. 
50935. .51018, 50936, 
51107. .51166, 51242, 
51473. .51547, 51475, 
52606. .52695 



o5 . ts 



.49863, 
.50178, 
.50485, 
.51007, 
.51310, 
.51546, 



Seq. ID OJ991116__05.0330.C5 
Strand 

End 70934 

Method TBLASTX : Soybean 

End 52695 

Score 64 
49796. .49894, 4 994 9 .. 50032, 
50116. .50184, 50256. .50327, 
50781. .50846, 50789 50854 , 
51096. .51146, 51098. .51178, 
51251. .51322, 51252 .. 51323, 
51815. .51868, 51960 .. 52076, 



41019 
84993 
62795 

OJ991116_05.0330.C5.o2.tm 
50437 



Seq. ID 

Strand 

End 

Method 
End 



OJ991116_05.0330.C5 
70934 

TBLASTX: Maize 
51888 



41093 



GI 

Exons 



none 

50437. 

50565. 

50930. 

51098. 

51252. 

51473. 

51618. 

51671. 

51814. 



50481, 
50630, 
51007, 
51178, 
51323, 
51544, 
51701, 
51724, 
51888 



50438. 
50763. 
50938. 
51120. 
51254. 
51475. 
51647. 
51812. 



,50482, 
,50855, 
,51018, 
,51146, 
,51328, 
,51546, 
,51718, 
,51880, 



Score 
50561 
50763 
51089 
51251 
51261 
51493 
51651 
51813 



56 
50623, 
50855, 
51169, 
51343, 
51317, 
51558, 
51731, 
51857, 



50564. 
50786, 
51097, 
51251, 
51473, 
51506, 
51662. 
51814. 



.50632, 
.50872, 
.51177, 
.51322, 
.51547, 
.51535, 
.51721, 
.51882, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41019 
84993 
62795 

OJ991116_05.0330.C5.ol0.gs 

62795 

none 

62795. .62917, 62956 .. 63213, 
67173. .67255, 67708 .. 68421, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_05.0330.C5 

70934 
GENSCAN 
70913 
.71 



41019 
84993 
62795 

OJ991116_05 . 0330 . C5 . o5 . np 

66584 

6562313 

66584. .66658, 67812. .68220, 



63227. .63342, 65663. .65867, 
70143. .70179, 70812.. 70913 



OJ991116 05. 0330. C5 



Seq. ID _ 
Strand 

End 70934 
Method AAT/NAP 
End 70137 
Score 237 
68344. .68440, 70111. .70137 
(AL133421) flavonoid 3 ' -hydroxylase-like protein [Arabidopsis 
thaliana] gi | 7330287 | gb|AAF60189. 1 | (AF241646) flavonoid 
3* hydroxylase [Arabidopsis thaliana] 



Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330 


.C5 


Gene No. 


84993 




Strand 






Start 


62795 




End 


70934 




Name 


OJ991116 05. 0330. C5. 


o7 .np 


Method 


AAT/NAP 




Start 


67719 




End 


70934 




GI 


5734709 




Score 


156 




Exons 


67719. .67896, 68132. 


.68176, 


70425. .70656, 70790.. 70934 




GI Descrip. 


(AC008075) Contains 


PF| 00069 Eukaryotic protein kinase 


domain 




[Arabidopsis thaliana] 








Seq. No. 


41019 




Seq. ID 


OJ991116_05.0330 


.C5 


Gene No. 


84993 




Strand 






Start 


62795 




End 


70934 




Name 


OJ991116 05. 0330. C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


67876 




End 


68221 




GI 


none 




Score 


45 




Exons 


67876. .67908, 67895. 


.68218, 


67911. .68219, 67940.. 68221 




Seq. No. 


41019 




Seq. ID 


OJ991116JD5.033O 


.C5 


Gene No. 


84993 




Strand 






Start 


62795 




End 


70934 




Name 


OJ991116 05. 0330. C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


67904 




End 


68230 




GI 


none 




Score 


102 




Exons 


67904. .68230, 67911. 


.68093 









41094 






Seq. No. 


41019 


. Seq. ID 


OJ991116_05.0330.C5 




Gene No. 


84993 


Strand 






Start 


62795 


End 


70934 




Name 


OJ991116 05.0330.C5.o3.ts 


Method 


TBLASTX : Soybean 




Start 


67910 


End 


68219 




GI 


none 


Score 


163 




Exons 


67910. . 68218, 67920. . 68219 








Seq. No. 


41019 


Seq. ID 


OJ991116_05.0330,C5 




Gene No. 


84993 


Strand 






Start 


62795 


End 


70934 




Name 


OJ991116 05.0330.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


67942 


End 


68218 




GI 


none 


Score 


108 




Exons 


67942. . 68091, 67 943. . 68080, 


67943. .68218 




Seq. No. 


41019 


Seq. ID 


OJ991116_05. 0330.C5 




Gene No. 


84993 


Strand 






Start 


62795 


End 


70934 




Name 


OJ991116 05.0330.C5.o6.np 


Method 


AAT/NAP 




Start 


68912 


End 


70398 




GI 


5852093 


Score 


103 




Exons 


68912. .69037, 70316.. 70398 






ii 

"Z 


GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


41020 


Seq. ID 


OJ991116_05.0330.C6 


hi 


Gene No. 


84994 


Strand 


+ 




Start 


783 


End 


3235 


f 1 


Name 


OJ991116 05.0330.C6.ol.gs 


Method 


GEN SCAN 


§ ~! 


Start 


783 


End 


3235 




GI 


none 


Score 


.42 


\ y 


Exons 


783.. 858, 1015.. 1222, 2292. 


.2395, 2683 


..2749, 2884. .3235 




Seq. No. 


41020 


Seq. ID 


OJ991116_05.0330.C6 


fH 


Gene No. 


84994 


Strand 


+ 




Start 


783 


End 


3235 


^ £: 


Name 


OJ991116 05.0330.C6.ol.np 


Method 


AAT/NAP 




Start 


1664 


End 


1765 




GI 


5922619 


Score 


104 


C3 


Exons 


1664. .1765 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016852 |dbj | BAA85195.il 


(AP000570) 


hypothetical protein 






[Oryza sativa] 








Seq. No. 


41020 


Seq. ID 


OJ991116_05.0330.C6 




Gene No. 


84995 


Strand 


+ 




Start 


8031 


End 


8378 




Name 


OJ991116 05.0330.C6.o2.gp 


Method 


AAT/GAP 




Start 


8031 


End 


8378 




GI 


uC-osflM202074c09al 


Score 


450 




Exons 


8031. .8378 








GI Descrip. 


, 5852182/emb|CAB55420.1| 9. 


Oe-13 (AL117265) zhb0012.1 [Ory; 






sativa] 1 








Seq. No. 


41020 


Seq. ID 


OJ991116J)5.0330.C6 




Gene No. 


84996 


Strand 






Start 


8491 


End 


9150 



41095 



Name 


OJ991116 05.0330.C6.o2.np 


Method 


AAT/NAP 


Start 


8491 


End 


9150 


GI 


3661593 


Score 


80 


Exons 


8491. .8509, 8595. .8678, 9113.. 9150 




GI Descrip. 


(AF091843) aminoalcoholphosphotransf erase [Arabidopsis 1 


Seq. No. 


41021 


Seq. ID 


OJ991116_05 . 0330 


Gene No. 


84997 


Strand 


+ 


Start 


561 


End 


6872 


Name 


OJ991116 05.0330.C7.ol.gs 


Method 


GENSCAN 


Start 


561 


End 


6872 


GI 


none 


Score 


.54 


Exons 


561. .629, 4391. .4554, 6635. 


.6872 




Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


Gene No. 


84998 


Strand 


+ 


Start 


7906 


End 


21616 


Name 


OJ991116 05.0330.C7.o2.np 


Method ■ 


AAT/NAP 


Start 


7906 


End 


21616 


GI 


5295950 


Score 


449 


Exons 


7906. .8050, 17028. .17208, 17260 .. 17350, 17797 .. 17881, 




18292. .18842, 18931 .. 19091, 


19347. .19580, 21542. .21616 


GI Descrip. 


(AB026295) EST AU066268 ( S5980) corresponds to a region 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


Gene No . 


84998 


Strand 


+ 


Start 


7906 


End 


21616 


Name 


OJ991116 05.0330.C7.o3.gs 


Method 


GENSCAN 


Start 


9619 


End 


15650 


GI 


none 


Score 


.61 


Exons 


9619. .10170, 10419. .10767, 


10855. .11115, 11924. .12397, 




12838. .12901, 13402. .13510, 


13595. .13873, 14188 14394 , 




14482. .14631, 15582.. 15650 






Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


Gene No. 


84998 


Strand 


+ 


Start 


7906 


End . 


21616 


Name 


OJ991116 05.0330.C7.o4.gs 


Method 


GENSCAN 


Start 


17002 


End 


21518 


GI 


none 


Score 


.58 


Exons 


17002. .17373, 17979 .. 18191, 


18452. .18838, 19114 .. 1914 6, 




19347. .19648, 19918 .. 20046, 


21464. .21518 


Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


Gene No. 


84999 


Strand 


+ 


Start 


22172 


End 


38757 


Name 


OJ991116 05.0330.C7.o3.np 


Method 


AAT/NAP 


Start 


22148 


End 


38757 


GI 


6573149 


Score 


450 


Exons 


22148. .22368, 22448 .. 22675, 


29488. .29606, 38734. .38757 


GI Descrip. 


(AF201895) growth-regulating factor 1 


[Oryza sativa] 


Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


Gene No. 


84999 . 


Strand 


+ 


Start 


22172 


End 


38757 


Name 


OJ991116 05.0330.C7.o5.gs 


Method 


GENSCAN 



41096 



Start 22172 End 34173 " 

GI none Score .56 

Exons 22172. .23133, 23504 .. 23582, 25530 .. 2564 6, 27127 27 172 , 

27299. .27338, 27489.-27636, 28064 .. 28237, 28500 28705, 

29199. .29362, 29441 .. 29580, 29665 .. 29728, 29874 .. 30047 , 

30626. .31140, 32023 .. 32091, 32173 .. 32235, 34120.. 34173 



Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


.C7 


Gene No . 


84999 


Strand 


+ 




Start 


22172 


End 


38757 




Name 


OJ991116 05.0330.C7.ol.gp 


Method 


AAT/GAP 




Start 


29725 


End 


30067 




GI 


LIB3433-047-P1-K1-H2 


Score 


542 




Exons 


29725. .30067 








GI Descrip. 


'4138299/emb|CAA75509| 4. De- 


97 (Y15219) 


transcriptional 






activator [Oryza sativa subsp. indica] 1 






Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


-C7 


Gene No. 


84999 


Strand 


+ 




Start 


22172 


End 


38757 




Name 


OJ991116 05.0330.C7.o4.np 


Method 


AAT/NAP 




Start 


35670 


End 


38757 




GI 


6063557 


Score 


359 




Exons 


35670. .35855, 36104 .. 36233, 


38723. .38757 




GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885 


>) [Oryza sativa] 




Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


.C7 


Gene No. 


84999 


Strand 


+ 




Start 


22172 


End 


38757 




Name 


OJ991116 05.0330.C7.o2.gp 


Method 


AAT/GAP 




Start 


37159 


End 


38757 




GI 


4138298 


Score 


2195 




Exons 


37159. .37381, 37516 .. 37642, 


37984.-38757 




GI Descrip. 


4138299/emb|CAA75509| 4.0e-97 (Y15219) 


transcriptional . 


activato 




[Oryza sativa subsp. indica] 








Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


-C7 


Gene No. 


84999 


Strand 


+ 




Start 


22172 


End 


38757 




Name 


OJ991116 05.0330.C7.o5.np 


Method 


AAT/NAP 




Start 


37249 


End 


38536 




GI 


4138299 


Score 


1362 




Exons 


37249. .37381, 37516 .. 37642, 


37984.-38536 




GI Descrip. 


(Y15219) transcriptional activator [Oryza sativa subsp. 


indica] 


Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


.C7 


Gene No. 


84999 


Strand 


+ 




Start 


22172 


End 


38757 




Name 


OJ991116 05.0330.C7.o7.gs 


Method 


GENSCAN 




Start 


37282 


End 


38539 




GI 


none 


Score 


.85 




Exons 


37282. .37381, 37516 .. 37642, 


37984. .38539 




Seq. No. 


41021 


Seq. ID 


OJ991116_05.0330 


.C7 


Gene No. 


85000 


Strand 






Start 


1 


End 


9022 




Name 


OJ991116 05.0330.C7.ol.np 


Method 


AAT/NAP 





41097 



Start 


1 






End 


7908 


GI 


3927806 






Score 


946 




1 57 1331 


.1415, 1503 


. .1543 


, 2426. 


.2489, 2813. .2888, 




3064 3126, 


3236. .3330, 


4836. 


.4936, 


5017. .5039, 5121. .5196, 




5394 5471, 


5663. .5723, 


7772. 


.7908 






(U96439) ami 


noalcoholphosphotransf erase [Pimpinella brachycarpa] 


Cfarr Mo 

O C • IN v • 


41021 






Seq. ID OJ991116 05. 0330. C7 




85000 






Strand 




O Lai L 


1 






End 


9022 


V* (3.1 1 IC 


OJ991116 05. 


0330.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


7917 


GI 


none 






Score 


77 


Exons 


1..57, 2. .58, 1326. .1412, 1331. .1417 


, 1331. .1426, 1502. .1543, 




2423 2491. 


2424. .2492, 


3068. 


.3130, 


3069.. 3143, 3234.. 3329, 




3235 3327. 


4836. .4937, 


4838. 


.4936, 


5020. .5040, 5119. .5223, 




5120 5197. 


5386. .5499, 


5394. 


.5483, 


5660. .5713, 7772. .7909, 




7786 7917 










Qprr Mn 


41021 






Seq. ID OJ991116_05.0330.C7 


UCi 1C IN w • 


85000 






Strand 




O L.C11 L. 


1 






End 


9022 


Nam© 


OJ991116 05. 


0330.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


7912 


GI 


none 






Score 


64 




1 57. 8 58 


, 1326.. 1412, 1331.. 1426 


, 1502. .1543, 2423. .2491, 




2424 2492, 


2598. .2621, 


3068. 


.3130, 


3069. .3149, 3234. .3329, 




3235 3327. 


4836. .4937, 


4838. 


.4936, 


4876.-4944, 5017. .5040, 




5119 .5223, 


5120. .5221, 


5394. 


.5483, 


5660. .5713, 7772. .7912, 




7786. .7908 










oc^< in • 


41021 






Seq. ID OJ991116_05.0330.C7 


ocnc jlnw • 


85000 

\j **** \j \j \j 






Strand 






1 






End 


9022 


IN auic 


OJ991116 05. 


0330.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start . 


2423 "~ 






End 


7912 


GI 


none 






Score 


72 


Exons 


2423. .2494, 


2426. .2488, 


2815. 


.2901, 


3065.. 3127, 3066.. 3152, 




3234. .3329, 


3235. .3312, 


3297. 


.3329, 


4833. .4919, 4836. .4934, 




4838. .4936, 


5017. '.5040, 


5018. 


.5041, 


5094.. 5204, 5095. .5205, 




5119. .5223, 


5120. .5221, 


5127. 


.5225, 


5394. .5453, 5401. .5454, 




5666. .5713, 


7772. .7909, 


7786. 


.7908, 


7796. .7912 


Seq. No. 


41021 






Seg.. ID OJ991116 05. 0330. C7 


Gene No. 


85000 






Strand 




Start 


1 






End 


9022 


Name 


OJ991116 05. 


0330.C7.o2. 


gs 


Method 


GENSCAN 


Start 


7768 






End 


9022 


GI 


none 






Score 


.81 


R von ^ 


7768. .8273, 


8926. .9022 








Seq. No. 


41021 






Seq. ID OJ991116 05. 0330. C7 


Gene No. 


85001 






Strand 




Start 


22184 






End 


22688 


Name 


OJ991116 05. 


0330.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


22184 






End 


22643 


GI 


none 






Score 


132 



41098 




Exons 


22184. .22285, 22192. 


.22284, 


22508. .22630, 22509. .22643 




Seq. No. 


41021 




Seq. ID 


OJ991116_05.0330. 


X7 


Gene No. 


85001 




Strand 






Start 


22184 




End 


22688 




Name. 


OJ991116 05. 0330. CI. 


o3. tm 


Method 


TBLASTX : Maize 




Start 


22505 




End 


22640 




GI 


none 




Score 


ZZo 




Exons 


22505. .22630, 22509. 


.22640 








Seq. No. 


41021 




Seq. ID 


OJ991116_05-0330. 


.C7 


Gene No. 


85001 




Strand 






Start 


22184 




End 


o o c o o 




Name 


OJ991116 05. 0330. CI. 


o3. tc 


Method 


TBLASTX : Cress 




Start 


22508 




End 


22 688 




GI 


none 




Score 


O Pi Q 

ZVo 




Exons 


22508. .22630, 22509. 


.22688 








Seq. No. 


41021 




Seq. ID- 


OJ991116_05.0330 


.C7 


Gene No. 


85002 




Strand 






Start 


29428 




End 


38068 




Name 


OJ991116 05. 0330. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


29428 




End 


38068 




GI 


none 




Score 


157 




Exons 


29428. .29502, 29429. 


.29542, 


29531. .29581, 29666 29722, 






29668. .29721, 37264. 


.37389, 


37266.-37388, 37512 .. 37616, 






37593. .37643, 37981. 


.38049, 


37982. .38068 




Seq. No. 


41021 




Seq. ID 


OJ991116_05.0330 


-C7 


Gene No. 


85002 




Strand 






Start 


29428 




End 


38068 




Name 


OJ991116 05. 0330. C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


29429 




End 


38068 




GI 


none 




Score 


139 




Exons 


29429.-29542, 29531. 


.29581, 


29666. .29722, 37263.-37382, 






37264. .37389, 37512. 


.37616, 


37596.-37643, 37981 .. 38049, 






37982. .38068 










Seq. No. 


41021 




Seq. ID 


OJ991116_05.0330 


-C7 


Gene No. 


85002 




Strand 






Start 


29428 




End 


38068 




Name 


OJ991116 05. 0330. C7 . 


.ol - tm 


Method 


TBLASTX: Maize 




Start 


29429 




End 


38068 




GI 


none 




Score 


132 




Exons 


29429.-29539, 29534. 


, .29602, 


29666. .29740, 29668 .. 29721, 






37264. .37389, 37512. 


, .37616, 


37596.-37649, 3798 1 .. 3804 9, 






37982. .38068 










Seq. No. 


41021 




Seq. ID 


OJ991116_05.0330 


-C7 


Gene No. 


85002 




Strand 






Start 


29428 




End 


38068 




Name 


OJ991116 05. 0330. CI. 


, ol . ts 


Method 


TBLASTX: Soybean 




Start 


29432 




End 


37643 




GI 


none 




Score 


110 




Exons 


29432. .29542, 29531. 


. .29581, 


37264. .37383, 37282 .'. 37377, 






37503. .37616, 37596, 


. .37643 









41099 



Seq. No. 41022 Seq. ID 

Gene No. 85003 Strand 

Start 531 End 

Name OJ991116_05 . 0330 . C8 . ol . gs Method 

Start 531 End 

GI none Score 

Exons 531.. 697, 1342.. 1393 



OJ991116_05.0330.C8 

1393 
GEN SCAN 
1393 
.73 



Seq. No. • 41023 Seq. ID 

Gene No. 85004 . Strand 

Start 157 End 

Name OJ991116_05 . 0330 . C9 . ol . gs Method 

Start 157 End 

GI none Score 

Exons 157.. 394 



OJ991116_05.0330.C9 
+ 

394 

GEN SCAN 

394 

.56 



Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330.C9.ol. 


np 




Method 


AAT/NAP 


Start 


2881 








End 


5856 


GI 


4680203 








Score 


1983 


Exons 


2881. .2926, 


4160. .5856 










GI Descrip. 


(AF114171) 1 


TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330.C9.ol. 


gp 




Method 


AAT/GAP 


Start 


3674 








End 


4299 


GI 


2310235 








Score 


291 


Exons 


3674. .3711, 


4160. .4299 










GI Descrip. 


5852182/emb ICAB55420.il 


9. 


Oe- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330.C9.o2. 


gp 




Method 


AAT/GAP 


Start 


4164 








End 


5856 


GI 


342 1.R1084 








Score 


2784 


Exons 


4164. .5856 












GI Descrip. 


'4574406/gb|AAD24 042.1 | 


0. 


0e+00 (AF121139) RIM2 protein [Or: 




sativa] 1 












Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330.C9.o2. 


gs 




Method 


GEN SCAN 


Start 


4397 








End 


5827 


GI 


none 








Score 


.69 


Exons 


4397. .4587, 


4620. .4971, 


5002. 


.5265, 5274.. 5502, 5601.. 5827 


Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330.C9.o2. 


tw 




Method 


TBLASTX: Wheat 



41100 



Start 


4466 








End 


4861 


GI 


none 








Score 


84 


Exons 


4466. .4618, 


4485. 


.4604, 


4601. 


.4681, 4602. .4850, 4615. .4851, 




4673. .4861, 


4682. 


.4855 








Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 . 


Name 


OJ991116 05 


.0330. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4782 








End 


5211 


GI 


none 








Score 


103 


Exons 


4782. .4865, 


4783. 


.4857, 


4858. 


.4920, 4915. .5211, 4969. .5193 


Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4944 








End 


5259 


GI 


none 








Score 


266 


Exons 


4944 . .5096, 


4951. 


.5259, 


5136. 


.5231 




Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5080 








End 


5542 


GI 


none 








Score 


64 


F 1 von 


5080. . 5133. 


5088. 


.5132, 


5134 . 


.5238, 5145.. 5234, 5252.. 5338, 




5253. .5339, 


5319. 


.5510, 


5340. 


.5504, 5342.. 5506, 5498.. 5542 


Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5137 








End 


5581 


GI 


none 








Score 


108 


Exons 


5137 . . 5259, 


5253. 


.5378, 


5388. 


.5504, 5498. .5581 


Seq. No. 


41023 








Seq. ID 


OJ991116_05.0330.C9 


Gene No. 


85005 








Strand 


+ 


Start 


4397 








End 


5856 


Name 


OJ991116 05 


.0330. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5642 








End 


5855 


GI 


none 








Score 


106 


Exons 


5642. .5764, 


5644 . 


.5787, 


5761. 


.5853, 5762.. 5854, 5766.-5855, 




5774. .5854 












Seq. No. 


41024 








Seq. ID 


OJ991116_05. 0330. C10 


Gene No. 


85006 








Strand 


+ 


Start 


1 








End 


2271 


Name 


OJ991116 05 


.0330. 


ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


2271 


GI 


342 1.R1084 








Score 


3687 



Exons 1..1578, 1614.. 1633, 1712.. 2271 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



41101 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41024 
85006 
1 

OJ991116_05. 0330. CIO. o3.gp 
1 

342 1.R1084 



Seq. ID OJ991116_05. 0330. C10 

Strand + 

End 2271 

Method AAT/GAP 

End 2260 

Score 3673 



1..1578, 1614.. 1633, 1712. .2260 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



41024 
85006 
1 

OJ991116_05. 0330. C10. ol.np 
1 

6742729 
1. .947 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991116_05. 0330. C10 

Strand + 

End 2271 

Method AAT/NAP 

End 94 7 

Score 1398 



41024 • 

85006 

1 

OJ991116_05 . 0330 . C10 . o2 . gp 
1 

342 1.R1084 



Seq. ID OJ991116_05. 0330. C10 

Strand + 

End 2271 

Method AAT/GAP 

End 2270 

Score 3685 



1..1578, 1614. .1633, 1712.. 2270 

' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



41024 
85006 
1 

OJ991116_05. 0330. C10. ol.tw 

128 

none 



Seq. ID OJ991116_05.0330.C10 

Strand + 

End 2271 

Method TBLASTX : Wheat 

End 1431 

Score 37 8 



128. .430, 141. .431, 142. .459, 149. .433, 424. .465, 425.-463, 
454. .603, 457. .1032, 468. .1016, 1025. .1066, 1027. .1071, 
1074. .1127, 1078. .1134, 1116. .1256, 1117.. 1257, 1270.. 1350, 
1339. .1431, 1365.. 1430 



Seq. No. 


41024 








Seq. ID 


OJ991116_05.0330 


.C10 


Gene No. 


85006 








Strand 


+ 




Start . 


1 








End 


2271 




Name 


OJ991116 


05. 0330. C10 


.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


159 








End 


463 




GI 


none 








Score 


249 




Exons 


159. .431, 


170. .430, 


425 


. .463 








Seq. No. 


41024 








Seq. ID 


OJ991116_05.0330 


.C10 


Gene No. 


85006 








Strand 


+ 




Start 


1 








End 


2271 




Name 


OJ991116 


05. 0330. C10 


.ol 


.gs 


Method 


GENSCAN 




Start 


267 








End 


1506 




GI 


none 








Score 


.66 




Exons 


267. .341, 


"415. .1506 












Seq. No. 


41024 








Seq. ID 


OJ991116_05.0330 


.C10 



41102 






Gene No. 


85006 


Strand 


+ 




Start 


1 


End 


2271 




Name 


OJ991116 05. 0330. CIO. ol.tc 


Method 


TBLASTX: Cress 




Start 


424 


End 


849 




GI 


none 


Score 


67 




Exons 


424. .465, 425. .463, 427. .603, 


457. .849, 


468. .845, 700. .849 




Seq. No. 


41025 


Seq. ID 


OJ991116_05.0330.C11 




Gene No. 


85007 


Strand 


+ 




Start 


1303 


End 


1820 




Name 


OJ991116 05.0330.Cll.ol.np 


Method 


AAT/NAP 




Start 


1303 


End 


1820 




GI 


4680204 


Score 


159 




Exons 


1303. .1820 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


41025 


Seq. ID 


OJ991116_05.0330.C11 




Gene No. 


85008 


Strand 






Start 


1482 


End 


1750 




Name 


OJ991116 05.0330.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1482 


End 


1750 




GI 


2310235 


Score 


361 




Exons 


1482. .1750 






r s 


GI Descrip. 


5852182/emb|CAB55420.1| 9.0e- 


13 (AL117265) zhb0012.1 [Oryza 


- ~ 




sativa] 








Seq. No. 


41026 


Seq. ID 


OJ991116_05.0330.C12 




Gene No. 


85009 


Strand 


+ 


£3 


Start 


54 


End 


508 




Name 


OJ991116 05.0330.C12.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


508 




GI 


none 


Score 


.84 


~ ■ 


Exons 


54. .140, 186. .305, 503. .508 








Seq. No. 


41026 


Seq. ID 


OJ991116_05.0330.C12 


* ^5 


Gene No . 


85010 


Strand 






Start 


733 


End 


1117 




Name 


OJ991116 05.0330.C12.ol.np 


Method 


AAT/NAP 


f =1 


Start 


733 


End 


1117 




GI 


5295955 


Score 


137 


5 ; 
- e=- 


Exons 


733.. 1117 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V0 1555) 






[Oryza sativa] 








Seq. No. 


41027 


Seq. ID 


OJ990826_13.0323.C2 




Gene No. 


85011 


Strand 


+ 




Start 


1 


End 


438 




Name 


OJ990826 13.0323.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


438 




GI 


7489382 


Score 


488 




Exons 


1. .438 








GI Descrip. 


ids-4 protein - barley gi | 285636 | dbj | BAA03206 . 1 | (D14161) ORF 






[Hordeum vulgare] 








Seq. No. 


41027 


Seq. ID 


OJ990826_13.0323.C2 




Gene No. 


85011 


Strand 


+ 




Start 


1 


End 


438 



41103 



Name 

Start 

GI 

Exons 



OJ990826_13 . 0323 . C2 . ol . ts Method 
1 End 
none Score 
1..72, 1..96, 145. .372, 165. .296 



TBLASTX : Soybean 

372 

112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41027 
85011 
1 

OJ990826_13.0323.C2.ol,tm 

128 

none 

128. .148, 183. .320, 184. .372, 



Seq. ID OJ990826_13.0323.C2 

Strand + 

End 438 

Method TBLASTX : Mai ze 

End 372 

Score 124 

186. .311, 277. .372 



41028 
85012 
500 

OJ990826_13.0323.C3.ol.gp 
500 

uC-osflcyp085c05bl 
500.. 550, 649.. 699, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

783.. 890, 969.. 1133, 1669. .1705 
•2131531/pirl IS69554 1.0e-08 hypothetical protein YDR496c - 
yeast (Saccharomyces cerevisiae) >gi_927766 (U33057) Ydr4 96cp; 
CAI: 0.25 [Saccharomyces cerevisiae] ' 



OJ990826_13.0323.C3 
+ 

2959 
AAT/GAP 
1705 
749 



41028 \ 
85012 
500 

OJ990826_13.0323.C3.ol.gs 
500 
none 

500.. 550, 649.. 699, 969.. 1133, 1669. 
2547. .2733 



Seq. ID OJ990826_13.0323.C3 



Strand 
End 

Method 
End 
Score 



+ ■ ■ 

2959 

GENSCAN 

2733 

.8 

1743, 2112.. 2350, 



Seq. No. 


41028 








Seq. ID 


OJ990826_ 


_13. 


0323. 


C3 


Gene No. 


85012 








Strand 


+ 








Start 


500 








End 


2959 








Name 


OJ990826 13 


.0323 


.C3.o2. 


gp 


Method 


AAT/GAP 








Start 


2218 








End fc 


2959 








GI 


none 








Score 


894 








Exons 


2218. .2350, 


2604 


. .2959 














Seq. No. 


41028 








Seq. ID 


OJ990826_ 


13. 


0323. 


C3 


Gene No. 


85013 








Strand 


+ 








Start 


3480 








End 


4827 








Name 


OJ990826 13 


.0323 


.C3.o2. 


gs 


Method 


GENSCAN 








Start 


3480 








End 


4827 








GI 


none 








Score 


.67 








Exons 


3480. .4166, 


4336 


. .4827 














Seq. No. 


41028 








Seq. ID 


OJ990826_ 


13. 


0323. 


C3 


Gene No. 


85014 








Strand 


+ 








Start 


8770 








End 


11003 








Name 


OJ990826 13 


.0323 


.C3.o3. 


gp 


Method 


AAT/GAP 








Start 


8705 








End 


9213 








GI 


none ■ 








Score 


441 








Exons 


8705. .8959, 


9148 


. .9213 















41104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990826_13.0323.C3 
+ 

11003 
GENSCAN 
9237 
.68 



41028 Seq. ID 

85014 Strand 
8770 End 
OJ99082 6_13 . 0323 . C3 . o4 . gs Method 
8770 End 
none Score 
8770. .9237 

41028 Seq. ID 

85014 Strand 
8770 End 
OJ990826_13 . 0323 . C3 . ol . np Method 
8782 End 
7485204 Score 
8782.-8926, 8959. .9108, 10197 .. 10397, 
hypothetical protein - Arabidopsis thaliana 
gi|2244965|emb|CAB10386.1| (Z97340) hypothetical protein 
[Arabidopsis thaliana] gi i 7268356 | emb | CAB78649 . 1 1 (AL161543) 
hypothetical protein [Arabidopsis thaliana] 



OJ990826_13.0323.C3 
+ 

11003 
AAT/NAP 
11003 
369 

10500. .10726, 10960.. 11003 



Seq. No. 


41028 


Seq. ID 


OJ990826_13.0323.C3 


Gene No. 


85014 


Strand 


+ 


Start 


8770 


End 


11003 


Name 


OJ990826 13.0323.C3.o4.gp 


Method 


AAT/GAP 


Start 


9044 


End 


10689 


GI 


LIB3434-058-P1-K1-C12 


Score 


747 


Exons 


9044.. 9108, 10197. .10388, 10500. .10689 




GI Descrip. 


, 2244965/emb|CAB10386.1| 2.0e-25 (Z97340) hypothetical prot 


[Arabidopsis thaliana] ' 






Seq. No. 


41028 


Seq. ID 


OJ990826_13.0323.C3 


Gene No. 


85015 


Strand 




Start 


5765 


End 


7204 


Name 


OJ990826 13.0323.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


967 


End 


2739 


GI 


none 


Score 


: 116 


Exons 


967. .1134, 968. .1135, 972. .1151, 1007. 


.1132, 1663. .1746, 




1686.. 1742, 1688.. 1765, 2109 


..2348, 2109. .2348, 2110. .2349, 




2114.. 2350, 2120.. 2350, 2601 


. .2735, 2602. .2739 


Seq. No. 


41028 


Seq. ID 


OJ990826_13.0323.C3 


Gene No. 


85015 


Strand 




Start . : 


5765 


End 


7204 


Name 


OJ990826 13.0323.C3.o3.gs 


Method 


GENSCAN 


Start 


5765 


End 


7204 


GI 


none 


Score 


.57 


Exons 


5765.. 5875, 6115.. 6220, 7104 


. .7204 




Seq. No. 


41028 


Seq. ID 


OJ990826_13.0323.C3 


Gene No. 


85016 


Strand 




Start 


10196 


End 


10742 


Name 


OJ990826 13.0323.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


10196 


End 


10742 


GI 


none 


Score 


38 


Exons 


10196. .10231, 10202. .10288, 


10203. .10289, 10203. .10346, 




10286. .10369, 10290 .. 10397, 


10293. .10391, 10294. .10401, 




10497. .10742, 10499.. 10738 







41105 



Seq. No. 


41028 


Seq. ID 


a Torino o ^ 10 moi 

OJ990826_13 . 03^o 




Gene No. 


85016 


Strand 






Start 


10196 


End 


10742 




Name 


OJ990826 13.0323.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10500 


End 


10709 




GI 


none 


Score 


247 




Exons 


10500. .10709, 10508.. 10708 








Seq. No. 


41029 


Seq. ID 


OJ990S2D 13.UJ^o 




Gene No . 


85017 


Strand 


+ 




Start 


180 


End 


2423 




Name 


OJ990826 13.0323.C4.ol.gs 


Method 


GEN SCAN 




Start 


180 


End 


2392 




GI 


none 


Score 


.99 




Exons 


180. .282, 701. .819, 1131.. 


1286, 1790.. 


2392 




Seq. No. 


41029 


Seq. ID 


OJ990826_13.0323 


.C4 


Gene No. 


85017 


Strand 


+ 




Start 


180 


End 


2423 




Name 


OJ990826 13.0323.C4.ol.gp 


Method 


AAT/GAP 




Start 


1170 


End 


2423 




GI 


19002 1.R1084 


Score 


1423 




Exons 


1170.. 1286, 1790.. 2423 









•A GI Descrip. 1 6006395/emb I CAB56768 . 1 | 1.0e-10 (AJ132096) squamosa promoter 
lZ binding protein-like 12 [Arabidopsis thaliana] 

j;! >gi_6006403_emb_CAB56769.1_ (AJ132097) squamosa promoter binding 

fy protein-like 12 [Arabidopsis thaliana] 1 



[J Seq. No. 


41029 


Seq. ID 


OJ990826_ 


13 


.0323 


.C4 


:i Gene No. 


85018 


Strand 


+ 








J;1 Start 


2692 


End 


3237 








1 ^ Name 


OJ990826 13.0323.C4.o2.gs 


Method 


GENSCAN 








s Start 


2692 


End 


3237 








C3 gi 


none 


Score 


.99 








Exons 


2692. .3237 












a . 

Seq. No. 


41029 


Seq. ID 


OJ990826_ 


_13 


.0323 


.C4 


It, Gene No. 


85019 


Strand 


+ 








□ Start 


4160 


End 


5783 








i J Name 


OJ990826 13.0323.C4.o4.np 


Method 


AAT/NAP 








Start 


3920 


End 


5783 








GI 


7340868 


Score 


185 








Exons 


3920.. 3963, 5572.. 5783 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41029 


Seq. ID 


OJ990826_ 


_13 


.0323 


.C4 


Gene No. 


85019 


Strand 


+ 








Start 


4160 


End 


5783 








Name 


OJ990826 13.0323.C4.o3.gs 


Method 


GENSCAN 








Start 


4160 


End 


5717 








GI 


none 


Score 


.82 








Exons 


4160. .4356, 4682.-4896, 5262. 


.5306, 5533.. 5717 








Seq. No. 


41029 


Seq. ID 


OJ990826_ 


_13 


.0323 


.C4 


Gene No. 


85020 


Strand 


+ 








Start 


6748 


End 


7353 









41106 



Name 

Start 

GI 

Exons 



OJ99082 6_13 . 0323 . C4 . o4 . gs Method GEN SCAN 

6748 End 7353 

none Score .88 
6748. .7353 



Seq. No. 41029 Seq. ID 

Gene No. 85020 Strand 

Start 6748 End 

Name OJ990826_13 . 0323 . C4 . o2 . gp Method 

Start 6831 End 

GI 2427559 Score 

Exons 6831.. 7068 



OJ990826_13.0323.C4 
+ 

7353 
AAT/GAP 
7068 
435 



Seq. No. 


41029 


Seq. ID 


OJ990826_13.0323.C4 


Gene No. 


85021 


Strand 


+ 


Start 


8112 


End 


11321 


Name 


OJ990826 13.0323.C4.o5.gs 


Method 


GENSCAN 


Start 


8112 


End 


11321 


GI 


none 


Score 


.49 


Exons 


8112.. 8169, 8633.. 9187, 11071 


. .11321 




Seq. No. 


41029 


Seq. ID 


OJ990826_13.0323.C4 


Gene No. 


.85022 


Strand 


+ 


Start 


14221 


End 


14991 


Name 


OJ990826 13.0323.C4.o3.gp 


Method 


AAT/GAP 


Start 


14221 


End 


14852 


GI 


15073 1.R1084 


Score 


764 


Exons 


14221. .14383, 14618.114852 






GI Descrip. 


, 5734716/gb|AAD49981.1 |AC008075_14 6. 


Oe-24 (AC008075) Simialr 



gb_AF04 9928 PGP224 protein from Petunia x hybrida. [Arabidopsis 
thaliana] 1 



Seq. No. 41029 Seq. ID OJ990826_13 . 0323 . C4 

Gene No. 85022 Strand + 

Start 14221 End 14991 

Name OJ990826_13. 0323.C4 ,o5.np Method AAT/NAP 

Start 14287 End 14991 

GI 5734716 Score 328 

Exons 14287. .14383, 14618.. 14991 

GI Descrip. (AC008075) Simialr to gb|AF049928 PGP224 protein from Petunia x 
hybrida. [Arabidopsis thaliana] 



Seq. No. 


41029 


Seq. ID 


OJ990826_ 


Gene No. 


85023 


Strand 


+ 


Start 


19887 


End 


20433 


Name 


OJ990826 13.0323.C4.o6.np 


Method 


AAT/NAP 


Start 


19887 


End 


20433 


GI 


4105794 


Score 


342 


Exons 


19887. .19960, 20072.. 20433 






GI Descrip. 


(AF049928) PGP224 [Petunia 


x hybrida] 




Seq. No. 


41029 


Seq. ID 


OJ990826_ 


Gene No. 


85024 


Strand 


+ 


Start 


24271 


End 


24832 


Name 


OJ990826 13.0323.C4.o7.np 


Method 


AAT/NAP 


Start 


24271 


End 


24832 


GI 


4105794 


Score 


321 



41107 



Exons 


24971 94^44 24475 24832 












fAF049928) PGP224 TPetunia 


x 


hybrida] 






O ^ /•» NT /-\ 

oeq . wo . 


4 1 09Q 

*i X \J c. J 




Seq. ID 


OJ990826_13.0323. 


C4 


Gene No. 


85025 




Strand 


+ 




^t* a rt* 

O Lai L. 


27324 




End 


28117 




Name 


OJ990826 13.0323.C4.o4.gp 




Method 


AAT/GAP 




Start 


27324 




End 


27902 




oi 


15073 1.R1084 




Score 


320 






27324. .27453, 27484 .. 27530, 


27757. .27902 






'5734716/qb|AAD4 9981.1|AC008075_14 6.0e 


;-24 (AC008075) Simial 


rrh AF04 999R PHP224 nrotein 


from Petunia x hybrida. [Arabidop 




thaliana] 1 










Con Mrt 
Dc£lJ • lnl> • 


41029 




Seq. ID 


OJ990826_13.0323. 


C4 


Gene No. 


85025 




Strand 


+ 




Start 


27324 




End 


28117 




MamP 

INaillC 


OJ990826 13.0323.C4.ol0.np 




Method 


AAT/NAP 




OLdl L 


27457 




End 


28117 






4105794 




Score 


348 




Exons 


27457. .27530, 27757.. 28117 










f^T H*=* r* T i r> 

OX UC ok/i X £J • 


(AF049928) PGP224 [Petunia 


X 


hybrida] 






064 . INO • 


41029 




Seq. ID 


OJ990826_13.0323. 


C4 


Gene No. 


85026 




Strand 






Start 


2665 




End 


704 6 




Name 


OJ990826 13.0323.C4.o3.np 




Method 


AAT/NAP 






2665 




End 


7046 




r 1 t 


7106516 




Score 


179 




Exons 


2665. .2940, 4825. .5014, 5750 


..6102, 6962. .7046 




CT nocpri r» 
ox ucouii^J . 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41029 




Seq. ID 


OJ990826_13.0323 


C4 


Gene No. 


85027 




Strand 






Of arf 
O Lai L 


24154 




End 


28055 




Natne 


OJ990826 13.0323.C4.o3.tm 




Method 


TBLASTX: Maize 




O Lax L 


2221 




End 


2377 




ox 


none 




Score 


90 






2221.. 2361, 2224.. 2325, 2225 


..2377, 2240. .2365 




JC^< LNO » 


41029 




Seq. ID 


OJ990826_13.0323 


.C4 


Gene No. 


85027 




Strand 






Start 


24154 




End 


28055 






OJ990826 13.0323.C4.o2.tm 




Method 


TBLASTX: Maize 




D Lax L 


6805 




End 


7290 




oX 


none 




Score 


72 




Exons 


6805.. 6909, 6829.-6876, 6874 


..7095, 6984. .7064, 7099. .7290, 




7104.. 7277, 7192.. 7284 










Sea No 


41029 




Seq. ID 


OJ990826_13.0323 


.C4 


Gene No. 


85027 




Strand 






Start 


24154 




End 


28055 




Name 


OJ990826 13.0323.C4.o2.tw 




Method 


TBLASTX: Wheat 




Start 


6984 




End 


7242 




GI 


none 




• Score 


146 




Exons 


6984.. 7061, 6985.. 7095, 7099 


. .7242 







41108 




Seq. No. 


41029 








Seq. ID OJ990826_ 


13.0323 


Gene No. 


85027 








Strand 




Start 


24154 








End 28055 




Name 


OJ990826 13. 0323. C4 . 


ol . tm 


Method TBLASTX: Maize 


Start 


14329 








End 28055 




GI 


none 








Score 83 




Exons 


14329. 


.14385, 


14607. 


.14747, 


14620. .14745, 14740. 


.14823, 




14742. 


.14822, 


14802. 


.14924, 


14803. .14928, 19876. 


.19911, 




19893. 


.19958, 


19894. 


.19962, 


20071. .20130, 20073. 


.20201, 




20074. 


.20202, 


20194. 


.20388, 


20196. .20369, 20302. 


.20388, 




24476. 


.24532, 


24477. 


.24617, 


24610. .24657, 24712. 


.24780, 




27756. 


.27812, 


27758. 


.27886, 


27759.-27884, 27878. 


.28054, 




27879. 


.28055 













Seq. No. 


41029 








Seq. ID 


OJ990826_ 


13.0323 




Gene No. 


85027 








Strand 








Start 


24154 








End 


28055 






Name 


OJ990826 13. 0323. C4 . 


o 1 tw 


Method 


TBLASTX: Wheat 




Start 


14335 s :: 








End 


28013 






GI 


none 








Score 


95 






Exons 


14335. 


.14385, 


14340. 


.14381, 


14607. .14822, 14620. 


.14823, 






14802. 


.14876, 


14803. 


.14877, 


19870. .19914, 19884. 


.19913, 






19897. 


.19983, 


19911. 


.19958, 


20071. .20133, 20073. 


.20138, 






20073. 


.20327, 


20074. 


.20328, 


24295. .24342, 24476. 


.24535, 






24477. 


.24611, 


24610. 


.24660, 


24615. .24641, 27440. 


.27484, 


3 




27457. 


.27483, 


27481. 


.27528, 


27758. .28012, 27759. 


.28013 


n 

j : 


Seq. No. 


41029 








Seq. ID 


OJ990826_ 


13.0323 




Gene No. 


85027 








Strand 








Start 


24154 








End 


28055 




s 


Name 


OJ990826 13. 0323. C4. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


14341 








End 


28055 






GI 


none 








Score 


73 






Exons 


14341. 


.14385, 


14619. 


.14795, 


14620. .14796, 14811. 


.14921, 






14812. 


.14928, 


19899. 


.19955, 


19918. .19962, 20073. 


.20375, 






20074. 


.20379, 


24476. 


.24535, 


24477. .24611, 24610. 


.24651, 






24712. 


.24780, 


27758. 


.28048, 


27759. .28055 






Seq. No. 


41029 








Seq. ID 


OJ990826_ 


13.0323 




Gene No. 


85027 








Strand 








Start 


24154 








End 


28055 






Name 


OJ990826 13. 0323. C4. 


ol.tc 


Method 


TBLASTX: Cress 




Start .. 


14601 








End 


28046 






GI 


none 








Score 


272 






Exons 


14601. 


.14789, 


14620. 


.14805, 


14805. .14921, 14812. 


.14928, 






19900. 


.19983, 


20073. 


.20375, 


20074. .20379, 24476. 


.24532, 






24477. 


.24611, 


24610. 


.24651, 


24711. .24776, 24712. 


.24780, 






27758. 


.28042, 


27759. 


.28046 









Seq. No. 41029 

Gene No. 85027 

Start 24154 

Name * OJ990826_13. 0323.C4 .o7 .gs 

Start 24154 

GI none 
Exons 



Seq. ID OJ990826_13.0323.C4 



Strand 
End 

Method 

End 

Score 



28055 
GENSCAN 
26571 
.69 



24154. .24215, 24224 .. 24617, 24 622.-24894, 26431. .26571 



41109 



Seq. No. 41030. . Seq. ID 

Gene No. 85028 Strand 

Start 325 End 

Name OJ99082 6_13 . 0323 .C5.ol.gs Method 

Start 325 End 

GI none Score 

Exons 325.. 416 



OJ990826_13.0323.C5 
+ 

416 

GEN SCAN 

416 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41030 Seq. ID 

85029 Strand 

6651 End 

OJ990826_13 . 0323 . C5 . o2 . gp Method 

6651 End 

7406_1.R1084 Score 
6651. .6790 

1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ990826_13.0323.C5 
+ 

6790 
AAT/GAP 
6790 
171 



41030 
85030 
2842 

OJ990826_13.0323.C5.o2.gs 

2842 ■ 

none 



Seq. ID OJ990826_13.0323.C5 
Strand 

End 6213 

Method GENSCAN 

End 6213. 

Score .42 



2842.-2947, 3574. .3722, 3803. .4003, 4174. .4476, 4553. .4742, 
5213. .6213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41030 Seq. ID OJ990826_13 . 0323 . C5 

85030 Strand 

2842 End 6213 

OJ990826_13 . 0323 . C5 . ol . gp Method AAT/GAP 

3249 End 4961 

LIB3431-045-P1-N1-A10 Score 624 

3249.. 3357, 4720.. 4961 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 

41030 Seq. ID OJ990826_13 . 0323 . C5 

85030 Strand - 

2842 End 6213 

OJ990826JL3 . 0323 .C5.ol.np Method AAT/NAP 

3693 End 6126 

7228438 Score 2006 

3693. .3711, 4957. .6126 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



41031 Seq. ID 

85031 Strand 

1933 End 

OJ990826_13 . 0323 . C6 . ol . gs Method 

1933 End 

none Score 
1933.. 1999, 2252.. 2595 



OJ990826_13.0323.C6 
+ 

2595 
GENSCAN 
2595 
1 



Seq. No. 



41031 



Seq. ID OJ990826_13.0323.C6 



41110 




Gene No. 


85031 






Strand 


+ 








Start 


1933 






End 


2595 








Name 


OJ990826 13.0323. 


C6.ol 


.np 


Method 


AAT/NAP 










1933 ~~ 






End 


2592 








ox 


4105794 






Score 


254 








tt yon s 


1933 1999. 2252. 


.2592 
















(AF049928) PGP224 


[Petunia 


x hybrida] 










Seq; No. 


4.1031 






Seq. ID 


OJ990826_ 


_13 


.0323. 


C6 


Gene No. 


85032 






Strand 


+ 








Start 


5470 






End 


6237 








Name 


OJ990826 13.0323. 


C6.o2 


.gs 


Method 


GEN SCAN 








91- Art 


5470 _ 






End 


6237 










none 






Score 


. 73 








F.vons 


5470 .5681, 6012. 


.6237 














Sea. No. 


41031 






Seq. ID 


OJ990826 


13 


.0323. 


C6 


Gene No. 


85032 






Strand 


+ 








Start 


5470 






End 


6237 








Name 


OJ990826 13.0323. 


C6.o2 


.np 


Method 


AAT/NAP 








Start 


5499 ~ 






End 


6234 








vj -JL 


4105794 






Score 


329 










5499 .5572, 5884. 


,6234 
















(AF049928) PGP224 


[Petunia 


x hybrida] 










Seq. No. 


41031 






Seq. ID 


OJ990826_ 


_13 


.0323. 


C6 


Gene No. 


85033 






Strand 


+ 








o l. a i- u 


9006 






End 


9524 








Name 


OJ990826 13 0323 


C6.o3 


.gs 


Method 


GEN SCAN 










9006 _ 






End 


9524 








GI 


none 






Score 


. 66 








Pvnn 


9006 9233. 9363. 


.9524 














Sea No 


41031 






Seq. ID 


OJ990826 


13 


.0323. 


C6 


Gpne No - 

\J ^ 11C ll V-/ . 


85034 






Strand 


+ 








Start 


10932 






End 


11543 








Name 


OJ990826 13.0323. 


C6.ol 


-gp 


Method 


AAT/GAP 








Start 


10819 






End 


11283 








GI 


29419 1.R1084 






Score 


914 








Exons 


10819. .11283 
















GT Dp^rrin 


, 5852170/emb|AL117265. 


1IOST17804 l.Oe- 


177 Oryza 


sativa 






indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone: 


tl7804 ' 


Seq. No. 


41031 






Seq. ID 


OJ990826_ 


_13 


.0323. 


C6 


Gene No. 


85034 






Strand 


+ 








Start 


10932 






End 


11543 








Name 


OJ990826 13.0323. 


C6.o4 


.gs 


Method 


GENSCAN 








Start 


10932 






End 


11543 








GI 


none 






Score 


.69 










10932. .11543 
















Seq. No. 


41031 






Seq. ID 


OJ990826_ 


_13 


.0323. 


C6 


Gene No. 


85035 






Strand 


+ 








Start 


13754 






End 


19508 








Name 


OJ990826 13.0323. 


C6.o5 


.gs 


Method 


GENSCAN 








Start 


13754 






End 


19508 








GI 


none 






Score 


.54 









41111 




Exons 13754. .15002, 15111 15547, 157 91 . . 1§958, 16091 .. 16907, 

17165. .17608, 17693. .18054, 18267.. 19508 



Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85035 


Strand 


+ 


Start 


13754 


End 


19508 


Name 


OJ990826 13.0323.C6.o3.np 


Method 


AAT/NAP 


Start 


13772 


End 


19505 


GI 


7228457 


Score 


5783 


Exons 


13772. .14256, 14321 .. 15974 , 


16038. .16871, 16994. .17890, 




17957. .19505 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Sypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85036 


Strand 


+ 


Start 


24513 


End 


24944 


Name 


OJ990826 13.0323.C6.o2.gp 


Method 


AAT/GAP 


Start 


24513 


End 


24944 


GI 


2428185 


Score 


721 


Exons 


24513. .24944 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 \1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804 


Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85037 


Strand 


+ 


Start 


31509 


End 


31996 


Name 


OJ990826 13.0323.C6.o4.gp 


Method 


AAT/GAP 


Start 


31509 


End 


31996 


GI 


uC-osflcypl62a07al 


Score 


682 


Exons 


31509. .31669, 31769.. 31996 






GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2.0e 


-40 (AF111709) polyp] 




[Oryza sativa subsp. indica] 


■ 




Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85038 


Strand 


+ 


Start 


34000 


End 


45559 


Name 


OJ990826 13.0323.C6.o7.np 


Method 


AAT/NAP 


Start 


34000 


End 


40457 


GI 


5302785 


Score 


1129 


Exons 


34000. .34152, 34514 .. 34793, 


35400. .35606, 37174 .. 37620 , 




39876. .40187, 40263.. 40457 






GI Descrip. 


(Z97340) putative epoxide hydrolase [Arabidopsis thaliana] 


Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85038 


Strand 


+ 


Start 


34000 


End 


45559 


Name 


OJ990826 13.0323.C6.o8.gs 


Method 


GENSCAN 


Start 


34479 


End 


35875 


GI 


none 


Score 


.92 


Exons 


34479. .34793, 35406 35606, 


35864. .35875 


Seq. No. 


41031 


Seq. ID 


OJ990826 13. 0323. C6 


Gene No. 


85038 


Strand 


+ 


Start 


34000 


End 


45559 


Name 


OJ990826 13.0323.C6.ol0.gs 


Method 


GENSCAN 



41112 




Start 


37405 


End 


37674 


GI 


none 


Score 


.79 


Exons 


37405. .37674 






Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85038 


Strand 


+ 


Start 


34000 


End 


45559 


Name 


OJ990826 13.0323.C6.o8.np 


Method 


AAT/NAP 


Start 


39805 


End 


42428 


GI 


7488672 


Score 


764 


Exons 


39805. .40181, 40263 40445, 


41139. .41371, 42185.. 42428 


GI Descrip. 


epoxide hydrolase homolog - 


soybean gi | 2764806 | emb | CAA55294 



(X78548) epoxide hydrolase [Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41031 
85038 
34000 

OJ990826_13.0323.C6.ol2.gs 
39879 



End 

Method 
End 

none Score 
39879. .40181, 40263 .. 40445, 41139. . 41371, 42185 
43043. .43163, 43280 43454 , 44174 .. 4 4226, 45094 
452.48. .45365, 45444.. 45559 



Seq. ID OJ990826_13.0323.C6 
Strand + 

45559 
GEN SCAN 
45559 
.84 



,42463, 
,45144, 



41031 Seq. ID 

85038 Strand 

34000 End 

OJ990826_13 . 0323 . C6 . o9 . np Method 

41261 End 

7489254 Score 
41261. .41371, 42185.. 42428 

probable epoxide hydrolase (EC 3.3.2.3) (clone EH10.1). - potato 
gi I 407944 |gb | AAA81892.il (U02497) epoxide hydrolase [Solanum 
tuberosum] 



OJ990826_13.0323.C6 
+ 

45559 
AAT/NAP 
42428 
354 



Seq. No. 41031 Seq. ID 

Gene No. 85038 . Strand 

Start 34000 End 

Name OJ990826_13 . 0323 . C6 . 06 . gp Method 

Start 43039 End 

GI 426881 Score 

Exons 43039. .43163, 43280.. 43484 

GI Descrip. 5302783/emb | CAB4 6032 . 1 | 1.0e-16 (Z97340) 
[Arabidopsis thaliana] 



OJ990826_13.0323.C6 
+ 

45559 
AAT/GAP 
43484 
468 



isomerase like protein 



Seq. No. 41031 

Gene No. 85038 

Start 34000 

Name OJ990826_13. 0323 .C6.ol0.np 

Start 43056 

GI 5302783 
Exons 



Seq. ID OJ990826_13.0323.C6 

Strand + 

End 45559 

Method AAT/NAP 

End 45553 

Score 601 



43056. .43163, 43280 .. 43454 , 44174 .. 4 4226, 44647 .. 44709, 
45094. .45144, 45248 .. 45365, 45444. .45553 
GI Descrip. (Z97340) isomerase like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



41031 
85039 



Seq. ID OJ990826_13.0323.C6 
Strand 



41113 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20153 End 33535 

OJ990826_13.0323.C6.o4.np Method AAT/NAP 

20129 End 26670 

5803259 Score 1935 

20129. .20803, 20909 .. 21082, 21176 .. 22068 , 22127 .. 22297, 

22392. .22754, 25780.. 26670 



GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



41031 
85039 
20153 

OJ990826_13.0323.C6.o6.gs 

20153 

none 

20153. .21053, 
22625. .22797, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



GJ990826_13.0323.C6 

33535 
GENSCAN 
23904 
.43 



21105. .21496, 
23185. .23654, 



21546. 
23798. 



.22107, 
.23904 



22396. .22613, 



41031 
85039 
20153 

OJ990826_13.0323.C6.o7.gs 

25918 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826_13.0323.C6 

33535 
GENSCAN 
33535 
.47 



.25918. .26310, 26356 .. 26464 , 27132 .. 27254 , 27299 .. 27436, 

28856. .28925, 29441 .. 29570, 2957 6 .. 29828 , 30194 .. 3024 4 , 

30863. .30891, 31080 .. 31731, 31927 .. 32090, 32375 .. 32517, 

32844. .32912, 33279 .. 33315, 33506.. 33535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41031 Seq. ID 

85039 Strand 

20153 End 

OJ990826_13.0323.C6.o5.np Method 

28103 End 

6063554 Score 

28103. .28275, 29348 29393, 



OJ990826_13.0323.C6 

33535 
AAT/NAP 
33185 
274 



29603. .29810, 32940. .33185 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



41031 Seq. ID 

85039 Strand 
20153 End 
OJ99082 6_13 . 0323 . C6 . 06 . np Method 
28166 End 
6983860 Score 
28166. .28201, 31047.. 32090 
(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

41031 Seq. ID 

85040 Strand 
36276 End 
OJ990826_13.0323.C6.o9.gs Method 
36276 End 
none - Score 
36276.-36637, 36738.. 36813 



OJ990826_13.0323.C6 

33535 
AAT/NAP 
32090 
997 



kafirin cluster; Ty3-Gypsy type 



OJ990826_13.0323.C6 

36813 
GENSCAN 
36813 
.87 



41114 




Seq. No. 


4103! 








Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85041 








Strand 




Start 


38147 








End 


39201 


Name 


OJ990826 13. 


0323. 


C6.oll 


.gs 


Method 


GENSCAN 


Start 


38147 








End 


39201 


GI 


none 








Score 


.68 


Exons 


38147. .38418 


, 38596. .38883, 


39144. .39201 


Seq. No. 


41031 








Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 








Strand 




Start 


42216 








End 


45580 


Name 


OJ990826 13. 


0323. 


C6.06. 


tm 


Method 


TBLASTX: Maize 


Start 


1951 








End 


6189 


GI 


none 








Score 


71 


Exons 


1951. .2001, 


2253. 


.2366, 


2254 


..2382, 2374. .2556, 2406. .2555, 




5530. .5574, 


5867 . 


.6013, 


5886 


..6026, 6019.. 6189, 6021.. 6179, 




6112. .6186 












Seq. No. 


41031 








Seq. ID 


OJ990826_13. 0323. C6 


Gene No. 


85042 








Strand 




Start 


42216 








End 


45580 


Name 


OJ990826 13. 


0323. 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


1957 








End 


6187 


GI 


none 








Score 


72 


Exons 


1957. .2001, 


2253. 


.2354, 


2254 


..2508, 2406.. 2501, 5409.. 5483, 




5529. .5570, 


5530. 


.5574, 


5761 


..5784, 5867.. 6016, 5886.. 6020, 




5886. .6023, 


6019. 


. 6138, 


6024 


..6137, 6134. .6187 


Seq. No. 


41031 








Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 








Strand 




Start 


42216 








End 


45580 


Name 


OJ990826 13. 


0323. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2253 








End 


6192 


GI 


none 








Score 


278 


Exons 


2253. .2354, 


2254 . 


. 2550, 


5530 


..5574, 5885. .5974, 5886. .6020, 




6019. .6192, 


6021 . 


. 6191 








Seq. No. 


41031 








Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 








Strand* . 




Start 


42216 








End 


45580 


Name 


OJ990826 13. 


0323. 


C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2253 








End 


6192 


GI 


none 








Score 


290 


Exons 


2253. .2339, 


2254. 


.2550, 


2436 


..2549, 5530.. 5574, 5712.. 5738, 




5885. .6019, 


5886. 


.6020, 


6019 


..6192, 6027.. 6185 


Seq. No. 


41031 








Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 








Strand 




Start 


42216 








End 


45580 


Name 


OJ990826 13. 


0323. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


10878 








End 


11474 


GI 


none 








Score 


148 


Exons 


10878. .11177 


, 10934. .11062, 


11078. .11473, 11079. .11474, 




11178. .11474 












Seq. No. 


41031 








Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 








Strand 





41115 




Start 


42216 




End 


45580 


MaiDP 


OJ990826 13 0323 C6 


. olO . tw 


Method 


TBLASTX : Wheat 




14491 ~~ 




End 


14833 


rij 

VJ-L 


none 




Score 


110 




14 4 91. . 14583, 144 95 


. . 14593, 


14560. .14799, 14561.. 14833 




41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 




Start 


42216 




End 


; 45580 


Name 


OJ990826 13. 0323. C6 


. o7 . tw 


Method 


TBLASTX: Wheat 




15357 ~~ 




End 


44211 


VJ-L 


none 




Score 


104 


P* von q 


15357 15461. 43074 


. . 43163, 


43094. .43165, 43095 .. 43163, 




43277 . .43456, 43277 


. .43462, 


44172. .44204, 44173. .4 4211 


Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 




Start 


42216 




End 


45580 


Name 


OJ990826 13. 0323. C6 


.oil . tw 


Method 


TBLASTX: Wheat 


Start 


15604 ~ 




End 


15937 


GT 


none 




Score 


76 




15604 15693. 15697 


. . 15918, 


15698. .15937 


Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 




Start 


42216 




End 


45580 


IN CLtllC 


OJ990826 13 0323 C6 


. ol . tw 


Method 


TBLASTX: Wheat 


Of a r f 
O Lai L. 


1 604 R ~~ 




End 


16507 




none 




Score 


555 




16045 16506 16046 


16507 






Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 




Start 


42216 




End 


45580 


Name 


OJ990826 13 0323 C6 


• 06 . t s 


Method 


TBLASTX: Soybean 


Start 


16085 ~~ 




End 


16450 


GI 


none 




Score 


113 




16085 16309. 16316 


16450 






Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 




Start 


42216 




End 


45580 


Name 


OJ990826 13. 0323. C6 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


16175 ~~ 




End 


16531 


GI 


none 




Score 


375 




16175 16531 16216 


16521 






Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 




Start 


42216 




End 


45580 


Name 


OJ990826 13 0323 C6 


. o7 . tm 


Method 


TBLASTX :Maize 


Start 


16558 




End 


16942 


GI 


none 




Score 


352 


Exons 


16558. .16815, 16559 


. .16942 






Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


Gene No. 


85042 




Strand 





41116 




Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


16616 




End 


17020 




GI 


none 




Score 


466 




Exons 


16616. .17020, 16621. 


.16983 








Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323. 


,C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13.0323.C6. 


o5.ts 


Method 


TBLASTX : Soybean 




Start 


16694 




End 


17064 




GI 


none 




Score 


234 




Exons 


16694. .17032, 16708. 


.16815, 


17014. .17064 




Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 , 




Name 


OJ990826 13. 0323. C6. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


17416 




End 


17868 




GI 


none 




Score 


208 




Exons 


17416. .17637, 17436. 


.17657, 


17716. .17868, 17727. .17867 




Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


.85042 




.Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


o7 ..ts . 


Method 


TBLASTX: Soybean 




Start 


17539 




End 


18105 




GI 


5666795 




Score 


56 




Exons 


17539. .17637, 17731. 


.17868, 


17917. .18105 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


18375 




End 


18709 




GI • 


none 




Score 


315 




Exons 


18375. .18698, 18494. 


.18685, 


18569. .18709 




Seq. No. 


41031 




Seq. ID 


OJ990826JL3.0323 


.C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


18512 




End 


18893 




GI 


none 




Score 


383 




Exons 


18512. .18568, 18513. 


.18893, 


18614. .18880 




Seq. No. 


41031 




Seq. ID 


OJ990826JL3.0323 


-C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


18896 




End 


19496 




GI 


none 




Score 


110 




Exons 


18896. .19123, 18897 


.19184, 


18898. .18936, 18899. . 18997, 






19032. .19145, 19037 


.19177, 


19051. .19185, 19371. .19496, 





19373. .19492 

41117 



Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


31401 




End 


31691 




GI 


none 




Score 


42 




Exons 


31401. .31463, 31428. 


.31691, 


31504. .31665 




Seq. No. 


41031 - 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


08 . tw 


■ Method 


TBLASTX: Wheat 




Start 


31572 




End 


31928 




GI 


none 




Score 


74 




Exons 


31572. .31928, 31573. 


.31713, 


31750. .31920 




Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


85042 




. Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


34509 




End 


40133 




GI 


none 




Score 


289 




Exons 


34509. .34745, 34514. 


.34744, 


39884. .40132, 39885. .40133 




Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No . 


85042 




Strand 






Start 


42216 




End 


45580 ' 




Name 


OJ990826 13. 0323. C6. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


34509 




End 


40439 




GI 


none 




Score 


60 




Exons 


34509. .34553, 34514. 


. 34546, 


34590. .34745, 34595 .. 34714, 






35390. .35506, 35391. 


.35531, 


35394. .35507, 39894 .. 39962, 






39902. .39958, 39962. 


.40102, 


39963. .40133, 40253 .. 40288, 






40263. .40364, 40278. 


.40370, 


40280. .40375, 40362. .40439 




Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No . 


85042 




Strand 






Start \ 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


34515 




End 


40439 




GI 


none 




Score 


40 




Exons 


34515. .34553, 34590. 


.34745, 


34595. .34744, 35400 .. 35507, 






35405. .35527, 35574. 


.35600, 


39903. .39956, 39944 40132, 






39948. .40133, 40235. 


.40390, 


40256. .40288, 40275 40409, 






40413. . 40439 










Seq. No. 


41031 




Seq. ID 


OJ990826_13.0323 


.C6 


Gene No. 


85042 




Strand 






Start 


42216 




End 


45580 




Name 


OJ990826 13. 0323. C6. 


ol2.tw 


Method 


TBLASTX: Wheat 




Start 


34590 




End 


40109 




GI 


none 




Score 


186 




Exons 


34590. .34730, 34590. 


.34643, 


34595. .34720, 39944 .. 40108, 





39948. .40109 



Seq. No. 
Gene No. 



41031 
85042 



Seq. ID OJ990826_13.0323.C6 
Strand 



41118 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42216 
OJ990826 
35397 
none 
35397. 
37161. 
37590. 
40380. 
42177. 



13.0323.C6.ol.tm 



35546, 
37268, 
37655, 
40445, 
42428 



35399. 
37321. 
40224. 
41262. 



.35608, 
.37656, 
.40367, 
.41369, 



41031 
85042 
42216 

OJ990826_13.0323.C6.o3.ts 
35544 
none 

35544. .35606, 37318 .. 37656, 



End 

Method 

End 

Score 



45580 

TBLASTX: Maize 

42428 

317 



35400. 
37336. 
40275. 
42176. 



.35606, 
.37476, 
.40367, 
.42427, 



37147. 
37368. 
40379. 
42177. 



.37269, 
.37520, 
.40447, 
.42428, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826_13.0323.C6 
45580 

TBLASTX : Soybean 

42437 

66 



37368. .37496, 41268. 



42185. .42427, 42185 .. 42259, 4218 6 .. 42428 , 42186. 



.41372, 
.42437 



41031 
85042 
42216 

OJ990826_13.0323.C6.o2.tc 

37318 

none 

37318. .37656, 37371 ,. 37526, 
42180. .42431 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826_13.0323.C6 
45580 

TBLASTX: Cress 

42431 

343 



41265. .41369, 42180. .42428, 



Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 


Strand 




Start 


42216 


End 


45580 


Name 


OJ990826 13.0323.C6.o4.tw 


Method 


TBLASTX: Wheat 


Start 


37360 


End 


42428 


GI 


none 


Score 


336 


Exons 


37360. .37656, 37368 .. 37520, 


41328. .41372, 42170 .. 42406, 




42174. .42428, 42174.. 42428 






Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 


Strand 




Start 


42216 


' End 


45580 


Name 


OJ990826 13.0323.C6.o5.gp 


Method 


AAT/GAP 


Start 


42216 


End 


42652 


GI 


uC-osflcyp067a05al 


Score 


859 


Exons 


42216. .42652 






GI Descrip. 


'407940 2.0e-16 (U02495) epoxide hydrolase [Solanum tuberosum] 


Seq. No. 


41031 


Seq. ID 


OJ990826_13.0323.C6 


Gene No. 


85042 


Strand 




Start 


42216 


End 


45580 


Name 


OJ990826 13.0323.C6.o4.tm 


Method 


TBLASTX: Maize 


Start 


43074 


End 


45580 


GI 


none 


Score 


115 


Exons 


43074. .43163, 43094 .. 43165, 


43095. .43163, 43159 .. 43284 , 



43277. .43456, 43279 .. 43455, 43388 .. 43459, 44171 .. 44218, 

44172. .44219, 44 173 .. 44226, 44173 .. 44235, 44 632 .. 44709, 

44633. .44707, 44646. . 44711, 44647 .. 44712, 45084 45146, 

45094. .45147, 45238.-45369, 45242 .. 45367, 45442 .. 45579, 



41119 



45443. .45580 



Seq. No. 41031 

Gene No. 85042 

Start 42216 

Name OJ990826_13 . 0323 . C6 . o4 . tc 

Start 43094 

GI none 

Exons 43094. .43165, 43095 43163, 
43334. .4 3456, 43411. .43455, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990826 13. 0323. C6 



45580 

TBLASTX: Cress 
44715 
96 

43277. .43327, 43279 .. 43326, 
44173. .44238, 44 653. .44715 



Seq. No. 41031 
Gene No. 85042 
Start 42216 

Name OJ990826_13 . 0323 . C6 . o4 . ts 

Start 43094 
GI none 
Exons. 43094. 

43334. 

44646. 

45242. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826_13.0323.C6 
45580 

TBLASTX : Soybean 

45544 

99 



.43165, 43095. .43163, 43277 .. 4 3327 , 43279 43326, 

,43456, 43388.-43459, 44173 .. 44226, 44632 44703, 

,44702, 44647. .44712, 45094 .. 45159, 45116 .. 45160, 

,45367, 45244. .45369, 45442 .. 45534 , 45443.. 45544 





Seq. No. 


41032 






Seq. ID 


OJ990826_ 




Gene No . 


85043 






Strand 


+ 




Start 


4566 






End • 


5721 




Name 


OJ990826 13.0323 


.C7.o3. 


gs 


Method 


GENSCAN 


lFI 


Start 


4566 






End 


5721 




GI 


none 






Score 


.71 


?^ 


F.xon 


4566 .4570, 4627 


. .4675, 


4761. 


.4846, 5601.. 5721 




Seq. No. 


41032 






Seq. ID 


OJ990826 




Gene No. 


85044 






Strand 


+ 




Start 


16266 






End 


16940 




Name 


OJ990826 13.0323 


.C7.o6. 


gs 


Method 


GENSCAN 




Start 


16266 






End 


16940 




GI 


none 






Score 


.75 




Exons 


16266. .16940 












Seq. No. 


41032 






Seq. ID 


OJ990826 




Gene No. 


85045 






Strand 






Start 


188 






End 


388 




Name 


OJ990826 13.0323 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


188 






End 


388 




GI 


none 






Score 


.7 




Exons 


188.. 388 












Seq. No. 


41032 






Seq. ID 


OJ990826 




Gene No. 


85046 






Strand 






Start 


1475 






End 


3868 




Name 


OJ990826 13.0323 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


1475 






End 


3868 




GI 


none 






Score 


.9 




Exons 


1475. .3868 












Seq. No. 


41032 






Seq. ID 


OJ990826 




Gene No. 


85046 






Strand 






Start 


1475 






End 


3868 



41120 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. „ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990826__13.0323.C7.ol.np Method AAT/NAP , 

1478 End 3858 

7428024 Score 571 

1478. .2406, 2438. .3858 

S-receptor kinase (EC 2.7.1.-) T20K24.15 precursor - Arabidopsis 
thaliana gi | 3176715 I gb| AAD12030. 1 1 (AC002392) putative 
receptor-like protein kinase [Arabidopsis thaliana] 



41032 Seq. ID 

85047 Strand 

64 64 End 

OJ99082 6_13 . 0323 . C7 . o4 . gs Method 

64 64 End 

none Score 

6464. .8647, 10984. .11142 



OJ990826__13.0323.C7 

11175 
GEN SCAN 
11142 
.99 



OJ990826 13. 0323. C7 



41032 Seq. ID 

85047 Strand 
6464 End 11175 

0 J990826__13 . 0323 . C7 . o2 . np Method AAT/NAP 

6479 End 11175 

7486735 Score 1979 

6479.-8647, 10984. .11175 

hypothetical protein F9D16.170 - Arabidopsis thaliana 
gi I 4454039 |emb|CAA23036.1| (AL035394) putative Na+/H+-exchanging 
protein [Arabidopsis thaliana] gi | 7269218 | emb | CAB79325 . 1 1 
(AL161559) putative Na+/H+-exchanging protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41032 
85048 
12590 

OJ990826_13.0323.C7.o2.ts 

1427 

none 

1427. .1639, 1643. .1867, 1728. 
2069.. 2125 

41032 
85048 
12590 

OJ990826_13.0323.C7.ol.tc 

1490 

none 

1490.. 1636, 1628.. 1690, 1721. 
2069.. 2278, 2070.. 2252, 2279. 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method TBLASTX : Soybean 

End 2125 

Score 54 

.1829, 1881.. 2009, 1883.. 2068, 



Seq. ID OJ990826__13.0323.C7 
Strand 

End 16507 
Method TBLASTX : Cress 
End 34 42 

Score 91 

.1966, 1721.. 2053, 1725.. 2009, 
.2383, 2280.. 2351, 3284.. 3442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41032 
85048 
12590 

OJ990826_13.0323.C7.o2.tm 

1727 

none 

1727. .2047, 1881. .1973, 2060. 

41032 
85048 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method TBLASTX : Mai ze 

End 2317 

Score 71 
.2317, 2127.. 2315 



Seq. ID 
Strand 



OJ990826 13. 0323. C7 



41121 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


,C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1817 








End 


2207 


GI 


none 








Score 


77 


Exons 


1817. .2053, 


1817 


. .2206, 


1884. 


.2207 




Seq. No. 


41032 








Seq. ID 


OJ990826_13.0323.C7 


Gene No. 


85048 








Strand 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start . 


6690 








End 


7043 


GI 


none 








Score 


71 


Exons 


6690. .6794, 


6863 


. .7042, 


6864. 


.7043 




Seq. No. 


41032 








'Seq. ID 


OJ990826_13.0323.C7 


Gene No. 


85048 








Strand 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


.C7.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


6863 








End 


7069 


GI 


none 








Score 


84 


Exons 


6863. .7069, 


6963 


. .7058 








Seq. No. 


41032 








Seq. ID 


OJ990826_13.0323.C7 


Gene No. 


85048 ' 








Strand 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6893 








End 


7577 


GI 


none 








Score 


173 


Exons 


6893. .7246, 


6972 


. .7247, 


7301. 


.7576, 7302. .7577 


Seq. No. 


41032 








Seq. ID 


OJ990826_13.0323.C7 


Gene No. 


85048 








Strand 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6926 








End 


7651 


GI 


none 








Score 


116 


Exons 


6926. .7246, 


6963 


. .7241, 


7298. 


.7405, 7406. .7624, 7419. .7538, 




7547. .7651, 


7554 


. .7649 








Seq. No. 


41032 








Seq. ID 


OJ990826_13.0323.C7 


Gene No. 


85048 








Strand 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


.C7.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7097 








End 


7510 


GI 


none 








Score 


55 


Exons 


7097. .7246, 


7098 


. .7220, 


7295. 


.7417, 7314. .7406, 7412. .7510 


Seq. No. 


41032 








Seq. fD 


OJ990826_13.0323.C7 


Gene No. 


85048 








Strand 




Start 


12590 








End 


16507 


Name 


OJ990826 13 


.0323 


.C7 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


7580 








End 


7913 


GI 


none 








Score 


276 


Exons 


7580. .7912, 


7581 


. .7913 








Seq. No. 


41032 ' 








Seq. ID 


OJ990826_13.0323.C7 


Gene No. 


85048 








Strand 





41122 



Start 


12590 






Name 


OJ990826 13. 


0323. 


C7 .o5. tm 


Start 


8171 






GI 


none 






Exons 


8171. .8278, 


8175. 


.8360, 8222. 


Seq. No. 


41032 






Gene No. 


85048 






Start 


12590 






Name 


OJ990826 13. 


0323. 


C7.o5.tc 


Start 


8277 






GI 


none 






Exons 


8277. .8369, 


8279. 


.8368, 8435. 



End' 
Method 
End 
Score 



16507 

TBLASTX: Maize 

8482 

85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



10985. .11143 

41032 
85048 
12590 

OJ990826JL3.0323.'C7.o5.gs 
12590 
none 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method TBLASTX : Cress 

End 11143 

Score 75 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method GENSCAN 

End 14911 

Score .66 



12590. .12607, 13477 .. 14286, 14388 14582, 14 669 . .. 14 911 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method AAT/GAP 

End 13928 

Score 901 



41032 
85048 
12590 

OJ990826_13.0323.C7.ol.gp 
13461 

LIB3432-041-P1-K1-D3 
13461. .13928 

f 5302783/emb | CAB46032.il 1.0e-16 (Z97340) isomerase like protein 
[Arabidopsis thaliana] ' 



41032 
85048 
12590 

OJ990826_13.0323.C7.o3.np 
13504 
7329666 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method AAT/NAP 

End 15570 . 

Score 742 



13504. .14286, 14388 .. 14582, 14669. . 14998, 15524.. 15570 
(AL162351) (1-4) -beta-mannan endohydrolase-like protein 
[Arabidopsis thaliana] 



41032 
85048 
12590 

OJ990826_13.0323.C7.ol.ts 
13600 

none 

13600. .13698, 13702 .. 13830 , 137 18 .. 13783, 13841 .. 14032, 
13843. .14031, 14062. .14301, 14120 .. 14284 , 14 388 .. 14585, 
14389. .14583, 14669 .. 14872 , 14685.. 14930 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method TBLASTX : Soybean 

End 14 930 

Score 56 



41032 
85048 
12590 

OJ990826 13.0323.C7.o3.tm 



Seq. ID OJ990826_13.0323.C7 
Strand 

End 16507 

Method TBLASTX : Maize 



41123 




Start 


13705 




End 


14299 




GI 


none 




Score 


44 




Exons 


13705. .13821, 13714. 


.13821, 


13843. .13947, 13844 .. 13945, 






13954. .14034, 13955. 


.14005, 


14059. .14292, 14105 .. 14287 , 






14176. .14289, 14183. 


.14299 








Seq. No. 


41032 




Seq. ID 


OJ990826_13.0323 


.C7 


Gene No. 


85048 




Strand 






Start 


12590 




End 


16507 




Name 


OJ990826 13. 0323. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


13870 




End 


14262 




GI 


none 




Score 


65 




Exons 


13870. .14106, 13871. 


.14005, 


14080. .14259, 14105 .. 14260, 






14179. .14262, 14186. 


.14260 








Seq. No. 


41032 




Seq. ID 


OJ990826_13.0323 


.C7 


Gene No. 


85048 




Strand 






Start 


12590 




End 


16507 




Name 


OJ990826 13. 0323. CI. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


13957 




End 


14495 




GI 


none 




Score 


145 




Exons 


13957. .14052, 14047. 


.14304, 


14108. .14290, 14176. .14301, 






14195. .14311, 14379. 


.14495, 


14380. .14463 




Seq. No. 


' '41032 




Seq. ID 


OJ990826JL3.0323 


.C7 


Gene No . 


85048 




Strand 






Start 


12590 




End 


16507 




Name 


OJ990826 13. 0323. C7. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


14529 




End 


14872 




GI 


none 




Score 


50 




Exons 


14529. .14585, 14539. 


.14583, 


14669. .14872, 14673.. 14855 




Seq. No. 


41032 




Seq. ID 


OJ990826_13.0323 


.C7 


Gene No. 


85048 




Strand 






Start 


12590 




End 


16507 




Name 


OJ990826 13. 0323. C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14547 




End 


14929 




GI 


none 




Score 


49 




Exons 


14547. .14585, 14548. 


.14583; 


14669. .14872, 14670 14873, 






14873. .14920, 14879. 


.14929 








Seq. No. 


41032 




Seq. ID 


OJ990826_13.0323 


.C7 


Gene No. 


85048 




Strand 






Start 


12590 




End 


16507 




Name 


OJ990826 13. 0323. C7. 


o2 . gp 


Method 


AAT/GAP 




Start 


14891 




End 


16507 




GI 


426204 




Score 


518 




Exons 


14891. .14958, 16293. 


.16507 








Seq. No. 


41033 




Seq. ID 


OJ990826_13.0323 


.C8 


Gene No. 


85049 




Strand 


+ 




Start 


1 




End 


653 




Name 


OJ990826 13. 0323. C8 . 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


653 




GI 


7510076 




Score 


99 




Exons 


1..34, 300. .653 











GI Descrip. hypothetical protein Y50E8A.i - Caenorhabditis elegans 



41124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41033 
85050 
1841 

OJ990826_13.0323.C8.ol.gs 
1841 
none 

1841. .2108 

41034 
85051 
274 

OJ990826_13.0323.C9.ol.gs 
274 
none 

274.. 1158, 1232.. 1426, 1493.. 1858 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990826_13.0323.C8 

2108 
GENSCAN 
2108 
.59 



OJ990826_13.0323.C9 

1858 
GENSCAN 
1858 
.79 



OJ990826 13. 0323. C9 



41034 Seq. ID 

85051 Strand 
274 End 1858 

OJ99082 6_13 . 0323 . C9 . ol . np Method AAT/NAP 

445 End 1858 

7489034 Score 638 

.445.. 1158,. 1232... 1300, 1385.. 1426, 1532.. 1858 
mannan endo-1, 4-beta-mannosidase (EC 3.2.1.78) - tomato 
gi | 2655008 | gb | AAB87859 . 1 1 (AF017144 ) { 1-4 ) -beta-mannan 
endohydrolase [Lycopersicon esculentum] 



41034 
85051 
274 

OJ990826_13.0323.C9.ol.ts 

469 

none 

469.. 603, 577.. 699, 587.. 691, 
979.. 1164, 992. 
1557. .1625 



Seq. ID OJ990826_13.0323.C9 
Strand 
End 

Method 
End 
Score 
601. .900, 



,1159, 1232.. 1429, 1272 



1858 

TBLASTX : Soybean 
1735 
60 

689. .901, 931. .990, 
.1427, 1532. .1735, 



41034 
85051 
274 

OJ990826_13.0323.C9.ol.tm 

571 

none 



Seq. ID OJ990826_13.0323.C9 



Strand 

End 

Method 

End 

Score 



1858 

TBLASTX: Maize 

1164 

148 



571. .690, 712. .816, 823. .903, 928. .987, 994. .1164, 995. .1156 



Seq. No. 


41034 




Seq. ID 


OJ990826_13.0323 


.C9 


Gene No. 


85051 




Strand 






Start 


274 




End 


1858 




Name 


OJ990826 13. 0323. C9. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


739 




End 


1132 




GI 


none 




Score 


60 




Exons 


739. .975, 740. .862, 


949. .987, 


994. .1131, 995. .1132 




Seq. No. - 


41034 




Seq. ID 


OJ990826JL3.0323 


.C9 


Gene No. 


85051 




Strand 






Start 


274 




End 


1858 





41125 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990826_13.0323.C9.ol.tc Method TBLASTX: Cress 

916 End 1333 

none Score 119 

916. .984, 979. .1164, 995. .1159, 1214. .1333 



41034 Seq. ID 

85051 Strand 

.274 End 

OJ990826_13.0323.C9.o2.tc Method 

1337 End 

none Score 
1337.. 1429, 1529.. 1735 



OJ990826_13.0323.C9' 
1858 

TBLASTX: Cress 

1735 

144 



Seq. No. 


41034 


Seq. ID 


OJ990826_13.0323.C9 


Gene No. 


85051 


Strand 




Start 


274 


End 


1858 


Name 


OJ990826 13.0323.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


1391 


End 


1763 


GI 


none 


Score 


49 


Exons 


1391.. 1429, 1392.. 1427, 1530. 


.1625, 1532. .1738, 1533. .1742, 




1736.. 1762, 1737.. 1763 






Seq. No. 


41035 


Seq. ID 


OJ990826_13. 0323. C10 


Gene No. 


85052 


Strand 


+ 


Start 


314 


End 


888 


Name 


OJ990826 13.0323.C10.ol.gs 


Method 


GEN SCAN 


Start 


314 


End 


888 


GI 


none 


Score 


.42 


Exons 


314. .413, 783. .888 






Seq. No. 


41036 


Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85053 


Strand 




Start 


1 


End 


4576 


Name 


OJ990826 13.0323.Cll.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


4383 


GI 


7295587 


Score 


42 


Exons 


1..26, 4251. .4383 






GI Descrip. 


(AE003571) CG1412 gene product [Drosophila melanogaster] 


Seq. No. 


41036 


Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85053 


Strand 




Start 


1 


End 


4576 


Name 


OJ990826 13.0323.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1310 


End 


2982 


GI 


8163 1.R1084 


Score 


1200 


Exons 


1310. .1559, 2154. .2315, 2738. 


.2982 




GI Descrip. 


f 5733872/gb|AAD49760.1 |AC007932_8 8 . Oe 


-27 (AC007932) Similar 



gi 4 982048 ribosomal protein L18 from Thermotoga maritima genome 
gb_AE001798. ESTs gb_Z35613, gb_T75951, gb_T22182, gb_T45962, 
gb_H76281 and gb_AI100025 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41036 Seq. ID 

85053 Strand 

1 End 

OJ990826_13.0323.Cll.ol.gs Method ; 

1410 End 



OJ990826_13.0323.C11 

4576 

GENSCAN 

2938 



41126 




GI 


none 








Score 


.9 


Exons 


1410. .1559, 


2154. 


.2315, 


2738. 


.2938 




Seq. No. 


41036 








Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85053 








Strand 




Start 


1 








End 


4576 


Name 


OJ990826 13 


0323. 


Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1413 








End 


2935 


GI 


5733872 








Score 


393 


Exons 


1413. .1559, 


2154. 


^2315, 


2738. 


.2935 





GI Descrip. (AC007932) Similar to gi 14982048 ribosomal protein L18 from 
Thermotoga maritima genome gb|AE001798. ESTs gb|Z35613, 
gb|T75951, gb|T22182, gb|T45962, gb|H76281 and gb|AI100025 come 
from this gene. [Arabidopsis thaliana] 



Seq. No. 


41036 








Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85053 








Strand 




Start 


1 








End 


4576 


Name 


OJ990826 13 


. 0323. 


Cll.o2 


.gs 


Method 


GENSCAN 


Start 


3626 








End 


4576 


GI 


none 








Score 


1 


Exons 


3626. .4576 












Seq. No. 


41036 








Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85054 ' 








Strand 




Start 


9215 








End 


9734 


Name 


OJ990826_13 


.0323. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1347 








End 


2329 


GI 


none 








Score 


87 


Exons 


1347. .1559, 


1413. 


.1550, 


1423. 


.1560, 2154. .2318, 2158. .2316, 




2207. .2329 












Seq. No. 


41036 








Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85054 








Strand 




Start 


9215 








End 


9734 


Name 


OJ990826 13 


.0323. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1357 








End 


1560 


GI 


none 








Score . 


274 


Exons 


1357. .1560, 


1362. 


.1559 








Seq. No. 


41036 








Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85054 








Strand 




Start 


9215 








End 


9734 


Name 


OJ990826 13 


.0323. 


Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2149 








End 


2942 


GI 


none 








Score 


229 


Exons 


2149. .2316, 


2154. 


.2318, 


2159. 


.2317, 2690.. 2785, 2736.. 2810, 




2876. .2941, 


2883. 


.2942 








Seq. No. 


41036 








Seq. ID 


OJ990826_13.0323.C11 


Gene No. 


85054 








Strand 




Start 


9215 








End 


9734 


Name 


OJ990826 13 


.0323. 


Cll.o3 


. gs 


Method 


GENSCAN 


Start 


9215 








End 


9592 


GI 


none 








Score 


.67 


Exons 


9215. .9592 













41127 





Seq. No. 


41036 








Seq. ID 


OJ990826 


_13.0323.C11 




Gene No. 


85054 








Strand 








Start 


9215 








End 


9734 






Name 


OJ990826 13 


.0323 


.Cll.o2. 


gp 


Method 


AAT/GAP 






Start 


9434 








End 


9734 






GI 


none 








Score 


586 






Exons 


9434. .9734 
















Seq. No. 


41037 








Seq. ID 


OJ990826 


_13.0323.C12 




Gene No. 


85055 








Strand 


+ 






Start 


679 








End 


2596 






Name 


OJ990826 13 


.0323 


.C12.ol. 


gs 


Method 


GENSCAN 






Start 


679 








End 


2596 






GI 


none 








Score 


.45 






Exons 


679.-728, 1523.. 


1649, 2486. .2596 








Seq. No. 


41038 








Seq. ID 


OJ990826 


_13.0323.C13 




Gene No. 


85056 








Strand 


+ 






Start 


1804 








End 


2710 






Name 


OJ990826 13 


.0323 


,C13.ol. 


gs 


Method 


GENSCAN 






Start 


1804 








End 


2710 • 






GI 


none 








Score 


.41 






Exons 


1804 . .2015, 


2197 


. .2351, 


2502. 


.2710 






C3 


Seq. _No. . 


41038 








Seq. ID 


OJ990826, 


_13.0323.C13 


- ~5 


Gene No. 


85057 








Strand 


+ 






Start 


2705 








End 


3146 




L 1 £ 


Name 


OJ990826 13 


.0323 


.C13.ol. 


gp 


Method 


AAT/GAP 






Start 


2705 








End 


3146 




e. _ s 


GI 


none 








Score 


838 




'~'t 


Exons 


2705. .3146 
















Seq. No. 


41038 








Seq. ID 


OJ990826 


_13.0323.C13 




Gene No. 


85058 








Strand 






= 


Start 


3137 








End 


6529 






Name 


OJ990826 13 


.0323 


.C13.ol. 


np 


Method 


AAT/NAP 






Start 


3131 








End 


6529 






GI 


3775987 








Score 


1335 




IT ~" 


Exons 


3131. .3215, 


3630 


. .3801, 


3832. 


.3949, 4250.. 4345, 


4622. .4765, 






5148. .5525, 


5894 


. .6118, 


6424. 


.6529 






f * = 


GI Descrip. 


(AJ010457) 


RNA helicase 


[Arabidopsis thaliana] 






Seq. No. 


41038 








Seq. ID 


OJ990826 


_13.0323.C13 




Gene No. 


85058 








Strand 








Start 


3137 








End 


6529 






Name 


OJ990826 -13 


.0323 


.C13.o2. 


gs 


Method 


GENSCAN 






Start 


3137 








End 


6118 






GI 


none 








Score 


.88 






Exons 


3137. .3237, 


3630 


. .3788, 


3859. 


.3949, 4250.. 4345, 


4622. .4765, 






5148. .5525, 


5894 


. .6118 












Seq. No. 


41038 








Seq. ID 


OJ990826 


_13.0323.C13 




Gene No. 


85058 








Strand 








Start 


3137 








End 


6529 






Name 


OJ990826 13 


.0323 


.C13.ol. 


tc 


Method 


TBLASTX : < 


Cress 




Start 


3140 








End 


6522 






GI 


none 








Score 


40 





41128 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3140. .3208, 3751. .3771, 3888. .4019, 3905. .3952, 4247. .4348, 

4607. .4768, 4626. .4766, 4637. .4768, 5148.. 5525, 5194. .5439, 

5485. .5523, 5891. .6118, 5892. .6119, 5956. .6126, 6419. .6466, 
6421.. 6522 



41038 
85058 
3137 

.OJ990826_13.0323.C13.ol.ts 
3143 
none 

3143.. 3214/ 3905.. 3952, 4247. 
4715. .4768, 4737. .4769, 5111. 
5146.. 5283, 5148. .5525, 5891. 

41038 
85058 
3137 

OJ990826_13.0323.C13.ol.tm 

3649 

none 

3649.-3747, 3649.. 3717, 3685. 
,3950, 3894.. 3950, 3895. 
,4633, 4607. .4768, 4620. 
,5524, 5148.. 5525, 5891, 



3747. 
4586, 
5147. 

5898. .6119, 6417. .6518, 6421. 



41038 
85058 
3137 

OJ990826_13.0323.C13.o2.gp 
3652 

8497_1.R1084 
3652. .3949, 4250. .4345, 



Seq. ID OJ990826_13.0323.C13 
Strand 

End 6529 

Method TBLASTX : Soybean 

End 6522;-/''" 
Score 101 

.4348, 4607. .4723, 4620. .4715, 
.5284, 5137.. 5439, 5139.. 5525, 
.6118, 5892.. 6119, 6421. .6522 

Seq. ID OJ990826_13.0323.C13 
Strand 

End 6529 
Method TBLASTX : Maize 
End 6524 
Score 75 

.3756, 3731. .3820, 3739. .3873, 
.3954, 4247. .4345, 4261. .4341, 
.4769, 4818. .4859, 5144. .5527, 
.6118, 5895.. 6119, 5896.. 6120, 
.6522, 6422.-6472, 6423.-6524 



OJ990826 13.0323.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4765, 5148.. 5525, 5894.. 5936 
'3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11), similar to' DEAD-box helicases [Arabidopsis thaliana] 1 



6529 
AAT/GAP 
5936 
1755 



4622. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990826 13.0323.C14 



41039 
85059 
1 

OJ990826_13.0323.C14.ol.gp 

1 

286926 

1..175, 273. .406, 1411. .1573 

3047077 7.0e-17 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase_C.hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 



1821 
AAT/GAP 
1573 
804 



41039 
85059 
1 

OJ990826_13.0323.C14.ol.np 
1 

3775987 



1821 
AAT/NAP 
1821 
459 

1..186, 278. .406, 1411. .1506, 1534. .1821 
(AJ010457) RNA helicase [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990826 13.0323.C14 



41129 



Seq. ID OJ990826_13.0323.C14 
Strand 



Seq. No. 41039 

Gene No. 85059 

Start 1 

Name OJ990826_13 . 0323 . C14 . ol . tm 

Start 1 

GI none 

Exons 1..99, 3. .134, 9. .113, 14. .133, 100. .177, 123. .182, 255.-389, 
272. .391 



End 

Method 

End 

Score 



1821 

TBLASTX: Maize 

391 

174 



£5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41039 Seq. ID 

85059 Strand 
1 End 
OJ990826_13 . 0323 . C14 . o2 . tm Method 
1410 End 
none Score 
1410. .1511, 1411. .1512, 1588. .1635 

41040 

85060 Strand 
1 End 
OJ990826_13 . 0323 . C15 . ol . np Method 
1 End 
6671963 Score 
1..38, 592. .665, 1813. .1962, 2096. . 2381, 2537 .. 2571 
(AC013454) unknown protein [Arabidopsis thaliana] 



OJ990826_13.0323.C14 
1821 

TBLASTX: Maize 
1635 
147 



Seq. ID OJ990826_13.0323.C15 
+ 

2571 
AAT/NAP 
2571 
740 



41040 
85060 
1 

OJ990826_13.0323.C15.ol.gs 

551 

none 

551. .665, 1813. .1885 

41040 
85061 
584 

OJ990826_13.0323.C15.ol.tm 
2 

none 



Seq. ID OJ990826_13.0323.C15 

Strand + 

End 2571 

Method GENSCAN 

End 1885 

Score .58 



Seq. ID OJ990826_13.0323.C15 



Strand 
End 

Method 

End 

Score 



2571 

TBLASTX: Maize 

2571 

69 



2. .40, 2. .58, 577. .666, 591. .668, 591. .665, 595. .669, 

1810. .1962, 1814. .1963, 1814 .. 1981, 2081 .. 2380, 2088. .2381, 

2095. .2382, 2096.. 2386, 2530.. 2571, 2533.. 2571 



Seq. No. 41040 

Gene No. 85061 

Start 584 

Name OJ990826_13 . 0323 . C15 . ol . gp 

Start 584 

GI 46509JL.R1084 

Exons 584.. 670 

GI Descrip. '3047077 7.0e-17 (AF058914) 



Seq. ID OJ990826_13.0323.C15 



Strand 
End 

Method 

End 

Score 



2571 
AAT/GAP 
670 
116 



contains similarity to the conserved 



C-terminal domain of helicases (Pfam: helicase_C . hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana]' 



Seq. No. 



41040 



Seq. ID OJ990826_13.0323.C15 



41130 



Gene No. 


85061 




Strand 




Start 


584 




End 


2571 


Name 


OJ990826 13 


.0323.C15.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1660 




End 


2571 


GI 


none 




Score 


61 


TT.vons 


1660. . 1842, 


1909. .1962, 1910. 


.1963, 2082. .2381, 2087. .2380, 




2099. .2383, 


2530. .2571 






Seq. No. 


41040 




Seq. ID 


OJ990826_13.0323.C15 


Gene No. 


85061 




' Strand 




Start 


584 




End 


2571 


Name 


OJ990826 13 


.0323.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


1663 




End 


2383 


GI 


none 




Score 


71 


Exons 


1663. .1857, 


2141. .2380, 2154. 


.2381, 2169. .2381, 2177. .2383 


Sea No. 


41041 




Seq. ID 


OJ990426_09.0307.C4 


Gene No. 


85062 




Strand 


+ 


Start 


116 




End 


366 


Name 


OJ990426 09 


.0307.C4.ol.gp 


Method 


AAT/GAP 


Start 


116 




End 


366 


GI 


LIB3475-007 


-P1-K1-G8 


Score 


460 


Exons 


116. .366 








GI Descrip. 


, 5441880/dbj IBAA82378.il 5.0e 


-75 (AP000367) EST C28952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



Seq. ID OJ990426_09.0307.C7 
Strand 

End 17 65 

Method AAT/GAP 
End 1765 
Score 1545 
679.. 853, 942.. 1009, 1102.. 1308, 1393.. 1765 

, 5051775/emb| CAB45068.lt 4.0e-44 (AL078637) putative protein 
[Arabidopsis thaliana] 1 



41042 
85063 
679 

OJ990426_09.0307.C7.ol.gp 
679 

22598 1.R1084 



41042 
85063 
679 

OJ990426_09.0307.C7.ol.tm 
1023 
none 
1023, 
1235, 



OJ990426 09. 0307. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1055, 1072. .1179, 1073. .1198, 1074.. 1307, 1155.. 1334, 
1309, 1391. .1609, 1392. .1610, 1393. .1614, 1393. .1620 



1765 

TBLASTX: Maize 

1620 

98 



41042 
85063 
679 

OJ990426_09.0307.C7.ol.tc 

1060 

none 

1060. .1173, 
1396. .1584, 

41042 
85063 



1072. .1113, 1161. 
1400.. 1579, 1459. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1298, 
.1593 



OJ990426_09.0307.C7 
1765 

TBLASTX: Cress 
1593 
86 

1234.. 1311, 1235.. 1300, 



Seq. ID 
Strand 



OJ990426 09. 0307. C7 



41131 




<D Lai u 


679 


End 


1765 


Manip 

LN CL1UG 


OJ990426 09.0307.C7.ol.ts 


Method 


TBLASTX : Soybean 


Cf arf 


1252 ~ 


End 


1612 




none 


Score 


216 




1252.. 1314, 1381.. 1599, 1400. 


.1612, 1406.. 1603 


Seq. No. 


41043 


Seq. ID 


OJ990426_09.0307 


Gene No. 


85064 


Strand, 




Start 


160 


, End 


1510 


Name 


OJ990426 09.0307.C8.ol.gp 


Method 


AAT/GAP 


Start 


160 


End 


1510 


GI 


70078 1.R1084 


Score 


838 


Exons 


160. .235, 290.. 350, 1195.. 1510 





GI Descrip. ' 5051775/emb | CAB45068 . 1 | 7.0e-39 (AL078637) putative protein 



[Arabidopsis thaliana] 1 





41043 






Seq. ID 


OJ990426_09.0307. 


C8 


Gene No . 


85065 






Strand 






Start 


1746 






End 


2454 




Name 


OJ990426 


09. 0307. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


145 






End 


1413 




GI 


none 






Score 


264 




Exons 


145. .363, 


147. .368, 


147. .374, 


1183. .1326, 1189. .1413, 






1193.. 1408, 1375.. 1413 








Seq. No. 


41043 






Seq. ID 


OJ990426__09.0307. 


C8- 


Gene No. 


85065 






Strand 






Start 


1746 






End 


2454 




Name 


OJ990426 


09. 0307. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


150 






End 


1533 




GI 


none 






Score 


37 




Exons 


150. .338, 


153. .188, 


154. .333, 


213. .347 


, 1312.. 1533, 1313 


. .1528 


Seq. No. 


41043 






Seq. ID 


OJ990426_09.0307. 


C8 


Gene No. 


85065 






Strand 






Start 


1746 






End 


2454 




Name 


OJ990426 


09. 0307. C8 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


150 






End 


1914 




GI 


none 






Score 


186 




Exons 


150. .353, 


154. .351, 


206. .358, 


1192. .1290, 1286. .1600, 





1288.. 1602, 1580.. 1747, 1585.. 1755, 1876.. 1914 



Seq. No. 41043 Seq. ID 

Gene No. 85065 Strand 

Start 1746 End 

Name OJ990426_09 . 0307 . C8 . ol . tw Method 

Start 1384 End 

GI none Score 

Exons 1384.. 1593, 1385.. 1594 



OJ990426_09.0307.C8 
2454 

TBLASTX: Wheat 

1594 

292 



Seq. No. 41043 Seq. ID 

Gene No. 85065 Strand 

Start 174 6 End 

Name OJ990426_09 . 0307 . C8 . o2 . tc Method 

Start 1576 End 

GI none Score 
Exons 



OJ990426_09.0307.C8 
•2454 

TBLASTX: Cress 

1914 

129 



1576. .1758, 1580. .1750, 1879. .1914 



41132 






Seq. No. 


41043 








Seq. ID 


OJ990426_09.0307.C8 






85065 
\j -j \j \j 








Strand 






Of a r-f 
O Cell. L. 


1746 








End 


2454 




Name 


OJ990426 09 


0307 


C8 . o2 . 


cm 

yf 


Mpthod 


AAT /GAP 




C+- a y-f 


1746 ~~ 








End 


2454 














Score 


1403 




U 1 v o n q 


1746 2454 














Seq. No. 


41044 








Seq. ID 


OJ990426_09.0307.C9 






85066 








Strand 






OLalL 


1306 








End ' 


1829 






OJ990426 09 


0307 . 


C9.ol. 


tw 


Method 


TBLASTX • Wheat 




Of arf 


1192 _ 








End 


1433 






none 








Score 


202 






1192 1287 

X X .7 * . X £. U f f 


1224 . 


. 1433, 


1243 . 


. 1431 






Seq. No. 


41044 








Seq. ID 


OJ990426_09.0307.C9 




Gene No. 


85066 








Strand 






Start 


1306 








End 


1829 




INoXUC 


OJ990426 09 


0307 . 


C9 . ol . 


tm 


Method 


TBLASTX: Maize 




Of a r f 


1248 ~~ 








End 


1757 




(IT 


none 








Score 


271 




IT von q 


1248 1436 


1255. 


. 1434 , 


1540 . 


.1572, 1540.. 1572, 1677. .1757, 






1 68 9 1757 












u 


Seq. No. 


41044 








c prT t n 

Ocr^J . x u 


fi.TQQn.42fi OQ 0307 PQ 




UCilC INU . 


85066 








Strand 




y 


Of arf 


1 306 








End 


1829 






OJ990426 09 


0307 


C9 ol 




Method 


TBLASTX : Soybean 


si 


Of ar f 
o Lai. v. 


1248 ~~ 








End 


1439 


u 


O X 


none 








Score 


131 




F" von <? 


1248 1439 


1255 . 


. 1434 








■J 


Seq. No. 


41044 








Seq. ID 


OJ990426__09.0307.C9 






85066 

U J U U VJ 








Strand 






Of a r f 


1 306 








End 


1829 


=1 


M 2 m o 
in cmie 


Y).7QQ04?fi 09 


0307 


PQ oi 


to 


Method 


TBLASTX: Cress 




Start 


1251 ~ 








End 


1439 


sr 


GI 


none 








Score 


146 




P von q 


1251 1439 


1255 . 


. 1434 










Seq. No. 


41044 








Seq. ID 


OJ990426_09.0307.C9 




Cpnp No 


85066 

U J w v U 








Strand 






Start 


1306 








End 


1829 




IN dill C 


f).T9Q049fi n Q 




P9 ol 


nn 


Method 


AAT /GAP 




Start 


1306 "~ 








End 


1829 




ox 


1631639 








Score 


528 




F, von <5 


1306 1432 


1539 


. 1572, 


1685 . 


.1829 






Seq. No. 


41045 








Seq. ID 


OJ990426_09.0307.C12 




Gene No. 


85067 








Strand 


+ 




Start 


554 








End 


656 




Name 


OJ990426 09. 


0307. 


C12.ol 


.gp 


Method 


AAT /GAP 




Start 


554 








End 


656 




GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


138 




Exons 


554. .656 













41133 




GI Descrip. 1 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41046 
85068 
1892 

OJ990426_09.0307.C13.o2.tm 

730 

none 



Seq. ID OJ990426_09.0307.C13 
Strand 

End 2013 

Method TBLASTX : Mai ze 

End 1537 

Score - 62 



730. .876, 839. .940, 840. .941, 840. .941, 841. .942, 871. .942, 
920. .1099, 946..993, 946. .1008, 998. .1057, 1058. .1210, 
1061. .1183, 1276. .1305, 1307. .1339, 1308. .1334, 1343. .1486, 
1363.. 1455, 1376.. 1537 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 



41046 
85068 
1892 

OJ990426_09.0307.C13.o2.tc 

840 

none 



Seq. ID OJ990426_09.0307.C13 
Strand 
End 

Method 
End 
Score 



2013 

TBLASTX: Cress 

1189 

103 



840. .935, 946. .1011, 1014. .1052, 1058. .1189 



Seq. No. 41046 Seq. ID 

Gene No. 85068 * Strand 

Start 1892 End 

Name OJ990426_09 . 0307 . C13 . o2 . ts Method 

Start 840 End 

GI none Score 

Exons 840.. 935, 840.. 932, 940.. 1002, 946.. 993, 
1058.. 1183, 1308.. 1334, 1397.. 1450 



OJ990426 09.0307.C13 



2013 

TBLASTX : Soybean 
1450 
110 

1014.. 1052, 1057, 



1146, 



Seq. No. 41046 Seq. ID 

Gene No. 85068 Strand 

Start 1892 End 

Name OJ990426_09 . 0307 . C13 . ol . gp Method 

Start 1892 End 

GI 1632297 Score 

Exons 1892.. 2013 



OJ990426_09.0307.C13 

2013 
AAT/GAP 
2013 
152 



Seq. No. 


41046 








Seq. ID 


OJ990426_09.0307.C13 


Gene No. 


85069 








Strand 




Start 


2003 








End 


3331 


Name 


OJ990426 09. 


0307. 


C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2003 








End 


3319 


GI 


none 








Score 


206 


Exons 


2003. .2299, 


2591. 


.2719, 


2816. 


.2995, 2978. .3187, 3212. .3319 


Seq. No. 


41046 








Seq. ID 


OJ990426_09.0307.C13 


Gene No. 


85069 








Strand 




Start 


2003 








End 


3331 


Name 


OJ990426 09. 


0307. 


C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2015 








End 


3244 


GI 


none 








Score 


125 


Exons 


2015. .2137, 


2026. 


.2139, 


2126. 


.2191, 2182. .2286, 2189. .2314, 




2591. .2719, 


2816. 


.2965, 


2972. 


.3163, 2974.. 3081, 3200.. 3244 



41134 



is: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene -No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
^ Name 
LJ Start 

fil Exons 

Seq. No. 
U Gene No. 
% 4. Start 
|i Name 
; ~ Start 

k gi 

*~ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41046 
85069 
2003 

OJ990426_09.0307.C13.ol.ts 

2015 

none 

2015.. 2299, 2038.. 2295, 2590. 
2980.: 32 3.1 



4TOTi§ : "" " : 

85069 

2003 

OJ990426_09 

3004 

none 

3004. .3180, 



0307.C13.ol.tw 
3005.. 3181, 3196. 

,0307.C15.ol.gp 



Seq. ID OJ990426_09.0307.C13. 
Strand 

End .3331 

Method TBLASTX : Soybean 

End 3331 

Score 312 

.2748, 2591. .2770, 2816. .3331, 



Seq.. ID OJ990426^ 
Strand ^ 

End 3331 

Method TBLASTX : Wheat 

End 3322 

Score 231 

.3231, 3197. .3322, 3248.-3298 



41047 
85070 
116 

OJ990426_09 

116 

none 

116. .437 



41048 
85071 
2852 

OJ990426_09.0307.C29.o2.tm 

2852 

none 

2852.. 3079, 2853.-2984 



41048 
85072 
4710 

OJ990426_09, 

4710 

none 

4710. .4808, 
4863. .4913, 



41049 
85073 
2737 

OJ990426_09. 

2737 

none 

2737. .3078, 

41049 
85073 
2737 

OJ990426_09, 

2773 

none 

2773. .2961, 



0307.C29.ol.tm 



4712. .4810, 4733. 
4901. .5164, 4908, 



0307.C30.ol.ts 



2756. .3079 



0307.C30.ol.tc 



2971. .3036 



Seq. ID OJ990426_09.0307.C15 

Strand + 

End 437 

Method AAT/GAP 

End 4 37 

Score 585 



Seq. ID OJ990426_09.0307.C29 
Strand 

End 3079 * 

Method TBLASTX : Maize 

End 3079 

Score 111 



Seq. ID OJ990426_09.0307.C29 
Strand 

End 5207 

Method TBLASTX : Maize 

End 5207 

Score 69 

.4840, 4780.. 4911, 4789.. 5178, 
.5207, 4924. .5178 

Seq. ID OJ990426_09.0307.C30 
Strand 

End 3079 

Method TBLASTX : Soybean 

End 3079 

Score 178 



Seq. ID OJ990426_09.0307.C30 
Strand 

End 3079 

Method TBLASTX: Cress 

End 3036 

Score 63 



41135 



Seq. No. 41049 Seq. ID 

Gene No. 85073 Strand 

Start 2737 End 

Name OJ99042 6_09 . 0307 . C30 . ol . tm Method 

Start 2776 End 

GI none Score 

Exons 2776.. 3048 



OJ990426_09.0307.C30 
3079 

TBLASTX: Maize 

3048 

193 



Seq-. -No.--..*, ' 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



.".Seq.- ID ^ QiJ990426_09 .0307. C36. • ; 
Strand + 
End 2379 
Method AAT/GAP 
End 237 9 

Score 969 
769. .860, 1471. .1555, 1757. .1851, 2115. .2379 

, 5263324/gb|AAD41426.1|AC007727_15 1.0e-102 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T76747 comes from this gene' 



4rO50 *■■ • 

8S07*: : *' * 

769 

OJ990426_09.0307.C36.ol.gp 
769 

20862 1.R1084 



41051 
85075 
865 

OJ990426_09.0307.C37.ol.tm 

865 

none 



Seq. ID OJ990426_09.0307.C37 



Strand 
End 

Method 

End 

Score 



2049 

TBLASTX: Maize 

2049 

130 



865. .1035, 888. .980, 889. .1017, 1934. .2023, 1934. .2032, 
1935.. 2033, 1936.. 2049 



41051 
85076 
2650 

OJ990426_09 . 0307 . C37 . o2 . tm 

2650 

none 

2650.. 2742, 2652. 
2850. .2960, 2851. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_09.0307.C37 
2964 

TBLASTX: Maize 

2964 

99 



.2717, 2660. .2740, 2849.. 2959, 2849. .2959, 
.2964 



41052 
85077 
206 

OJ990426_09 . 0307 . C38 . o2 . tm 

206 

none 



Seq. ID OJ990426_09.0307.C38 
Strand 

End 1780 

Method TBLASTX : Mai ze 

End 860 

Score 14 9 



206. .304, 209. .304, 210. .308, 210. .305, 211. .309, 435. .461, 

571. .693, 571. .672, 575. .694, 658. .858, 666. .860 

41052 Seq. ID OJ990426_09 . 0307 . C38 

85077 Strand 

206 End 1780 

OJ990426_09 . 0307 . C38 . ol . ts Method TBLASTX : Soybean 

733 End 1432 

none Score 107 

733. .879, 759. .878, 949. .1107, 963. .1115, 1268. .1432, 1274. .1432 



41052 
85077 



Seq. ID OJ990426_09.0307.C38 
Strand 



41136 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



206 End 

OJ990426_09.0307 .C38.ol.tm Method 

987 End 

none Score 



1780 

TBLASTX: Maize 

1780 

72 



987. .1106, 988. .1107, 988. .1107, 1243. .1425, 1268. .1435, 
1269. .1448, 1274. .1432, 1527. .1721, 1535. .1777, 1642. .1746, 
1745. .1780 



41053 

85078 • •• 
1735 

OJ990426_09.0307.C39.ol.tm 
826 
none 



Seq. ID,. OJ9904.26_09.0307.C39 



Strand- 
End 

Method 

End 

Score 



r + . \y ■ . ■ 

2485 

TBLASTX: Maize 

1915 

288 



826. .1050, 831. .1049, 851. .1084, 852. .1055, 1721. .1915, 
1728. .1820, 1733. .1915 



41053 
85078 
1735 

OJ990426_09.0307.C39.ol.gp 

1735 

none 

1735. .2485 

41054 
85079 
1911 

OJ990426_09.0307.C40.ol.gp 

1911 

none 

1911. .2027 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_09.0307.C39 
+ 

2485 
AAT/GAP 
2485 
1332 



OJ990426_09 . 0307 .C40 
+ 

2027 
AAT/GAP 
2027 
218 



Seq. ID OJ990426_09.0307.C41 
Strand + 
End 2077 
gp Method AAT/GAP 
End 2077 
_ Score 1474 

322. .480, 1210. .1436, 1579. .1752, 1850. .2077 

, 5902382/gb|AAD55484.1|AC009322_24 1.0e-29 (AC009322) Unknown 
protein [Arabidopsis thaliana] ' 



41055 
85080 
322. 

OJ990426_09.0307.C41.ol 
322 

36132 2.R1084 



41055 . Seq. ID 

85080 Strand 

322 End 

OJ990426_09 . 0307 . C41 . ol . tm Method 

322 End 

none Score 

322. .480, 323. .481, 323. .481, 1215 
1576. .1755, 1577. .1750, 1578. .1751, 1838. .1936, 1840. .1947, 
1840. .1938, 1848. .1946 



OJ990426_09.0307.C41 
+ 

2077 

TBLASTX: Maize 
1947 
135 

1451, 1220. .1438, 



41055 Seq. ID 

85080 Strand 

322 End 

OJ990426 09.0307.C41.ol.tw Method 



OJ990426_09.0307.C41 
+ 

2077 

TBLASTX: Wheat 



41137 



Start 
GI 

Exons 



407 End 1755 

none Score 58 

407. .481, 408. .485, 1220.. 1438, 1221. .1436, 1248. .1442, 

1255. .1437, 1576. .1671, 1577. .1669, 1578. .1670, 1708. .1755, 

1710. .1751 



Seq. No. 

Gene No. 
.Start 
-Name 

Start 

GI 

Exons 



41055 
85080 
322 . 

OJ990426_09*. 0307 .C41.ol . ts 
1223 
none 



Seq. ID OJ990426_09.0307.C41 

Strand + 

End 2.077 . . 

Method' TBLASTX: Soybean 

End 1937 

Score 146 



1223. .1417, 1284. .1451, 1284. .1442, 1576. .1755, 1578. .1754, 







1838. .1936, 1838. .1936, 


1857. . 


1937 








Seq. No. 


41055 




Seq. ID 


OJ990426_09. 


0307. C41 




Gene No. 


85080 




Strand 


+ 






Start 


322 




End 


2077 






Name 


OJ990426 09.0307.C41.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1584 




End 


1941 






GI 


none 




Score 


186 






Exons 


1584.. 1754, 1585.. 1755, 


1801. . 


1941, 1838. .1936 




**• 


Seq. No. 


41056 




Seq. ID 


OJ990426JD9. 


.0307. C48 




Gene No. 


85081 




Strand 






sJ 


Start 


1254 




End 


1329 * 






Name 


OJ990426 09.0307.C48.ol 


.gp 


Method 


AAT/GAP 






Start 


1254 




End 


1329 






GI 


LIB3477-003-P1-K1-E9 




Score 


122 






Exons 


1254. .1329 












GI Descrip. 


'2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY SI)' 


>gi_1173557 ( 


U31771) Ory s 


1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



sativa] 1 

41057 
85082 
4540 

OJ990426_09.0307.C49.ol.tw 

4540 

none 



Seq. ID OJ990426_09.0307.C49 
Strand 

End 4826 

Method TBLASTX : Wheat 

End 4826 

Score 47 



4540. .4683, 4572. .4631, 4607. .4684, 4680. .4826 



41058 
85083 
3 

OJ990426_09.0307.C58.ol.tm 
3 

none 



Seq. ID OJ990426_09.0307.C58 
Strand 

End 377 

Method TBLASTX : Mai ze 

End 281 

Score 129 



3. .143, 23. .142, 162. .281, 167. .271 



41058 
85083 
3 

OJ990426_09.0307.C58.ol.tw 
18 

none 

18. .377, 21. .377 



Seq. ID OJ990426_09.0307.C58 

Strand 

End 377 

Method TBLASTX : Wheat 

End 377 

Score 313 



41138 




Seq. No. 


a 1 n c o 
4 lUoo 




oeq. iu 


ATQon/i no n^m p^q 
ujyyuft^b uy.uou/.uoo 


Gene No. 


85084 




Strand 




Start 


479 




End 


751 


Name 


OJ990426 09.0307.C58.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


479 




End 


751 


GI 


none 




Score 


152 


Exons 


479. .658, 496. .573, 503. 


.655, 


653. .751 




Se^V' No.-; 


41059 - / , '•- 




■Seq'.' .ID 


OJ990426_09?O367.C61 


Gene No. 


85085 




Strand 


+ 


Start 


310 




End 


477 


Name 


OJ990426 09.0307.C61.ol. 


gp 


Method 


AAT/GAP 


Start 


310 




End 


477 


GI 


533 1.R1084 




Score 


166 


Exons 


310. .401, 424. .477 









GI Descrip. ' 113172/sp I P15543 | ACP3_H0RVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgar e] 1 



Seq. No. 41060 Seq. ID 

Gene No. 85086 .> ' Strand 

Start 219 End 

Name OJ990426_09 . 0307 . C63 . ol . gp Method 

<$ Start 219 End 

\l GI 2431225 Score 

II Exons 219.. 484 



OJ990426_09.0307.C63 
484 

AAT/GAP 

484 

500 





Seq. No. 


41061 


Seq. ID 


OJ990426_09.0307.C79 




Gene No. 


85087 


Strand 


+ 




Start 


281 


End 


516 




Name 


OJ990426 09.0307.C79.ol.tc 


Method 


TBLASTX: Cress 




Start 


64 


End 


337 


.= IS, 


GI 


none 


Score 


98 




Exons 


64. .156, 65. .181, 188. .337 








Seq. No. 


41061 


Seq. ID 


OJ990426_09.0307.C79 




Gene No. 


85087 


Strand 


+ 




Start 


281 


End 


516 


ij • 


Name 


OJ990426 09.0307.C79.ol.gp 


Method 


AAT/GAP 




Start 


281 


End 


516 




GI 


5004456 


Score 


431 




Exons 


281. .516 








GI Descrip. 


2352023/gb|U93713| 6.0e-12 


Cloning vector pRS4 00 with kanMX4 



marker, complete sequence 



Seq. No. 41062 Seq. ID 

Gene No. 85088 Strand 

Start 138 End 

Name OJ990426_09 . 0307 . C80 . ol . gp Method 

Start 138 End 

GI 31424JL.R1084 Score 

Exons 138.. 911 

GI Descrip. 1 6016877/dbj I BAA85220 . 1 | 5.0e-ll (AP000570) ESTs 

AU077642 (E30706) ,AU077641 (E30706) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 1 



OJ990426_09.0307.C80 
+ 

911 

AAT/GAP 

911 

1455 



41139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

SeqV No',/ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



41062 
85088 
138 

OJ990426_09.0307.C80.ol.tm 

381 

none 



Seq. ID OJ990426_09.0307.C80 

Strand + 

End 911 

Method TBLASTX : Mai ze 

End 595 

Score 244 



381. .425, 432. .581, 467. .595, 479. .592 



•'4*062 X • : -*£#v 

'85088 
138 

OJ990426_09.0307.C80.ol.ts 

441 

none 

441. .581, 482. .580 

41062 
85088 
138 

OJ990426_09.0307.C80.ol.tc 

444 

none 

444.. 581 . 



ffeq.; ID 
trand 
End 

Method 

End 

Score 



0 J9 9 0.4 2 6_0 9V 0 3 0 7 ..0 8 Q 
+ 

911 

TBLASTX : Soybean 

581 

179 



Seq. ID OJ990426_09.0307.C80 

'Strand + 

End 911 

Method TBLASTX : Cress 

End 581 

Score 178 



41063 
85089 
53 

OJ99042 6_09 . 0307 . C81 . ol . gp 
53 

31424_1.R1084 
53. .239 

'6016877/dbj IBAA85220.il 5.0e-ll (AP000570) ESTs 
AU077642 (E30706) ,AU077641 (E30706) correspond to a region 
predicted gene.; hypothetical protein [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426 
+ 

239 

AAT/GAP 
239 
290 



09.0307.C81 



of the 



41064 
85090 
1 

OJ990426_09.0307.C91.ol.gp 
1 

none 

1..115, 182. .447 

41064 
85091 
1031 

OJ990426_09.0307.C91.ol.tc 

1031 

none 

1031. .1150, 1032. .1151, 1296. 
1952. .2020, 1966. .2013, 2190. 
2364. .2480, 2366. .2455, 2376. 

41064 
85091 
1031 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1382, 



OJ990426_09.0307.C91 
447 

AAT/GAP 

447 

690 



OJ990426 09.0307.C91 



2480 

TBLASTX: Cress 
2480 
106 

1766. .1891, 1768, 



.2282, 
.2480 



2192. .2281, 2193. 



.1884, 
.2282, 



Seq. ID 

Strand 

End 



OJ990426 09.0307.C91 



2480 



41140 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
St art- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



OJ990426_09.0307.C91.ol. tm 

1037 

none 

1037.. 1150, 1038.. 1154, 1296. 
1766. .1879, 1768. .1884, 1952. 
2190. .2282, 2191. .2301, 2192. 

41064 

85.091 ^ ' . 

1031 ** ' ' • 1 ' '"■*■ " 

OJ990426_09.0307.C91.ol.ts 

1037 
none 

1037. .1150, 1038. .1151, 1296. 
1783. .1884, 1952.. 2020, 1966. 
2364. .2480, 2366.-2458 

41064 
85091 
1031 

OJ990426_09.0307.C91.ol.tw 

1769 

none 

1769.. 1891, 1775. .1879, 1792. 
2183.. 2281, 2190.. 2282, 2192. 



41065 
85092 
4497 

OJ990426_09 . 0307 . C93 . ol . tm 
693 



Method TBLASTX : Mai ze 
End 2480 
Score 133 

.1382, 1313.. 1375, 1766.. 1891, 
.2020, 1968.. 2018, 1969.. 2019, 
.2281, 2364. .2480, 2366. .2461 

Seq. ID OJ990426_09.0307.C91 

Strand " ;c • 

End ^2480 • 

Method TBLASTX : Soybean 

End 2480 

Score 112 

.1382, 1766. .1891, 1775.. 1879, 
.2001, 2190.. 2282, 2192.. 2281, 



Seq. ID OJ990426_09.0307.C91 
Strand 

End 2480 

Method TBLASTX : Wheat 

End 2480 

Score 127 

.1884, 1952.. 2020, 1966.. 2019, 
.2281, 2364.. 2480, 2366.. 2461 

Seq. ID OJ990426_09.0307.C93 
Strand + 

4920 

TBLASTX: Maize 
1619 
99 



End 

Method 
End 

none Score 
693. .752, 694. .759, 697. .753, 698. .781, 745. .810, 759. .809, 
906. .1004, 919. .1005, 921. .1004, 1173. .1382, 1177. .1332, 
1178. .1369, 1461. .1523, 1575. .1619 



OJ990426_09.0307 .C93 
+ 

4920 
AAT/GAP 
4920 
548 



41065 Seq. ID 

85092 . Strand 
4497 End 
OJ990426_09.0307 .C93.ol.gp Method 
4497 End 
7406_1.R1084 Score 
4497. .4827, 4862. .4920 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 

41066 Seq. ID OJ990426_09 . 0307 . C94 

85093 Strand 

239 End 692 

OJ990426_09 . 0307 . C94 . ol . gp Method AAT/GAP 
239 End 692 

LIB3431-045-P1-N1-A10 Score 840 

239. .692 

'5441876/dbj IAP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



41067 



Seq. ID OJ990426_09.0307.C95 



41141 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq;' No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



85094 Strand + 
347 End 498 
OJ990426_09.0307.C95.ol.gp Method AAT/GAP 
347 End 498 
7406JL.R1084 Score 223 
347. .498 

1 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 

•41067 'V ?• \^;,Seq. ID 4p J9 9042,6 _0? . 0307 '&95' . 

85095 Strand 

2335 End 2636 

OJ99042 6_09 . 0307 . C95 . o2 . gp Method AAT/GAP 
2335 End 2636 

2384_1.R1084 Score 495 

2335. .2636 

1 676884/dbj |BAA06151| 1.0e-25 (D29681) The expression is induced 

by Pi starvation. [Nicotiana tabacum] >gi_1094 819_prf 2106387C 

Al-induced protein [Nicotiana tabacum] 1 



41068 Seq. ID 

.85096 Strand 
1013 ' End 
OJ990426_09.0307.C96.ol.gp Method 
1013 End 
2384JL.R1084 Score 
1013. .1348 

•67 6884/dbj | BAA06151 | 1.0e-25 (D29681) The expression is induced 

by Pi starvation. [Nicotiana tabacum] >gi_1094819_prf 2106387C 

Al-induced protein [Nicotiana tabacum] ' 



OJ990426_09.0307.C96 
+ 

1348 
AAT/GAP 
1348 
633 



Seq. No. 


41068 








Seq. ID 


OJ990426 


_09.0307.C96 


Gene No. 


85097 








Strand 






Start 


8464 








End 


9133 




Name 


OJ990426 09. 


0307. 


C96.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2014 








End 


2261 




GI 


none 








Score 


79 




Exons 


2014. .2079, 


2015. 


.2068, 


2157. 


.2261, 2158.. 2250 




Seq. No. 


41068 








Seq. ID 


OJ990426 


_09.0307.C96 


Gene No. 


85097 








Strand 






Start 


8464 








End 


9133 




Name 


OJ990426 09. 


0307. 


C96.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2777 








End 


4554 




GI 


none 








Score 


97 ■ 




Exons 


2777. .2851, 


2778. 


.2855, 


2912. 


.3013, 2922.. 3014, 


2947. .3015, 




3122. .3226, 


3143. 


.3232, 


3144. 


.3239, 3862.. 3987, 


3863. .4009, 




3863. .3985, 


4139. 


.4222, 


4143. 


.4226, 4144. .4215, 


4148. .4222, 




4173... 4229, 


4471. 


.4554, 


4491. 


.4553, 4495.. 4554 




Seq. No. 


41068 








Seq. ID 


OJ990426 


_09.0307.C96 


Gene No. 


85097 








Strand 






Start 


8464 








End 


9133 




Name 


OJ990426 09. 


0307. 


C96.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2946 








End 


6875 




GI 


none 








Score 


85 




Exons 


2946. .3014, 


2948. 


.3004, 


3143. 


.3232, 3856. .3996, 


3861. .3983, 



41142 





3862 3987, 


4144 . 


.4215, 


4149. 




6777. .6875, 


6779. 


.6874 




Seq. No. 


ft J. U DO 








Gene No. 


85097 








Start 


8464 








IN CllLl~ 


OJ990426 09. 


0307. 


C96.ol. 


tm 


Q +- a 

OLaLL 


6393. 








bl 










Exons 


6393- 6434 ^ 


6777 . 


'.'6911>i? 


6778. 




6984 . .7076, 


6988. 


.7080/ 


6989. 


Seq. No. 


41068 








Gene No. 


85097 








O LCtl L 


8464 








Name 


OJ990426 09 


.0307 . 


C96.o4 . 


tm 




7888 _ 










none 










7888 . .8061, 


7896. 


.8060, 


7937. 


Seq. No. 


41068 








Gene No. 


85097 










8464 








Name 


OJ990426 09 


.0307 


C96.o2 


■ 9P 


otar t 


R4fi4 _ 








bl 


^7fi1 7Qfi 










8464 . .8859, 


8978 


. .9045 




Seq. No. 


ft 1U DO 








bene wo . 


ft SDQ7 








Start 


8464 








Name 


OJ990426 09 


.0307 


.C96.o2 


. tm 


Start 


8689 








GI 


none 








Exons 


8689. .8718, 


8758 


. .8859, 


8760. 




8975. .9133, 


8979 


. .9131 





4217, 4490. .4585, 4496.-4579, 



Seq. ID OJ990426_09.0307.C96 
Strand 

End 9133 
Method TBLASTX : Mai ze 
End 7522 
Score . 66 .1 

..6909, "6779. .6910, 6960.. 7079, 
.7081, 7454. .7522, 7457. .7522 



Seq. ID OJ990426_09.0307.C96 
Strand 

9133 

TBLASTX : Maize 
8062 
190 



End 

Method 
End 
Score 
.8062 



Seq. No. 


41069 




Gene No. 


85098 




Start 


273 




Name 


OJ990426 


09.0307.C97.ol.gp 


Start' 


273 




GI 


„ 3761795 




Exons 


273. .391, 


518. .720 


Seq. No. 


41069 




Gene No. 


85098 




Start 


273 




Name 


OJ990426 


09.0307.C97.ol.tm 


Start 


287 




GI 


none 




Exons 


287. .391, 


288. .422, 516. .686, 


Seq. No. 


41070 




Gene No. 


85099 




Start 


75 




Name 


OJ990426 


_09.0307.C117.ol.tw 



Seq. ID OJ990426_09.0307.C96 
Strand 

End 9133 

Method AAT/GAP 

End 9045 

Score 854 



Seq. ID OJ990426_09.0307.C96 
Strand 

End 9133 

Method TBLASTX : Mai ze 

End 9133 

Score 104 

.8852, 8764. .8859, 8972. .9124, 



Seq. ID OJ990426_09.0307.C97 

Strand 

End 720 

Method AAT/GAP 

End 720 

Score 583 



Seq. ID OJ990426_09.0307.C97 
Strand 

720 

TBLASTX: Maize 
686 
130 



End 

Method 
End 
Score 
518. .682 



Seq. ID OJ990426_09.0307.C117 

Strand 

End 428 

Method TBLASTX : Wheat 



41143 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI M 
Exons 

GI Descrip. 



75 End 428 

none " Score 18 9 

75. .428, 131. .346, 153. .347 



Seq. ID OJ990426_09.0307.C128 
Strand + 
End 1082 
Method AAT/GAP 
End . ^ .1082 • 
Score 1^3 
430. .465, 989. .1016, 1038. .1082 

, 5777619/emb|CAB53480.1| 4.0e-17 (AJ245900) CAA30377.1 protein 
[Oryza sativa] ' 



41071 
85100 
430 

OJ990426_09.0307.C128.ol.gp 
430 

23880 4.R1084 .- ' " '- 



beq. no. 


a 1 m 0 
4 1U / Z 








OTQQfid9£ DQ 0^07 PI 
vjuyyufizD us 1 uju / . 1^1 ju 


Gene No . 


Qci ni 










Start 


1266 






End 


1604 


Name 


OJ990426_09. 


0307 


.C130.ol.tm 


Method 


TBLASTX: Maize . 


otdit 


1Z Do 






HjI in 




GI 


none 






Score 


JZ / 


Exons 


1 occ 1 /I 1 c 

lz bb . .1410, 


iz y y 


i cn/i 1 a en 

. . 1 OU4 , 14 0/. 


1 CQ1 

. 10 y 1 




beq. wo. 


4 1 U / Z 






Corf T n 

oeq. iu 


niQQCi&ofi hq n^H7 pi 

tJU Z7 I7U 4 Z O U?i UOU f .tlJU 


bene no. 


oDIUl 










Start 


1266 




- 


End 


1604 - 


Name 


OJ990426 09. 


0307 


.C130.ol.ts 


Method 


TBLASTX : Soybean 


o tart 


lOUZ 








1 fini 

lOUl 


GI 


none 






Score 




Exons 


IjIIz . . lOUl 










beq. no. 


a 1 m 0 
4 1U / Z 






c^z-t t n 


\JO y :? U *i Z O U7t UjU / .^IjU 


Gene No • 


OOlUl 






OCiauQ 




O 4_ — -.4. 

buarti 


1Z DO 






End 


1604 


Name 


OJ990426 09. 


0307 


.C130.ol.tc 


Method 


TBLASTX: Cress 


Start 


1329 






End 


1601 


bl 


none 






Score 


184 


Exons 


. . 1 ou 1 










Seq. No. 


41073 






Seq. ID 


OJ990426_09.0307.C131 


Gene No. 


85102 






Strand 




Start 


1218 






End 


1583 


Name 


OJ990426 09. 


0307 


.C131.o6.tm 


Method 


TBLASTX: Maize 


Start 


1218 






End 


1583 


GI 


none 






Score 


194 


Exons 


1218. .1583 










Seq. No. 


41073 . 






Seq. ID 


OJ990426_09.0307.C131 


Gene No. 


85103 






Strand 




Start 


2480 






End 


3304 


Name 


OJ990426 09. 


0307 


.C131.ol.tc 


Method 


TBLASTX: Cress 


Start 


2480 






End 


3176 


GI 


none 






Score 


37 


Exons 


2480. .2545, 


2510 


..2587, 2550. 


.2720, 2639. .2728, 2718. .2870, 




2732. .2875, 


2879 


..2968, 2904. 


.2951, 2981. .3175, 2982. .3176 


Seq. No. 


41073 






Seq. ID 


OJ990426_09.0307.C131 


Gene No. 


85103 






Strand 





41144 




Start 


2480 








End 


3304 




Name 


OJ990426 09. 


0307 


.C131.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2513 








End 


3154 • 




GI 


none 








Score 


69 




Exons 


2513. .2968, 


2553 


. .2690, 


2817. 


.2960, 2993.. 3154 




Seq. No. 


41073 








Seq. ID 


OJ990426 09.0307 


.C131 


Gene No. 


85103 








Strand 






Start .\ 


.2480 








End 


3.304 




Name : : 


"OJ990426 09. 


0307 


.C131 : :o7 


. tm. . 


Method 


TBLASTX: Maize 




Start 


2513 








End 


2729 




GI 


none 








Score 


111 




Exons 


2513. .2728, 


2514 


. .2729 










Seq. No. 


41073 








Seq. ID 


OJ990426_09.0307 


.C131 


Gene No. 


85103 








Strand 






Start 


2480 








End 


3304 




Name 


OJ990426 09. 


0307 


.C131.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2759 








End 


3280 




GI 


none 








Score 


147 




Exons 


2759. .2965, 


2760 


. .2960, 


2975. 


.3280, 3008. .3178 




Seq. No. 


41073 








Seq. ID 


OJ990426_09.0307 


.C131 


Gene No. 


85103 








Strand 






Start 


2480 








End 


3304 




Name 


OJ990426 09. 


0307 


.C131.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2912 








End 


3304 




GI 


none 








Score 


69 




Exons 


2912. .2965, 


2981 


. .3175, 


3200. 


.3304 






Seq. No. 


41073 








Seq. ID 


OJ990426_09.0307 


.C131 


Gene No. 


85104 








Strand 






Start 


3287 








End 


4027 




Name 


OJ990426 09. 


0307 


.C131.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


3287 








End 


3679 




GI 


none 








Score 


65 




Exons 


3287. .3679, 


3549 


. .3659 










Seq. No. 


41073 








Seq. ID 


OJ990426_09.0307 


.C131 


Gene No. 


85104 








Strand 






Start - 


3287 - 








End 


4027 




Name 


OJ990426 09. 


0307 


.C131.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3320 








End 


3859 




GI 


none 








Score 


81 




Exons 


3320. .3526, 


3515 


. .3859, 


3552. 


.3704, 3729.. 3842 




Seq. No. 


41073 








Seq. ID 


OJ990426_09.0307 


.C131 


Gene No. 


85104 








Strand 






Start 


3287 








End 


4027 




Name 


OJ990426 09. 


0307 


.C131.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3530 








End 


4027 




GI 


5509260 








Score 


136 




Exons 


3530. .4027, 


3549 


. .3707, 


3738. 


.4025 






GI Descrip. 
















Seq. No. 


41073 








Seq. ID 


OJ990426_09.0307 


.C131 


Gene No. 


85104 








Strand 







41145 



otar t 


3287 


Name 


\JU -? -? u *± ^. t» u .7 • 


Start 


**64 1 ~~ 


GI 


none 


Exons 


3641 3913, 


Seq. No. 


41073 


Gene No. 


85104 




3287 - * 


Name 


OTQQfi4 9fi "HQ- 

UU .7 .7_U I t. w U - • 


btar l 


JOOU 


GI 


none 


Exons 


3680 4000. 


Seq. No. 


41073 


Gene No. 


85105 


Of ar f 
Dial L. 


4358 


Name 


n.TQQ04?fi 09 


otaix 


4 *3^ft ~~ 
4 jj O 


C T 
Ol 


none 


Exons 


4358 4849. 


Seq. No. 


41073 


Gene No. 


85105 




4 ? S ft 

1J JO 


Name 


VJU:7-7U4ZO 


Start . 


A A A^ 
4 4 4 0 


GI 


none 


Lxons 


4 4 4 5 4 ft 


Seq. No. 


41073 


Gene No. 


85105 


o tar u 


4 *}Rft 


Name 




Start 


4 4^1 
4 4 01 


GI 


none 


Exons 


4451 4522. 


Seq. No. 


41073 


Gene No. 


85105 


o car t 


4 3S8 


Name 


OTQQn496 HQ 


otart 


4 ~~ 
4 OZ O 


c t 
LjI 


none 


C V f\ T1 O 


4S?3 4612 


Seq. No. 


41073 


Gene No. 


85105 


Olall 


4 3S8 

1JJO 


Name 




otart 


4 O O J 


GI 


none 


Exons 


4889. .5218, 


Seq. No. 


41073 


Gene No. 


85106 


Start 


5890 



0307.C131.o2.tc 
3650.. 3889, 3660. 

0307.C13i.o3.tm' 
3681. .3998 

0307.C131.o2.ts 
4476. .4844 

0307.C131.o3.tc 
4632. .4832 

,0307.C131.ol.tm 
4452. .4511, 4535. 

.0307.C131.ol.tw 
4536. .4613, 4619, 

.0307.C131.o4.ts 
5042. .5122 



End 

Method 
End 
Score 
.3914 

Seq. ID 

Strand 

End 

Method^ 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4027 

TBLASTX: Cress 

3914 

91 



OJ990426_09.0307.C131 
4027 ; 

TBLASTX : Maize ' 

4000 

203 



OJ990426 09.0307.C131 



5218 

TBLASTX : Soybean 

4849 

192 



Seq. ID OJ990426_09.0307.C131 
Strand 

End 5218 

Method TBLASTX: Cress 

End 4858 

Score 71 



Seq. ID OJ990426_09.0307.C131 
Strand 

End 5218 

Method TBLASTX : Mai ze 

End 4880 

Score 53 
.4876, 4551. .4880 

Seq. ID OJ990426_09.0307.C131 
Strand 

End 5218 

Method . TBLASTX : Wheat 

End 5083 

Score 53 
.5083, 4629.. 5051 

Seq. ID OJ990426_09.0307.C131 
Strand 

End 5218 

Method TBLASTX : Soybean 

End 5218 

Score 235 



Seq. ID OJ990426_09.0307.C131 
Strand 

End 6288 



41146 



Name 

Start 

GI 

Exons 



OJ990426_09.0307.C131.o5.tm Method 
5890 End 
none Score 
5890.. 6213, 5903.. 6007, 6095.. 6214 



TBLASTX: Maize 

6214 

59 



Seq. No. 41073 Seq. ID 

Gene No. 85106 Strand 

Start 5890 End 
Name - , . OJ990426_09 . 0307 .£131 tw,- Method. 

Start 5908 . * End 

GI none Score 

Exons 5908.. 6288, 6175.. 6261 



OJ990426_09.0307.C131 
6288 

TBLASTX : Wheat ' ■ : . ' 

6288* ' 

60 



Seq. No. 


41073 




Seq. ID 


OJ990426_09.0307.C131 


Gene No. 


85107 




Strand 




Start 


7254 




End 


7792 


Name 


OJ990426 09.0307.C131.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


7254 




End 


7792 


GI 


none 




Score 


80 


Exons 


7254. .7349, 7339. .7398, 


7390 


..7623, 7676. .7792 


Seq. No. 


41074 




Seq. ID 


OJ990426_09.0307.C138 


Gene No. 


85108 




Strand 


+ 


Start 


267 




End 


1001 


Name 


OJ990426 09.0307.C138.ol 


• gp. 


Method 


AAT/GAP 


Start 


267 




End 


1001 


GI 


36398 1.R1084 




Score 


868 


Exons 


267. .449, 739. .1001 








GI Descrip. 


, 1531756/emb|CAA57810| 2 


.0e- 


16 (X82413) 


proline-rich-like 



protein [Asparagus officinalis] 1 



Seq. No. 41074 Seq. ID 

Gene No. 85109 Strand 

Start 2304 End 

Name OJ990426_09 . 0307 . C138 . o2 . gp Method 

Start 2304 End 

GI none Score 

Exons 2304.. 2879 



OJ990426_09.0307.C138 
+ 

2879 
AAT/GAP 
2879 
1064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41074 Seq. ID 

85110 Strand 

3050 End 
OJ990426_09.0307.C138.o3.gp Method 
3050 . End 

LIB3431-008-P1-K1-E9 Score 
3050.. 3216, 3360.. 3436 
'3550982/dbj |BAA32702| 
[Arabidopsis thaliana] 



OJ990426_09.0307.C138 

3436 
AAT/GAP 
3436 
360 



1.0e-10 (AB010690) mutM homologue-1 
>gi_5903053_gb_AAD55612 . 1_AC008016_22 
(AC008016) Identical to gb_AB010690 mutM homologue-1 
(formamidopyrimidine-DNA glycosylase 1) from Arabidopsis 
thaliana. EST gb_Z18192 comes from this gene 1 



41074 Seq. ID 

85111 Strand 

4710 End 

OJ990426_09.0307 .C138.ol.ts Method 

125 End 



OJ990426_09.0307.C138 
■4895 

TBLASTX: Soybean - 
398 



41147 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
125. .397, 126.. 398 

41074 
85111 
4710 

OJ990426_09.0307.C138.o2.tm 
.125 
none 

125. .286, 126. .326, :153^;3i7, 318:-:383 



333 



Seq. ID OJ990426_09.0307.C138 
Strand 

End 4895 

Method TBLASTX : Maize 

End 383 . 
Score . 



41074 
85111 
4710 

OJ990426_09.0307.C138.o2.tc 

134 

none 

134. .388, 138. .392 

41074 
85111 
4710 

OJ990426_09.0307.C138.ol.tm 

2982 

none 

2982.. 3011, 3032.. 3091, 3039. 

3342.. 3461, 3349.. 3480, 3355. 

3548.. 3631, 3550.. 3639, 3705. 

3717.. 3806, 3876.. 3914, 3878. 

41074 
85111 
4710 

OJ990426_09.0307.C138.ol.tc 

3020 

none 

3020.. 3091, 3167.. 3223, 3352. 

3547.. 3642, 3551.. 3628, 3697. 

3882.. 4007, 4102.. 4176, 4107. 

4841. .4894, 4842. .4874 



Seq. ID OJ990426_09.0307.C138 
Strand 

End 4895 

Method TBLASTX : Cress 

End 392 

Score 326 



Seq. ID OJ990426_09.0307.C138 
Strand 

End 4895 

Method TBLASTX: Maize 

End 3916 

Score 65 

.3080, 3173.. 3217, 3179.. 3217, 
.3471, 3542. .3631, 3547.. 3642, 
.3758, 3706. .3813, 3707. .3772, 
.3916, 3878.. 3916 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990426 09.0307.C138 



4895 

TBLASTX: Cress 
4894 
68 

3471, 3355. .3462, 3388. .3468, 
3750, 3717.. 3764, 3881.. 4006, 
4169^, 4707. .4775, 4714 . .4770, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41074 
85111 
4710 

OJ990426_09.0307.C138.o3.tm 
3917 
none 
3917. 
4097. 
4721. 



.4003, 3917.. 4006, 3928. 
.4162, 4098.. 4166, 4099. 
.4780, 4835.. 4894, 4842. 



41074 
85111 
4710 

OJ990426_09 . 0307 . C138.o4.gp 
4710 

LIB3431-058-P1-K1-A9 



Seq. ID 
Strand 
End 

Method 
End 

Score 8 
.4005, 3948 
.4164, 4707 



OJ990426 09.0307.C138 



4895 

TBLASTX: Maize 
4895 
85 

4007, 3949. 
4778, 4717. 



.4056, 
,4779, 



.4895, 4844. .4894 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_09.0307.C138 

4895 
AAT/GAP 
4893 
152 



41148 



Exons 

GI Descrip. 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4710. .4767, 4842.. 4893 

'3550983/dbj |BAA32703| 5.0e-34 (AB010690) mutM homologue-2 
[Arabidopsis thaliana] >gi_3820622 (AF099971) putative 
formamidopyrimidine-DNA glycosylase 2 [Arabidopsis thaliana] 
>gi_5903054_gb_AAD55613.1_AC008016_23 (AC008016) Identical to 
gb_AB010690 mutM homologue-2 (formamidopyrimidine-DNA 
glycosylase 1) from Arabidopsis thaliana. EST gb_Z18192 comes 
from this gene 1 



41074 " Seq. ID 

85111 Strand 

4710 End 
OJ990426_09 . 0307 . C138 . o5 . gp Method 

4710 End 

LIB3431-058-P1-K1-A9 Score 
4710.. 4767, 4842.. 4893 
• 3550983/dbj I BAA32703 | 
[Arabidopsis thaliana] 



:6j990426_09.0307 .C138 

4895 
AAT/GAP 
4893 
154 



5.0e-34 (AB010690) mutM homologue-2 
>gi_3820622 (AF099971) putative 
formamidopyrimidine-DNA glycosylase 2 [Arabidopsis thaliana] 
>gi_5903054_gb_AAD55613.1_AC008016_23 (AC008016) Identical to 
gb_AB010690 mutM homologue-2 (formamidopyrimidine-DNA 
glycosylase 1) from Arabidopsis thaliana. EST gb_Zl8192 comes 
from this gene 1 



Seq. No. 


41075 




Seq. ID 


OJ990426_09.0307 


.C142 


Gene No. 


85112 




Strand 






Start 


334 




End 


504 




Name 


OJ990426 09.0307.C142.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


334 




End 


504 




GI 


none 




Score 


169 




Exons 


334. .504, 352. .480 










Seq. No. 


41076 




Seq. ID 


OJ990426_09.0307 


.C145 


Gene No. 


85113 




Strand 


+ 




Start 


721 




End 


2106 




Name 


OJ990426 09.0307.C145.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


693 




End 


1793 




GI 


none 




Score 


549 




Exons 


693. .1085, 694.. 1086, 696.. 1088, 818. 


.1087, 928.. 1095, 






1178.. 1285, 1179.. 1283, 


1186. 


.1284, 1535.. 1789, 1548.. 1793 


Seq. No. 


41076 




Seq. ID 


OJ990426_09.0307 


.C145 


Gene No. 


85113 




Strand 


+ 




Start 


721 




End 


2106 




Name 


OJ990426 09.0307.C145.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


694 




End 


1793 




GI 


none 




Score 


128 




Exons 


694. .789, 694. .1089, 696 


..1088, 928.. 


1095, 1178.. 1285, 






1179. .1283, 1535. .1657, 


1535. 


.1792, 1548.. 1793 




Seq. No. 


41076 




Seq. ID 


OJ990426JD9.0307 


.C145 


Gene No. 


85113 




Strand 


+ 




Start 


721 




End 


2106 




Name 


OJ990426 09.0307.C145.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


705 




End 


1652 " * 




GI 


none 




Score 


124 




Exons 


705. .788, 707. .781, 828. 


.932, 


831. .1088, 842. .940, 1001 


. .1087, 



41149 



1175. .1282, 1179. .1283, 1547. .1651, 1548. .1652 





Seq. No. 


41076 


Seq. ID 


OJ990426_09.0307. 


C145 




Gene No. 


85113 


Strand 


+ 






Start 


721 


End 


2106 






Name 


OJ990426 09.0307.C145.ol.gp 


Method 


AAT/GAP 






Start 


721 


End 


2106 






GI 


82 3.R1084 


Score 


1972 






Exons 


721;.10B6, 1180. .1281, 1549.. 


2106 








GI Descrip. 


, 224474i/emb|CABl6i72.1| 5/0e 


-61 (Z97335) 






hydroxymethyltransf erase [Arabidopsis 


thaliana] 1 






Seq. No. 


41076 


Seq. ID 


OJ990426_09.0307. 


C145 




Gene No. 


85113 


Strand 


+ 






Start 


721 


End 


2106 






Name 


OJ990426 09.0307.C145.ol.tw 


Method 


TBLASTX : Wheat 






Start 


834 


End 


1262 






GI 


none 


Score 


293 






Exons 


834. .1088, 845. .943, 1019. .1087, 1167. 


.1262 






Seq. No. 


41077 


Seq. ID 


OJ990426_09.0307. 


C151 




Gene No. 


85114 


Strand 








Start 


352 


End 


7 98 






Name 


OJ990426 09.0307.C151.ol.ts 


Method 


TBLASTX : Soybean 




& 


Start 


352 


End 


798 




rS 


GI 


none 


Score 


83 




: s5 


Exons 


352. .591, 660. .713, 714. .797, 


748. .798 








Seq. No. 


41078 


Seq. ID 


OJ990426_09.0307. 


C152 


: , ; 


Gene No. 


85115 


Strand 






, =1 


Start 


2531 


End 


2988 






Name 


OJ990426 09 . 0307 . C152 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


2531 


End 


2988 






GI 


none 


Score 


57 




Q 


Exons 


2531.. 2626, 2541.. 2624, 2605. 


.2658, 2649.-2735, 2668. .2739, 






2782. .2985, 2785. .2889, 2787. 


.2984, 2956.. 2988 






Seq. No. 


41079 


Seq. ID 


OJ990426_09.0307 


C154 




Gene No. 


85116 


Strand 








Start 


216 


End 


636 






Name 


OJ990426 09.0307.C154.ol.tw 


Method 


TBLASTX: Wheat 






Start 


216 


End 


636 






GI 


none 


Score 


105 






Exons 


216. .509, 237. .440, 310. .501, 


561. .635 


, 562. .636 






Seq. No. 


41079 


Seq. ID 


OJ990426_09.0307 


.C154 




Gene No. 


85116 


Strand 








Start 


216 


End 


636 






Name 


OJ990426 09.0307.C154.ol.ts 


Method 


TBLASTX: Soybean 






Start 


231 


End 


561 






GI 


none 


Score 


93 






Exons 


231. .476, 231. .518, 304. .561 










Seq. No. 


41080 


Seq. ID 


OJ990426_09.0307 


.C159 




Gene No. 


85117 


Strand 








Start 


1451 


End 


3209 






Name 


OJ990426 09.0307.C159.o2.tm 


Method 


TBLASTX: Maize 





41150 




Start 


1451 








End 


3209 


GI 


none 








Score 


40 


Exons 


1451. .1474, 


1547 


. .1765, 


1549. 


.1734, 1691. .1768, 3129. .3209 


Seq. No. 


41080 








Seq. ID 


a Tfinrt >i o ^ on r\ o m pica 

0Jyy(j4zD uy . uou / . cioy 


Gene No. 


85117 








Strand 




Start . 


1451 








End 


J209 


Name 


OJ990426 09. 


0307 


.C159.o3 


.tc 


Method 


TBLASTX : cress 


Start ^ 

• *--fv . 


■ 1541 








End ..;■>-;.. 


.1 1 A A 

1 7 4 4. 


GI 


none 








Score 


207 


Exons 


1541. .1744, 


1549 


. .1740 








Seq. No. 


41080 








Seq. ID 


ojyyu4zo uy.uju/.cioy 


Gene No. 


85117 








Strand 




Start 


1451 








End 


j^uy 


Name 


OJ990426 09. 


0307 


.C159.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1541 








End 


1809 


GI 


none 








Score 


206 


Exons 


1541. .1765, 


1549 


. .1809 








Seq. No. 


41080 








Seq. ID 


OJ990426_09.0307.C159 


Gene No. 


85118 








Strand 




Start 


3999 








End 


- 5224 


Name 


OJ990426 09. 


0307 


,C159.ol 


.tm 


Method 


TBLASTX :Maize 


Start 


•3999 








End . 


5087 


GI 


none 








Score 


123 


Exons 


3999. .4145, 


4034 


. .4123, 


4128. 


.4196, 4211. .4294, 4443. .4568, 




4578. .4805, 


4806 


. .5087, 


4823. 


.5035 




Seq. No. 


41080 








Seq. ID 


OJ990426_09.0307.C159 


Gene No. 


85118 








Strand 




Start 


3999 








End 


5224 


Name 


OJ990426 09. 


0307.C159.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


3999 








End 


5087 


GI 


none 








Score 


194 


Exons 


3999. .4229, 


4061 


. .4156, 


4214. 


.4294, 4950. .5087 


Seq. No. 


41080 








Seq. ID 


OJ990426_09.0307.C159 


Gene No. 


85118 








Strand 




Start 


3999 








End 


5224 


Name 


OJ990426' 09. 


0307 


,C159.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4010 








End 


5087 


GI 


none 








Score 


240 


Exons 


4010. .4165, 


4023 


. .4229, 


4214. 


.4303, 4443. .4571, 4472. .4570, 




4581. .4805, 


4583 


. .4729, 


4806. 


.5036, 4£ 


J23..5035, 5037.. 5087 


Seq. No. 


41080 








Seq. ID 


OJ990426_09.0307.C159 


Gene No. 


85118 








Strand 




Start 


3999 








End 


5224 


Name 


OJ990426 09. 


0307.C159.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4226 








End 


4553 


GI 


none 








Score 


89 


Exons 


4226. .4306, 


4226 


. .4306, 


4293. 


.4316, 4422. .4553, 4425. .4505, 




4448. .4552 












Seq. No. 


41080 








Seq. ID 


OJ990426_09.0307.C159 


Gene No. 


85118 








Strand 





41151 






btart 




End 


5224 






Name 


OJ990426 09.0307.C159.o2.tc 


Method 


TBLASTX: Cress 






Start 


4491 


End 


4946 






GI 


none 


Score 


70 






Exons 


4491.. 4568, 4508.. 4567, 4574. 


.4738, 4575. .4802, 4776. .4946, 






4823. .4945 










Seq. No. 


41080 


Seq. ID 


OJ990426_09.0307 


.C159 




bene wo . 


..OJllO 


Strand 








Start 


3999 


End 


5224 






Name 


OJ990426 09.0307.C159.ol.tw 


Method 


TBLASTX: Wheat 






Start 


4847 


End 


5224 






GI 


none 


Score 


389 






Exons 


4847. .5050, 4848. .5186, 5042. 


.5224, 5068.. 5187 






Seq. No. 


41080 


Seq. ID 


OJ990426_09.0307 


.C159 




bene wo . 


CJDll? 


Strand 








Start 


6691 


End 


7191 






Name 


OJ990426 09.0307.C159.ol.tc 


Method 


TBLASTX: Cress 






Start 


6691 


End 


7191 






GI 


none 


Score 


167 






Exons 


6691.. 7041, 6749.. 7042, 7030. 


.7191, 7047. .7190 




C3 


Seq. No. 


41080 


Seq. ID 


OJ990426_09.0307 


.C159 




bene imo . 




Strand 






'it- 


Start 


6691 


End 


7191 






Name 


OJ990426 09.0307.C159.ol.ts 


Method 


TBLASTX : Soybean 




FU 


Start 


6691 


End 


7191 






GI 


none 


Score 


169 




1:1 


Exons 


6691.. 7041, 6746.. 7042, 6997. 


.7191, 7047.. 7190 




: ^ 
?"= 


Seq. No. 


41081 


Seq. ID 


OJ990426_09.0307 


.C160 


: 


Gene No. 


85120 


Strand 


+ 






Start 


3396 


End 


4335 






Name 


OJ990426 09.0307.C160.o2.gp 


Method 


AAT/GAP 






Start 


3396 


End 


4335 




il 


GI 


39571 1.R1084 


Score 


974 






Exons 


3396.. 3662, 3861.. 3917, 4010. 


.4100, 4218.. 4335 




% ef 


GI Descrip. 


, 4803931/gb|AAD29804.1|AC006264_12 8.i 


0e-31 (AC006264) unknown 


13 




protein [Arabidopsis thaliana] 1 








Seq. No. 


41081 


Seq. ID 


OJ990426_09.0307 


.C160 




Gene No. 


85121 


Strand 








Start 


24 


End 


507 






IN CllUC? 


OJ990426 09.0307.C160.ol.gp 


Method 


AAT/GAP 






Start 


24 


End 


507 






GI 


42536 1.R1084 


Score 


939 






Exons 


24.. 507 










GI Descrip. 


, 4589981/gb|AAD26498.1|AC007195 12 7.1 


0e-14 (AC007195) 








amidophosphoribosyltransf erase [Arabidopsis thaliana] ' 






Seq. No. 


41081 


Seq. ID 


OJ990426_09.0307 


.C160 




Gene No. 


85121 


Strand 








Start 


24 


End 


507 






Name 


OJ990426 09.0307.C160.o2.tm 


Method 


TBLASTX: Maize 






Start 


92 


End 


283 * 






GI 


none 


Score 


86 





41152 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



92. .211, 133. .210, 143. .253, 245. .283 



41081 
85122 
3550 

OJ990426_09.0307.C160.o3.ts 

3550 

none 

3550.. 3627, 3554.. 3631, 3857. 
4014.. 4100 

41081 
85122 
3550 

OJ990426_09.0307.C160.ol.tm 

3844 

none 

3844. .3930, 3857. .3916, 4009. 
4192. .4377, 4212. .4376, 4450. 
4883. .4978, 4885. .4995, 4885. 

41081 
85122 
3550 

OJ990426_09 . 0307 . C160 . ol . tw 

4002 

none 

4002. .4112, 4009. .4098, 4216. 
4670.. 4723 

41081 
85122 
3550 

OJ990426_09.0307.C160.o2.ts 

4215 

none 

4215. .4379, 4216. .4380 

41081 
85122 
3550 

OJ990426_09.0307.C160.ol.tc 

4342 

none 

4342. .4377, 4428. .4583, 4450. 
4675. .4809, 4883. .4975, 4885. 

41081 
85122 
3550 

OJ990426_09.0307.C160.ol.ts 

4482 

none 

4482. .4580, 4513. .4581, 4645. 
4883. .4978, 4889.-4978 



Seq. ID OJ990426_09.0307.C160 
Strand 

End 4 995 

Method TBLASTX : Soybean 

End 4140 

Score 92 
^3916, 3859. .3921>-~ 4009... 4140, 



Seq. ID OJ990426_09.0307.C160 
Strand 

End 4 995 

Method TBLASTX : Mai ze 

End 4 995 

Score 102 

.4098, 4009.. 4098, 4017. .4100, 
.4581, 4669. .4806, 4670. .4807, 
.4977 

Seq. ID OJ990426_09.0307.C160 
Strand . . 

End 4 995 

Method - TBLASTX: Wheat 
End 4723 
Score 135 
.4380, 4221. .4391, 4453. .4581, 



Seq. ID OJ990426_09.0307.C160 
Strand 

End 4 995 

Method TBLASTX : Soybean 

End 4380 

Score 193 



Seq. ID i€>J990426_09.0307.C160 
Strand 

End 4 995 

Method TBLASTX : Cress 

End 4980 

Score 4 9 

.4581, 4669.. 4806, 4670.. 4807, 
.4980, 4885.. 4980 

Seq. ID OJ990426_09.0307.C160 
Strand 

End 4 995 

Method TBLASTX : Soybean 

End 4 978 

Score 104 

.4800, 4670. .4807, 4673. .4750, 



Seq. No. 



41082 



Seq. ID OJ990426_09.0307.C161 



41153 




Gene No. 


85123 






Strand 


+ 




Start 


1004 






End 


1521 




Name 


OJ990426 09.0307 


.C161.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


1143 




GI 


none 






Score 


96 




Exons 


1..81, 2. .85, 3. 


.80, 166 


. .297, 


171. .272, 985. .1071, 988 


. . 107 




1054.. 1143, 1060 


. . 1125 










Seq. No . r 


- 410.82 






Seq'. II# OJ990426 09.0307 


.C161 


Gene No. 


85123 






Strand 


+ • ' 




Start 


1004 






End 


1521 




Name 


OJ990426 09.0307 


.C161.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


12 






End 


276 




GI 


none 






Score 


89 




Exons 


12. .80, 14. .85, 


14. .82, 


30. .137, 166.. 


276, 171. .272 




Seq. No. 


41082 






Seq. ID 


OJ990426_09.0307 


.C161 


Gene No. 


85123 






Strand 


+ 




Start 


1004 






End 


1521 




Name 


OJ990426 09.0307 


.CI6I.0I 


. gp 


Method 


AAT/GAP 




Start 


1004 






End 


1521 




GI 


none 






Score 


1012 




Exons 


1004. .1521 












Seq. No. 


.41083 






Seq. ID 


OJ990426_09.0307 


.C162 


Gene No. 


85124 






Strand 


+ 




Start 


5143 






End 


5759 




Name 


OJ990426 09.0307 


.C162.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3447 ~~ 






End 


3725 




GI 


none 






Score 


59 




Exons 


3447.. 3650, 3574 


. . 3651, 


3650. . 


3724, 3669.. 3725 




Seq. No. 


41083 






Seq. ID 


OJ990426_09.0307 


.C162 


Gene No . 


85124 






Strand 


+ 




Start 


5143 






End 


5759 




Name 


OJ990426 09.0307 


.C162.ol 


.gp 


Method 


AAT/GAP 




Start 


5143 






End 


5753 




GI 


57542 1.R1084 






Score 


562 




Exons 


5143.. 5300, 5607 


. .5753 










GI Descrip. 


'4263509/gb|AAD15335| 1. 


Oe-58 


(AC004044) hypothetical protei 




[Arabidopsis thaliana] 1 










Seq. No. 


41083 






Seq. ID 


OJ990426_09.0307 


.C162 


Gene No. 


85124 






Strand 


+ 




Start 


5143 






End 


5759 




Name 


OJ990426 09.0307 


.C162.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5608 






End 


5759 




GI 


none 






Score 


184 




Exons 


5608.. 5751, 5610 


. .5759, 


5612. . 


5758, 5613.. 5759 




Seq. No. 


41084 






Seq. ID 


OJ990426_09.0307 


.C169 


Gene No. 


85125 






Strand 






Start 


1008 






End 


1202 




Name 


OJ990426 09.0307 


.C169.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1008 






End 


1202 




GI 


none 






Score 


225 




Exons 


1008.. 1193, 1010 


. .1192, 


1011. . 


1202 







41154 



Seq. No. 


41085 


Seq. ID 


OJ990426_09.0307.C174 


Gene No . 


85126 


Strand 




Start 


51 


End 


314 


Name 


OJ990426 09.0307.C174.ol.tm 


Method 


TBLASTX: Maize 


Start 


51 


End 


314 


GI 


none 


Score 


107 


Exons 


51. .170, 51. .173, 53. .205, 171. .314, 174. .314 


Seq. No. 


41085 \ 


Seq. ID 


OJ990426_09.0307.C174 


Gene No . 


85127 


Strand 




Start 


380 


End 


704 


Name 


OJ990426 09.0307.C174.ol.ts 


Method 


TBLASTX : Soybean 


Start 


380 


End . 


704 


GI 


none 


Score 


113 


Exons 


380. .481, 519. .704, 521. .703 






Seq. No. 


41086 


Seq. ID 


OJ99042 6_09.0307.C182 


Gene No. 


85128 


Strand 




Start 


49 


End 


2052 


Name 


OJ990426 09.0307.C182.ol.ts 


Method 


TBLASTX : Soybean 


Start 


49 


End 


2051 


GI 


none 


Score 


63 


Exons 


49. .108, 49. .153, 1371. .1652, 


1647. .1805, 1705. .1788, 




1839.. 1985, 2016.. 2051 






Seq. No. 


41086 


Seq. ID 


OJ990426_09.0307.C182 


Gene No. 


85128 


Strand 




Start 


49 


End 


2052 


Name 


OJ990426 09.0307.C182.ol.tm 


Method 


TBLASTX: Maize 


Start 


1639 


End 


2052 


GI 


none 


Score 


183 


Exons 


1639.. 1827, 1644.. 1805, 1812. 


.2051, 1840.. 2052 


Seq. No. 


41086 


Seq. ID 


OJ990426_09.0307.C182 


Gene No . 


85128 


Strand 




Start 


49 


End 


2052 


Name 


OJ990426 09.0307.C182.ol.tc 


Method 


- TBLASTX: Cress 


Start 


1644 


End 


1982 


GI 


none 


Score 


119 


Exons 


1644.. 1793, 1827.. 1982 






Seq. No.. . 


41087 


Seq. ID 


OJ990426_09.0307.C185 


Gene No. 


85129 


Strand 




Start 


1629 


End 


1711 


Name 


OJ990426 09.0307.C185.ol.gp 


Method 


AAT/GAP 


Start 


1629 


End 


1711 


GI 


5867 1.R1084 


Score 


111 


Exons 


1629. .1711 






GI Descrip. 


M64986/sp|P35132|UBC9 ARATH 


5.0e-58 


UBIQUITIN-CONJUGATING 


ENZYME E2-17 KD 9 (UBIQUITIN- 


PROTEIN 


LIGASE 9) (UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin— protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



41155 



Seq. No. 


41088 




Seq. ID 


OJ990426_09 . 0307 .C190 


Gene No. 


OCT *5 rt 

85130 




Strand 




Start 


132 




End 


735 


Name 


OJ990426 09.0307.C190.ol. 


gp 


Method 


AAT/GAP 


Start 


132 




End 


509 


GI 


700067 




Score 


723 


Exons 


132. .509 








Seq. No. 


41088 . 




Seq. ID 


OJ990426_09.0307.C190 


Gene No. 


85130 




o rrana 




Start 


132 




End 


735 


Name 


OJ990426 09.0307.C190.ol. 


tm - 


Method 


TBLASTX: Maize 


Start 


388 




End 


726 


GI 


none 




Score 


109 


Exons 


388. .522, 398. .694, 463.. 


726 






Seq. No. 


41088 




Seq. ID 


OJ990426_09.0307.C190 


Gene No. 


85130 




Strand 




Start 


132 




End 


735 


Name 


OJ990426 09.0307.C190.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


463 




End 


675 


GI 


none 




Score 


95 


Exons 


463. .675, 464 ... 583 








Seq. No. 


41088 




Seq. ID 


OJ990426_09 . 0307 .C190 


Gene No. 


85130 




otrana 




Start 


132 




End 


735 


Name 


OJ990426 09.0307.C190.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


463 




End 


735 


GI 


none 




Score 


146 


Exons 


463.-735, 467. .682 








Seq. No. 


41089 




Seq. ID 


OJ990426_09.0307.C191 


Gene No. 


85131 




Strand 




Start 


444 




End 


1 "5 Q C 

x j y d 


Name 


OJ990426 09.0307.C191.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


411 




End 


1129 


GI 


none 




Score 


82 


Exons 


411. .497, 445. .498, 445. 


504, 


450. .500 


, 885. .980, 885. .929, 




886. .984, 914. .961, 1058 


.1126, 1079.. 


1129 


Seq. No. 


41089 




Seq. ID 


OJ990426_09.0307.C191 


Gene No. 


85131 




Strand 




Start 


444 




End 


1396 


Name 


vjjyyu4zb uy.uou/.cxyi.oi 


gp 


Method 


AAT/GAP 


Start 


444 




End 


1396 


GI 


66948 1.R1084 




Score 


837 


Exons 


444. .498, 886. .981, 1083 


.1396 




GI Descrip. 


'4539340/emb ICAB37488.il 


2.0e 


-11 (AL035539) putative protein 


[Arabidopsis thaliana] ' 








Seq. No. 


41089 




Seq. ID 


OJ990426_09.0307.C191 


Gene No. 


85131 




Strand 




Start 


444 




End 


1396 


Name 


OJ990426 09.0307.C191.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1037 




End 


1225 


GI 


none 




Score 


63 



41156 




Exons 


1037. .1156, 1077. .1202, 


1079. 


.1225, 1083.. 1160 




Seq. No. 


41090 




Seq. ID 


OJ990426_09.0307 


.C192 


Gene No. 


85132 




btrana 






Start 


1 




bna 


ZoD 




Name 


OJ990426 09.0307.C192.ol 


. ts 


Method 


TBLASTX : boyoean 




Start 


1 




End 


Zoo 




GI 


none 




Score 


l yj 




Exons 


1..198, 6. .179, 190. .285 










Seq. No. 


41090 




Seq. ID 


OJ990426_09.0307 


.C192 


Gene No. 


85132 




btrana 






Start 


1 




End 


one 
ZoD 




Name 


OJ990426 09.0307.C192.ol 


.tc 


Method 


mQT 7\ Q rp V • O-y-rt o e? 

1 oLtAb 1 A : tre s s 




Start 


6 




End 


one 
Z\J 0 




GI 


none 




Score 


x y 4 




Exons 


6. .206, 7. .198 










Seq. No. 


41090 




Seq. ID 


OJ990426_09.0307 


.C192 


Gene No. 


85132 




Strand 






Start 


1 




bna 


ZoD 




Name 


OJ990426 09.0307.C192.ol 


.tm 


Method 


mnT 7\ p rp v • _ J — _ 

1 BLAo I a : Ma i z e 




Start 


6 




End 


Z 1 J 




GI 


none 




Score 


o n o 
ZUZ 




Exons 


6. .188, 7. .213 . 










Seq. No. 


41090 




Seq. ID 


OJ990426_09.0307 


.C192 


Gene No. 


85132 




Strand 






Start 


1 




End 


285 




Name 


OJ990426 09.0307.C192.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


6 




End 


OCT 

Zo t 




GI 


none 




Score 


o o r\ 

ZZQ 




Exons 


6. .191, 7. .189, 190. .267 










Seq. No. 


41091 




Seq. ID 


OJ990426_09.0307 


-C196 


Gene No. 


85133 




Strand 






Start 


679 




End 


747 




Name.- 


OJ990426. 09.0307.C196.ol 


• gp 


Method 


AAT/GAP 




Start 


679 




End 


747 




GI 


LIB3475-012-P1-K1-B11 




Score 


134 




Exons 


679. .747 










GI Descrip. 


'5670155/gb|AF161269.1|AF161269 3.0e-29 Oryza sativa subsp. 




japonica BAC clone 34K24 


, complete sequence' 




Seq. No. 


41092 




Seq. ID 


OJ990426_09.0307 


.C199 


Gene No. 


85134 




Strand 






Start 


1130 




End 


1256 




Name 


OJ990426 09.0307.C199.ol 


.gp 


Method 


AAT/GAP 




Start 


1130 




End 


1256 




GI 


20680 1.R1084 




Score 


220 




Exons 


1130. .1256 











GI Descrip. ' 1854378/dbj I BAA19242 | 5.0e-75 (AB001338) Sucrose-Phosphate 
Synthase [Saccharura officinarum] ' 

Seq. No. 41093 " Seq. ID OJ990426_09 . 0307 . C202 

Gene No. 85135 Strand 

Start 138 End 551 



41157 




Name ' OJ990426_09. 0307 .C202 .ol 

Start 138 

GI none 

Exons 138.. 425, 483.. 551 

Seq. No. 41093 

Gene No. 85135 

. Start 138 

Name OJ990426_09. 0307 .C202 .ol 

Start 138 

GI none 

Exons 138.. 425, 477.. 536 

Seq. No. 41093 

Gene No. 85135 

Start 138 

Name OJ990426_09 . 0307 . C202 .ol 

Start 138 * 

GI none 

Exons 138.. 413, 157.. 408, 483. 

Seq. No. 41094 

Gene No. 85136 

Start 272 

Name OJ990426_09 . 0307 . C206 . o2 

Start 272 

GI none 

Exons 272.. 346, 293.. 337, 350. 

Seq. No. 41094 

Gene No. 85136 

Start 272 

Name OJ990426_09 . 0307 . C206 . ol 

Start 350 

GI none 

Exons 350.. 871, 369.. 491, 677. 

Seq. No. 41094 

Gene No. 85136 

Start 272 

Name OJ990426_09 . 0307 . C206 . ol 

Start 351 

GI none 

Exons 351.. 491, 365.-643, 422. 

Seq. No. 41094 

Gene No. 85136 

Start 272 

Name OJ990426_09 . 0307 . C206 . ol 

Start 422 

GI none 

Exons 422.. 643, 423.. 872, 532. 

Seq. No. 41094 

Gene No. 85136 

Start 272 

Name OJ990426 09 . 0307 . C206 . ol 




. tc 


Method 


TBLASTX : Cress 






End 


551 






Score 


55 






Sea ID 


OJ990426 09.0307 


.C202 




Strand 








End 


551 




. ts 


Method 


TBLASTX : Soybean 






End 


536 






Score 


91 






Seq. ID 


OJ990426_09.0307 


.C202 




Strand 








End 


551 




• tm 


Method 


TBLASTX: Maize 






End 


536 






Score 


150 




. 536, 


484 . . 534 








Seq. ID 


OJ990426_09.0307 


.C206 




Strand 








"End 


878 




. tw 


Method 


TBLASTX : Wheat 






End 


535 






Score 


49 




. 535, 


360 494 








Seq. ID 


OJ990426_09.0307 


.C206 




Strand 








End 


878 




. tc 


Method 


TBLASTX: Cress 






End 


878 






Score 


99 




. 829, 


771 . .878 








Seq. ID 


OJ990426_09.0307 


.C206 




Strand 








End 


878 




. ts 


Method 


TBLASTX : Sovbean 






End 


871 






Score 


109 




. 580, 


637 .690, 


668 . . 871, 686. . 


871 




Seq. ID 


OJ990426_09.0307 


.C206 




Strand 








End 


878 




. tm 


Method 


TBLASTX: Maize 






End 


872 






Score 


284 




.870, 


686. .871 








Seq. ID 


OJ990426_09.0307 


.C206 




Strand 








End 


878 




.tw 


Method 


TBLASTX: Wheat 





41158 



Start 


566 




End 


878 


GI 


none 




Score 


158 


Exons 


5.66. .877, 567 . .878 








Seq. No. 


41095 




Seq. ID 


OJ990426_09.0307.C209 


Gene No. 


85137 




Strand 


+ 


Start 


2520 




End 


2819 


Name 


OJ990426 09.0307.C209.ol 


tin 


Method 


TBLASTX: Maize 


Start 


. 8£5 • . . . ... 




End 


■1130 ' " 


GI 


none 




Score 


60 


Exons 


825.. 896, 826.. 897, 835. 


.897, 


892. .966, 


913. .942, 980. .1051, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



980. .1120, 981. .1121, 981. .1130 

41095 Seq. ID OJ990426_09 . 0307 . C209 

85137 Strand + 
2520 End 2819 
OJ990426_09 . 0307 . C209 . ol . gp Method AAT/GAP 
2520 End 2819 
3133_1.R1084 Score 532 
2520. .2819 

»5903092/gb|AAD55650.1 |AC008017_23 8.0e-76 (AC008017) Highly 
similar to developmental protein DG1118 [Arabidopsis thaliana] 1 

41096 Seq. ID OJ990426_09 . 0307 . C210 

85138 Strand + 
963 End 1726 
OJ990426_09.0307.C210.ol.gp Method AAT/GAP 
963 End 1726 
3133_1.R1084 Score 1435 
963.. 1726 

'5903092/gb|AAD55650.1|AC008017_23 8.0e-76 (AC008017) Highly 
similar to developmental protein DG1118 [Arabidopsis thaliana] ' 



Seq. No. . 


41096 








Seq. ID 


OJ990426_09.0307.C210 


Gene No. 


85138 








Strand 


+ 


Start 


963 








End 


1726 


Name 


OJ990426 09 


.0307 


.C210. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


• 974 








End 


1615 


GI 


none 








Score 


68 


Exons 


974. .1054, 


974 . . 


1033, 


1010. . 


1141, 1038 


..1142, 1079. .1462, 




1080. .1610, 


1520 


. .1615 








Seq. No. 


41096 








Seq. ID 


OJ990426_09.0307.C210 


Gene No. 


85138 








Strand 


+ 


Start 


963 








End 


1726 


Name 


OJ990426 09 


.0307 


.C210. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


980 








End 


1598 


GI 


none 








Score 


61 


Exons 


980. .1033, 


1043. 


.1141, 


1079. 


.1462, 1083. .1598, 1520. .1597 


Seq. No. 


41096 








Seq. ID 


OJ990426_09.0307.C210 


Gene No. 


85138 








Strand 


+ 


Start 


963 








End. 


1726 


Name 


OJ990426 09 


.0307 


.C210. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


980 








End 


1612 


GI 


none 








Score 


106 


Exons 


980. .1033, 


1064. 


.1141, 


1065. 


.1142, 1079. .1180, 1080. .1181, 



41159 




1181. .1363, 1182. .1349, 1214. .1351, 1364. .1420, 1398. .1421, 







1421. .1462, 1422. .1607, 


1520. 


.1612 








Seq. No. 


41096 




Seq. ID 


OJ990426_09.0307 


.C210 




Gene No. 


85138 




Strand 


+ 






Start 


963 




End 


1726 






Name 


OJ990426 09.0307.C210.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


1302 




End 


1607 






GI 


none 




Score 


285 






Exons 


1302.. 1607, 1302. .1343, 


1304. 


.1462, 1520. .1606 






Seq. No. 


41097 




Seq. ID 


OJ990426 09.0307 


.C221 




Gene No. 


85139 




Strand 








Start 


81 




End 


726 






Name 


OJ990426 09.0307.C221.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


81 




End 


714 






GI 


none 




Score 


607 






Exons 


81. .713, 121. .714 












Seq. No. 


41097 




Seq. ID 


OJ990426_09. 0307 


.C221 




Gene No. 


85139 




Strand 








Start 


81 




End 


726 






Name 


OJ990426 09.0307.C221.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


120 ' 




End 


711 






GI 


none 




Score 


103 




if! 


Exons 


120.. 242, 121.. 252, 253. 


.711, 


297. .701 






fjj 
T ~\ 


Seq. No. 


41097 




Seq. ID 


OJ990426_09. 0307 


.C221 


H : 1 


Gene No. 


85139 




Strand 








Start 


81 




End 


726 




K -i 


Name 


OJ990426 09.0307.C221.ol 


.tw 


Method 


TBLASTX: Wheat 




f 1 = 


Start 


120 




End 


429 




_ 


GI 


none 




Score 


354 






Exons 


120. .428, 121. .429, 283. 


.429 










Seq. No. 


41097 




Seq. ID 


OJ990426_09 . 0307 


.C221 


jL JL 


Gene No. 


85139 




Strand 








Start 


81 * 




End 


726 






Name 


OJ990426 09.0307.C221.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


136 




End 


720 






GI 


none 




Score 


503 






Exons 


136.. 720, 189.. 635 












Seq. No. 


41097 




Seq. ID 


OJ990426_09.0307 


.C221 




Gene No. 


85139 




Strand 








Start 


81 




End 


726 






Name 


OJ990426 09.0307.C221.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


456 




End 


726 






GI 


none 




Score ■ 


313 






Exons 


456.-725, 457. .726 












Seq. No. 


41098 




Seq. ID' 


OJ990616_03.0307 


.C9 




Gene No. 


85140 




Strand 








Start 


75 




End 


1054 






Name 


OJ990616 03.0307.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


75 




End 


1054 






GI 


none 




Score 


76 





41160 



Exons 



75. .152, 77. .148, 151. .1053, 161. .1054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41098 
85140 
75 

OJ990616_03.0307.C9.o2.ts 
75 

none 



Seq. ID OJ990616_03.0307.C9 
Strand 

End 1054 

Method TBLASTX : Soybean 

End 399 

Score 50 



7£, .'134, 77. .145, : l;5r; .39%-167, .397 



41098 
85140 
75 

OJ990616_03. 0307. C9.ol Its 

400 

none 



Seq. ID OJ990616_03.0307.C9 
Strand 

End 1054 

Method TBLASTX : Soybean 

End 1053 

Score 207 



400. .630, 401. .610, 401. .631, 402. .611, 607. .1053, 635. .1039, 
910. .1053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41099 
85141 
202 

OJ990616J)3.0307.C22.ol.tc 

202 

none 

202. .564, 267... 554 



Seq. ID OJ990616_03.0307.C22 

Strand 

End 564 

Method TBLASTX: Cress 

End 564 

Score 4 64 



Seq. ID OJ990616_03.0307.C23 
Strand 

End 463 

Method AAT/GAP 

End 265 

Score 285 



41100 
85142 
56 

OJ990616_03.0307.C23.ol.gp 
56 

9604_1.R1084 
56. .265 

f 5922612/dbj IBAA84613.il 6.0e-33 (AP000492) EST AU078118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] ' 



41100 
85142 
56 

OJ990616_03.0307.C23.ol.ts 
99 

none 



Seq. ID OJ990616_03.0307.C23 
Strand 

End 4 63 

Method TBLASTX : Soybean 

End 4 63 

Score 102 



99. .230, 100. .225, 216. .275, 230. .274, 365. .463 



41101 
85143 
839 

OJ990616_03.0307.C29.ol.gp 

839 

none 

839. .1016 



Seq. ID OJ990616_03.0307.C29 
Strand 

End 1016 

Method AAT/GAP 

End 1016 

Score 317 



Seq. No. 
Gene No. 



41102 
85144 



Seq. ID OJ990616_03.0307.C72 
Strand 



41161 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
.'. Start ■ '• 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

l j Gene No. 

~5 Start 

IZ Name 

:!! Start 

\JJ GI 

la Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990616_03.0307.C72;ol.tm 
1 

none 



End 

Method 

End 

Score 



430 

TBLASTX: Maize 

397 

155 



1..129, 3. .128, 131. .295, 132. .338, 281. .397, 298. .396 



41102 
85144 

, 1 ; 

OJ990616_03.0307.C72.ol.ts 
1 

none 



Seq. ID OJ990616_03.0307.C72 
Strand 

End 430 ; 

Method TBLASTX : Soybean 

End 397 

Score 113 



1..126, 4. .135, 129. .296, 132. .275, 134. .295, 278. .397, 319. .393 



41102 
85144 
1 

OJ990616_03.0307.C72.ol.tc 
16 

none 



Seq. ID OJ990616_03.0307.C72 
Strand 

End 430 

Method TBLASTX : Cress 

End 396 

Score 54 



16. .129, 132. .299, 134. .265, 278. .394, 301. .396 



41102 
85144 
1 

OJ990616_03.0307.C72.ol.tw 
51 

none 



Seq. ID OJ990616_03.0307.C72 
Strand 

End .430 

Method TBLASTX: Wheat 

End 4 30 

Score 69 



51. .128, 52. .129, 132. .308, 134. .295, 279. .404, 281. .430, 
301. .405 



Seq. ID OJ990616_03.0307.C73 

Strand + 

End 836 

Method AAT/GAP 

End 836 

Score 78 



41103 
85145 
785 

OJ990616_03.0307.C73.ol.gp 
785 

uC-osflcypl74c09bl 
785. .836 

M80737/pir| IS37224 4.0e-42 triose 

phosphate/3-phosphoglycerate/phosphate translocator - common 

tobacco >gi_629694_pir S42583 phosphate translocator - common 

tobacco >gi_403023_emb_CAA52979.1_ (X75088) phosphate 
translocator [Nicotiana tabacum] ' 



Seq. No. 


41104 






Seq. ID 


OJ990616_03.0307 


.C76 


Gene No. 


85146 






Strand 






Start 


668 






End 


961 




Name 


OJ990616 


03.0307.C76.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


668 






End 


961 




GI 


none 






Score 


71. 




Exons 


668. .754, 


669.-749, 845 


. .961, 


846. .959 






Seq. No. 


41104 






Seq. ID 


OJ990616_03.0307 


.C76 


Gene No. 


85146 






Strand 






Start 


668 






End 


961 




Name 


OJ990616 


03.0307.C76.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


668 






End 


959 





41162 



GI 


none 


Score 


114 


Exons 


668. .754, 672. .749, 845. .958, 


846. .959 




Seq. No. 


41104 


Seq. ID 


OJ990616_03.0307.C76 


Gene No. 


85146 


Strand 




Start 


668 


End 


961 


Name 


OJ990616 03.0307.C76.ol.ts 


Method 


TBLASTX: Soybean 


Start . 


668 


End 


959 


GI . 


none . 


Score 


61 f-: 


Exons 


668. .754, 672. .749, 845. .958, 


846. .959 




Seq. No. 


41105 


Seq. ID 


OJ990616_03.0307.C78 


Gene No. 


85147 


Strand 




Start 


112 


End 


373 


Name 


OJ990616 03.0307.C78.ol.tm 


Method 


TBLASTX: Maize 


Start 


112 


End 


373 


GI 


none 


Score 


109 


Exons 


112. .192, 120. .200, 126. .194, 


151. .204, 


294. .365, 300. .356, 




301. .372, 302. .373 






Seq. No. 


41106 


Seq. ID 


OJ991117_14.0410.C2 


Gene No. 


85148 


Strand 




Start 


249 


End 


5618 . 


Name . 


OJ991117 14.0410.C2.ol.gs 


Method 


GEN SCAN 


Start 


249 


End 


5516 


GI 


none 


Score 


.86 


Exons 


249. .356, 987. .1193, 1286. .1379, 1476.. 


1649, 2383.. 2483, 




2772.. 3083, 3155.. 3379, 3516. 


.3674, 4172. .4260, 4365. .4440, 




5133.. 5516 






Seq. No. 


41106 


Seq. ID 


OJ991117_14.0410.C2 


Gene No. 


85148 


Strand 




Start 


249 


End 


5618 


Name 


OJ991117 14.0410.C2.ol.gp 


Method 


AAT/GAP 


Start 


2203 


End 


5618 


GI 


7710 1.R1084 


Score 


3083 


Exons 


2203. .2483, 2772. .3083, 3155. 


.3379, 3516.. 3674, 3751.. 3805, 




3895. .4058, 4172. .4260, 4365. 


.4440, 5055. .5618 



GI Descrip. ' 231587/sp | Q01859 | ATP2_ORYSA 0.0e+00 ATP SYNTHASE BETA CHAIN, 

MITOCHONDRIAL PRECURSOR >gi_283001_pir S25304 H+-transporting 

ATP synthase (EC 3.6.1.34) beta chain precursor, mitochondrial 
rice >gi_218147_dbj_BAA01372_ (D10491) mitochondrial Fl-ATPase 
[Oryza sativa] ' 



Seq. No. 41106 

Gene No. 85148 

Start 24 9 

Name OJ991117_14 . 04 10 . C2 . o2 . np 

Start 2373 

GI 231587 

Exons 2373.. 2483, 
3941. .4058, 

GI Descrip. 



OJ991117 14. 0410. C2 



Seq. ID _ 
Strand 

End 5618 
Method AAT/NAP 
End 5516 
Score 2415 

.3379, 3516.. 3674, 3751.. 3854, 
.4440, 5055.. 5516 
ATP SYNTHASE BETA CHAIN, MITOCHONDRIAL PRECURSOR 
gi|283001|pir| IS25304 H+-transporting ATP synthase (EC 3.6.1.34) 
beta chain precursor, mitochondrial -rice 

gi I 218147 tdbj IBAA01372.il (D10491) mitochondrial Fl-ATPase 
[Oryza sativa] 



2772. 
4172. 



.3083, 3155. 
.4260, 4365. 



41163 



Seq. No. 


41106 




85149 


Start: 


631 n 


Name 


ATQQ11 17 1 4 04 10 - C2 . o3 . tm 


Start 


1^7 ~ 

J. D i 




none 


Exons 


i ci oi c KQ 311 


Seq. No. 


41106 


oene lnu • 


85149 


Start 




Name 


O.TQQ1 1 17 1 4 0410 C2 o2 ts 


otaru 


97 Q ~ 




none 


Exons 


97Q ^SQ 987 1199, 1000.. 11 


Seq. No. 


41106 




85149 




6^1 0 

D J X v 


Name 


n TQQ1 1 1 7 14 0410 C2 o2 tc 


Start 






none 


Exons 


QQC 11QQ 1 OQfi I^SI 


Seq. No. 


41106 


Ljene ino. 




Start 




Name 


OTQQ1117 14 0410 P9 o2 tm 


Start 






none 


Exons 


QQQ 1 1 QQ 19ft^ 1391 

yyy..±iyy, izoj. .u^i 


Seq. No. 


41106 


Gene No. 


85149 




6310 


Name 


OTQQ1117 14 0410 C2.o3.tw 


Start 


174 4 




none 


rjXvJllO 


1744 1800. 3254.. 3418, 3255. 






Seq. No .. , 


4 Hub 


Gene No. 


0014 y . 


Start 


coin 


Name 


otQQITTT 1 ^ n/ 1 n P9 n1 "J~m 
UJyyill/ 14 . U4 1U • • t?x • Liu 


Start 


2361 


GI 


none 




2361 2486. 2371.. 2484, 2438 




9771 "311R 9779 3098. 3150 




3473.. 3583, 3512.. 3679, 3516 




3756.. 3803, 3939.. 4043, 3940 




4172. .4264, 4345. .4464, 4361 




5391.. 5426, 5392.-5424, 5484 


Seq. No. 


41106 


Gene No. 


85149 



Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method TBLASTX : Mai ze 

End 315 

Score 157 



Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method TBLASTX : Soybean 

End 1333 

Score 7 0 



Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method TBLASTX : Cress 

End 1351 

Score 42 

. >^"> - ^ 

Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method TBLASTX : Maize 

End 1321 

Score 42 



Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method TBLASTX : Wheat 

End 3579 

Score 147 



Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method TBLASTX : Mai ze 

End 5522 

Score 17 6 

.2518, 2737.. 3096, 2770. .3093, 
.3380, 3152.. 3418, 3193.. 3381, 
.3677, 3520.. 3726, 3751. .3804, 
.4059, 4169. .4264, 4170. .4259, 
.4483, 5052.. 5306, 5053.. 5313, 
.5522 



Seq. ID 
Strand 



OJ991117 14. 0410. C2 



41164 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6310 End 

OJ991117_14 . 0410 . C2 . ol . ts Method 

2377 End 

none Score 



6515 

TBLASTX: Soybean 

5313 

41 



2377. .2409, 2404. .2484, 2404. .2472, 2424. .2486, 2737. .3096, 

2772. .3098, 3150. .3380, 3152. .3418, 3516.. 3677, 3516.. 3677, 

3520. .3678, 3520. .3678, 3751. .3804, 3751. .3804, 3752. .3805, 

3939. .4043, 3940. .4059, 4001. .4060, 4169. .4264, 4170. .4247, 

4345.-4464, 4358 .. 4483, - 5052 .. 5306, 5053 . .'5313 ' 



41106 
85149 
6310 

OJ991117_14.0410.C2.ol.tc 

2386 

none 

2386. .2484, 2391. .2486, 2424. 
2772. .3098, 3170. .3418, 3171. 
3516.. 3677, 3751.. 3804, 3752. 
4169. .4264, 4170. .4247, 4345. 
5053.. 5226, 5223.. 5303, 5224. 

41106 
85149 
6310 . - 

OJ991117_14 . 0410 .C2 . ol . tw 

2425 

none 

2425. .2484, 2427. .2486, 2752. 

41106 
85149 
6310 

OJ991117_14 . 04 10 . C2 . o2 . tw 

3580 

none 

3580.. 3678, 3582.. 3677, 3749. 
3752.. 3805, 3939.. 4043, 3940. 
4170.. 4250, 4172.. 426*4, 4337. 
4366. .4440, 5052.. 5114, 5052. 

41106 
85149 
6310 

OJ991117_14 . 04 10 . C2 . o2 . gs 

6310 

none 

6310. .6378, 6480. .6515 



Seq. ID OJ991117_14 .0410.C2 
Strand 

End 6515 
Method TBLASTX : Cress 
End 5313 
Score 105 

.2486, 2737.. 3096, 2770.. 3096, 
.3383, 3193.. 3384, 3511.. 3678, 
.3805, 3939. .4043, 3940. .4059, 
.4440, 4358. .4441, 5052. .5225, 
.5313 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3093, 2772.. 3095 



OJ991117_14.0410.C2 
6515 

TBLASTX: Wheat 
3095 
78 



Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 
Method TBLASTX : Wheat 
End 5115 
Score 158 

.3793, 3750. .3794, 3751. .3804, 
.4059, 3943. .4059, 4169. .4264, 
.4438, 4345. .4464, 4365. .4436, 
.5114, 5053. .5115 

Seq. ID OJ991117_14.0410.C2 
Strand 

End 6515 

Method GEN SCAN 

End 6515 

Score .45 



41107 
85150 
350 

OJ991117_14.0410.C3.ol.gs 
350 
none 

350. .670, 796. .916, 1173. .1252, 1364. 



Seq. ID OJ991117_14.0410.C3 
Strand + 



End 

Method 

End 

Score 



1375 
GENSCAN 
1375 
.69 

,1375 



41165 




Seq. No. 


41107 






Seq. ID 


OJ991117_14.0410.C3 


Gene No. 


85151 






Strand 




Start 


3700 






End 


3879 


Name 


OJ991117 14 


.0410 


.C3.o2.gs 


Method 


GENSCAN 


Start 


3700 






End 


3879 


GI 


none 






Score 


.97 


Exons 


3700. .3879 










Seq. No. 


41108 






Seq. ID- 


OJ991117_1'4.0410.C4 


Gene No. 


85152 






Strand 


+ 


Start 


8654 






End 


8932 


Name 


OJ991117 14 


.0410 


. C4.o2.np 


Method 


AAT/NAP 


Start 


8654 






End 


8932 


GI 


5777617 






Score 


87 


Exons 


8654. .8932 










GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


41108 






Seq. ID 


OJ991117_14. .0,410. C4 


Gene No. 


85153 






Strand . 




Start 


4055 






End 


6598 


Name 


OJ991117 14 


.0410 


.C4.ol.np 


Method 


AAT/NAP 


Start 


4055 






End 


6598 


GI 


3941448 






Score 


459 


Exons 


4055. .4082, 


6025 


..6137, 6230. 


.6359, 6463.. 6598 


GI Descrip. 


(AF062878) 


putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


41108 






Seq. ID 


OJ991117_14.0410.C4 


Gene No. 


85154 






Strand 




Start 


7601 






End 


9228 


Name 


OJ991117 14 


.0410 


.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6008 






End 


6604 


GI 


none 






Score 


102 


Exons 


6008. .6142, 


6048 


..6140, 6227. 


.6307, 6229.-6363, 6449.. 6604, 




6450. .6599 










Seq. No. 


41108 






Seq. ID 


OJ991117_14.0410.C4 


Gene No. 


85154 






Strand 




Start 


, 7601 






End 


9228 


Name 


OJ991117 14 


.0410 


.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


6047 






End 


6604 


GI 


none 






Score 


97 


Exons 


6047. .6142, 


6048 


..6137, 6229. 


.6360, 6449.. 6604, 6450.. 6602 


Seq. No. 


41108 






Seq. ID 


OJ991117_14 .0410. C4 


Gene No. 


85154 






Strand 




Start 


7601 






End 


9228 


Name 


OJ991117 14 


.0410 


.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


6054 






End 


6599 


GI 


none 






Score 


80 


Exons 


6054. .6140, 


6056 


..6139, 6227. 


.6307, 6229.. 6381, 6450.. 6494, 




6494. .6598, 


6495 


. .6599 






Seq. No. 


41108 






Seq. ID 


OJ991117_14.0410.C4 


Gene No. 


85154 






Strand 




Start 


7601 






End 


9228 


Name 


OJ991117 14 


.0410 


.C4 .ol. tw 


Method 


TBLASTX: Wheat 


Start 


6065 






End 


6599 



41166 




GI 


none 






Score 


84 




Exons 


6065. .6142, 


6066. 


.6140, 6224. 


.6343, 6227.. 6307, 


6229. .6360, 




6449. .6598, 


6450. 


.6599 








Seq. No. 


41108 






Seq. ID 


OJ991117 


_14.0410.C4 


Gene No. 


85154 






Strand 






Start 


7601 






End 


9228 




Name 


OJ991117 14 


.0410. 


C4 .o2 ,gs 


Method 


GENSCAN 




Start" 


7601 






End 


9228 




GI 


none 






Score 


.54 




Exons 


7601. .7659, 


7769. 


.7882, 9081. 


.9228 






Seq. No. 


41109 






Seq. ID 


OJ991117 


_14.0410.C5 


Gene No . 


85155 






Strand 


+ 




Start 


260 






End 


9149 




Name 


OJ991117 14 


.0410. 


C5 . ol . gs 


Method 


GENSCAN 




Start 


260 






End 


9149 




GI 


none 






Score 


.79 




Exons 


260. .1130, 


1169. . 


1509, 1611.. 


1739, 2611.. 2776, 


2857. .2904, 




3469. .3554, 


3665. 


.3733, 3829. 


.3873, 3977. .4039, 


4128. .4204, 




4529. .4580, 


5285. 


.5642, 7613. 


.7728, 7919. .8237, 


8354. .8421, 




8646. .9149 












Seq. No. 


41109 






Seq. ID 


OJ991117 


_14.0410.C5 


Gene No. 


85155 




- 


.Strand 


+'. 




Start 


260 






End 


9149 




Name 


OJ991117 14 


.0410. 


C5 . ol . gp 


Method 


AAT/GAP 




Start 


1229 ~~ 






End 


1723 




GI 


none 






Score 


699 




Exons 


1229. . 1509, 


1611. 


. 1723 








Seq. No. 


41109 






Seq. ID 


OJ991117 


_14.0410.C5 


Gene No . 


85155 






Strand 


+ 




Start 


260 






End 


9149 




Name 


OJ991117 14 


.0410. 


C5.ol.np 


Method 


AAT/NAP 




Start 


1354 






End 


4214 




GI 


6682251 






Score 


696 




Exons 


1354. .1509, 


1611. 


.1739, 2611. 


.2772, 3468. .3554, 


3665. .3733, 




3829. .3873, 


3977. 


.4039, 4128. 


.4214 






GI Descrip. 


(AC016661) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


41109 






Seq. ID 


OJ991117 


_14.0410.C5 


Gene No. 


85155 






Strand 


+ 




Start 


260 






End 


9149 




Name 


OJ991117 14 


.0410. 


C5 . o2 . gp 


Method 


AAT/GAP 




Start 


3963 






End 


4724 




GI 


none 






Score 


804 




Exons 


3963. .4039, 


4128. 


.4204, 4405. 


.4724 






Seq. No. 


41109 






Seq. ID 


OJ991117 


_14.0410.C5 


Gene No. 


85155 






Strand 


+ 




Start 


260 






End 


9149 




Name 


OJ991117 14 


.0410. 


C5.o2.np 


Method 


AAT/NAP 




Start 


5567 






End 


9056 




GI ' 


6069498 






Score 


625 




Exons 


5567. .5642, 


7613. 


.7728, 7919. 


.8253, 9020.. 9056 




GI Descrip. 


(AB022075) 


S-locus protein 7 


[Brassica 


rapa] 





41167 




Seq. No. 


yii i no 




beq. ID 


uj y yin / 


1 a n / i n 
14 . U4 1U . 


to 


Gene No. 


85155 




Strand 


+ 






Start 


260 




End 


9149 






Name 


OJ991117 14. 0410. C5. 


o3.gp 


Method 


AAT/GAP 






Start 


8617 




End 


9082 






GI 


none 




Score 


912 






Exons 


8617.. 9082. - 












Seq. No. 


41109 




Seq. ID 


OJ991117_ 


14 .0410. 


C5 


Gene No. 


85156 




Strand 


+ 






Start 


9583 




End 


10093 






Name 


OJ991117 14. 0410. C5. 


o4 .gp 


Method 


AAT/GAP 






Start 


9583 




End 


10093 






GI 


uC-osflm202100a03bl 




Score 


955 






Exons 


9583. .10093 












GI Descrip. 


'3337367 6.0e-12 (AC004481) 


hypothetical protein 


[Arabidopsis 




thaliaha] ' 












Seq. No. 


41109 




Seq. ID 


OJ991117_ 


14.0410. 


C5 


Gene No. 


85157 




Strand 


+ 






OUalL 


13321 




End 


17726 






Name 


OJ991117 14.. 0410. C5. 


o3.np 


Method 


AAT/NAP 






Start 


13216 




End 


16584 






GI 


6714322 . 




Score 


1107 






Exons 


13216. .13470, 14177. 


.14721, 


14832. .14918, 15011. 


.15067, 






15158. .15396, 16189. 


.16394, 


16507. .16584 






GI Descrip. 


(AC016972) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


41109 




Seq. ID 


OJ991117_ 


14.0410. 


C5 


Gene No. 


85157 




Strand 


+ 






Start 


13321 




End 


17726 






Name 


OJ991117 14. 0410. C5. 


o5 . gp 


Method 


AAT/GAP 






Start 


13289 




End 


14577 






GI 


3106747 




Score 


634 






Exons 


13289. .13472, 14180. 


.14577' 










Seq. No. 


41109 




■Seq. ID 


OJ991117_ 


14.0410. 


C5 


Gene No. 


85157 




Strand 


+ 






Start 


13321 




End 


17726 






Name 


OJ991117 14. 0410. C5. 


o3.gs 


Method 


GENSCAN 






Start 


13321 




End 


17726 






GI . . 


none 




Score 


.45 






Exons 


13321. .13470, 14873. 


.14918, 


15277. .15396, 16189. 


.16394, 






16507. .16584, 17670. 


.17726 










Seq. No. 


41109 




Seq. ID 


OJ991117_ 


14.0410. 


C5 


Gene No. 


85157 




Strand 


+ 






otart 


13321 




End 


17726 






Name 


OJ991117 14. 0410. C5. 


06 . gp 


Method 


AAT/GAP 






Start 


14459 




End 


15600 






GI 


24060 1.R1084 




Score 


1581 






Exons 


14459. .14721, 14832. 


.14918, 


15011. .15067, 15158. 


.15600 




GI Descrip. 


■5852182/emb|CAB55420.1| 9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 




sativa] 1 












Seq. No. 


41109 




Seq. ID 


OJ991117_ 


14.0410. 


C5 



41168 



Gene No. 85157 

Start 13321 

Name OJ991117_14 . 04 10 . C5 . o7 . gp 

Start 16237 

GI 5055947 

Exons 16237. .16893 

GI Descrip. 3337367 6.0e-12 (AC004481) 
thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

17726 
AAT/GAP 
16893 
1274 



hypothetical protein [Arabidopsis 



Seq. No. 41109 Seq. ID 

Gene No. 85158 Strand 

Start 22356 End 27431 

Name OJ991117_14 . 0410 . C5 . 06. gs Method GENSCAN 

Start 22356 End 27408 

GI none Score .55 

Exons 22356. .22544, 23087 23230, 23495 .. 23859, 24050 

25005. .25070, 25705 25795, 26173 .. 26353, 27317 



OJ991117_14.0410.C5 
+ 



.24289, 
.27408 



Seq. No: 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 
-Start 

Name 
.Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41109 Seq. ID OJ991117_14 . 04 10 . C5 

85158 Strand + 

22356 End 27431 

OJ991117_14 . 0410 . C5 . o5 . np Method AAT/NAP 

24128 End 27431 

5103809 Score 842 

24128. .24289, 25005 .. 25070, 25251 .. 25310, 25705 .. 257 95, 

26173. .26227, 26317 .. 26396, 26507 .. 26623, 26706 .. 267 90, 

27317. .27431 

(AC007591) Similar to gb|AF099053 phosphatidylserine synthase-2 
from Mus musculus . EST gb|N96271 comes from this gene. 
[Arabidopsis thaliana] 

41109 Seq. ID OJ991117_14 . 04 10 . C5 

85158 Strand + 

22356 End 27431 

OJ991117_14 . 0410 . C5 . 08 . gp Method AAT/GAP 

26750 End 27410 

2431498 Score 225 

. 26750. .26790, 27317. .27410 

5103809/gb|AAD39639.1|AC007591_4 7.0e-45 (AC007591) Similar 
gb_AF099053 phosphatidylserine synthase-2 from Mus musculus, 
EST gb N96271 comes from this gene. [Arabidopsis thaliana] 



to 



41109 
85159 
9819 

OJ991117_14 . 04 10 . C5 . o2 . gs 

9819 

none 



Seq. ID OJ991117_14.041O.C5 
Strand 

End 11140 

Method GENSCAN 

End 11140 

Score .47 



9819. .9918, 10375. .10394, 10922. .11140 



41109 
85160 
19084 

OJ991117_14 . 0410 . C5 . o2 . tm 

1348 

none 



Seq. ID OJ991117_14.0410.C5 
Strand 

End 20648 

Method TBLASTX : Mai ze 

End 4210 

Score 241 



1348. .1509, 1353. .1508, 1609. .1641, 1611. .1751, 1612. .1677, 



41169 



1649. .1741, 2602. .2715, 2605. .2700, 2609. .2701, 2610. .2717, 



2698.. 2775, 2708.. 2767, 2709. .2768, 3467. 

3468.. 3560, 3469.. 3555, 3469.. 3564, 3654. 

3823.. 3876, 3823.. 3876, 3957.. 4037, 3976. 

3977. .4060, 4124. .4204, 4125. .4202, 4125. 
4139. .4210 



,3556, 3468. .3554, 

.3734, 3662.. 3733, 

,4038, 3976.. 4059, 

,4205, 4132.. 4203, 



Seq. No. 
Gene 
■ Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



41109 
85160 
19084 

OJ991117_14.0410.C5.ol.tc 

1350 

none 



Seq. ID OJ991117_14 . 0410 . C5 
" Strand 

End 20648 

Method TBLASTX : Cress 

End 4202 

Score 186 



1350. .1484, 1351. .1509, 1599. .1703, 1695. .1757, 2602. .2757, 

2610. .2699, 3465. .3554, 3467. .3556, 3653. .3733, 3654. .3734, 

3706.. 3735, 3815.. 3862, 3823.. 3876, 3823.-3876, 3827.. 3892, 

3970. .4032, 3974. .4090, 3977. .4060, 4125. .4202, 4127. .4192 



41109 
85160 
19084 

OJ991117_14.0410.C5.o2.ts 

1353 

none 



Seq. ID OJ991117_14.0410.C5 
Strand 

End 20648 

Method TBLASTX : Soybean 

End 4202 

Score 178 



1353.. 1493, 1354.. 1509, 1602. '.1703, 1652.. 1705, 1697.. 1741, 

1701. .1751, 2602. .2715, 2610. .2708, 3428. .3556, 3465. .3554, 

3466.. 3564, 3662.. 3733, 3662.. 3733, 3823.-3876, 3823.. 3876, 

3970. .4032, 3977. .4060, 4125. .4202, 4127. .4198 



41109 
85160 
19084 

OJ991117_14.0410.C5.o3.tm 

1514 

none 



Seq. ID OJ991117_14.0410.C5 
Strand 

End 20648 

Method TBLASTX : Mai ze 

End 16396 

Score 67 



1514.. 1585, 14177. .14710, 14329 .. 14571 , 14836 .. 14 916, 
15135. .15398, 16179 16358, 16184.. 16396 



41109 
85160 
19084 

OJ991117_14 . 0410. CS.ol. tin 

5533 

none 



Seq. ID OJ991117_14.0410.C5 
Strand 

End 20648 

Method TBLASTX : Mai ze 

End 8266 

Score 104 



5533. .5595, 5533. .5640, 5543. .5641, 7611. .7721, 7618. .7719, 
7914. .8168, 7918. .8169, 7919. .8200, 7936. .8190, 8179. .8220, 
8180. .8221, 8234. .8266 



41109 
85160 
19084 

OJ991117_14.0410.C5.o6.tm 

13178 

none 



Seq. ID OJ991117_14.0410.C5 
Strand 

End 20648 

Method TBLASTX: Maize 

End 13473 

Score 191 



13178. .13195, 13276. .13473, 13296.. 13469 

41109 Seq. ID OJ991117JL4 . 04 10 . C5 



41170 




Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


14177 




End 


14916 




GI 


none 




Score 


345 




Exons 


14177. .14710, 14308 


. .14754, 


14832. .14915, 14836. .14916 




Seq. No. 


.41109 




Seq. ID 


ojyyiii/ i4.u4iu 


.C5 


Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


14267 




End 


14644 




GI 


none 




Score 


337 




Exons 


14267. .14644, 14293 


. .14643 








Seq. No. 


41109 




Seq. ID 


OJ991117JL4.0410 


.C5 


Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


14539 




End 


15206 




GI 


none 




Score 


132 




Exons 


14539. .14709, 14540 


. .14710, 


14821. .14916, 14832. .14915, 






15008. .15067, 15009 


. .15062, 


15140. .15205, 15156. .15206 




Seq. No. - 


41109 




Seq. ID 


..OJ99.1117_14.0410 


.C5 


Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


,o3. tc 


Method 


TBLASTX: Cress 




Start 


14684 




End 


15398 




GI 


none 




Score 


37 




Exons 


14684. .14710, 14821 


. .14916, 


14832. .14915, 15012 15065, 






15155. .15244, 15156 


. .15398, 


15290. .15397 




Seq. No. 


41109 




Seq. ID 


OJ991117_14.0410 


.C5 


Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


16155, 




End 


16397 




GI 


none 




Score 


253 




Exons 


16155. .16397, 16160 


. .16384 








Seq. No. 


41109 




Seq. ID 


OJ991117_14.0410 


.C5 


Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


16179 




End 


16385 




GI 


none 




Score 


212 




Exons 


16179. .16385, 16184 


. .16324 








Seq. No. 


41109 




Seq. ID 


OJ991117_14.0410 


.C5 


Gene No. 


85160 




Strand 






Start 


19084 




End 


20648 




Name 


OJ991117 14. 0410. C5 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


19069 




End 


19303 




GI 


none 




Score 


144. 




Exons 


19069. .19302, 19079 


. .19303 









41171 




Seq. No. 


41109 




Seq. ID 


OJ991117_14.0410.C5 


Gene No. 


85160 




Strand 




Start 


19084 




End 


20648 


Name 


OJ991117 14. 0410. C5 


.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


19081 




End 


19581 


GI 


none 




Score 


101 


Exons 


19081. .19302, 19088 


. .19303, 


19474. .19518, 19510.. 19581 


Seq. No. 


41109 




Seq.- ID 


OJ991117 14. 0410. Co 


Gene No. 


85160 




Strand 




Start 


19084 




End 


20648 


Name 


OJ991117 14. 0410. C5 


. o4 .gs 


Method 


GENSCAN 


Start 


19084 




End 


19680 


GI 


none 




Score 


. 99 


Exons 


19084. .19680 








Seq. No. 


41109 




Seq. ID 


OJ991117 14.0410.C5 


Gene No. 


85160 




Strand 




Start 


19084 




End 


20648 


Name 


OJ991117 14. 0410. C5 


. o5. tc 


Method 


TBLASTX: Cress 


Start 


19084 




End 


19299 


GI 


none 




Score 


69 


Exons 


19084. .19299, 19088 


. .19159 






Seq. No. 


41109 




Seq. ID 


OJ991117_14.0410.C5 


Gene No. 


85160 




Strand 




Start 


19084 




End 


20648 


Name 


OJ991117 14. 0410. C5 


. o4 .np 


Method 


AAT/NAP 


Start 


19087 




End 


20447 


GI 


2194123 




Score 


419 


Exons 


19087. .19645, 20383 


. .20447 






GI Descrip. 


(AC002062) Similar 


to Secale 


chloroplast ribosomal protein 




(gb|SCL121A) . EST gb|H36579 


comes from 


this gene . [Arabidoj 




thaliana] 








Seq. No. 


41109 




Seq. ID 


OJ991117__14.0410.C5 


Gene No. 


85160 




Strand 




Start 


19084 




End 


20648 


Name 


OJ991117 14. 0410. C5 


. o5.gs 


Method 


GENSCAN 


Start 


20059 




End 


20648 


GI 


none 




Score 


.63 


Exons 


20059. .20081, 20531 


. .20648 






Seq. No. 


41109 




Seq. ID 


OJ991117_14,0410.C5 


Gene No. 


85161 




Strand 




Start 


24210 




End 


27411 


Name 


OJ991117 14. 0410. C5 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


24210 




End 


27411 


GI 


none 




Score 


117 


Exons 


24210. .24290, 24221 


. .24289, 


25240. .25311, 25248 .. 25325, 




25709. .25813, 26124 


. .26198, 


26158. .26226, 26158 .. 26226, 




26160. .26249, 26308 


. .26406, 


26315. .26407, 26316. . 26435, 




26316. .26408, 26329 


. .26430, 


26498. .26638, 26507 .. 26632, 




26686. .26790, 26691 


. .'26792, 


26694. .26792, 26720 .. 26803, 




27307. .27411, 27315 


. .27410 






Seq. No. 


41109 




Seq. ID 


OJ991117_14.0410.C5 



41172 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



85161 
24210 

OJ991117_14.0410.C5.o4.tm 
26496 
none 

26496. .26621, 26506 
26705. .26803, 26713 



Strand 
End 

Method 
End 
Score 

26628, 26507. .26632, 26691 
26793, 27307. .27411, 27315 



27411 

TBLASTX: Maize 
27411 
197 

26792, 
27410 



41110 Seq. ID 

85162 Strand. 
1 End 
OJ991117_14.0410.C6.ol.np Method 
1 End 
5103809 Score 
1..181, 278. .377, 1622. .1652 

(AC007591) Similar to gb|AF099053 phosphatidylserine synthase-2 
from Mus musculus. EST gb|N96271 comes from this gene. 
[Arabidopsis thaliana] 



OJ991117_14.*0410.C6 
+ 

1652 
AAT/NAP 
1652 
358 



Seq. No. 


41110 






Seq. ID 


OJ991117_14 


.0410 


.C6 


Gene No. 


85163 






Strand 


+ 






Start 


3755 






End 


5695 






Name 


OJ991117 14 


.0410 


.C6.o3.gs 


Method 


GENSCAN 






..Start 


3755 






End 


5695 






GI 


none 






Score 


.94 






Exons 


3755. .3853, 


3964 


..4057, 4462. .4671, 4983. .5695 






Seq. No. 


41110 






Seq. ID 


OJ991117_14 


.0410 


.C6 


Gene No. 


85163 






Strand 


+ 






Start 


3755 






End 


5695 






Name 


OJ991117 14 


.0410 


.C6.o2.np 


Method 


AAT/NAP 






Start 


3779 






End 


5689 






GI 


2462829 






Score 


554 






Exons 


3779. .3866, 


3977 


..4057, 4462. .4671, 4980. .5689 






GI Descrip. 


(AF000657) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


41110 






Seq. ID 


OJ991117_14 


.0410 


,C6 


Gene No. 


85163 






Strand 


+ 






Start 


3755 






End 


5695 






Name 


OJ991117 14 


.0410 


.C6.ol.gp 


Method 


AAT/GAP 






Start 


3956 






End 


5112 






GI 


1632026 






Score 


740 






Exons ... 


3956. .4057, 


4462 


..4671, 4983. .5112 








GI Descrip. 


2462829 9.0e-12 


(AF000657) 


unknown protein [Arabidopsis 






thaliana] 














Seq. No. 


41110 






Seq. ID 


OJ991117_14 


.0410 


.C6 


Gene No. 


85164 






Strand 








Start 


1768 






End 


2128 






Name 


OJ991117 14 


.0410 


.C6.o2 .gs 


Method 


GENSCAN 






Start 


1768 






End 


2128 






GI 


none 






Score 


.74 






Exons 


1768. .1873, 


2046 


. .2128 










Seq. No. 


41110 






Seq. ID 


OJ991117JL4 


.0410 


.C6 


Gene No. 


85165 






' Strand 








Start 


6556 






End 


8448 







41173 



Name 


OJ991117 14 


.0410.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3 






End 


926 


GI 


none 






Score 


268 


Exons 


3. .179, 3.. 


152, 35.. 181, 275. 


.373, 276. 


.368, 757. .906, 777. 




782. .916, 783. .926 








Seq. No. 


41110 






Seq. ID 


OJ991117_14.0410.C6 


Gene No. 


85165 . 






Strand 




Start 


6556 ■ 






End 


8448 


Name 


OJ991117 14 


.0410.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


120 






End 


905 


GI 


none 






Score 


99 


Exons 


120. .182, 122. .166, 269 


. .367, 


270. .368, 


783.. 905, 797.. 874 


Seq. No. 


4 111U 






Seq. ID 


OJ991117_14.0410.C6 


Gene No. 


O r- i /- c 






Strand 




Start 


a c c c 
DODO 






End 


8448 


Name 


r\ Tftm 111 1 A 

ojyyiii / 14 


c\ a i c\ r~* c 


tm 


Method 


TBLASTX: Maize 


Start 


5 /99 






End 


5218 


GI 


none 






Score 


84 


Exons 




OOUU. t jOjO/ 


3961. 


.4056, 3963.. 4055, 4454.. 4669, 




4461. .4670, 


4461. .4670, 


4958. 


.5218, 4959. .5144, 4982. .5194, 




5159. .5218 










SeqT No. 


41110 - 






Seq. ID 


OJ991117_14.0410.C6 


Gene No. 


85165 






Strand 




Start 


6556 






End 


8448 


Name 


OJ991117 14 


.0410.C6.ol. 


ts 


Method " "'■ 


TBLASTX: Soybean 


Start 


3997 






End 


5530 


GI 


none 






Score 


62 


Exons 


3997. .4053, 


4454. .4678, 


4458. 


.4673, 4991. .5152, 4996. .5103, 




5093. .5149, 


5237. .5368, 


5393. 


.5530 




Seq. No. 


41110 






Seq. ID 


OJ991117_14.0410.C6 


Gene No. 


85165 






Strand 




Start 


6556 






End 


8448 


Name 


OJ991117 14 


.0410.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5330 






End 


5687 


GI 


none 






Score 


59 


Exons 


5330. .5401, 


5331. .5402, 


5372. 


.5683, 5394. .5687, 5395.-5625, 



5645. .5686 



Seq. No. 


41110 






Gene No. 


85165 






Start 


6556 






Name 


OJ991117 14 


0410. 


C6.o4. 


Start 


6556 






GI 


none 






Exons 


6556. .6763, 


6774. 


.7120, 


Seq. No. 


41111 






Gene No. 


85166 






Start 


1 






Name 


OJ991117 14 


.0410. 


C7.ol. 


Start 


1 






GI 


4680203 






Exons 


1..30, 732. 


.2404, 


2558. 



Seq. ID OJ991117_14.0410.C6 
Strand 

End 8448 

gs Method GEN SCAN 

End 8448 

Score .67 
7216. .7418, 7624. .7832, 8236. .8448 

Seq. ID OJ991117_14.0410.C7 

Strand + 

End 4958 

np Method AAT/NAP 

End 4041 

Score 3294 
.2788, 3065.. 4041 



41174 



GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



t Ji 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41111 
85166 
1 

OJ991117_14.0410.C7.ol.gp 
282 

2310235 

282. .319, 732. .871, 1748. .1808 
5852182/emb|CAB55420. 1 | 9.0e-13 
sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117_ 
+ 

4958 
AAT/GAP 
1808 
294 



14. 0410. C7 



(AL117265) zhb0012.1 [Oryza 



41111 Seq. ID 

85166 Strand 

1 End 

OJ991117JL4 .0410.C7.ol.gs Method 

732 End 

none Score 
732. .1802, 1847. .3889 

41111 Seq. ID OJ991117 

85166 Strand + 

1 . End 4 958 

OJ991117_14 . 04 10 . C7 . o3 . gp- Method AAT/GAP 

736 - * End 4826 

342_1.R1084 Score ' 6618 
736. .4107, 4143. .4162, 4245. .4342, 4452. .4826 



OJ991117_14.0410.C7 
+ . 
4958 
GENSCAN 
3889 
.6 



14. 0410. C7 



1 4574406/gb | AAD24042 . 1 | 
sativa] 1 



0.0e+00 (AF121139) RIM2 protein [Oryza 



41111 
85166 
1 

OJ991117_14 .0410.C7.o2.gp 
736 

342 1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14. 0410. C7 



OJ991117_ 
+ 

4958 
AAT/GAP 
4824 
6614 

736. .4107, 4143. .4162, 4245. .4342, 4452. .4824 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



41111 
85166 
1 

OJ991117_14.0410.C7.o7.gp 
869 

342_1.R1084 

869. .4107, 4143. .4162, 
' 4574406/gb IAAD24042.1 
sativa] 1 

41111 
85166 
1 

OJ991117_14.0410.C7.o5.gp 
870 

342 1.R1084 



Seq. ID OJ991117_ 
Strand + 
End 4958 
Method AAT/GAP 
End 4958 
Score 6675 
4245.-4342, 4452. .4958 
0.0e+00 (AF121139) RIM2 



14. 0410. C7 



protein [Oryza 



Seq. ID OJ991117_14.0410.C7 



Strand 
End 

Method 

End 

Score 



+ 

4958 
AAT/GAP 
4958 
6673 



870. .4107, 4143. .4162, 4245. .4342, 4452. .4958 



41175 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



41111 
85166 
1 

OJ991117_14 .0410.C7.o6.gp 
874 

342 1.R1084 



Seq. ID OJ991117_14.0410.C7 

Strand + 

End 4 958 

Method AAT/GAP . 

End 4958 

Score 6669 



87.4. .4107, 4143. .4162, 4245 4342, . 4452 .. 4958 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ991117_14.0410.C7 
Strand 

End 4 098 

Method AAT/GAP 

End 4 098 

Score 819 



41111 
85167 
3682 

OJ991117_14 .0410.C7.o4.gp 
3682 

LIB3431-028-P1-N1-A10 
3682. .4098 

'4680203/gb|AAD27566.1|AF114171J7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ! 



Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No . 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


1083 








End 


1434 


GI 


none 








Score 


103 


Exons 


1083. .1190, 


1173 


. .1424, 


1181. 


.1423, 1183. .1434 


Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name _ 


OJ991117 14 


.0410 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1355 








End 


1784 


GI 


none 








Score 


102 


Exons 


1355. .1438, 


1356 


. .1430, 


1431. 


.1493, 1488. .1784, 1542. .1766 


Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1517 








End 


1832 


GI 


none 








Score 


288 


Exons 


1517. .1669, 


1524 


. .1832, 


1709. 


.1804 




Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1653 








End 


2121 


GI 


none 








Score 


72 


Exons 


1653. .1706, 


1661 


. .1705, 


1707. 


.1811, 1718.. 1807, 1825.. 1911, 




1826. .1912, 


1892 


. .2116, 


1912. 


.2121, 1913.. 2116, 1915. .2121 



Seq. No. 



41111 



Seq. ID OJ991117_14.0410.C7 



41176 




Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1698 








End 


2155 


GI 


none 








Score 


108 


Exons 


1698. .1826, 


1710 


. .1832, 


1826. 


.1951, 1832.. 1951, 1961.. 2155 


Seq. No. 


41111 








beq. id 




Gene No. 


85168 








strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1985 








End 


2227 


GI 


none 








Score 


211 


Exons 


1985. .2227 












Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2260 








End 


2670 


GI 


none 








Score 


87 


Exons 


2260. .2310, 


2261 


. .2323, 


2329. 


.2511, 2333.. 2551, 2579.. 2668 




. 2584.. 2670, 


2585 


. .2668 








Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 '"■ 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2671 








End 


3999 


GI 


none 








Score 


865 


Exons 


2671. .3573, 


2672 


. .3589, 


3584. 


.3628, 3S88..3623, 3631.. 3726 




3635. .3694, 


3673 


. .3813, 


3674. 


.3814, 3803.. 3889, 3826.. 3906 




3895. .3999, 


3921 


. .3986 








Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2714 








End 


3028 


GI 


none 








Score 


322 


Exons 


2714. .3028, 


2725 


. .3000, 


2798. 


.3028 




Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2955 








End 


3406 


GI 


none 








Score 


161 


Exons 


2955. .3137, 


2959 


. .3396, 


2959. 


.3402, 2963.. 3406, 3257.. 3406 


Seq. No. 


41111 








Seq. ID 


OJ991117_14.0410.C7 


Gene No. 


85168 








Strand 




Start 


4913 








End 


5278 


Name 


OJ991117 14 


.0410 


.C7.o2. 


gs . 


Method 


GENSCAN 


Start 


4913 








End 


5278 


GI 


none 








Score 


1 



Exons 4913.. 5278 



41177 




Seq. No. 


41112 




Seq. ID 


OJ991117_14 .0410.C8 


Gene No. 


85169 




Strand 


+ 


Start 


1245 




End 


8983 


Name 


OJ991117 14 


.0410 


.C8.o2.np Method 


AAT/NAP 


Start 


1245 




End 


6308 


GI 


4 68.0204 




Score 


1066 


Exons 


124 5. .2681, 


2756 


..3855, 3966.. 4139, 4236, .4455, 4806.. 4901, 




6267. .6308 








GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


41112 




Seq. ID 


OJ991117_14.0410.C8 


Gene No. 


85169 




Strand 


+ 


Start 


1245 




End 


8983 


Name 


OJ991117 14 


.0410 


.C8.o2.gs Method 


GEN SCAN 


Start 


2750 




End 


4961 


GI 


none 




Score 


.96 


Exons 


2750. .2897, 


3023 


..3168, 3170. .3855, 3966. .4139, 4236.-4346, 




4431. .4503, 


4598 


..4696, 4776.. 4961 





Seq. No. 


41112 


Seq. ID 


OJ991117_14.0410.C8 


Gene No. 


85169 


Strand 


+ 


Start 


1245 


End 


8983 


Name 


OJ991117 14.0410.C8.o2.gp 


Method 


AAT/GAP 


Start 


5321 


End 


54 60 


GI 


21474 1.R1084 


Score 


228 . 


Exons 


5321. .5460 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


41112 


Seq. ID 


OJ991117_14.0410.C8 


Gene No. 


85169 


Strand 


+ 


Start 


1245 


End 


8983 


Name 


OJ991117 14.0410.C8.o3.gs 


Method 


GENSCAN 


Start 


5598 


End 


8983 


GI 


none 


Score 


.9 


Exons 


5598.. 5603, 6913.. 7035, 7378 


..7494, 8978.-8983 


Seq. No. 


41112 


Seq. ID 


OJ991117_14.0410.C8 


Gene No. 


85170 


Strand 


+ 


Start 


18483 


End 


19144 


Name 


OJ991117 14.0410.C8.o3.np 


Method 


AAT/NAP 


Start ... 


18483 


End 


19144 


GI 


6069646 


Score 


288 


Exons 


18483. .19144 






GI Descrip. 


(AP000616) similar. to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 41112 Seq. ID 

Gene No. 85171 Strand 

Start 20135 End • 

Name OJ991117_14 .0410. C8-. ol . tw Method 

Start 1888 End 

GI none Score 



OJ991117_14.0410.C8 
+ 

20296 

TBLASTX: Wheat 

2291 

62 



41178 




Exons 1888. .2028, 1888. .1998, 1890. .2126, 1890. .2039, 1991. .2158, 

2121.. 2291, 2196.. 2291 



\J • 11 \-/ ■ 


41112 


Seq. ID 


OJ991117_14.0410 


.C8 




85171 


Strand 


+ 






20135 


End 


20296 




Name 


OJ991117 14 . 0410.C8 .o2 . tw 


Method 


TBLASTX: Wheat 




Start 


3782 ~~ 


End 


4305 




GI 


none 


Score 


60 




Exons 


3782.. 3862, 3952.. 4134, 4002 


..4127, 4234. .4305 




Cpn NO 


41112 


Seq. ID 


OJ991117_14 .0410 


.C8 


ftp* rip NO 


85171 


Strand 


+ 




Start 


20135 


End 


20296 




Nam© 


OJ991117 14 . 0410.C8.ol. tm 


Method 


TBLASTX: Maize 




Start 


18659 ~~ 


End 


18937 




GI 


none 


Score 


133 




Exons 


18659. .18742, 18663 18764 , 


18749. .18937 




Qprr No 


41112 


Seq. ID 


OJ991117_14 .0410 


.C8 


c^anp No 


85171 


Strand 


+ 




9-t-srt 


20135 


End 


20296 




Name 


OJ991117 14 0410 C8 o4 on 


Method 


AAT/GAP 




O Lui u 


20135 _ 


End 


20296 




ox 


5771112 


Score 


324 




Exons 


20135. .20296 








Sea No 


41113 


Seq. ID 


OJ991117_14.0410 


.C9 




85172 


Strand 


+ 






9570 


End 


13076 




Nam© 


OJ991117 14.0410.C9.o2.gs 


Method 


GEN SCAN 




Start 


9570 


End 


12925 




GI 


none 


Score 


.4 




tt von 


9570. .9578, 10242 10416, 10482 .. 10651, 


10893. .11978, 






12557. .12925 








Seq. No. 


41113 


Seq. ID 


OJ991117_14.0410 


.C9 


Gene No . 


85172 


Strand 


+ 




Start 


9570 


End 


13076 




Nam© 


OJ991117 14.0410.C9.ol.gp 


Method 


AAT/GAP 




Start 


12685 


End 


13076 




GI 


2311827 


Score 


760 




F.xon s 


12685.. 13076 








GI Descrip. 


2160694 2.0e-09 (U73528) B 1 


regulatory 


subunit of PP2A 






[Arabidopsis thaliana] 








Seq. No. 


41113 


Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85173 


Strand 


+ 




Start 


16869 


End 


20943 




Name 


OJ991117 14.0410.C9.ol.np 


Method 


AAT/NAP 




Start 


16869 


End 


20943 




GI 


7228446 


Score 


3628 




Exons 


16869. .19985, 20073.. 20943 









GI Descrip. (AP001366) Similar to Arabidopsis thaliana chromosome II BAC 

F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



41179 



Seq. No. 


41113 


Seq. ID 


OJ991117_ 


14. 0410. C9 


Gene No. 


85174 


Strand 


+ 




Start 


2474 6 


End 


27481 




Name 


OJ991117 14.0410.C9.o5.gs 


Method 


GENS CAN 




Start 


24746 


End 


27481 




GI 


none 


Score 


.87 




Exons 


24746. .24839, 24867 .. 24981, 


25158. .25280, 25360. 


.25378, . 




27461. .27481 








Seq. No. 


41113 


Seq. ID 


OJ991117_ 


14. 0410. C9 


Gene No. 


85175 


Strand 


+ 




Start 


30472 


End 


32316 




Name 


OJ991117 14.0410.C9.o2.np 


Method 


AAT/NAP 




Start 


30472 


End 


32316 




GI 


4008156 


Score 


878 




Exons 


30472. .30840, 30955 .. 31074 , 


31177. .31294, 31408. 


.31556, 




31651. .31751, 32052.. 32316 








GI Descrip. 


(AB008845) NADH dependent Glutamate Synthase [Oryza sativa] 


Seq. No. 


41113 


Seq. ID 


OJ991117_ 


14. 0410. C9 


Gene No. 


85175 


Strand 


+ 




Start 


30472 


End 


32316 




Name 


OJ991117_14 . 0410 .C9 . o7 . gs . 


Method 


GENSCAN 




Start 


30472 


End 


31788 




GI 


none 


Score 


.91 




Exons 


30472. .30840, 30955. .31089, 


31177. .31290, 31404. 


. 31556, 




31651. .31788 








Seq. No. 


41113 


Seq. ID 


OJ991117_ 


14 .0410. C9 


Gene No . 


85176 


Strand 






Start 


2462 


End 


8568 




Name 


OJ991117 14.0410.C9.ol.gs 


Method 


GENSCAN 




Start 


2462 


End 


8568 




GI 


none 


Score 


.67 




Exons 


2462..2478, 3099.. 3555, 3651 


..3778, 4470. .4953, 


5100. .6529, 




7266.. 7365, 8157.. 8255, 8449 


. .8568 






Seq. No. 


41113 


Seq. ID 


OJ991117_ 


14. 0410. C9 


Gene No. 


85177 


Strand 






Start 


13937 


End 


16139 




Name 


OJ991117 14.0410.C9.o3.gp 


Method 


AAT/GAP 




Start 


13772 


End 


14299 




GI . 


none 


Score 


482 




Exons 


13772. .13972, 14209.. 14299 








Seq. No. 


41113 


Seq. ID 


OJ991117_ 


14. 0410. C9 


Gene No. 


85177 


Strand 






Start 


13937 


End 


16139 




Name 


OJ991117 14.0410.C9.o3.gs 


Method 


GENSCAN 




Start 


13937 


End 


16139 




GI 


none 


Score 


.52 




Exons 


13937. .13972, 14424 .. 14510, 


14691. .14744, 14875. 


.14988, 



15072. .15449, 15655 .. 15826, 15925.. 16139 



Seq. No. 
Gene No. 
Start 



41113 
85177 
13937 



Seq. ID OJ991117_14 .0410.C9 
Strand 

End 16139 



41180 




Name 


OJ991117 14. 0410. C9. 


o4 .gp 


Method 


AAT/GAP 




Start 


14908 - 




End 


15335 




GI 


none 




Score 


603 




Exons 


14908. .14988, 15072. 


.15335 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


olO . tm 


. Method 


TBLASTX: Maize 




Start 


10811 




End 


25073 




GI 


none 




Score 


59 




Exons 


10811. .10861, 10812. 


.10889, 


10812. .10865, 10871. .10909, 






10881. .10910, 10896. 


.11018, 


10912. .11016, 10913. .11017, 






24924. .25073 










Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


rt rt f\ rt r\ 

29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


11014 




End 


11471 




GI 


none 




Score 


271 




Exons 


11014. .11109, 11024. 


.11278, 


11028. .11288, 11327. .11446, 






11328. .11471, 11343. 


.11471 








Seq. No. 


41113 




Seq.. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


11027 




End 


11708 




GI 


none 




Score 


234 




Exons 


11027. .11278, 11028. 


.11288, 


11328. .11708, 11336. .11695 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


rt rt rt rt rt 

29029 




End • 


29214 




Name 


OJ991117 14. 0410. C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11028 




End 


12880 




GI 


none 




Score 


257 




Exons 


11028. .11276, 11045. 


.11275, 


11327. .11980, 11328. .11981, 






11337. .11984, 12550. 


.12861, 


12551. .12880 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


yiTrtrt^^-^T i a rt jI -1 rt rt 

OJ991117 14. 0410. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11034 




End 


13177 




GI 


none 




Score 


1367 




Exons 


11034. .11981, 11036. 


.11980, 


11782. .11991, 12550. .12924, 






12551. .12925, 12555. 


.12932, 


12821. .12931, 13044. .13118, 






13045. .13119, 13147. 


.13176, 


13151. .13177 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


11479 




End 


11855 




GI 


none 




Score 


94 





41181 



Exons 


11479. .11634, 11483. 


.11845, 


11484 . .11855, 114 98. .11848 




Seq. No. 


41113 




Seq. ID 


OJ991117JL4.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


11709 




End 


12598 




GI 


none 




Score 


318 




Exons 


11709. .11981, 11711. 


.11980, 


•12551. .12598 ' 




Seq. No. 


41113 




Seq. ID 


OJ991117JL4.0410 


.C9 


Gene No. 


85178 




btrana 






Start 


29029 




bna 


z yz 14 




Name 


OJ991117 14. 0410. C9. 


06. tw 


Method 


TBLASTX : Wheat 




Start 


12559 




T-l _ _J 

End 


1 O O "2 c 




GI 


none 




Score 


Z to 




Exons 


12559. .12759, 12560. 


.12835 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


12601 




End 


12898 




GI . 


none 




Score 


223 




Exons 


12601. .12756, 12602. 


.12898 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14.0410.C9. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


14688 




End 


15101 




GI 


none 




Score 


85 




Exons 


14688. .14744, 14692. 


.14745, 


14870. .14998, 14875 .. 14 994 , 






15072. .15101 










Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


16796 




End 


17078 




GI 


none 




Score 


222 




Exons 


16796. .16984, 16809. 


.17078 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


oS.tm 


Method 


TBLASTX: Maize 




Start 


17832 




End 


18240 




GI 


none 




Score 


283 




Exons 


17832. .17972, 17833. 


.18240 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17853 




End 


18294 




GI 


none 




Score 


298 





41182 






Exons 


17853. .18098, 17854 


. .18219, 


17896. .18099, 18220. .18294 






Seq. No. 


41113 




Seq. ID 


OJ991117JL4.0410 


.C9 




Gene No . 


Q Gil 7 P 




Strand 








Start 


29029 




End 


29214 






Name 


OJ991117 14. 0410. C9 


.o7 . ts 


Method 


TBLASTX: Soybean 






Start 


18244 




End 


18549 






GI 


none 




Score 


241 






Exons 


18244. .18549, 18309 


. .18548, 


18340. .18420 






Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 




Gene No . 


OJl / o 




Strand 








Start 


29029 




End 


29214 






Name 


OJ991117 14. 0410. C9 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


18379 




End 


18939 






GI 


none 




Score 


361 






Exons 


18379. .18840, 18591 


. .18839, 


18844. .18939 






Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 




Gene No . 


OJl / o 




Strand 








Start 


29029 




End 


29214 






Name 


OJ991117 14. 0410. C9 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


18582 . 




End 


19011 






GI 


none 




Score 


420 




'— t£? 
%J 


Exons 


18582. .18956, 18586 


. .18933, 


18940. .19011 






Seq. No. 


41113 




Seq. ID 


OJ991117_14.041O 


,C9 


- 


Gene No. 


QC1 TO 

ODl /O 




Strand 








Start 


29029 




End 


29214 






Name 


OJ991117 14. 0410. C9 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


18613 




End 


19116 






GI 


none 




Score 


449 




i y 


Exons 


18613. .19116, 18618 


. .18881, 


18942.. 19082 




s 

L J; 


Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 




Gene No . 


QC1 TO 

O 0 1 / o 




Strand 








Start 


29029 




End 


29214 




F — 


Name 


OJ991117 14. 0410. C9 


.o3.tc 


Method 


TBLASTX: Cress 




W 


Start 


18652 




End 


19065 






GI 


none 




Score 


274 




- ~ 


Exons 


18652. .19065, 18678 


. .18710, 


18763. .19035 






Seq. No. 


41113 




. Seq. ID 


OJ991117JL4.0410 


.C9 




Gene No. 


85178 




Strand 








O Lai L 


.7 \J £. -7 




End 


29214 






Name 


OJ991117 14. 0410. C9 


.o2.ts 


Method 


TBLASTX : Soybean 






Start 


19405 




End 


19908 






GI 


5509260 




Score 


453 






Exons 


19405. .19908, 19422 


. .19694, 


19725. .19826 






GI Descrip. 


- 












Seq. No. 


41113 




Seq. ID 


OJ991117JL4.0410 


• C9 




Gene No. 


85178 




Strand 








Start 


29029 




End 


29214 






Name 


OJ991117 14. 0410. C9 


. o4 . tm 


"Method 


TBLASTX: Maize 






Start 


19431 




End 


19752 






GI 


none 




Score 


423 





41183 




Exons 


19431. .19751, 19432. 


.19752 








Seq. No. 


41113 




Seq. ID 


OJ991117JL4.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


19521 




End 


19791 




GI 


none 




Score 


251 * . 




Exons 


19521. .19772, 19522. 


.19791 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


19572 




End 


20118 




GI 


none 




Score 


320 




Exons 


19572. .19703, 19573. 


.19917, 


19726. .19917, 19909. .20118 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


19954 




End 


20217 




GI 


none 




Score 


267 




Exons 


19954. .20217, 19956. 


.20135, 


20008. .20214 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


20220 




End 


20676 




GI 


none 




Score 


281 




Exons 


20220. .20465, 20221. 


.20460, 


20458. .20676, 20475. .20675 




Seq. No. 


41113 




Seq. ID 


OJ991117JL4.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End'* 


29214 




Name 


OJ991117 14.0410.C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


20247 




End 


20928 




GI 


none 




Score 


190 




Exons 


20247. .20432, 20248. 


.20442, 


20451. .20558, 20452 .. 20559, 






20554. .20676, 20556. 


.20690, 


20674. .20928, 20715.. 20834 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20281 




End 


20934 




GI 


none 




Score 


127 




Exons 


20281. .20454, 20317. 


.20421, 


20463. .20675, 20470.. 20934 




Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start ' 


20446 




End 


20895 




GI 


none 




Score 


143 





41184 




Exons 


20446. .20679, 20677. 


.20895 








Seq. No. 


41113 




Seq. ID 


OJ991117_14.0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


20677 




End 


20922 




GI 


none 




Score 


245 




Exons 


20677. .20922, 20682. 


.20816, 


20707. .20910 




Seq. No. 


41113 




Seq. ID 


OJ991117_14 .0410 


.C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


21934 




End 


22263 




GI 


none 




Score 


84 




Exons 


21934 . .22005, 21936. 


.22004, 


22015. .22263, 22053.. 22262 




Seq. No. 


41113 




Seq. ID 


OJ991117_14 .0410 


. C9 


Gene No. 


85178 




Strand 






Start 


29029 




End 


29214 




Name 


OJ991117 14. 0410. C9. 


o6.gs 


Method 


GENSCAN 




Start 


29029 




End 


29214 




GI 


none 




Score 


.66 




Exons 


29029. .29214 










Seq. No. 


41114 




Seq. ID 


OJ991117_14.0410 


.CI 


Gene No. 


85179 




Strand 






Start 


1119 




End 


1536 




Name 


OJ991117 14.0410.C18 


. o2 . gs 


Method 


GENSCAN 




Start 


1119 




End 


1536 




GI 


none 




Score 


.88 





Exons 1119.. 1243, 1494.. 1536 



Seq. No. 


41115 




Seq. ID 


OJ991117 


_14 


.0410 


.C20 


Gene No. 


85180 




Strand 


+ 








Start 


163 




End 


367 








Name 


OJ991117 14.0410.C20.ol 


. gs 


Method 


GENSCAN 








Start 


163 


End 


367 








GI 


none 




Score 


.66 








Exons 


163. .178, 262. .367 














Seq. No. 


41116 




Seq. ID 


OJ991117 


_14 


.0410 


.C23 


Gene No. 


85181 




Strand 


+ 








Start 


1221 




End 


1684 








Name 


OJ991117 14 .0410.C23.ol 


.gp 


Method 


AAT/GAP 








Start 


1221 




End 


1684 








GI 


3768230 




Score 


572 








Exons 


1221. .1385, 1523. .1684 















Seq. No. 41116 

Gene No. 85182 

Start 1185 

Name OJ991117_14 . 0410 . C23 .ol . gs 

Start 1185 

GI none 

Exons 1185.. 1646, 1731.. 1803 



Seq. ID OJ991117_14 .0410.C23 
Strand 

End 1803 

Method GENSCAN 

End 1803 

Score .88 



41185 




Seq. No. 


41117 


Seq. ID 


OJ991117_14.0410.C26 


Gene No. 


oolo O 


Strand 


+ 


Start 


169 


End 


715 


Name 


OJ991117 14.0410.C26.ol.np 


Method 


AAT/NAP 


Start 


169 


End 


715 


GI 


3980416 


Score 


116 


Exons 


169. .261, 610. .715 






GI Descrip. 


(AC004561) putative tropinone 


reductase [Arabidopsis thaliana] 


Seq. No. 


41117 


Seq. ID 


OJ991117_14.0410.C26 


Gene No. 


85184 


Strand 




Start 


516 


End 


655 


Name 


OJ991117 14.0410.C26.ol.gs 


Method 


GENS CAN 


Start 


516 


End 


655 


GI 


none 


Score 


.47 


Exons 


516. .655 







Seq. No. 41118 

Gene No. 85185 

Start 1 

Name OJ991117_14 . 0410 . C29 . ol . 

Start 1 

GI 322871 

Exons 1 . . 716 

GI Descrip. hypothetical protein 1 - 
gi | 225005 Iprf | | 1206239A 



np 



Seq. ID OJ991117_14.0410.C29 
Strand 

End 716 

Method AAT/NAP 

End 716 

Score 725 



maize transposon En-1 
ORF 1 [Zea mays] 



Seq. No. 


41118 








Seq. ID 


OJ991117_14.0410 


.C29 


Gene No. 


. 85185 








Strand 






Start 


1 








End 


716 




Name 


OJ991117 14 


.0410. C29 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


18 








End 


465 




GI 


none 








Score 


59 




Exons 


18. .89, 21. 


.98, 22.. 


141, 


22. 


.465, 23.. 


406 




Seq. No. 


41118 








Seq. ID 


OJ991117_14.0410 


.C29 


Gene No. 


85185 








Strand 






Start 


1 








End 


716 




Name 


OJ991117 14 


.0410.C29 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


22 








End 


360 




GI 


none 








Score 


66 




Exons 


22. .360, 23 


. .145 












Seq. No. 


41118 








Seq. ID 


OJ991117_14.0410 


.C29 


Gene No. 


85185 








Strand 






Start 


1 








End 


716 




Name 


OJ991117 14 


.0410. C29 


.ol. 


gs 


Method 


GENSCAN 




Start 


23 








End 


624 




GI 


none 








Score 


.79 




Exons 


23. .624 














Seq. No. 


41118 








Seq. ID 


OJ991117_14.0410 


.C29 


Gene No. 


85185 








Strand 






Start 


1 








End ■ 


716 




Name 


OJ991117 14 


.0410. C29 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


27 








End 


423 





41186 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 53 

27. .191, 27. .179, 28. .192, 31. .243, 53. .220, 223. .423, 263. .334, 
294. .344, 298. .417 



41118 
85185 
1 

OJ991117_14.0410.C29.o2.tm 

473 

none 

473. .685, 493. .696 

41119 
85186 
148 

OJ991117_14 . 0410 . C32 . ol . gs 

148 

none 

148. .199 

41120 
85187 
113 

OJ991117_14 .0410.C35.ol.ts 

110 

none 



Seq. ID OJ991117_14.0410.C29 
Strand 

End 716 

Method TBLASTX : Mai ze 

End ' 696 

Score 101 



Seq. ID OJ991117_14.0410.C32 
Strand 

End 199 

Method GENSCAN 

End 199 

Score .86 



Seq. ID OJ991117_14 .0410.C35 

Strand + 

End 639 

Method TBLASTX : Soybean 

End 639 

Score 63 



110. .169, 175. .255, 277. .546, 318. .476, 562. .639, 573. .632 



Seq. ID OJ991117_14.0410.C35 

Strand + 

End 639 

Method AAT/NAP 

End 621 

Score 852 



41120 
85187 
113 

OJ991117_14.0410.C35.ol.np 
113 

7489515 
113. .621 

NBS-LRR type resistance protein - rice (fragment) 
gi|2792250|gb|AAB97000.1| (AF032703) NBS-LRR type resistance 
protein [Oryza sativa] 



41120 
85187 
113 

OJ991117_14.0410.C35.ol.gs 

206 

none 

206. .487 



Seq. ID OJ991117_14.0410.C35 

Strand +■ 

End 639 

Method GENSCAN 

End 487 

Score .54 



Seq. No. 41121 

Gene No. 85188 

Start 1 

Name OJ991117_14 . 0410 .C36. ol .np 

Start 1 

GI 4234955 

Exons 1. .320 - - 

GI Debcrip. (AF098971) NBS-LRR-like protein cD8 [Phaseolus vulgaris] 



Seq. ID OJ991117_14.0410.C36 
Strand + 

1685 
AAT/NAP 
320 
179 



End 

Method 

End 

Score 



Seq. No. 



41121 



Seq. ID OJ991117_14.0410.C36 



41187 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



85188 Strand + 

1 End 1685 

OJ991117_14 .0410. C36 . ol . gs Method GENS CAN 

120 End 1642 

none Score .85 

120. .320, 434. .557, 618. .747, 1300. .1642 



41121 
85188 
1 

OJ991117_14.0410-C36.ol.gp 

406 

none 

406. .850 



Seq. ID OJ991117_14.0410.C36 

Strand + 

End 1685 

Method AAT/GAP 

End 850 

Score 797 



41121 
85188 
1 

OJ991117_14.0410.C36.o2.np 
1320 
5295971 
1320. .1685 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ991117_14.0410.C36 
Strand + 

1685 
AAT/NAP 
1685 
564 



End 

Method 

End 

Score 



Seq. ID OJ991117_14.0410.C37 

Strand + 

End 713 

Method AAT/NAP 

End 713 

Score 1189 



41122 
85189 
1 

OJ991117_14.0410.C37iOl.np 

1 

5295971 
1. .713 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 


41122 








Seq. ID 


OJ991117 


Gene No. 


85189 








Strand 


+ 


Start 


1 








End 


713 


Name . 


OJ991117 14 


. 0.410. C37 


.ol. 


tm 


Method 


TBLASTX:: 


Start 


19 








End 


481 


GI 


none 








Score 


43 


Exons 


19. .51, 20. 


.49, 56.. 


481, 


57. 


.380, 116. 


.481 


Seq. No. 


41122 








Seq. ID 


OJ991117 


Gene No. 


85189 








Strand 


+ 


Start 


1 








End 


713 


Name 


OJ991117 14 


.0410. C37 


.ol. 


gs 


Method 


GENSCAN 


Start 


91 








End 


676 


GI 


none 








Score 


.99 


Exons 


91. .676 












Seq. No. 


41122 








Seq. ID 


OJ991117 


Gene No. 


85189 








Strand 


+ 


Start 


1 








End 


713 


Name 


OJ991117 14 


.0410. C37 


. ol . 


tw 


Method 


TBLASTX: 1 



41188 



Start 
"GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



406 
none 

406.. 711, 407. .712 

41122 
85189 
1 

OJ991117_14.-0410.C37.o2.tm 

496' 

none 

496.. 711, 497.. 712 



End 
Score 



712 
288 



Seq. ID OJ991117_14.0410.C37 

Strand + 

End 713 

Method TBLASTX : Mai ze 

End 712 ' 

Score 260 



Seq. ID OJ991117_14.0410.C38 
Strand 

954 

AAT/NAP 
954 
83 



41123 
85190 
1 

OJ991117_14 . 0410 .C38 . ol .np 
1 

1076802 
1..240, 408. .501, 598. .954 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi 1 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



End 

Method 

End 

Score 



Seq. No. 


41123 


Seq. ID 


OJ991117_14.0410 


.C38 


Gene No. 


85190 


Strand 






Start 


1 


End 


954 




Name 


OJ991117 14.0410.C38.ol.gs 


Method 


GENS CAN 




Start 


10 


End 


747 




GI 


none 


Score 


.96 




Exons 


10. .545, 623.-747 








Seq. No. 


41124 


Seq. ID 


OJ991117_14.0410 


.C41 


Gene No. 


85191 


Strand 






Start 


154 


End 


1158 




Name 


OJ991117 14.0410.C41.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


1158 




GI 


none 


Score 


.54 




Exons 


154. .300, 510. .595, 1137. .1158 






Seq. No. 


41125 


Seq. ID 


OJ991117JL4.0410 


.C42 


Gene No . 


85192 


Strand 






Start 


1 


End 


1476 




Name 


OJ991117 14.0410.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1476 




GI 


4680199 


Score 


548 




Exons 


1..30, 116. .798, 1120. .1476 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


41125 


Seq. ID 


OJ991117_14.0410 


.C42 


Gene No. 


85192 


Strand 






Start 


1 


End 


1476 




Name 


OJ991117 14.0410.C42.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


368 




GI 


none 


Score 


170 




Exons 


2. .31, '108. .368 








Seq. No. 


41125 


Seq. ID 


OJ991117_14.0410 


.C42 



41189 




Gene No. 


QC1 QO 




otronu 






Start 


1 




End 


1476 




Name 


OJ991117 14.0410.C42.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


114 




End 


479 




GI 


none 




Score 


62 




Exons 


114. .479, 169. .258, 322 


. .420 








Seq. No. 


41125 




Seq. ID 


OJ991117_14.0410 


.C42 


Gene No. 












Start 


1 




End 


1476 




Name 


OJ991117 14.0410.C42.ol 


.gs 


Method 


GEN SCAN 




Start 


116 




End 


1346 




GI 


none 




Score 


.42 




Exons 


116. .881, 1161. .1346 










Seq. No. 


41125 




Seq. ID 


OJ991117_14.0410 


.C42 


Gene No. 






Q+- r-ra *nH 
uLl all (J 






Start 


1 




End 


147 6 




Name • 


OJ991117 14.0410.C42.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


147 




End 


668 




GI 


none 




Score 


57 




Exons 


147. .239, 147. .374, 157 


. .384, 


417. .668 






Seq. No. 


41125 




Seq. ID 


OJ991117_14.0410 


.C42 


Gene No. 


QC1 QO 




Strand 






Start 


1 




End 


1476 




Name 


OJ991117 14.0410.C42.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1116 




End 


1382 




GI 


none 




Score 


149 




Exons 


1116.. 1382, 1117. .1317, 


1140. 


.1382 






Seq. No. 


41126 




Seq. ID 


OJ991117_14.0410 


.C44 


bene no. 


o o i y J 




otianu 






Start 


72 




End 


133 




Name 


OJ991117 14.0410.C44.ol 


.gs 


Method 


GENSCAN 




Start 


72 




End 


133 




GI 


none 




Score 


.88 




Exons 


72. .133 










Seq. No. 


41127 




Seq. ID 


OJ991117_14.0410 


.C48 


Gene No. 


85194 




Strand 


+ 




o tar u 


224 




End 


995 
j ^ -j 




Name 


OJ991117 14.0410.C48.ol 


.np 


Method 


AAT/NAP 




Start 


224 




End 


995 




GI 


806299 




Score 


310 




Exons 


224. .995 










GI Descrip. 


(M25427) unknown protein [Zea mays] 






Seq. No. 


41127 




Seq. ID 


OJ991117_14.0410 


.C48 


bene no. 


85194 




Strand 


T 




Start 


224 




End 


995 




Name 


OJ991117 14.0410.C48.ol 


.gs 


Method 


GENSCAN 




Start 


227 




End 


943 




GI 


none 




Score 


.91 




Exons 


227. .943 










Seq. No. 


41128 




Seq. ID 


OJ991117_14.0410 


.C50 



41190 



Gene No. 85195 Strand + 

Start 178 End 1135 

Name OJ991117_14 . 0410 . C50 . ol . np Method AAT/NAP 

Start 178 End 946 

GI 7435895 Score 199 

Exons 178.. 269, 819.. 946 

GI Descrip. multicatalytic endopeptidase complex (EC 3.4.99. 

Arabidopsis thaliana gi | 2511594 | emb | CAA74028 . 1 1 
multicatalytic endopeptidase complex, proteasome precursor; beta 
subunit [Arabidopsis thaliana] gi | 2827525 | emb | CAA16533 .1 | 
(AL021633) multicatalytic endopeptidase complex, proteasome 
precursor, beta subunit [Arabidopsis thaliana] 
gi I 3421099 |gb|AAC32065.1 



,46) beta chain 
(Y13694) 



Seq. No. 41128 Seq. ID 

Gene No. 85195 Strand 

Start 178 End 

Name OJ991117_14 .0410. C50 . ol . tm Method 

Start 192 End 

GI none Score 

Exons 192.. 278, 192.. 272, 194.. 277, 819.. 848, 847 

848.-958, 849. .959, 849. .959, 850. .960 



OJ991117_14.0410.C50 
+ 

1135 

TBLASTX: Maize 
960 
123 

957, 848. .958, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41128 * Seq. ID OJ991117_14 . 04 10 . C50 

85195 Strand + 

178 End " 1135 

OJ991117_14.0410.C50.ol.gp Method AAT/GAP 

193 End 1135 

3678_1.R1084 Score 701 

193.. 269, 819.. 1135 

, 2511594/emb|CAA74028.1| 3.0e-35 (Y13694) multicatalytic 
endopeptidase complex, proteasome precursor, beta subunit 
[Arabidopsis thaliana] >gi_2827 525_emb_CAA16533 . 1_ (AL021633) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] >gi_3421099 (AF043529) 20S 
proteasome subunit PBA1 [Arabidopsis thaliana] ' 



Seq. No. 


41129 






Seq. ID 


OJ991117 


Gene No. 


85196 






Strand 


+ 


Start 


122 






End 


894 


Name 


OJ991117 


14.0410.C52.ol. 


gs 


Method 


GENSCAN 


Start 


122 






End 


894 


GI 


none 






Score 


.64 


Exons 


122. .243, 


441. .490, 499. 


.754, 


807. .894 




Seq. No. 


41130 






Seq. ID 


OJ991117 


Gene No. 


85197 






Strand 




Start 


329 






End 


733 


Name 


OJ991117 


14.0410.C53.ol. 


gs 


Method 


GENSCAN 


Start 


329 






End 


733 


GI 


none 






Score 


.65 


Exons 


329.-358, 


650. .733 








Seq. No. 


41131. • 






Seq. ID 


OJ991117 


Gene No. 


85198 






Strand 




Start 


78 






End 


1482 


Name 


OJ991117 


14.0410.C56.ol. 


tm 


Method 


TBLASTX: 



41191 




Start 


2 






End 


905 


GI 


none 






Score 


125 


Exons 


2. .40, 32 


..166, 34. .171, 


35. . 


166, 151.. 


327, 153.. 422, 175.. 




177. .416, 


526. .630, 527. 


.631, 


528. .632, 


529. .633, 706. .747, 




708. .758, 


825. .905 








Seq. No. 


41131 






Seq. ID 


OJ991117_14.0410.C56 


Gene No. 


85198 






Strand 




Start 


78 






End 


1482 


Name 


OJ991117 


14.0410.C56.ol. 


gs 


Method 


GENSCAN 


Start 


78 






End 


1482 


GI 


none 






Score 


.83 


Exons 


78. .632, 


739. .781, 837.. 


893, 


1406. .1482 


Seq. No. 


41132 






Seq. ID 


ujyyiii/ i4i.u4iu.coo 


Gene No. 


O r i Aft 

85199 






Strand 




Start 


514 






End 


/ZU 


Name 


OJ991117 


14.0410.C58.ol. 


gs 


Method 




Start 


514 






End. 


720 


GI 


none 






Score 


.95 


Exons 


514. .720 










Seq. No. 


41133 






.Seq. ID 


atqqi 1 n i/i nyi 1 n /^c;q 

ujyyiii/ i4.u4iu.coy 


Gene No. 


85200 






Strand 




Start 


1/4 






End 




Name 


OJ991117 


14.0410.C59.ol. 


np 


Method 


AA1 / JNAr 


Start 


167 






End 


826 


GI 


3688209 






Score 


196 


Exons 


167. .389, 


753. .826 








GI Descrip. 


(AJ010093 


) MAP3K beta 1 


protein kinase 


[Brassica napus] 


Seq. No. 


41133 






Seq. ID 


ujyyiii/ i4.u4iu.uoy 


Gene No. 


85200 






Strand 




Start 


174 






End 




Name 


OJ991117 


14.0410.C59.ol. 


gs 


Method 


CfcjINoCttJN 


Start 


174 






End 


794 


GI 


none 






Score 


.99 


Exons 


174. .389, 


756. .794 








Seq. No. 


41133 






Seq. ID 


OJ991117_14.0410.C59 


Gene No . 


85200 






Strand 




Start 


174 






End 


826 


Name 


OJ991117 


14.0410.C59.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


255 






End 


825 


GI 


none 






Score 


99 


Exons 


255. .371, 


255.-389, 256. 


.393, 


756. .824, 


756. .824, 757. .825 


Seq. No. 


41134 






Seq. ID 


OJ991117_14.0410.C60 


Gene No. 


85201 






Strand 




start 


1 






End 


173 


Name 


OJ991117 


14.0410.C60.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


173 


GI 


7523502 






Score 


137 


Exons 


1. .173 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


41135 






Seq. ID 


OJ991117_14.0410.C61 



41192 



Gene No. 85202 

Start 687 

Name OJ991117_14 . 0410 . C61 . ol . gs 

Start 687 

GI none 

Exons 687.. 1058 

Seq. No. 41136 

Gene No. 85203 

Start 384 

Name OJ991117_14 . 0410 . C64 .ol . gs 

Start 384 

GI none 

Exons 384.. 822, 1082.. 1212 

Seq. No. 41137 

Gene No. 85204 

Start 540 

Name OJ991117_14 . 0410 . C65 .ol . gs 

Start 540 

GI none 

Exons 540.. 688 



Strand 
End 

Method 

End 

Score 



+ 

1058 
GEN SCAN 
1058 
.85 



Seq. ID OJ991117_14.0410.C64 
Strand 

End 1212 . 

Method GEN SCAN 

End 1212 

Score .83 



Seq. ID OJ991117_14.0410.C65 

Strand + 

End 688 

Method GEN SCAN 

End 688 

Score .82 



Seq. No. 41138 Seq. ID 

Gene No. 85205 Strand 

Start 525 End 

Name OJ991117_14 . 0410 . C68 . ol . gs Method 

Start 525 End 

GI none Score 

Exons 525.. 705 



OJ991117_14 .0410.C68 

+ . 

705 

GENS CAN 
705 

.65 : 



Seq. No. 41138 Seq. ID 

Gene No. 85206 Strand 

Start 645 - End 

Name 0 J9 9 1 1 1 7_1 4 . 0 4 1 0 . C 6 8 . o 1 . gp Method 

Start 645 End 

GI 571821 Score 

Exons 645 . . 757 



OJ991117_14.0410.C68 
757 

AAT/GAP 

757 

193 



Seq. No. 41139 Seq. ID 

Gene No. 85207 Strand 

Start 719 End 

Name OJ991117_14 .0410. C72 . ol . gs Method 

Start 719 End 

GI none Score 

Exons 719.. 970 



OJ991117_14.0410.C72 
970 

GENSCAN 

970 

.58 



Seq. No. * 41140 Seq. ID OJ991117_01 . 0403 . C2 

Gene No. 85208 Strand 

Start 1 End 1052 

Name OJ991117_01 . 0403 . C2 . ol .np Method AAT/NAP 

Start 1 End 1052 

GI 7485156 Score 397 

Exons 1..184, 263.. 393, 565.-687, 958.. 1052 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi I 2244 971 |*£mb I CAB10392 . 1 1 (Z97340) galactokinase like protein 
[Arabidopsis thaliana] gi | 7268362 | emb | CAB78 655 . 1 1 (AL161543) 



41193 



galactokinase like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41140 
85208 
1 

OJ991117_01.0403.C2.ol.ts 

100 

none 



Seq. ID OJ991117_01.0403.C2 
Strand 

End 1052 

Method TBLASTX : Soybean 

End 385 

Score 70 



100. .186, 101. .184, 260. .328, 262. .321, 320. .385, 325. .384 



41140 
85208 
1 

OJ991117_01-0403.C2.ol.gs 

103 
none 



Seq. ID OJ991117_01.0403.C2 
Strand 

End 1052 

Method GENSCAN 

End 1041 

Score .8 



103. .184, 263. .393, 565. .687, 958. .1041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



41140 
85208 
1 

OJ991117_01.0403.C2.ol.tm 

157 

none 



Seq. ID OJ991117_01.0403.C2 
Strand 

End 1052 

Method TBLASTX : Maize ' 

End 687 

Score 145 



157. .186, 260. .394, 261. .392, 262... 402, 562. .618, 563. .616, 
622.. 687, 623.. 685 



41141 
85209 
217 

0 J991 1 17_01 . 04 03 . C3 . ol . gs 

217 

none 



Seq. ID OJ991117_01.0403.C3 
Strand 

End 3558 

Method GENSCAN 

End 34 67 

Score .86 



217. .376, 463. .626, 916. .972, 1219. .1338, 1427. .1536, 
1621.. 1723, 2229.. 2291, 2382.. 2449, 2575.-2632, 2796.. 2970, 
3081.. 3157, 3296.-3467 



41141 
•85209 
217 

OJ991117_01.0403.C3.ol.np 
217 

2326372 



Seq. ID OJ991117_01.0403.C3 
Strand 

End 3558 

Method AAT/NAP 

End 3558 

Score 1130 



217. .376, 451. .626, 916. .972, 1219. .1338, 1427. .1536, 

1621. .1723, 1816. .1869, 2229. .2291, 2382. .2449, 2575.-2632, 

2796.-2862, 3081. .3157, 3296. .3379, 3468.-3558 

(Y14404) putative arabinose kinase [Arabidopsis thaliana] 



41141 
85209 
217 

OJ991117_01.0403.C3.o2.ts 

262 

none 



Seq. ID OJ991117_01.0403.C3 
Strand 

End 3558 

Method TBLASTX : Soybean 

End 972 

Score 65 



262. .369, 294. .389, 295.-384, 505. .627, 510. .623, 910. .972 
41141 Seq. ID OJ991117_01 . 0403 . C3 



41194 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



85209 
217 

OJ991117_01.0403.C3.ol.tm 

1201 

none 

1201. .1347, 1208. .1324, 1213. 
1427. .1558, 1428. .1538, 1605. 
1608.. 1679, 1682.. 1723, 1811. 

41141 
85209 
217 

OJ991117_01.0403.C3.ol.ts 

1228 

none 

1228.. 1347, 1241.. 1321, 1276. 
1429.. 1602, 1607.. 1723, 1608. 



Strand 
End 

Method 

End 

Score 



3558 

TBLASTX: Maize 

1872 

112 



.1344, 1384.. 1536, 1423.. 1536, 
.1664, 1607.. 1666, 1607.. 1681, 
.1870, 1813.. 1872 

Seq. ID OJ991117_01.0403.C3 
Strand 

End 3558 

Method TBLASTX : Soybean 

End 1724 

Score 62 

.1344, 1427. .1558, 1428. .1538, 
.1724 



41142 Seq. ID 

85210 Strand 
1 End 
OJ991117_01.0403.C5.ol.gp Method 
1 End 
LIB3432-060-P1-K1-H12 Score 
1. .466 

M680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ991117_01.0403.C5 
+ 

1117 
AAT/GAP 
466 
874 



Seq. No. 


41142 








Seq. ID 


OJ991117 


Gene No. 


85210 








Strand 


+ 


Start 


1 








End 


1117 


Name 


OJ991117 01. 


0403 


.C5.ol. 


gs 


Method 


GENSCAN 


Start 


104 








End 


1117 


GI 


none 








Score 


.95 


Exons 


104. .1117 












Seq. No. 


41142 








Seq. ID 


OJ991117 


Gene No. 


85211 








Strand 


+ 


Start 


9527 








End 


9958 


Name 


OJ991117 01. 


0403 


.C5.o3. 


gs 


Method 


GENSCAN 


Start 


9527 








End 


9958 


GI 


none 








Score 


.59 


Exons 


9527. .9958 












Seq. No. 


41142 








Seq. ID 


OJ991117 


Gene No. 


85212 








Strand 




Start 


2776 








End 


5945 


Name 


OJ991117 01. 


0403 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


2776 








End 


5945 


GI 


none 








Score 


.74 


Exons 


2776. .3572, 


4298 


. .4403, 


5557. 


.5691, 5838.. 5945 


Seq. No. 


41142 








Seq. ID 


OJ991117 


Gene No. 


85213 








Strand 




Start 


7631 








End 


11505 


Name 


OJ991117 01. 


0403 


.CS.ol. 


np 


Method 


AAT/NAP 



41195 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7631 End 10196 

7340881 Score 405 

7631. .7696, 7802. .7981, 9384. .9542, 9584.-9748, 9841. .9964, 
10111. .10196 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 01. 0403. C5 



41142 
85213 
7631 

OJ991117_01.0403.C5.o2.gp 
8999 
1631463 
8999. .9071 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



11505 
AAT/GAP 
9071 
88 



41142 
85213 
7631 

OJ991117 
9063 
5257273 
9063. .9112, 
(AP000364) 
substrate. 



_01.0403.C5.o2.np 



Seq. ID OJ991117_01.0403.C5 
Strand 

End 11505 

Method AAT/NAP 

End 11505 

Score 210 

10977. .11505 
Similar to myristoylated alanine-rich C-kinase 
(P26645) [Oryza sativa] 



Seq. No. 


41142 




Seq. ID 


OJ991117_01.0403 


.C5 


Gene No. 


85213 




Strand 






Start 


7631 




End 


11505 




Name 


OJ991117 01.0403.C5.o4. 


gs 


Method 


GEN SCAN 




Start 


11047 




End 


11427 




GI 


none 




Score 


.77 




Exons 


11047. .11427 










Seq. No. 


41143 




Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 




Strand 






Start 


290 




End 


6462 




Name 


OJ991117 01.0403.C6.ol. 


gs 


Method 


GENSCAN 




Start 


290 




End 


6462 




GI 


none 




Score 


.93 




Exons 


290. .4855, 5242. .5277, 


5414. . 


6007, 6337.. 6462 




Seq. No. 


41143 




Seq. ID 


OJ991117JU.0403 


.C6 


Gene No. 


85214 




Strand 






Start 


290 




End 


6462 




Name 


OJ991117 01.0403.C6.ol. 


np 


Method 


AAT/NAP 




Start 


293 




End 


4855 




GI 


4680179 




Score 


7870 




Exons 


293. .4855 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


41143 




Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 




Strand 






Start 


290 




End 


6462 




Name 


OJ991117 01.0403.C6.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


317 




End 


529 





41196 




GI 


none 






Score 


193 




Exons 


317. .529 












Seq. No. 


41143 






Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117 01 


.0403.C6.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


338 






End 


671 




GI 


none 






Score 


74 




Exons 


338.. 670, 359.. 520, 462 


. .578, 


563. .664 


, 618. .671 




Seq. No. 


41143 






Seq. ID 


OJ991117_01.0403 


,C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117 01 


.0403.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


530 






End 


1117 




GI 


none 






Score 


251 




Exons 


530. .958, 531. .956, 956 


. .1117 


, 963. .1109 




Seq. No. 


41143 






Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117_01 


. 0403. C6. ol . 


tw 


Method- 


TBLASTX: Wheat 




Start 


671 






End 


1297 




GI 


none 






Score 


367 




Exons 


671. .1297, 


672. .1295 










Seq. No. 


41143 






Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117_01 


. 0403. C6. o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1166 






End 


1457 




GI 


none 






Score 


229 




Exons 


1166. .1456, 


1170. .1457 










Seq. No. 


41143 






Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117 01 


.0403.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1256 






End 


1516 




GI 


none 






Score 


157 




Exons 


1256. .1516, 


1257. .1511, 


1352. 


.1513 






Seq. No. 


41143 






Seq. ID 


OJ991117 01. 0403. C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117 01 


.0403.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1280 






End 


1597 




GI 


none 






Score 


87 




Exons 


1280. .1423, 


' 1281. .1421, 


1424. 


.1597 






Seq. No. 


41143 






Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 






Strand 






Start 


290 






End 


6462 




Name 


OJ991117 01 


.0403.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1304 






End 


1783 




GI 


none 






Score 


310 





41197 




Exons 


1304. .1783, 


1305. 


.1712, 


1337. 


.1750 




Seq. No. 


41143 








Seq. ID 


OJ991117_01.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


6462 


Name 


OJ991117 01 


.0403. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1787 








End 


2296 


GI 


none 








Score 


232 


Exons 


1787. .2296, 


1871. 


.2218, 


1953. 


.2264 




Seq. No. 


41143 








Seq. ID 


OJ991117_01.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


6462 


Name 


OJ991117 01 


.0403. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1871 








End 


2224 


GI 


none 








Score 


51 


Exons 


1871. .2224, 


1875. 


.1916, 


1955. 


.2170, 1956.. 2222 


Seq, No. 


41143 








Seq. ID 


OJ991117_01.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


64 62 


Name 


OJ991117 01 


.0403. 


C6.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2045 








End 


2290 


GI 


none 








Score 


46 


Exons 


2045. .2290, 


2046. 


.2105, 


2160. 


.2267 




Seq. No. 


41143 








Seq. ID 


OJ991117_01.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


6462 


Name 


OJ991117 01 


.0403. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2261 








End 


2761 


GI 


none 








Score 


89 


Exons 


2261. .2596, 


2376. 


.2510, 


2582. 


.2761 




Seq. No. 


41143 








Seq. ID 


OJ991117J31.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


6462 


Name 


OJ991117 01 


.0403. 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2297 








End 


2599 


GI 


none 








Score 


236 


Exons 


2297. .2599, 


2298. 


.2579, 


2497. 


.2598 




Seq. No. 


41143 








Seq. ID 


OJ991117J31.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


6462 


Name 


OJ991117 01 


.0403. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2312 








End 


2707 


GI 


none 








Score 


168 


Exons 


2312. .2671, 


2313. 


.2576, 


2591. 


.2671, 2663.. 2707, 2675.. 2707 


Seq. No. 


41143 








Seq. ID 


OJ991117_01.0403.C6 


Gene No. 


85214 








Strand 




Start 


290 








End 


6462 


Name 


OJ991117 01 


.0403. 


C6.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2648 








End 


3130 


GI 


none 








Score 


158 


Exons 


2648. .3130, 


2657. 


.3001, 


2691. 


.3026 





41198 




Seq. No. 


A 1 1 A "3 

4 114o 








beq. id 


nTQQiii7 ni n^n^ 

UJ!?!?111 / UJL.UflUO 


• CD 


Gene No. 


85214 








Strand 






Start 


290 








End 


6462 




Name 


OJ991117 01 


.0403 


.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2780 








End 


3094 




GI 


none 








Score 


60 




Exons 


2780. .3094, 


2781 


. .2978 










Seq. No. 


A 1 T A O 
4 114 j 








beq. id 






Gene No. 


85214 








Strand 






Start 


290 








End 


6462 




Name 


OJ991117 01 


.0403 


.C6.o5 . 


tin 


Method 


TBLASTX: Maize 




Start 


2829 








End 


3118 




GI 


none 








Score 


165 




Exons 


2829. .3020, 


2831 


. .3118 










Seq. No. 


A 1 1 / *3 

4 1 14 3 








Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 








Strand 






Start 


290 








End 


6462 




Name 


OJ991117 01 


.0403 


.C6.08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3287 








End 


3709 




GI 


none 








Score 


109 




Exons 


3287. .3478, 


3294 


. .3449, 


3360. 


.3500, 3500.. 3709, 3561.. 3659 


Seq. No. 


A 1 1 A O 

4 114 J 








beq. ID 


A7QQ1 1 1 i m n^n*3 




Gene No. 


85214 








Strand 






Start 


290 








End 


6462 




Name 


OJ991117 01 


.0403 


.C6.08. 


tm 


Method 


TBLASTX: Maize 




Start 


3392 








End 


3712 




GI 


none 








Score 


68 




Exons 


3392. .3712, 


3567 


. .3659 










Seq. No. 


A 1 1 A O 

4 114 J 








Seq. ID 


OJ991117_01.0403 


.C6 


Gene No. 


85214 








Strand 






Start 


290 








End 


64 62 ^ ■* 




Name 


OJ991117 01 


.0403 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


4052 








End 


4348 




GI 


none 








Score 


111 




Exons 


4052. .4348, 


4064 


. .4348, 


4161. 


.4331 






Seq. No. 


A 1 1 A "3 

4 114 J 








Seq. ID 


OJ991117_01.0403 


-C6 


Gene No. 


85214 








Strand 






Start 


290 








End 


64 62 




Name 


OJ991117 01 


.0403 


.C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4229 








End 


4588 




GI 


none 








Score 


107 




Exons 


4229. .4585, 


4229 


. .4588 










Seq. No. 


41143 








Seq. ID 


OJ991117_01.0403 


-C6 


Gene No. 


85214 








Strand 






Start 


290 








End 


64 62 




Name 


OJ991117 01 


.0403 


.C6.o2. 


np 


Method 


AAT/NAP • 




Start 


5111 








End 


5941 




GI 


5042448 








Score 


1150 




Exons 


5111. .5941 














GI Descrip. 


(AC007789) 


putative ORF0 protein of RIRE8B gypsy-type 





41199 



retrotransposon [Oryza sativa] 





Seq. No. 


41144 




Seq. ID 


OJ991117_01.0403 


.C7 




Gene No. 


85215 




Strand 


+ 






Start 


565 




End 


706 






Name 


OJ991117 01. 0403. C7 


. ol .np 


Method 


AAT/NAP 






Start 


565 




End 


706 






GI 


5042462 




Score 


68 






Exons 


565. .706 












GI Descrip. 


(AC007789) putative 


negatively light-regulated protein 


[Oryza 






sativa] 












Seq. No. 


41144 




Seq. ID 


OJ991117_01.0403 


.C7 




Gene No. 


85216 




Strand 


+ 






Start 


3474 




End 


4574 






Name 


OJ991117 01. 0403. C7 


. o2 . as 


Method 


GENSCAN 






Start 


3474 




End 


4574 ' 






GI 


none 




Score 


1 






Exons 


3474. .4574 












Seq. No. 


41144 




Seq. ID 


OJ991117_01 . 0403 


.C7 




Gene No. 


85217 




Strand 


+ 






Start 


19922 




End 


20496 






Name 


OJ991117 01. 0403. C7 


. o5 . gs 


' Method 


GENSCAN 




%J 


Start 


19922 




End 


20344 




?K 
L i H 


GI 


none 




Score 


.49 




F i z 


Exons 


19922. .20344 










r ~ 


Seq. No. 


A 1 1 A A 

41144 




Seq. ID 


OJ991117_01.0403 


. u / 


ly 


Gene No. 


85217 




Strand 


+ 






Start 


19922 




End 


20496 




r [ s 


Name 


OJ991117 01. 0403. C7 


.o3.np 


Method 


AAT/NAP 






Start 


19939 




End 


20496 






GI 


6906857 




Score 


195 






Exons 


19939. .20331, 20448 


. .20496 










GI Descrip. 


( AF14 8 4 98 ) unknown 


[Zea mays 


] 








Seq. No. 


41144 




Seq. ID 


OJ991117_01.0403 


.C7 


■==» 

E. -i 


Gene No. 


85218 




Strand 


+ 




~ ss; 


Start 


24942 




End 


28739 




£. _i 


Name 


OJ991117 01. 0403. C7 


. o7.gs 


Method 


GENSCAN 






Start 


24942 




End 


28739 






GI 


none 




Score 


.7 






Exons 


24942. .24987, 26134 


. .26234, 


28596. .28739 





Seq. No. 41144 Seq. ID OJ991117_01 . 0403 . C7 

Gene No. 85219 Strand 

Start 6788 End 74 60 * 

Name OJ991117_01.0403.C7.o2.np Method AAT/NAP 

Start 6788 End 74 60 

GI 7487444 Score 321 

Exons 6788.. 7096, 7322.. 7460 

GI Descrip. hypothetical protein T26D22.18 - Arabidopsis thaliana 

gi|3047090|gb|AAC13602.1| (AF058826) T26D22.18 gene product 
[Arabidopsis thaliana] 



Seq. No. 



41144 



Seq. ID OJ991117_01.0403.C7 



41200 






85220 






Strand 






Start 


12731 






End 


17624 




Name 


OJ991117 01. 


0403. C7. 


o4 . gs 


Method 


GENSCAN 




Start 


12731 






End 


17624 




GI 


none 






Score 


.58 




Exons 


12731. .12926, 14447. 


.14478, 


14515. .14657, 17585. .17624 




Seq. No. 


A 1 T A A 
4 114 4 






Seq. ID 


OJ991117_01.0403 


.C7 


Gene No. 








Strand 






Start 


22442 






End 


22864 




Name 


OJ991117 01. 


0403. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


4688 






End 


7093 




GI 


none 






Score 


69 




Exons 


A COO AH on 

4 boo. .4 / oU , 


5982.. 6119, 6272 


..6340, 6273.. 6329, 6791. .7093 




O t " o . . /Uoo 












Seq. No. 


ji i i j j 

4114 4 






Seq. ID 


OJ991117_01.0403 


.C7 


fipnp No . 


O C O O 1 

85221 






Strand 






Start 


22442 






End 


22864 




Name 


OJ991117_01. 


0403. C7. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


A C O O 

4ooo 






End 


7079 




GI . 


none 






Score 


237 




Exons 


4 688 . . 4780, 


6003.. 6080, 6792 


..7076, 6797. .7078, 6798. .7079 


Seq. No. 


41144 






Seq. ID 


OJ991117_01.0403 


. C / 


flpnp Mo 


85221 






Strand 






Start 


22442 






End 


22864 




Name 


OJ991117_01. 


0403. C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


O / 9 / 






End 


7103 




GI 


none 






Score 


80 




Exons 


6797 . . 7084 , 


6797.. 7096, 6801 


..7100, 7005. .7103 




Seq. No. 


4 1 1 i /I 

41144 






Seq. ID 


OJ991117_01.0403 


.C7 


fifanp No 


ob221 






Strand 






Start 


22442 






End 


22864 




Name 


OJ991117_01. 


0403. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 








End 


18785 




GI 


none 






Score 


314 




Exons 


lo J14 . . loOo2 


, 18315. 


.18686, 


18699. .18785, 18704.. 18781 




Seq. No. 


A 1 ~\ A A 

41144 






Seq. ID 


OJ991117_01.0403 


.C7 


Gene No . 


oo221 






Strand 






Start 


22442 






End 


22864 




Name 


OJ991117 01. 


0403. C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18510 

J. O J -L u 






End 


18880 




GI 


none 






Score 


336 




Exons 


18510. .18878 


, 18659. 


.18880 








Seq. No. 


41144 






Seq. ID 


OJ991117_01.0403 


-C7 


Gene No . 


85221 






Strand 






Start 


22442 






End 


22864 




Name 


OJ991117 01. 


0403. C7. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


18956 






End 


19249 




GI 


none 






Score 


158 




Exons 


18956. .19153 


, 19148. 


.19249 








Seq. No. 


41144 






Seq. ID 


OJ991117JD1.0403 


.C7 



41201 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



85221 Strand 

22442 End 

OJ991117_01 . 04 03 . C7 . 06 . gs Method 

22442 End 

none Score 
22442. .22846 

41144 Seq. ID 

85221 Strand 

22442 ' End 

OJ991117_01 . 04 03 . C7 . o4 . np Method 

22445 End 

6906857 Score 
22445. .22864 

(AF148498) unknown [Zea mays] 



22864 
GEN SCAN 
22846 
.68 



OJ991117 01. 0403. C7 



22864 
AAT/NAP 
22864 
449 



41145 
85222 
86 

OJ991117_01.0403.C9.ol.np 
86 

7508272 
86. .326, 951. .1368 

hypothetical protein T23B3.5 - Caenorhabditis elegans 
gi| 1825739|gb|AAB42334.1| (U88309) T23B3.5 gen^ product 
[Caenorhabditis elegans] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_ 
+ 

1368 
AAT/NAP 
1368 
120 



01. 0403. C9 



s Li 



Seq. No. 41145 Seq. ID 

Gene No. 85223 Strand 

Start 9893 End 

Name OJ991117_01 . 0403 . C9 . o4 . np Method 

Start 9893 End 

GI 1076770 Score 

Exons 9893.. 9966, 12220.. 12494 

GI Descrip. high-affinity potassium uptake transporter - wheat gi 1567062 
(U16709) HKT1 [Triticum aestivum] gi | 74 6339 | prf | | 2017355A K 
uptake transporter [Triticum aestivum] 



OJ991117_01.0403.C9 
+ 

12494 
AAT/NAP 
12494 
253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41145 
85224 
12438 

OJ991117_01.0403.C9.o3.gs 
12438 



Seq. ID 
Strand 
End 

Method 
• End 
Score 

12471, 13671. .13915, 16074 .. 16175, 16884 17040, 
17186, 17280. .17512, 18012 .. 18186, 18441 18599, 
18960, 19397. .19840, 20009 .. 20516, 21046 .. 21218, 
21988, 22320. .22354, 23999.. 24231 



none 
12438. 
17116. 
18759. 
21856. 

41145 
85224 
12438 

OJ991117_01.0403.C9.o5.np 

19117 

6983857 



OJ991117_01.0403.C9 
+ 

24231 
GENS CAN 
24231 
.53 



Seq. ID OJ991117_01.0403.C9 

Strand + 

End 24231 

Method AAT/NAP 

End 20886 

Score" 1555 



19117. .19231, 19294. .19840, 20009 20562 , 20608. .20886 
(AP001168) hypothetical protein [Oryza sativa] 



41202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41145 Seq. ID OJ991117_01 . 04-03. C9 

85225 Strand + 

27780 End 30306 

OJ991117_01 . 0403 . C9 . 06 . np Method AAT/NAP 

27594 End 29594 

1076770 Score 1762 

27594. .28768, 28882 29103, 29396.-29594 

high-affinity potassium uptake transporter - wheat gi 1567062 
(U16709) HKT1 [Triticum aestivum] gi | 74 6339 | prf |.| 2017355A K 
uptake transporter [Triticum aestivum] 



41145 Seq. ID 

85225 Strand 

27780 End 

OJ991117_01 . 0403 . C9 . o5 . gs Method 

27780 . End 

none Score 



OJ991117_01.0403.C9 
+ 

30306 
GEN SCAN 
30306 
.43 



27780. .28768, 28882 29103, 29396 29571, 30095. .30306 



41145 Seq. ID 

85225 Strand 
27780 End 
OJ991117_01 . 0403'. C9 . o3 . gp Method 
27888 End 
5803429 Score 
27888. .28189 

1076770/pir | IS47582 4.0e-19 high-affinity potassium uptake 
transporter - wheat >gi_567062 (U16709) HKT1 [Triticum aestivum] 

>gi_74 6339_prf 2017355A K uptake transporter [Triticum 

aestivum] 



OJ991117_01.0403.C9 
+ 

30306 , 
AAT/GAP 
2818-9 
560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41145 Seq. ID OJ991117_01 . 0403. C9 

85226 Strand + 

32230 End 33953 

OJ991117_01.0403.C9.ol0.np Method AAT/NAP 

31940 End 33953 

1076770 Score 1126 

31940. .31977, 32235 .. 33331, 334 16 .. 33646, 33755.. 33953 

high-affinity potassium uptake transporter - wheat gi 1567062 

(U16709) HKT1 [Triticum aestivum] gi | 746339 | prf | | 2017355A K 

uptake transporter [Triticum aestivum] 



41145 Seq. ID 

85226 Strand 

32230 End 

OJ9911 17_01 . 0403 . C9 . 06 . gs Method 

32230 End 

none Score 



OJ991117_01.0403.C9 

+ 

33953 
GENSCAN 
33950 
.74 



32230. .32910, 32964 33080, 33114 .. 33331, 334 16 .. 3364 6, 
33755. .33950 



Seq. No. 41145 Seq. ID 

Gene No. . 85227 Strand 

Start 36607 End 

Name OJ991117_01 . 0403 . C9 . o7 . gs Method 

Start 36607 End 



OJ991117_01.0403.C9 
+ 

37684 

GENSCAN 

37684 



41203 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none A ~ Score .74 

36607. .36822, 36948 37017 , 37041 .. 37153, 37190.. 37684 



41145 
85228 
38267 

OJ991117_01.0403.C9.ol2.np 

38267 

7340916 



Seq. ID OJ991117_01.0403.C9 

Strand + 

End 41278 

Method AAT/NAP 

End 41149 

Score 532 



38267. .38421, 39786 .. 40075, 40991 4.1149 

(AP001550) ESTs AU069293 (C53946) , AU077613 (E20660 ) correspond to 
a region of the predicted gene.; Similar to Zea mays acidic 
ribosomal protein (U62751) [Oryza sativa] 



Seq. ID OJ991117_01.0403.C9 

Strand + 

End 41278 

Method AAT/GAP 

End 41278 

Score 990 



41145 
85228 
38267 

OJ991117_01.0403.C9.o5.gp 
39799 

18570_1.R1084 
39799. .40075, 40991. .41278 

'2431767 7.0e-16 (U62751) acidic ribosomal protein P3a [Zea 
mays] ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 01. 0403. C9 



41145 
85229 
1 

OJ991117_01.0403.C9.ol.gp 
1 

LIB3477-003-P1-K1-E9 
1. .115 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



115 

AAT/GAP 

115 

139 



Seq. No. 


41145 








Seq. ID 


OJ991117_01. 


0403. C9 


Gene No. 


85230 








Strand 






Start 


5016 








End 


12899 




Name 


OJ991117 01 


.0403 


,C9.o2. 


gs 


Method 


GENSCAN 




Start 


5016 








End 


11319 




GI 


none 








Score 


.62 




Exons 


5016. .5153, 


6161 


. .6235, 


6247. 


.6458, 8697.. 8722, 9255.. 9390, 




9657. .9794, 


9919 


. .9971, 


10996 


. .11174, 


11200. .11319 




Seq. No. 


41145 








Seq. ID 


OJ991117_01. 


0403. C9 


Gene No. 


85230 








Strand 






Start 


5016 








End 


12899 




Name 


OJ991117 01 


.0403 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


6120 








End 


7069 




GI 


7228450 








Score 


123 




Exons 


6120. .6235, 


6338 


. .6458, 


6614. 


.6686, 6947.. 7069 




GI Descrip. 


(AP001366) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


41145 








Seq. ID 


OJ991117_01. 


0403. C9 


Gene No. 


85230 








Strand 






Start 


5016 








End 


12899 




Name 


OJ991117 01 


.0403 


.C9.o2. 


gp 


Method 


AAT/GAP 





41204 



Start 9191 End 

GI uC-osflcypl69h02bl Score 

Exons 9191.. 9341 

GI Descrip. ' 6063530/dbj I AP000615. 1 | AP000615 3 
DNA, chromosome 3, clone : P0043E01 ' 



9341 
189 

Oe-33 Oryza sativa genomic 



Seq. No. 


41145 


Seq. ID 


OJ991117_01.0403.C9 


Gene No. 


85230 


•Strand 




Start 


5016 


End 


12899 


Name 


OJ991117 01.0403.C9.o3.np 


Method 


AAT/NAP 


Start 


9216 


End 


12899 


GI 


6063557 


Score 


422 


Exons 


9216.. 9363, 9613.. 9801, 12867 


. .12899 




GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 


Seq. No. 


41145 


Seq. ID 


OJ991117_01.0403.C9 


Gene No. 


85231 


Strand 




Start 


29370 


End 


29774 


Name 


OJ991117 01.0403.C9.o4.gp 


Method 


AAT/GAP 


Start 


29370 


End 


29774 


GI 


5803428 


Score 


746 


Exons 


29370. .29774 






GI Descrip. 


1076770/pir| | S47582 2.0e-27 high-affinity potassium uptake 



transporter - wheat >gi_567062 (U16709) HKT1 [Triticum aestivum] 
>gi 746339 pr,f 2017355A K uptake transporter [Triticum 
aestivum] 



Seq. No. 


41145 




Seq. ID 


OJ991117_01.0403 


-C9 


Gene No. 


85232 




Strand 






Start 


38082 




End 


40102 




Name 


OJ991117 01. 0403. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


21226 




End 


21451 




GI 


none 




Score 


218 




Exons 


21226. .21450, 21227. 


.21451 








Seq. No. 


41145 




Seq. ID 


OJ991117_01.0403 


.C9 


Gene No. 


85232 




Strand 






Start 


38082 




End 


40102 




Name 


OJ991117 01.0403.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21788 




End 


26671 




GI 


none 




Score 


308 




Exons 


21788. .22063, 21793. 


.21939, 


26486. .26671 




Seq. No. 


41145 




Seq. ID 


OJ991117_01.0403 


.C9 


Gene No. 


85232 




Strand 






Start 


38082 




End 


40102 




Name 


OJ991117 01. 0403. C9. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


21797 




End 


26674 




GI 


none 




Score 


166 




Exons 


21797. .21982, 26482. 


.26673, 


26486. .26674 




Seq. No. 


41145 




Seq. ID 


OJ991117_01.0403 


♦ C9 


Gene No. 


85232 




Strand 






Start 


38082 




End 


40102 




Name 


OJ991117 01. 0403. C9. 


ol.ts 


Method 


TBLASTX: Soybean" 




Start 


28577 




End 


33614 




GI 


none 




Score 


164 * 





41205 



Exons 


28577. .28768, 28602 28796, 


28868. .28906, 28884 


. .28958, 




28949. .29080, 33162 .. 33290, 


33200. .33340, 33504 


. .33614 


Seq. No. 


41145 


Seq. ID 


OJ991117 


_01.0403.C9 


Gene No. 


85232 


Strand 






Start 


38082 


End 


40102 




Name 


OJ991117 01.0403.C9.o8.gs 


Method 


GEN SCAN 




Start 


38082 


End 


40102 




GI 


none 


Score 


.62 




Exons 


38082. .38166, . 38486. .38881, 


39319. .39402, 39828 


. .40102 


Seq. No. 


41145 


Seq. ID 


OJ991117 


_01.0403.C9 


Gene No. 


85232 


Strand 






Start 


38082 


End 


40102 




Name 


OJ991117 01.0403.C9.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


39821 


End 


40078 




GI 


none 


Score 


233 




Exons 


39821. .40078, 39874 .. 39942 , 


40024. .40077 




Seq. No. 


41145 


Seq. ID 


OJ991117 


_01.0403.C9 


Gene No. 


85232 


Strand 






Start 


38082 


End 


40102 




Name 


OJ991117 01.0403.C9.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


39871 


End 


40084' 




GI 


none 


Score 


197 




Exons 


39871. .39942, 39872 .. 40084 , 


40024. .40077 




Seq. No. 


41146 


Seq. ID 


OJ991117 


_01. 0403. C10 


Gene No - 


85233 


Strand 


+ 




Start 


137 


End 


10696 




Name 


OJ991117 01.0403.C10.ol.gs 


Method 


GEN SCAN 




Start 


137 


End 


10696 




GI 


none 


Score 


.93 




Exons 


137. .196, 4421. .4681, 4782. 


.4868, 5011 


..5100, 5176. .5302, 




5455. .5555, 5649. .5817, 5930. .6051, 6577. .6705, 


6796. .6894, 




6979. .7036, 7111. .7186, 7273.-7399, 7480. .7637, 


8674. .8746, 




8830. .9024, 9309.. 9402, 9858.. 10696 






Seq. No. 


41146 


Seq. ID 


OJ991117 


_01. 0403. C10 


Gene No. 


85233 


Strand 


+ 




Start 


137 


End 


10696 




Name 


OJ991117 01-0403. C10. ol.np 


Method 


AAT/NAP 




Start 


4430 


End 


8277 




GI 


3025194 


Score 


188 




Exons 


4430. .4681, 4782. .4868, 5011. .5100, 5176. .5318, 


5591. .5878, 



GI Descrip. 



8251. .8277 

HYPOTHETICAL PROTEIN IN HYDROGENASE 1 5 'REGION 

gi| 481588 Ipir | IS38903 hypothetical protein 1 - Clostridium 

pasteurianum (fragment) gi I 431947 | emb | CAA82208 . 1 1 (Z28353) 

Similar to ABC1 gene of yeast (SW: ABCl_Yeast) [Clostridium 

pasteurianum] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41146 Seq. ID 

85233 Strand 

137 End 

OJ991117_01 . 0403 . C10 . ol . gp Method 

5628 End 



OJ991117_01. 0403. C10 
+ 

10696 

AAT/GAP 

6606 



41206 




GI 


62933 1.R1084 


Score 


585 




Exons 


5628. .5817, 5930. .6051, 6577 


. .6606 






GI Descrip. 


, 4938478/emb|CAB43837.1| 6.0e-48 (AL078464 ) . proteinase-like 




protein [Arabidopsis thaliana] 1 






Seq. No. 


A 1 1 A C 

4114 6 


Seq. ID 


OJ991117 


_01. 0403. C10 


Gene No. 


85233 


Strand 


+ 




Start 


13 / 


End 


10696 




Name 


OJ991117 01 . 0403 . CIO . o2 . gp 


Method 


AAT/GAP 




Start 


697 9 


End 


7524 




GI 


none 


Score 


544 




Exons 


CC\H Cl 1 AO C 11 1 1 HOC 

by/y../0ob, / i i i . . / io o, fZ/o 


..7399, 7480. .7524 




Seq. No. 


A 1 1 A C 

4114 b 


Seq. ID 


OJ991117 


_01. 0403. CIO 


Gene No. 


o c o i o 

85233 


Strand 


+ 




Start 


1 11 

13 / 


End 


10696 




Name 


A Tftftl 111 A1 (\ A f\ O P1 n O v 

OJ99111 / 01.040J.C10.Oo. gp 


Method 


AAT/GAP 




Start 


O CX C A 


End 


10341 




GI 


none 


Score 


1249 




Exons 


8954.. 9024, 9309.. 9402, 9ooo 


. .10341 






Seq. No. 


41146 . 


Seq. ID 


OJ991117 


_01. 0403. CIO 


Gene No. 


85234 


Strand 


+ 




Start 


12231 


End 


18079 




Name 


OJ991117_01 04 03 . CIO .o2.gs 


Method 


GENSCAN 




Start 


1 O O "5 1 

12231 


End 


18079 




GI 


none 


Score 


.83 




Exons 


12231 .. 12347, 12775 .. 1287 9, 


13152. .13268, 13487 


. .13627, 




14248. .14347, 14642 .. 14769, 


14881. .14952, 15458 


. .15575, 




15785. .15909, 16417 .. 16523, 


16756. .16861, 16955 


..17014, 




17586 17825, 17942.. 18079 








Seq. No. 


* 1 1 i c 

41146 


Seq. ID 


OJ991117 


_01. 0403. C10 


Gene No . 


85234 


Strand 


+ 




Start 


1 O O O 1 

12231 


End 


18079 




Name 


^Tfjmiii rti rtyifto oin c. ~ n 

OJ99111 / 01 . 0403 . CIO . OO . gp 


Method 


AAT/GAP 




Start 


13184 


End 


14775 




GI 


2427833 


Score 


817 




Exons 


1 O 1 O >1 1 ooco 1 O VI O 1 1 ocoi 

13184 .. 132 bo , 134 o /.. 1362 / , 


14248. .14347, 14642 


1 A 11 C 

. . 14 / Id 


Seq. No. 


yi 1 1 j C 

. 41146 


Seq. ID 


OJ991117 


_01. 0403. CIO 


Gene No. 


o e o o c 

85235 


Strand 






Start 


10301 


End 


10926 




Name 


OJ991117 01 . 0403 . C10 . 04 . gp 


Method 


AAT/GAP 




Start 


10301 


End 


10926 




GI 


none 


Score 


1164 




Exons 










Seq. No. 


41146 


Seq. ID 


OJ991117 


_01. 0403. CIO 


Gene No. 


85236 


Strand 






Start 


17944 


End 


18308 




Name 


OJ991117 01.0403.C10.o5.tm 


Method 


TBLASTX: 


Maize 


Start 


4658 


End 


5553 




GI 


none 


Score 


44 




Exons 


4658. .4684, 4780. .4872, 4781 


..4870, 4785.. 4880, 


5011. .5100, 




5011.. 5100, 5169.. 5303, 5173 


..5307, 5173.. 5307, 


5174. .5320, 




5454.. 5552, 5454.. 5552, 5467 


. .5553 







41207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41146 
85236 
17944 

OJ991117JU . 0403 . CIO . ol . tc 

5517 

none 

5517.. 5555,. 5526.. 5555, 5640. 
5789.-5824, 5790.. 5819, 5917. 

41146 
85236 
17944 

OJ991117_01. 0403. CIO. o3.tm 
5658 
none 
5658. 
5929. 
6577. 



.5816, 5659.. 5817, 5660. 
.6075, 5930.. 6052, 6114. 
.6705, 6789.. 6854, 6793. 



41146 
85236 
17944 

OJ991117_01. 0403. C10. o2.tc 

6811- 

none 

6811.. 6897, 6979.. 7065, 7092. 
7273.. 7356, 7274.. 7363, 7492. 



Seq. ID OJ991117_01. 0403. C10 
Strand 

End 18308 
Method TBLASTX : Cress 
End 6051 
Score 44 

.5798, 5648.-5797, 5667.. 5801, 
.5988, 5928.. 6050, 5929.. 6051 

Seq. ID OJ991117_01. 0403. C10 
Strand 

End 18308 
Method TBLASTX: Maize 
End 6855 
Score 152 

.5824, 5661.. 5819, 5928.. 6050, 
.6173, 6574. .6705, 6576. .6707, 
.6837, 6796. .6855, 6800. .6853 

Seq. ID OJ991117_01. 0403. C10 
Strand 

End 18308 
Method TBLASTX : Cr es s 
End 7605 
Score 111 

.7187, - 7109. .7210, 7126. .7188, 
.7518, 7573. .7605 



Seq. No. 41146 
Gene No. 85236 
Start 17944 

Name OJ991117_01 . 0403 . C10 . o2 . tm 

Start 7109 
GI none 

Exons 7109.. 7186, 7110.. 7187, 7114. 

7271.. 7399, 7272.. 7400, 7273. 
7479. .7637 



OJ991117_01. 0403. C10 
18308 

TBLASTX: Maize 
7638 
108 

,7190, 
.7638, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7188, 7117. .7188, 7131. 
.7410, 7274. .7402, 7477. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 



41146 
85236 
17944 

OJ991117_01. 0403. C10. o2.tw 

7272 

none 

7272.. 7400, 7274.. 7402, 7280. 
7477. .7539, 7479.. 7538 

41146 
85236 
17944 

OJ991117_01. 0403. C10. ol.ts 

7498 

none 

7498..7638, 7498.-7632, 7506. 



Seq. ID OJ991117_01. 0403. C10 
Strand 

End 18308 

Method TBLASTX : Wheat 

End 7539 

Score 120 

.7405, 7452.. 7538, 7459-. 7536, 



Seq. ID OJ991117_01. 0403. C10 
Strand 

End 18308 

Method TBLASTX : Soybean 

End 8865 

Score 230 

.7637, 8692. .8718, 8821. .8865 



Seq. No. 



41146 



Seq. ID OJ991117_01. 0403. C10 



41208 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



85236 Strand 

17944 End 

OJ991117_01.0403.C10..o6.tm Method 

9840 End 

none Score 



18308 

TBLASTX: Maize 

10185 

82 



9840. .9974, 9855. .9980, 9856. .10050, 9857. .10051, 9926. .10114, 
10044. .10118, 10065. .10115, 10147 .. 10185, 10148. .10180 



41146 
85236 
17944 
OJ991117 
12772 
none 
12772 
13145 
13487 



01.0403.C10.o7.tm 



12882, 
13270, 
13537 



12773. .12883, 
13148. .13270, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12774. .12881, 
13149. .13271, 



OJ991117 01. 0403. C10 



18308 

TBLASTX: Maize 
13537 
70 

12799. .12882, 
13417. .13536, 



Seq. No. 41146 
Gene No. 85236 
Start 17944 

Name OJ991117_01 . 0403 . C10 . o4 .tm 

Start 14229 

GI none 

Exons 14229. .14360, 14230 

14646. .14771, 14647 
14869. .14952, 14879 
15062. .15133, 15276 



Seq. ID OJ991117_01. 0403. C10 
Strand 

End 18308 
Method TBLASTX : Mai ze 
End 15328 
Score 155 
14361, 14245. . 14 34 6, . 14 636 . . 14752 , 
14769, 14647. .14772, 14655 .. 14771, 
14947, 15060. .15128, 15061 .. 15135, 
15326, 15277. .15327, 15278.. 15328 



Seq. No. 41146 
Gene No. 85236 
Start 17944 

Name OJ991117_01. 04 03. C10. o2. ts 

Start 14245 

GI none 

Exons 14245. .14331, 14247 .. 14333, 14639 .. 14770, 14640 

14640. .14771, 14641. .14769, 14869 .. 14955, 14878 
14880. .14978, 15274 .. 15336, 15275 
15446. .15481 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 01. 0403. C10 



18308 

TBLASTX: Soybean 
15481 
112 



15334, 15445, 



,14753, 
,14958, 
,15480, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41146 
85236 
17944 

OJ991117_01. 0403. C10. ol.tm 
16136 
none 
16136. 
16153. 
16955. 
17570. 
17939. 



,16207, 16136. .16207, 

,16215, 16735. .16869, 

,17017, 17420. .17503, 

,17683, 17571. .17828, 

,18076, 17944.. 18075 



41146 
85236 
17944 

OJ991117_01. 0403. C10. ol.tw 
16139 



Seq. ID OJ991117JU. 0403. C10 
Strand 

End 18308 

Method TBLASTX : Mai ze 

End 18076 

Score 86 
16137. .16217, 16141. .16218, 
16742. .16870, 16954 .. 17016, 
17421. .17504, 17422. .17502, 
17577. .17801, 17735. .17836, 



Seq. ID 

Strand 

End 

Method 
End 



OJ991117JD1. 0403. C10 
18308 

TBLASTX: Wheat 
17505 



41209 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 67 

16139. .16204, 16140.. 16214, 16153.. 16260, 16754 16870, 

16756. .16869, 16954 .. 17016, 16955 .. 17017, 16955 17014 , 

17417. .17503, 17420. .17503, 17425.. 17505 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 01. 0403. C10 



41146 
85236 
17944 

OJ991117_01. 0403. C10. o6.gp 
17944 

uC-osflcypl34g02al 
17944. .18308 

M680178/gb|AF111709.1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



18308 
AAT/GAP 
18308 
718 



Seq. No. 41147 Seq. ID 

Gene No. 85237 Strand 

Start 416 End 

Name OJ991117_01 . 0403 . Cll . ol . gp Method 

Start 416 End 

GI 472_1.R1084 Score 

Exons 416.. 539, 1679.. 1751, 1861.. 1967, 2052 
GI Descrip. 



OJ991117_01. 0403. Cll 
+ 

3901 
AAT/GAP 
3901 
3304 

..2482, 2895.. 3901 



'547712/sp|P35683|IF4A_ORYSA 0.0e+00 EUKARYOTIC INITIATION 

FACTOR 4A (EIF-4A) >gi_542153_pir S38358 translation initiation 

factor eIF-4A - rice >gi_303844_dbj__BAA02152_ (D12627) 
eukaryotic initiation factor 4A [Oryza sativa] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41147 
85237 
416 

OJ991117_01. 0403. Cll. ol.np 

1681 

547712 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1681. .1751, 1861. .1967, 2052. .2482, 2895. .3527 

EUKARYOTIC INITIATION FACTOR 4A (EIF-4A) gi | 542153 | pir | | S38358 
translation initiation factor eIF-4A - rice 

gi I 303844 | dbj |BAA02152.1| (D12627) eukaryotic initiation factor 
4A [Oryza sativa] 



OJ991117_01. 0403. Cll 
+ 

3901 
AAT/NAP 
3527 
1971 



Seq. No. 


41147 




Seq. ID 


OJ991117 


_01. 0403. Cll 


Gene No. 


85237 




Strand 


+ 




Start 


416 




End 


3901 




Name 


OJ991117 01 


.0403. Cll. o2.gs 


Method 


GEN SCAN 




Start 


1681 




End 


3530 




GI 


none 




Score 


.97 




Exons 


1681. .1751, 


1861.. 1967, 2052. 


.2113, 2177. .2482, 


2895. .3530 


Seq. No. 


41147 




Seq. ID 


OJ991117 


_01. 0403. Cll 


Gene No. 


85238 




Strand 


+ 




Start 


4905 




End 


7886 




Name 


OJ991117 01 


.0403. Cll. o2.np 


Method 


AAT/NAP 




Start 


4905 




End 


7886 




GI 


6554203 




Score 


81 




Exons 


4905. .5110/ 


7863. .7886 








GI Descrip. 


(AC011661) 


T23J18.3 [Arabidopsis thaliana] 





41210 




Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85239 








Strand 






Start 


. 354 








End 


483 




Name 


OJ991117 01. 


0403. 


Cll.ol 


-gs 


Method 


GENSCAN 




Start 


354 








End 


483 




GI 


none 








Score 


.58 




Exons 


354. .483 














Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 








Strand 






Start 


4883 








End 


5967 




Name 


OJ991117 01. 


0403. 


Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1648 








End 


3534 




GI 


none 








Score 


112 




Exons 


1648. .1752, 


1671. 


.1745, 


1877. 


.1969, 1877.. 1969, 


1878. .1970, 




2050. .2481, 


2051. 


.2485, 


2892. 


.3521, 2894.. 3526, 


3448. .3534 


Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 








Strand 






Start 


4883 








End 


5967 




Name 


OJ991117 01. 


0403. 


Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1663 








End 


3531 




GI 


none 








Score 


93 




Exons 


1663. .1758, 


1681. 


.1758, 


1877. 


.1969, 1881.. 1967, 


2038. .2478, 




2050..2478, 


2051. 


.2485, 


2892. 


.3521, 2894.. 3529, 


3448. .3531 


Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 








Strand 






Start 


4883 








End 


5967 




Name 


OJ991117 01. 


0403. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1675 








End 


2266 




GI 


none 








Score 


119 




Exons 


1675. .1752, 


1680. 


.1754, 


1681. 


.1755, I860.. 1967, 


1861. .1968, 




1862. .1969, 


1863. 


.1970, 


2040. 


.2213, 2050.. 2265, 


2051. .2266 


Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 








Strand 






Start 


4883 








End 


5967 




Name 


OJ991117_01. 


0403. 


Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1675 








End 


3893 




GI 


none 








Score 


130 




Exons 


1675. .1752, 


1677. 


.1748, 


1678. 


.1758, 1868.. 1969, 


1869. .1967, 




1924. .1968, 


2050. 


.2481, 


2051. 


.2485, 2051.. 2482, 


2892. .3521, 




2892. .3533, 


2894. 


.3538, 


3260. 


.3544, 3662.. 3715, 


3732. .3815, 




3744. .3815, 


3822. 


.3893 










Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 








Strand 






Start 


4883 








End 


5967 




Name 


OJ991117 01. 


0403. 


Cll.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2267 








End 


3555 




GI 


none 








Score 


364 




Exons 


2267. .2485, 


2267. 


.2482, 


2269. 


.2496, 2892.. 3521, 


2894 . .3526, 




3260. .3529, 


3448. 


.3555 










Seq. No. 


41147 








Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 








Strand 







41211 




Start 


4883 






End 


5967 




Name 


OJ991117 01 


.0403.Cll.o3 


. as 


Method 


GENSCAN 




Start 


4883 






End 


5967 




GI 


none 






Score 


. 63 




Exons 


4883. .5173, 


5218. .5472, 


5567. 


.5664, 5919. .5967 




Seq. No. 


41147 






Seq. ID 


OJ991117 


_01.0403.C11 


Gene No. 


85240 






Strand 






Start 


4883 






End 


5967 




Name 


OJ991117 01 


.0403.Cll.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5176 






End 


5440 




GI 


none 






Score 


199 




Exons 


5176. . 5379, 


5177. .5395, 


5380. 


.5427, 5380. .5424, 


5381. .5440 


Seq. No. 


41148 






Seq. ID 


OJ991117 


_01.0403.C12 


Gene No . 


85241 






Strand 






Start 


5654 






End 


6171 




Name 


OJ991117 01 


.0403.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


5009 






End 


5115 




GI 


LIB3477-003- 


-P1-K1-E9 




Score 


140 




Exons 


5009. .5115 












GI Descrip. 


'2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY SI)" 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 












Seq. No. 


41148 






Seq. ID 


OJ991117 


_01.0403.C12 


Gene No. 


85241 






Strand 






Start 


5654 






End 


6171 




Name 


OJ991117 01 


.0403.C12.o2 


.gs 


Method 


GENSCAN 




Start 


5654 






End 


6171 




GI 


none 






Score 


.72 




Exons 


5654. .5985, 


6036. .6171 










Seq. No. 


41149 






Seq. ID 


OJ991117 


_01.0403.C13 


Gene No. 


85242 






Strand 


+ 




Start 


1196 






End 


8782 




Name 


OJ991117 01 


.0403.C13.ol 


. gs 


Method 


GENSCAN 




Start 


1196 






End 


8782 




GI 


none 






Score 


.74 




Exons 


1196. .1390, 


1677. .1847, 


1871. 


.1920, 2948.. 3211, 


3714. .3857, 




4689.-4786, 


5295. .5550, 


5654. 


.5791, 5891. .6218, 


6289. .6491, 




6765. .6961, 


7057. .8440, 


8697. 


.8782 






Seq. No. 


41149 






Seq. ID 


OJ991117 


_01.0403.C13 


Gene No . 


85242 






Strand 


+ 




Start 


1196 






End 


8782 




Name 


OJ991117 01 


.0403.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1737 






End 


8583 




GI 


7488066 






Score 


2051 




Exons 


1737. .1920, 


2948. .3211, 


4689. 


.4786, 5295.. 5550, 


5654. .5791, 




5891. .6218, 


6289. .6491, 


6759. 


.6961, 7057.. 7686, 


8047. .8583 


GI Descrip. 


probable cadmium-transporting ATPase 


(EC 3.6.1. 


-) F6G3.140 




Arabidopsis 


thaliana gi 


| 4 938487 |emb|CAB4384 6. 1| 


(AL078464) 



cadmium-transporting ATPase-like protein [Arabidopsis thaliana] 
gi | 7269911 1 emb | CAB81004 . 1 1 (AL161576) cadmium-transporting 
ATPase-like protein [Arabidopsis thaliana] 



41212 



Seq. No. "41*149 Seq. ID OJ991117_01 . 0403 . C13 

Gene No. 85242 Strand + 

Start 1196 End 8782 

Name OJ991117_01 . 0403 . C13 . ol . gp Method AAT/GAP 

Start 6328 End 7213 

GI 26180JL.R1084 Score 971 

Exons 6328.. 6491, 6765.. 6961, 7057.. 7213 

GI Descrip. 1 4938487/emb | CAB43846. 1 | 8.0e-47 (AL078464) 
ATPase-like protein [Arabidopsis thalia.na] 1 



cadmium-transporting 



Seq. No. 41149 Seq. ID OJ991117_01 . 0403 . C13 

Gene No. 85242 Strand + 

Start 1196 End 8782 

Name OJ991117_01 . 0403 . C13 . o2 . gp Method AAT/GAP 

Start 7357 End 8324 

GI 13490_1.R1084 Score 1798 

Exons 7357.. 8324 

GI Descrip. ' 123530 /sp | P04 929 | HRPX_PLALO 8.0e-10 HISTIDINE-RICH GLYCOPROTEIN 

PRECURSOR >gi_72400_pir KGZQHL histidine-rich glycoprotein 

precursor - Plasmodium lophurae >gi_9999_emb_CAA25698_ (X014 69) 

histidine-rich protein [Plasmodium lophurae] 

>gi_224 316_prf 1101401A protein, His rich [Plasmodium sp.]' 





Seq. No. 


41149 








Seq. ID 


OJ991117 


_01.0403.C13 




Gene No . 


85243 








Strand 


+ 




; : 5 


Start 


9668 








End 


9785 






Name 


OJ991117 01 


.0403. 


C13.o3. 


np 


Method 


AAT/NAP 




5 : 1 
: ~ 


Start 


9668 








End 


9785 




f .1 


GI 


6983864 








Score 


49 






Exons 


9668. .9705, 


9733. 


.9785 












GI Descrip. 


(AP001168) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


41149 








Seq. ID 


OJ991117 


_01.0403.C13 




Gene No. 


85244 








Strand 






i. ~i 


Start 


9657 








End 


11311 






Name 


OJ991117 01 


.0403. 


C13.o2. 


tc 


Method 


TBLASTX: 


Cress 


Is. 


Start 


1755 








End 


3141 






GI 


none 








Score 


194 




LI 


Exons 


1755. .1928, 


1757. 


.1918, 


2950. 


.3012, 2997.. 3131, 


2998. .3141 




Seq. No. 


41149 








Seq. ID 


OJ991117 


_01.0403.C13 




Gene No. 


85244 








Strand 








Start 


9657 








End 


11311 






Name 


OJ991117 01 


.0403. 


C13.03. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3169 








End 


5675 






GI 


none 








Score 


64 






Exons 


3169. .3210, 


4684. 


.4785, 


4685. 


.4786, 4686. .4787, 


4699. .4788, 






5287. .5367, 


5293. 


.5388, 


5294. 


.5551, 5295.. 5558, 


5652. .5675 




Seq. No. 


41149 








Seq. ID 


OJ991117 


_01.0403.C13 




Gene No. 


85244 








Strand 








Start 


9657 








End 


11311 






Name 


OJ991117 01 


.0403. 


C13.o3. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5367 








End 


6171 






GI 


none 








Score 


148 






Exons 


5367. .5558, 


5644. 


.5793, 


5965. 


.6171, 5982. .6170 





41213 




Seq. No. 


41149 








Seq. ID 


OJ991117_01.0403.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5923 








End 


6487 


GI 


none 








Score 


449 


Exons 


5923. .6219, 


5923 


. .6129, 


5925. 


.6218, 6264. .6482, 6288. .6482, 




6289. .6483, 


6320 


. .6487 








Seq. No. 


41149 








Seq. ID 


Oj99lil7_01.04 03.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


.C13.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


6054 








End 


6409 


GI 


none 








Score 


169 


Exons 


6054. .6170, 


6064 


. .6219, 


6279. 


.6332, 6319.. 6384, 6320.. 6409 


Seq. No. 


41149 








Seq. ID 


OJ991117_01.0403.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6781 








End 


7275 


GI 


none 








Score 


169 


Exons 


6781. .6921, 


6781 


. .6957, 


6782. 


.6961, 7054.. 7275, 7054. .7275 


Seq. No. 


41149 








Seq. ID 


OJ991117_01.0403.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


.C13.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6797 








End 


7250 


GI 


none 








Score 


219 


Exons 


6797. .6961, 


6799 


. .6957, 


7003. 


.7248, 7054. .7245, 7074. .7250, 




7143. .7250 












Seq. No. 


41149 








Seq. ID 


OJ991117_01.0403.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


.C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7054 








End 


7503 


GI 


none 








Score 


89 


Exons 


7054. .7137, 


7132 


. .7503, 


7135. 


.7293, 7143.. 7502 


Seq. No. 


41149 








Seq. ID 


OJ991117_01.0403.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


.C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7246 








End 


7475 


GI 


4290223 








Score 


219 


Exons 


7246. .7473, 


7263 


. .7475 








GI Descrip. 


4210504 9.0e 


-19 


(AC002392) putative cadmium-transporting ATPase 




[Arabidopsis 


thaliana] 








Seq. No. 


41149 








Seq. ID 


OJ991117_01.0403.C13 


Gene No. 


85244 








Strand 




Start 


9657 








End 


11311 


Name 


OJ991117 01. 


0403 


.C13.o2 


.tm . 


Method 


TBLASTX: Maize 


Start 


7273 








End 


8187 



41214 



GI 

Exons 



none Score 277 

7273. .7497, 7287... 7472, 7563. .7613, 7582. .7608, 7649. .7696, 

7700. .7753, 7711. .7743, 7711. .7821, 7714. .7785, 7720. .7818, 

7723. .7758, 7732. .7830, 7732. .7809, 7738. .7806, 7795. .7896, 

7796.-7894, 7813. .7875, 7814. .7873, 7815. .7874, 7821. .7895, 

7843. .7884, 7865. .7882, 7866. .7943, 7866. .7883, 7867. .7968, 

7867. .7965, 7868. .7924, 7868. .8059, 7896. .7967, 7897. .7968, 

7919. .8005, 7935. .8006, 7950. .8006, 8000. .8083, 8009. .8077, 

8047. .8100, 8047. .8100, 8059. .8172, 8059. .8100, 8080. .8187, 

8092. .8154, 8095. .8163, 8101. .8166 



Seq. No. 41149 Seq. ID OJ991117JD1 . 0403 . C13 

Gene No. 85244 Strand 

Start 9657 End 11311 

Name OJ991117_01 . 0403.C13 ,o4 .np Method AAT/NAP 

Start 9657 End 11311 

GI 6016874 Score 374 

Exons 9657.. 9732, 11054.. 11311 

GI Descrip. (AP000570) ESTs C19143 {E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 41149 Seq. ID 

Gene No. 85244 Strand 

Start 9657 . End 

Name OJ991117_01 . 0403.C13.o2 .gs Method 

Start 11061 End 

GI none Score 

Exons 11061. .11306 



OJ991117_01.0403.C13 

11311 
GENSCAN 
11306 
.94 



Seq. No. 41150 Seq. ID 

Gene No. 85245 Strand 

Start 1 End 2186 

Name OJ991117_01 . 0403.C14 .ol .np Method AAT/NAP 

Start 1 End 2186 

GI 6016874 Score 1819 

Exons - 1..349, 467. .646, 1040. .1199, 1590. .1822, 1887. 
GI Descrip. 



OJ991117 01.0403.C14 



2024, 2108. .2186 



(AP000570) ESTs C19143 (E10020) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41150 
85245 



Seq. ID OJ991117_01.0403.C14 
Strand 



1 End 2186 

OJ991117_01 . 0403 . C14 . ol . gs Method GENSCAN 
6 End 2186 

none Score . 68 

6. .466, 1040. .1199, 1590. .1822, 1887. .2024, 2108, 



,2186 



Seq. No. 41150 Seq. ID 

Gene No. 85245 Strand 

Start 1 End 

Name OJ991117_01 . 0403 . C14 . o2 . tm Method 

Start 72 End 

GI none Score 

Exons 72.. 305, 157.. 315 



OJ991117_01.0403.C14 
2186 

TBLASTX: Maize 

315 

103 



41215 



Seq. No. 


41150 




Seq. ID 


OJ991117_01.0403.C14 


Gene No. 


85245 




Strand 




Start 


1 




End 


2186 


Name 


OJ991117 01.0403.C14. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


427 




End 


779 


GI 


none 




Score 


139 


Exons 


427. .768, 498. .779 








Seq. No. 


41150 




Seq. ID 


OJ991117_01.0403.C14 


Gene No. 


85245 




Strand 




Start 


1 




End 


2186 


Name 


OJ991117 01.0403.C14. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


984 




End 


1298 


GI 


none 




Score 


108 


Exons 


984. .1211, 985. .1203, 


1224. 


.1298 




Seq. No. 


41150 




Seq. ID 


OJ991117_01.0403.C14 


Gene No. 


85245 




Strand 


- 


Start 


1 




End 


2186 


Name 


OJ991117 01.0403.C14. 


ol.gp 


Method 


AAT/GAP 


Start 


989 




End 


1497 


GI 


uC-osflcypll0c07bl 




Score 


970 


Exons 


989. .1497 








GI Descrip. 


M680178/gb|AF111709. 


1IAF111709 5.0e- 


Bl Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41150 
85245 
1 

OJ991117_01.0403.C14.ol.tm 

1392 

none 



Seq. ID OJ991117_01.0403.C14 
Strand 

End 2186 

Method TBLASTX :Maize 

End 1838 

Score 110 



1392.. 1430, 1425.. 1481, 1518.. 1766, 1558.. 1767, 1752.. 1838 



41151 
85246 
1 

OJ991117_01. 0403. C15. ol.gp 
1 

none 

1..66, 280. .311 



Seq. ID OJ991117_01.0403.C15 

Strand + 

End ' 311 

Method AAT/GAP 

End 311 

Score 107 



41151 Seq. ID OJ991117_01 . 0403 . C15 

85247 Strand + 

1281 End 3997 

OJ991117_01.0403.C15.ol.np Method AAT/NAP 
1281 End 3997 

7487281 Score 781 

1281. .1650, 1900. .1998, 2378. .2478, 2553.-2624, 2782. .2872, 
3066. .3166, 3634. .3676, 3760. .3997 

hypothetical protein T20K24.18 - Arabidopsis thaliana 
gi|3176725|gb|AAD12039.1| (AC002392) unknown protein 
[Arabidopsis thaliana] 



41151 
85247 



Seq. ID OJ991117_01.0403.C15 
Strand + 



41216 



Start 
Name 
Start 
GI 

Exons 



1281 End 3997 

OJ991117_01 . 0403. CIS. ol. gs Method GENSCAN 
1400 End 3788 

none Score .58 

1400. .1650, 1900. .1998, 2521. .2624, 2782. .2872, 3066. .3146, 
3584.. 3676, 3715.. 3788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41151 
85248 
1204 

OJ991117_01. 0403. CIS. o2.gp 

1204 

none 

1204. .1526 

41151 
85248 
1204 

OJ991117_01. 0403. CIS. ol.tm 

1314 

none 

1314. .1649, 1315. .1650, 1321. 
2370. .2477, 2376. .2477, 2378. 
2551.. 2622, 2583.. 2624, 2778. 
3145, 3063.. 3146, 3063. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_01.0403.C15 

3853 
AAT/GAP 
1526 
549 



Seq. ID OJ991117_01.0403.C15 
Strand 

End 3853 
Method TBLASTX : Maize 
End 3853 
Score 490 

.1650, 1891. .2004, 1893. .2027, 
.2485, 2542. .2622, 2550. .2633, 
.2870, 2780. .2872, 2783. .2872, 
.3149, 3065. .3151, 3614. .3679, 
.3852, 3761.. 3853 

Seq. ID OJ991117_01.0403.C15 
Strand 

End 3853 

Method TBLASTX : Soybean 

End 3664 

Score 95 



3062. 

3616. .3675, 3753 .. 3851, 3760 . 

41151 
85248 
1204 

OJ991117_01. 0403. CIS. ol.ts 
1912 
none 

1912. .2004, 2376.-2462, 2377. .2478, 2378. .2485, 2548. .2637, 
2551. .2622, 2770. .2871, 2771. .2872, 3038. .3082, 3062. .3145, 
3063.. 3134, 3614.. 3664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41151 
85248 
1204 

OJ991117_01. 0403. CIS. ol.tc 

2375 

none 



Seq. ID OJ991117_01. 0403. CIS 
Strand 

End 3853 

Method TBLASTX : Cress 

End 3804 

Score 145 



2375. .2470, 2378. .2494, 2551. .2622, 2768. .2854, 2770. .2892, 
2771. .2872, 3059. .3151, 3063. .3146, 3614. .3679, 3616. .3681, 
3753.. 3803, 3760.. 3804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41152 Seq. ID 

85249 Strand 

5041 End 

OJ991107_4 6.0310.Cl.ol.gp Method 

4297 End 

61605_3.R1084 Score 

4297. .4313, 4578. .4839, 4899.-4936 



OJ991107_46.0310.C1 
+ 

5835 
AAT/GAP 
4936 
460 



, 1402920/emb|CAA66965| 
thaliana] 1 



2.0e-20 (X98321) peroxidase [Arabidopsis 



41217 



Seq. No. 


41152 


Seq. ID 


OJ991107 


Gene No. 


85249 


Strand 


+ 


Start 


5041 


End 


5835 


Name 


OJ991107 46.0310.Cl.o2.gs 


Method 


GENSCAN 


Start 


5041 


End 


5835 


GI 


none 


Score 


.8 


Exons 


5041. .5835 






Seq. No. 


411*52 


Seq. ID 


OJ991107 


Gene No. 


85250 


Strand 


+ 


Start 


5924 


End 


10013 


Name 


OJ991107 46. 0310 .CI . o3 .gp 


Method 


AAT/GAP 


Start 


5924 


End 


10013 


GI 


342 1.-R1084 


Score 


6245 


Exons 


5924.. 6364, 6462.. 10013 






GI Descrip. 


, 4574406/gb|AAD24042.1| 0. 


0e+00 (AF121139) RIM2 




sativa] 1 






Seq. No. 


41152 


Seq. ID 


OJ991107 


Gene No. 


85250 


• Strand 


+ 


Start 


5924 


End 


10013 


Name 


OJ991107 46.0310.Cl.o2.gp 


Method 


AAT/GAP 


Start 


6610 


End 


7067 


GI 


' LIB3431-028-P1-N1-A10 


Score 


679 


Exons. 


6610.. 6680, 6708.. 7067 






GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF11 




protein [Sorghum bicolor] 1 






Seq. No. 


41152 


Seq. ID 


OJ991107 


Gene No. 


85251 


Strand 


+ 


Start 


11882 


End 


12103 


Name 


OJ991107 46.0310.Cl.o4.gs 


Method 


GENSCAN 


Start 


11882 


End 


12103 


GI 


none 


Score 


.6 


Exons 


11882. .12103 






Seq. No. 


41152 


Seq. ID 


OJ991107 


Gene No. 


85252 


Strand 




Start 


1 


End 


3947 


Name 


OJ991107 46.0310.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


791 


GI 


4680204 


Score 


345 


Exons 


1. .791 







GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 41152 

Gene No. 85252 

Start 1 

Name OJ991107_4 6.0310.Cl.ol.gs 

Start 315 

GI none 
Exons 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 3947 

Method GENSCAN 

End 27 69 

Score .41 



315. .776, 2412. .2604, 2633. .2769 



Seq. No. 41152 

Gene No. 85252 

Start 1 

Name OJ991107_4 6 . 0310 . CI . o2 . np 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 3947 

Method AAT/NAP 



41218 




Start 964 End 3947 

GI 5852179 Score 426 

Exons 964.. 1012, 2431.. 2655, 2729.-2936, 3927.. 3947 

GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 


41152 








Seq. ID 


OJ991107 


_46.0310.C1 


Gene No. 


85253 








Strand 


- 




Start 


6818 








End 


11597 




Name 


OJ991107 46 


.0310 


.Cl.o3 r . 


np 


Method 


AAT/NAP 




Start 


6694 








End 


10017 




GI 


4680203 








Score 


3123 




Exons 


6694. .7684, 


7961 


. .8191, 


8345. 


.10017 






GI Descrip. 


/7\n 1 y| 1 71 ^ 1 
\I\t 1 14 1 / ± } 




like protein 


[Sorghum 


bicolor] 




Seq. No. 


41152 








Seq. ID 


OJ991107 


_46.0310.C1 


Gene No. 


85253 








Strand 






Start 


6818 








End 


11597 




Name 


OJ991107 46 


.0310 


.Cl.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6802 








End 


8078 




GI 


none 








Score 


123 




Exons 


6802. .6819, 


6842 


. .6922, 


6934. 


.7044, 6935. .7075, 


6936. .7076, 




7055. .7114, 


7068 


. .7118, 


7121. 


.7144, 7121. .7165, 


7126. .7185, 




7175. .7492, 


7190 


. .8077, 


7191. 


.8078 






Seq. No. 


41152 








Seq. ID 


OJ991107 


_46.0310.C1 


Gene No. 


85253 








Strand 






Start 


6818 








End 


11597 




Name 


OJ991107 46 


.0310 


.Cl.o3. 


gs 


Method 


GENSCAN 




Start 


6818 








End 


10880 




GI 


none 








Score 


.49 




Exons 


6818. .7729, 


7907 


. .8280, 


8330. 


.8456, 8461. .9315, 


9324. .9377, 



9490.. 9862, 10461 .. 10566, 10784.. 10880 



Seq. No. 41152 

Gene No. 85253 

Start 6818 

Name OJ991107_4 6.0310.Cl.ol.tc 

Start 7342 

GI none 

Exons 7342.. 7593, 7343.. 7492, 7343. 
7612. .7794 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX: Cress 

End 7794 

Score 83 

.7786, 7347. .7790, 7368. .7790, 



Seq. No. 41152 

Gene No. 85253 

Start 6818 

Name OJ991107_46. 0310 .CI . o2 . tm 

Start 7686 

GI none 

Exons 7686.. 7895, 7688.. 8164, 7949. 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX : Mai ze 

End 8164 

Score 64 

8026 



Seq. No. 41152 

Gene No. 85253 

Start 6818 

Name OJ991107_4 6. 0310 . CI . o4 . tw 

Start 8079 

GI none 

Exons 8079.. 8165, 8081.. 8170, 8081. 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX : Wheat 

End 8488 

Score 81 

.8164, 8198. .8440, 8238. .8420, 



41219 



8443. .8487, 8444. .8488 

Seq. No. 41152 

Gene No. 85253 

Start 6818 

Name OJ991107_4 6.0310.Cl.ol.tm 

Start 8593 

GI none 

Exons 8593.. 8787, 8797.. 9051, 8797, 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX : Mai ze 

End 9051 

Score 100 
.9039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41152 
85253 
6818 

OJ991107_46.0310.Cl.o2.tw 

8627 

none 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX : Wheat 

End 9096 . 

Score 154 



8627. .8833, 8627. .8746, 8632. .8835, 8632. .8856, 8834. .8917, 
8836. .8934, 8837. .8929, 8938. .9042, 8942. .9043, 9040. .9096, 
9044. .9088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41152 
85253 
6818 

OJ991107_46.0310.Cl.o2.tc 

8884 

none 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX: Cress 

End 9232 

Score 66 



8884.. 9225, 8903.. 9031, 9080.. 9232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41152 
.85253 
6818 

OJ991107_4 6.0310.Cl.ol.ts 

8965 

none 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX : Soybean 

End 9394 

Score 102 



8965. .9261, 8983. .9207, 9319. .9393, 9329. .9394 



Seq. No. 41152 

Gene No. 85253 

Start 6818 

Name OJ991107_4 6.0310.Cl.o3.tw 

Start 9311 

GI none 
Exons 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method TBLASTX : Wheat 

End 9711 

Score 194 



9311. .9568, 9321. .9557, 9323. .9565, 9325. .9576, 9559. .9711, 
9573.. 9692 



Seq. No. 41152 
Gene No. 85253 
Start 6818 

Name OJ991107_46.0310.Cl.o4 .gp 

Start 10585 
GI LIB3477-003-P1-K1-E9 
Exons 10585. .10630, 11542.. 11597 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ991107_46.0310.C1 
Strand 

End 11597 

Method AAT/GAP 

End 11597 

Score 137 



Seq. No. 



41153 



Seq. ID OJ991107_46.0310.C2 



41220 




Gene No. 


85254 


Strand 


+ 


o t.ar u 


865 


End 


5035 


Name 


OJ991107 46.0310.C2.ol.np 


Method 


AAT/NAP 


Start 


865 


End 


5035 


GI 


6642643 


Score 


755 


Exons* 


865. .987, 1063. .1443, 1729. .1819, 2989. 


.3142, 4829. .5035 


GI Descrip. 


(AC012395) unknown protein [Arabidopsis thaliana] 


Seq. No. 


A T 1 C O 

41153 


Seq. ID 


OJ991107_46.0310.C2 


bene no. 


85254 


Strand 


+ 


Start 


865 


End 


5035 


Name 




Method 


TBLASTX : Cress 


Start 


Q GO 


End 


1302 


GI 


none 


Score 


141 


Exons 


OQO QTC Q QO QQC Q1 A QIC 

oy2..9/5, oyj..yoo, yi4..y/b/ 


1100. .1300, 1171. .1302 


Seq. No. 


41153 


Seq. ID 


OJ991107_46.0310.C2 


bene wo . 


O C O C A 

85254 


Strand 


+ 


Start 


865 


End 


5035 


Name 


OJ991107_4 6.0310.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


o a o 


End 


1300 


GI 


none 


Score 


143 


Exons 


892. .972, 893. .985, 899. .976, 


1100. .1300, 1102.. 1293 


Seq. No. 


41153 


Seq. ID 


OJ991107_46.0310.C2 


Gene No. 


85254 


Strand 


+ 


C+- — i v4- 

btart 


865 


End 


5035 


Name 


OJ991107_4 6.0310.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 1 A A 

1100 


End 


5029 


GI 


none 


Score 


310 


Exons 


1 T A A 1 O A A 1 i AO 1 O A C 1 flO ^ 

1100.. 1309, 1102.. 1305, z9oo. 


.3132, 2990. .3136, 4826. .5029, 




A O A "5 C A O C 

4o43 . . dUZd 






Seq. No. 


41153 


Seq. ID 


OJ991107_46.0310.C2 


bene no. 


ococ /I 
85254 


Strand 


+ 


Start 


865 


End 


5035 


Name 


OJ991107_4 6.0310.C2.o2.tc 


Method 


TBLASTX: Cress ' 


Start 


3U4U 


End 


5029 


GI 


none 


Score 


152 


Exons 


O A VI A O 1 >l 1 on /I 1 O 1 Vl C VI O O O 

3040.. 3141, 3041. .3145, 4 8z2. 


.4983, 4828. .5022, 4829. .5029 


Seq. No. 


j|i 1 CO 

4110 J 


Seq. ID 


OJ991107_46.0310.C2 


Gene No. 


O C O C VI 

85254 


Strand 


+ 


oiart 


Odd 


End 


5035 


Name 


OJ991107 46.0310.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


3055 


End 


5011 


GI 


none 


Score 


116 


Exons 


3055.. 3135, 3056.. 3136, 4823. 


.4900, 4826. .4897, 4836. .4910, 




4898. .5011, 4907. .4969, 4915. 


.5010 




Seq. No. 


41154 


Seq. ID 


OJ991107_46.0310.C3 


Gene No. 


85255 


Strand 


+ 


Start 


4784 


End 


8923 


Name 


OJ991107 46.0310.C3.ol.gs 


Method 


GENS CAN 


Start 


4784* 


End 


8923 


GI 


none 


Score 


.52 


Exons 


4784.. 4992, 5107.. 5222, 5755. 


.5846, 7755. .7816, 8057. .8108, 



41221 




8814. .8923 



Seq. No. 


41154 








Seq. ID 


OJ991107_46.0310 


.C3 


Gene No. 


85256 








Strand 


— 




Start 


4732 








End 


5298 




Name 


OJ991107 46 


.0310. 


C3.ol 


.gp 


Method 


AAT/GAP 




Start 


4732 








End 


5298 




GI 


none 








Score 


904 




Exons 


4732. .5049, 


5137. 


.5298 










Seq. No. 


41154 








Seq. ID 


OJ991107_46.0310 


.C3 


Gene No. 


85257 








Strand 


— 




Start 


10258 








End 


10479 




Name 


OJ991107 46 


.0310. 


C3.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4774 








End 


4956 




GI 


none 








Score 


173 




Exons 


4774. .4956, 


4787. 


.4954 










Seq. No. 


'41154 








Seq. ID 


OJ991107_46.0310 


.C3 


Gene No. 


85257 








Strand 


- 




Start 


10258 








End 


10479 




Name 


OJ991107 46 


.0310. 


C3.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4780 








End 


4960 




GI 


none 








Score 


165 




Exons 


4780. .4959, 


4814. 


.4960 










Seq. No. 


41154 








Seq. ID 


OJ991107_46.0310 


.C3 


Gene No. 


85257 








Strand 


— 




Start 


10258 








End 


10479 




Name 


OJ991107 46 


.0310. 


C3.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4780 








End 


4956 




GI 


none 








Score 


204 




Exons 


4780. .4956, 


4781. 


.4954 










Seq. No. 


41154 








Seq. ID 


OJ991107_46.0310 


.C3 




85257 








Strand 






Start 


10258 








End 


10479 




Name 


OJ991107 46 


.0310. 


C3.ol 


.np 


Method 


AAT/NAP 




Start 


10258 








End 


10479 




GI 


5295951 








Score 


216 




Exons 


10258. .10479 












GI Descrip. 


(AB026295) 


Similar to 


Herpesvirus papio BRRF2 homolog gene, 




partial cds 


. (U23857) [Oryza 


sativa] 






Seq. No. 


41155 








Seq. ID 


OJ991107_46.0310 


.C4 


Gene No. 


85258 








Strand 


+ 




Start 


16345 








End 


24445 




Name 


OJ991107 46 


.0310. 


C4.ol 


.np 


Method 


AAT/NAP 




Start 


16259 








End 


16336 




GI 


6630699 








Score 


70 





Exons 16259. .16336 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 

Seq. No. 41155 Seq. ID OJ991107_4 6 . 0310 . C4 

Gene No. 85258 Strand + 

41222 



Start 


16345 


End 


24445 






Name 


OJ991107_4 6 . 0310 . C4 . o3 . gs 


Method 


GENSCAN 






Start 


16345 


End 


24445 






GI 


none 


Score 


.65 






Exons 


16345. .16390, 16518 .. 16712, 


16919. .16952, 16995. 


.17111, 






17168. .17279, 18508 .. 19969, 


20256. .20387, 20466. 


.20719, 






21444. .21533, 21986 .. 22078 , 


22674. .22718, 22828. 


.22913, 






23590. .23703, 23770 .. 23943, 


24136. .24445 






Seq. No. 


41155 


Seq. ID 


O TQQ 1 1 07 


46.0310 


..C4 


Gene No. 


85258 


Strand 


4. 
T 






C4- -i V-.4- 


16345 


End 


9 A 4 4 S 






Name 


OJ991107 46.0310.C4.o2.np 


Method 


AAT/NAP 






Start 


18390 


End 


19999 






GI 


100488 


Score 


1192 






Exons 


18390. .18433, 18516. .19999 










GI Descrip. 


TNP2 protein - garden snapdragon 








Seq. No. 


41155 


Seq. ID 


OJ991107_ 


46.0310 


.C4 


Gene No. 


85258 


Strand 


+ 






Start 


16345 


End 


24445 






Name 


OJ991107 46.0310.C4.o4.np 


Method 


AAT/NAP 






Start 


22600 


End 


23944 






h GI 


6630699 


Score 


77 






Exons 


22600. .22632, 23858.. 23944 










GI Descrip;' 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical protein 


~ ! 3 

: 


[Oryza sativa] 











§".§ Seq. No. 


41155 


Seq. ID 


OJ991107_46.0310 


■ C4 


~.T Gene No. 


85259 


Strand 






lf s Start 


9680 


End 


14478 




I y Name 


OJ991107 46.0310.C4.o2.gs 


Method 


GENSCAN 




s Start 


9680 


End 


14478 




p GI 


none 


Score 


.46 




CI Exons 


9680.. 10007, 12322. .12403, 


14235. .14478 




f Z Seq. No. 


41155 


Seq. ID 


OJ991107_46.0310 


.C4 


\J Gene No. 


85260 


Strand 






C3 Start 


20718 


End 


23235 




12 Name 


OJ991107 46.0310.C4.o3.np 


Method 


AAT/NAP 




Start 


20718 


End 


23235 




GI 


5922620 


Score 


509 




Exons 


20718. .20843, 21619 .. 21715, 


21752. .22067, 22228 .. 22265, 






23185. .23235 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 





corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 41155 Seq. ID 

Gene No. 85261 Strand 

Start 24083 End 

Name OJ991107_4 6. 0310 .C4 .ol . ts Method 

Start 18904 End 

GI none Score 



OJ991107_46.0310.C4 
25853 

TBLASTX: Soybean 

19218 

249 



41223 




Exons 


18904 . . 19218, 18964 


. .19143 








Seq. No. 


41155 




Seq. ID 


OJ991107_46.0310 


.C4 


Gene No. 


85261 




Strand 






Start 


24083 




End 


25853 




Name 


OJ991107 46. 0310. C4 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


18943 




End 


19350 




GI 


none 




Score . 


152 




Exons 


18943. .19227, 19237 


. .19350 








Seq. No. 


41155 




Seq. ID 


OJ991107_46.0310 


.C4 


Gene No. 


85261 




Strand 






Start 


24083 




End 


25853 




Name 


OJ991107 46. 0310. C4 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


19252 




End 


19584 




GI 


none 




Score 


310 




Exons 


19252. .19584, 19252 


. .19344, 


19338. .19400, 19429.. 19563 




Seq. No. 


41155 




Seq. ID 


OJ991107_46.0310 


,C4 


Gene No. 


85261 




Strand 






Start 


24083 




End 


25853 




Name 


OJ991107 46. 0310. C4 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19261 




End 


19503 




GI 


none 




Score 


194 




Exons 


19261. . 19503 










Seq. No. 


41155 




Seq. ID 


OJ991107_46.0310 


.C4 


Gene No. 


85261 




Strand 






Start 


24083 




End 


25853 




Name 


OJ991107 46. 0310. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19360 




End 


19671 




GI 


none 




Score 


291 




Exons 


19360. .19671, 19416 


. .19565, 


19590. .19667 




Seq. No. 


41155 




Seq. ID 


OJ991107_46.0310 


.C4 


Gene No. 


85261 




Strand 






Start 


24083- 




End 


25853 




Name 


OJ991107 46. 0310. C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19413 




End 


19869 




GI 


none 




Score 


269 




Exons 


19413. .19655, 19414 


. .19671, 


19678. .19869 




Seq. No. 


41155 




Seq. ID 


OJ991107_46.0310 


.C4 


Gene No. 


85261 




Strand 






Start 


24083 




End 


25853 




Name 


OJ991107 46. 0310. C4 


. o5 . np 


Method 


AAT/NAP 




Start 


24083 




End 


25853 




GI 


5922620 




Score 


158 




Exons 


24083. .24219, 25350 


. .25418, 


25799. .25853 





GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] - . 

Seq. No. 41155 Seq. ID OJ991107_4 6 . 0310 . C4 

Gene No. 85261 Strand 



41224 






Start 


24083 




End 


25853 






Name 


OJ991107 46. 0310.C4.o4. 


gs 


Method 


GENSCAN 






Start 


25239 




End 


25646 






GI 


none 




Score 


.74 






Exons 


25239. .25358, 25566.. 25646 










Seq. No. 


41156 




Seq. ID 


OJ991107_46.0310 


.C5 




Gene No. 


85262 




Strand 


+ ' 






Start 


143 




' End 


2958 






Name 


OJ991107 4 6 . 0310 . C5 . ol . 


gs 


Method 


GENSCAN 






Start 


143 




End 


2913 






GI 


none 




Score 


.47 






Exons 


143. .227, 300. .358, 644 


. .1707 


, 1983.. 2520, 2740. .2913 






Seq. No. 


41156 




Seq. ID 


OJ991107_46.0310 


.C5 




Gene No. 


85262 




Strand 


+ 






Start 


143 




End 


2958 






Name 


OJ991107 46.0310.C5.ol. 


np 


Method 


AAT/NAP 






Start 


644 




End 


2764 






GI 


4680203 




Score 


1442 






Exons 


644. .2217, 2260. .2352, 


2506. . 


2764 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


41156 




Seq. ID 


OJ991107_46.0310 


.C5 




Gene No. 


85262 




Strand 


+ 




w 


Start 


143 




End 


2958 




Cn 


Name 


OJ991107_4 6.0310.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




h y 


Start 


998 




End 


1678 




fi 


GI 


none 




Score 


208 






Exons 


998.. 1396, 1237.. 1398, 


1444 . . 


1539, 1445.. 1549, 1553.. 1678 




Seq. No. 


41156 




Seq. ID 


OJ991107_46.0310 


.C5 




Gene No. 


85262 




Strand 


+ 




= 


Start 


143 




End 


2958 






Name 


OJ991107 46.0310.C5.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1277 




End 


1696 






- GI 


none 




Score 


119 






Exons 


1277.. 1396, 1279.. 1398, 


14 47". 


.1692, 1448. .1696 




- ~ 


Seq. No. 


41156 




Seq. ID 


OJ991107 46.0310 


.C5 




Gene No. 


85262 




Strand 


+ 






Start 


143 




End 


2958 






Name 


OJ991107 46.0310.C5.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


1444 




End 


1774 






GI 


none 




Score 


304 






Exons 


1444;. 1581, 1445. .1774, 


1618. 


.1677, 1628.. 1732 






Seq. No. 


41156 




Seq. ID 


OJ991107_46.0310 


.C5 




Gene No. 


85262 




Strand 


+ 






Start 


143 




End 


2958 






Name 


OJ991107 46.0310.C5.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1619 




End 


2061 






GI 


none 




Score 


232 






Exons 


1619.. 1864, 1669.. 1860, 


1868. 


.1996, 2002.. 2061 






Seq. No. 


41156 




Seq. ID 


OJ991107_46.0310 


.C5 




Gene No. 


85262 




Strand 


+ 





41225 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1679 








End 


1996 




GI 


none 








Score 


48 " 




Exons 


1679. . 1720, 


1712. 


.1822, 


1721. 


.1837, 1725. ,1823, 1729. .1899, 




1840. .1995, 


1868. 


.1996 










Seq. No. 


41156 








Seq. ID 


OJ9911'07_4 6.0310. 


C5' 


Gene No. 


85262 








Strand 


+ 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1897 








End 


2130 




GI 


none 








Score 


114 




Exons 


1897. .1995, 


1898. 


.1996, 


2002. 


.2130 






Seq. No. 


41156 








Seq. ID 


OJ991107_46.0310. 


C5 


Gene No. 


85262 








Strand 


+ 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2269 








End 


2619 




GI 


none 








Score 


183 




Exons 


2269. .2499, 


2298. 


.2498, 


2535. 


.2618, 2536. .2619 




Seq. No. 


41156 








Seq. ID 


OJ991107_46.0310. 


C5 


Gene No. 


85262 








Strand 


+ 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2275 








End 


2490 




GI 


none 








Score 


166 




Exons 


2275. .2421, 


2304 . 


.2411, 


2428. 


.2490 






Seq. No. 


41156 








Seq. ID 


OJ991107_46.0310. 


C5 


Gene No . 


85262 








Strand 


+ 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.ol. 


gp 


Method 


AAT/GAP 




Start 


2608 








. End 


2748 




GI 


5002953 








Score 


203 




Exons 


2608. .2748 














GI Descrip. 


4680203/gb|AAD27566.1|AF114171_7 l.Oe- 


39 '(AF114171) TNP2 


-like 




.protein [Sorghum bicolor] 








Seq. No. 


41156 








Seq. ID 


OJ991107_46.0310. 


C5 


Gene No. 


85262 








Strand 


+ 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2623 








End 


2958 




GI 


none 








Score 


281 




Exons 


2623. .2958, 


2667. 


.2957 










Seq. No. 


41156 








Seq. ID 


OJ991107_46.0310. 


C5 


Gene No. 


85262 








Strand 


+ 




Start 


143 








End 


2958 




Name 


OJ991107 46. 


0310. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2664 








End 


2958 




GI 


none 








Score 


257 




Exons 


2664. .2939, 


2665. 


.2958 











41226 



Seq. No. 


41157 


Seq. ID 


OJ991107_46.0310. 


C6 


Gene No. 


85263 


Strand 


+ 




Start 


1 


End 


11801 




Name 


OJ991107 46.0310.C6.ol.gp 


Method 


AAT / GAP 




Start 


1 


End 


1140 




GI 


5002953 


Score 


1071 




Exons 


1..479, 959. .1140 








GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171) TNP2 


-1 




protein [Sorghum bicolor] 








Seq. No. 


41157 


Seq. ID 


OJ991107_46.0310. 


C6 


Gene No. 


85263 


Strand 


+ 




Start 


1 


End 


lloUl 




Name 


OJ991107 46.0310.C6.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1026 




GI 


4680203 


Score 


548 




Exons 


1. .1026 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


41157 


Seq. ID 


OJ991107_46.0310. 


C6 


Gene No. 


85263 


Strand 


+ 




Start 


1 


End 


11801 




Name 


OJ991107 46.0310.C6.ol.gs 


Method 


GEN SCAN 




Start 


19 


End 


2329 




GI 


none 


Score 


■ .52 




Exons 


19. .366, 493. .970, 1347. .1443 


, 1471.. 


I486, 1529.. 2329 





like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41157 Seq. ID 

85263 Strand 
1 End 
OJ991107_4 6.0310.C6.o2.np Method 
1539 End 
5917666 Score 
1539. .2135, 2163. .2297, 3871. .3970, 4794. .4854 
(AF159297) extensin-like protein. [Zea mays] 



OJ991107_46.0310.C6 
+ 

11801 
AAT /NAP 
4854 
352 



41157 
85263 
1 

OJ991107_46.0310.C6.o2.gs 
2819 
none 

2819. .2948, 3037. .3770, 4008, 
5305. .5475, 5642. .5813, 6254.-6292, 11643. .11801 



Seq. ID OJ991107_46.0310.C6 

Strand + 

End 11801 

Method GENSCAN 

End 11801 

Score .84 

.4310, 4392.. 4697, 4699.. 5222, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41157 Seq. ID 

85263 Strand 

1 End 

OJ991107_4 6.0310.C6.o2.gp Method 

5631 End 

LIB3431-001-P1-N1-B5 Score 
5631. .5813, 5920. .6152 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



OJ991107_46.0310.C6 
+ 

11801 
AAT /GAP 
6152 
754 



41157 
85264 



Seq. ID 
Strand 



OJ991107 46. 0310. C6 



41227 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13862 End 

OJ991107_46.0310.C6.ol.tc . Method 

27 End 

none Score 

27. .185, 28. .237, 256. .408, 273. .395 



15302 

TBLASTX: Cress 

408 

195 



41157 
85264 
13862 

OJ991107_4 6.0310.C6.ol.tw 
27 

none 



Seq. ID OJ991107_46.0310.-C6 

Strand - 

End 15302 

Method TBLASTX : Wheat 

End 915 

Score 213 



27. .185, 28. .237, 256. .417, 273. .413, 421. .612, 456.-596, 
601. .648, 652. .693, 655. .693, 717. .794, 718. .822, 823. .915 



41157 
85264 
13862 

OJ991107_4 6.0310.C6.ol.tm 

11505 

none 



Seq. ID OJ991107_46.0310.C6 
Strand 

End 15302 

Method TBLASTX: Maize 

End 11795 

Score 156 



11505. .11702, 11559. .11690, 11697. .11795 



41157 
85264 
13862 

OJ991107_4 6.0310.C6.o3.np 
13832 
5852182 
13832. .14161, 15225.. 15302 
(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ991107_46.0310.C6 
Strand 

15302 
AAT/NAP 
15302 
401 



End 

Method 
End 
Score 



41157 
85264 
13862 

OJ991107_4 6.0310.C6.o3.gs 

13862 

none 



Seq. ID OJ991107_46.0310.C6 
Strand 

End 15302 

Method GENSCAN 

End 14776 

Score .69 



13862. .14161, 14570... 14661, 14707. .14776 



41158 
85265 
555 

OJ991107_4 6.0310.C7.ol.np 
555 

7340909 
555.-933, 1080.. 1238 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ991107_46.0310.C7 

Strand + 

End 1238 

Method AAT/NAP 

End 1238 

Score 141 



41158 
85266 
735 

OJ991107_4 6.0310.C7.o2.np 
735 

7340909 



Seq. ID OJ991107_46.0310.C7 
Strand 

End 1506 

Method AAT/NAP 

End 1506 

Score 168 



735. .854, 995. .1375, 1480. .1506 

(AP001550) hypothetical protein [Oryza sativa] 



41228 






Seq. No. 


41158 


Seq. ID 


OJ991107 


_46. 0310. 


C7 




Gene No . 


85266 


Strand 










Start 


735 


End 


1506 








Name 


OJ991107 4 6.0310 .C7 .ol. as 


Method 


GENSCAN 








Start 


769 ~ 


End 


1117 








GI 


none 


Score 


.82 








J— > *\ w 1 1 »— > 


769. . 1117 












Seq. No. 


41159 


Seq. ID 


OJ991117_ 


_20.0303. 


C6 




Gene No. 


85267 


Strand 


+ 








Start 


5014 


End 


7142 








Name 


OJ991117 20.0303.C6.o2.gs 


Method 


GENSCAN 








Start 


5014 ~ 


End 


7142 








GI 


none 


Score 


.66 








Evnn s 


5014.. 5207, 5480.. 5530, 5644 


..5896, 6042. .6069, 


6113. .6417 






6993. .7142 












Seq. No. 


41159 


Seq. ID 


OJ991117 


20. 0303. 


C6 




Gene No. 


85268 


Strand 


+ 








Start 


20742 


End 


23565 








Name 


OJ991117 20.0303.C6.o5.gs 


Method 


GENSCAN 








Start 


20742 ~~ 


End 


23565 








GI 


none 


Score 


.96 








Evnn "5 


20742. .20844, 20945. .21188, 


21544. .21588, 22132 


. .22199, 




Cn 




22296 22429, 22840 23565 












Seq. No. 


41159 


Seq. ID 


OJ991117 


_20.0303. 


C6 


~ ~ 


Gpnp Mr) 


85269 


Strand 


+ 








Start 


25811 


End 


26703 








Name 


OJ991117 20.0303.C6.o7.as 


Method 


GENSCAN 








Start 


25811 _ 


End 


26703 








GI 


none 


Score 


.55 






= 


Exons 


25811. .25816, 26002. .26418, 


26611. .26703 






% =r 
S ■ 1 


Seq. No. 


41159 


Seq. ID 


OJ991117 


_20.0303. 


C6 




Gene No. 


85269 


Strand 


+ 








Start 


25811 


End 


26703 








Name 


OJ991117 20.0303.C6.o4.np 


Method 


AAT/NAP 






f 1 


Start 


26063 


End 


26418 








GI 


2335106' 


Score 


158 








Exons 


26063. .26418 












GI Descrip. 


(AC002339) putative salt-inducible protein [Arabidopsis 








thaliana] 












Seq. No. 


41159 


Seq. ID 


OJ991117 


_20.0303. 


C6 




Gene No. 


85270 


Strand 










Start 


1169 


End 


3377 








Name 


OJ991117 20-0303. C6.ol.np 


Method 


AAT/NAP 








Start 


1075 


End 


2702 








GI 


6069646 


Score 


612 








Exons 


1075.. 2064, 2347.. 2702 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



41229 




Seq. No. 


41159 


Seq. ID 


OJ991117 20.0303-C6 


Gene No. 


85270 


Strand 




Start 


1169 


End 


3377 


Name 


OJ991117 20.0303.C6.ol.gs 


Method 


GENSCAN 


Start 


1169 


End 


3377 


GI 


none 


Score 


.43 


Exons 


1169.. 2638, 3252.. 3377 






Seq. No. 


41159 


Seq. ID 


OJ991117_20.0303.C6 


Gene No. 


85271 


Strand 




Start 


7158 


End 


7651 


Name 


OJ991117 20.0303.C6.ol.gp 


Method 


AAT/GAP 


Start 


7158 


End 


7651 


GI 


LIB3433-015-Q6-K6-C4 


Score 


956 


Exons 


7158. .7651 






GI Descrip. 


, 5123950/emb|CAB45508.1 | 1. 


0e-10 (AL079349) endoxyloglucan 




transf erase-like protein [Arabidopsis 


thaliana] ? 


Seq. No. 


41159 


Seq. ID 


OJ991117_20.0303.C6 


Gene No. 


85272 


Strand 




Start 


7563 


- End 


9139 


Name 


OJ991117 20.0303.C6.o2.np 


Method 


AAT/NAP 


Start 


7563 


End 


9139 


GI 


4249380 


Score 


260 


Exons 


7563.. 7629, 8666. .9139 






GI Descrip. 


(AC005966) ESTs gb|Z37637, 


gb|AA042498 


and gb|AA042269 com< 




this gene. [Arabidopsis thaliana] 




Sea. No. 


41159 


Seq. ID 


OJ991117_20.0303.C6 


Gene No. 


85272 


Strand 




Start 


7563 


End 


9139 


Name 


OJ991117 20.0303.C6.o3.gs 


Method 


GENSCAN 


Start 


8570 


End 


9139 


GI 


none 


Score 


.46 


Exons 


8570. .9139 






Seq. No. 


41159 


Seq. ID 


OJ991117_20.0303.C6 


Gene No. 


85273 


Strand 




Start 


14040 


End 


19850 


Name 


OJ991117 20.0303.C6.o4.gs 


Method 


GENSCAN 


Start 


14040 


End 


19850* 


GI 


none 


Score 


.6 


Exons 


14040. .14217, 14720. .15246, 


15310. .15411, 16668. .16723, 




17813. .18098, 18162. .18197, 


18333. .18599, 19197 .. 19360, 




19427. .19850 






Seq. No. 


41159 


Seq. ID 


OJ991117_20.0303.C6 


Gene No. 


85274 


Strand 




Start 


24760 


End 


25206 


Name 


OJ991117 20.0303.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1202 


End 


1549 


GI 


none 


Score 


171 


Exons 


1202. .1249, 1361. .1549 






Seq. No. 


41159 


Seq. ID 


OJ991117_20.0303.C6 


Gene No. 


85274 


Strand 





41230 




Start 


24760 








End 


25206 




Name 


OJ991117 20. 


0303. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1283 








End 


1562 




GI 


none 








Score 


119 




Exons 


1283. .1558, 


1365. 


.1562 










Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


85274 








Strand 






Start 


24760 








End 


25206 




Name 


OJ991117 20. 


0303. 


C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1895 








End 


2120 




GI 


none 








Score 


116 




Exons 


1895. .2119, 


1896. 


.2120 










Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


' 85274 








Strand 






Start 


24760 








End 


25206 




Name 


OJ991117 20. 


0303. 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1973 








End 


2512 




GI 


none 








Score 


161 




Exons 


1973. .2101, 


2132. 


.2155, 


2162. 


.2512 






Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


85274 








Strand 






Start 


24760 








End 


25206 




Name 


OJ991117 .20. 


0303. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2051 








End 


2491 




GI 


none 








Score 


58 




Exons 


2051. .2209, 


2055. 


.2144, 


2189. 


.2491, 2199. .2489 




Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


85274 








Strand 






Start 


24760 








End 


25206 




Name 


OJ991117 20. 


0303. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2132* 








End 


2701 




GI 


none 








Score 


83 




Exons 


2132. .2701, 


2199. 


.2402, 


2445. 


.2585 






Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


85274 








Strand 






Start 


24760 








End 


25206 




Name 


OJ991117 20. 


0303. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8813 








End 


9140 




GI 


none 








Score 


49 




Exons 


8813. .8896, 


8826. 


.8897, 


9005. 


.9139, 9015.. 9140 




Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


85274 








Strand 






Start 


24760 








End 


25206 




Name 


OJ991117 20. 


0303. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8816 








End 


9140 




GI 


none 








Score 


95 




Exons 


8816. .8896, 


9003. 


.9140, 


9005. 


.9139 






Seq. No. 


41159 








Seq. ID 


OJ991117_20.0303 


.C6 


Gene No. 


85274 








Strand 






Start 


24760 








End 


25206 





41231 



Name 


OJ991117 20 


.0303. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8840 








End 


9142 




GI 


none 








Score 


58 




Exons 


8840. .8896, 


8840. 


.8896, 


8978. 


.9142, 8984. .9073, 9003. .9140 


Seq. No. 


41159 








Seq. ID 


A7QQ1 1 1 1 on mm 


LD 


Gene No. 


85274 








Strand 






Start 


24760 








tna 






Name 


OJ991117 20 


.0303. 


C6.06. 


gs 


Metnoa 






Start 


24760 








End 


25206 




GI 


none 








Score 


.45 




Exons 


24760. .24811, 25070.. 25206 








Seq. No. 


41160 








Seq. ID 


r\ to m t t t on nono 


U / 


Gene No. 


85275 








Strand 


+ 




Start 


2655 








End 


A c c c 

4 bob 




Name 


OJ991117_20 


. 0303 . 


C7 . ol . 


gs 


Method 






Start .. 


2655 








hna 


4 boo 




GI 


none 








Score 


.54 




Exons 


2655. .2970, 


4658. 


.4665 










Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303. 


C / 


Gene No. 


85276 








Strand 


+ 




Start 


5560 








End 


7965 




Name 


OJ991117_20 


.0303. 


C7 . ol . 


np 


' Method 


AAT/NAP 




Start 


5536 








End 


7779 




GI 


7303287 








Score 


1520 




Exons 


5536. .7779 














GI Descrip. 


(AE003817) 


CG6197 


gene 


product [Drosophila melanogaster] 




Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303. 


C7 


Gene No. 


85276 








Strand 


+ 




Start 


5560 








End 


7965 




Name 


OJ991117 20 


.0303. 


C7.o2. 


gs 


Method 


GENSCAN 




Start 


5560 








End 


7965 




GI 


none 








Score 


.65 




Exons 


5560. .7965 














Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303. 


C / 


Gene No. 


85277 








Strand 


+ 




Start 


8415 








End 


9637 




Name 


OJ991117 20 


.0303. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


8415 








End 


9637 




GI 


6721543 








Score 


88 




Exons 


8415. .8535, 


9203. 


.9278, 


9597. 


.9637 






GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303. 


C7 


Gene No. 


85278 








Strand 






Start 


8345 








End 


11525 




Name 


OJ991117 20 


.0303. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6508 








End 


6777 




GI 


none 








Score 


178 




Exons 


6508. .6738, 


6742. 


. 6777 










Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303. 


C7 


Gene No. 


85278 








Strand 







41232 



Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


6514 








End 


7050 


GI 


none 








Score 


225 


Exons 


6514. .6738, 


6609. 


.6737, 


6741 


..6998, 6742. .6999, 6957. .7049, 




6976. .7050 












Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303.C7 


Gene No. 


85278 








Strand 




Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6904 








End 


7278 


GI 


none 








Score 


77 


Exons 


6904. .6999, 


6957. 


.7127, 


6967 


..7278, 7146. .7274 


Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303.C7 


Gene No. 


85278 








Strand 




Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7161 








End 


7773 


GI 


none 








Score 


72 


Exons 


7161. .7223, 


7162. 


.7221, 


7222 


..7551, 7236. .7550, 7554. .7673, 




7555. .7674, 


7681. 


.7773, 


7683 


. .7751 




Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303.C7 


Gene No. 


85278 








Strand 




Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7273 








End 


7608 


GI 


none 








Score 


257 


Exons 


7273. .7551, 


7278. 


.7526, 


7555 


. .7608 




Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303.C7 


Gene No. 


85278 








Strand 




Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.o3. 


gs 


Method 


GEN SCAN 


Start 


8345 








End 


11422 


GI 


none 








Score 


.61 


Exons 


8345. .8491, 


9056. 


.9222, 


9373 


..9575, 9580.. 9627, 9691.. 9822, 




10069. .10166 


, 10274. .10318, 


10567. .10664, 10687 .. 10862, 




11064. .11422 












Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303.C7 


Gene No. 


85278 








Strand 




Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.o2. 


gp 


Method 


AAT/GAP 


Start 


8784 








End 


9237 


GI 


LIB3431-045- 


Pl-Nl 


-A10 




Score 


836 


Exons 


8784. .9237 












GI Descrip. 


'5441876/dbj 


(AP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2 


, clone :P0437H03 (contig b) ' 


Seq. No. 


41160 








Seq. ID 


OJ991117_20.0303.C7 


Gene No. 


85278 








Strand 




Start 


8345 








End 


11525 


Name 


OJ991117 20. 


0303. 


C7.o3. 


np 


Method 


AAT/NAP 


Start 


9038 








End 


11525 



41233 



GI 

Exons 

GI Descrip. 



7228442 Score 1954 

9038.. 9222, 10567.. 11525 

(AP001366) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 20. 0303. C8 



1491 
AAT/NAP 
1491 
2616 



41161 
85279 
1 

OJ991117_20.0303.C8.ol.np 
1 

7228442 
1..1491 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

41161 Seq. ID OJ991117_20 . 0303 .C8 

85279 Strand 

1 End 1491 

OJ991117_20 . 0303 . C8 . ol . gp Method AAT/GAP 

3 End 434 

5701669 Score 853 

3. .434 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


41161 




Seq. ID 


OJ991117_20.0303.C8 


Gene No. 


85280 




Strand 




Start 


1943 




End 


2073 


Name 


OJ991117 20.0303.C8.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


183 


GI 


none 




Score 


97 


Exons 


1..183, 1..174 








Seq. No. 


41161 




Seq. ID 


OJ991117_20.0303.C8 


Gene No. 


85280 




Strand 




Start 


1943 




End 


2073 


Name 


OJ991117 20.0303.C8.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


16 




End 


477 


GI 


none 




Score 


151 


Exons 


16. .315, 77. .298, 349. 


.477, 


371. .469 




Seq. No. 


41161 




Seq. ID 


OJ991117_20.0303.C8 


Gene No. 


85280 




Strand 




Start 


1943 




End 


2073 


Name 


OJ991117 20.0303.C8.o2 


.gp 


Method 


AAT/GAP 


Start 


1943 


End 


2073 


GI 


7406 1.R1084 




Score 


202 


Exons 


1943. .2073 








GI Descrip. 


• 1122315/emb | CAA63901 1 


7.0e- 


10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 








Seq. No. 


41162 




Seq. ID 


OJ991117_20.0303.C9 


Gene No. 


85281 




Strand 


+ 


Start 


1 




End 


661 



41234 




Name OJ991117_20.0303.C9.ol.np Method AAT/NAP 

Start 1 End 661 

GI 7485530 Score 268 

Exons 1..357, 396.. 443, 526.. 661 



GI Descrip. hypothetical protein F16A16.150 - Arabidopsis thaliana 

gi I 4218124 | emb | CAA22978.il (AL035353) hypothetical protein 
[Arabidopsis thaliana] gi | 7269729 | emb | CAB814 62 . 1 | (AL161573) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


41162 


Seq. ID. 


OJ991117_20. 


0303. C9 


Gene No.- 


85282 


Strand 






Start 


1870 


End 


3718 




Name 


OJ991117 20.0303.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


397 


End 


661 




GI 


none 


Score 


55 




Exons 


397. .456, 408. .446, 517. .660, 


527. .661 






Seq. No. 


41162 


Seq. ID 


OJ991117_20. 


0303. C9 


Gene No. 


85282 


Strand 


- 




Start 


1870 


End 


3718 




Name 


OJ991117 20.0303.C9.o2.gs 


Method 


GENSCAN 




Start 


1870 


End 


3718 




GI 


none 


Score 


.46 




Exons 


1870.;1954, 3549.. 3718 








Seq. No. 


41163 


Seq. ID 


OJ991117_20. 


0303. C10 


Gene No. 


85283 


Strand 


+ 




Start 


8905 


End 


9234 




Name 


OJ991117 20.0303.C10.o2.gs 


Method 


GENSCAN 




Start 


8905 


End 


9234 




GI 


none 


Score 


.41 




Exons 


8905.. 8960, 9032.. 9088, 9114. 


.9234 






Seq. No. 


41163 


Seq. ID 


OJ991117_20. 


0303. C10 


Gene No. 


85284 


Strand 


+ 




Start 


10766 


End 


24893 




Name 


OJ991117 20.0303.C10.o3.gs 


Method 


GENSCAN 




Start 


10766 


End 


12424 




GI 


none 


Score 


.87 




Exons 


10766. .11063, 11316.. 12424 








Seq. No. 


41163 


Seq. ID 


OJ991117_20. 


0303. C10 


Gene No. 


85284 


Strand 


+ 




Start 


10766 


End 


24893 




Name 


OJ991117 20.0303.C10.o2.np 


Method 


AAT/NAP 




Start 


10792 


End 


24887 




GI 


2194119 


Score 


983 




Exons 


10792. .11009, 11322. .11975, 24481.. 24887 




GI Descrip. 


(AC002062) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


41163 


Seq. ID 


OJ991117_20. 


0303. C10 


Gene No. 


85284 


Strand 


+ 




Start 


10766 


End 


24893 




Name . 


OJ991117 20.0303.C10.o4.gs 


Method 


GENSCAN 




Start 


13650 


End 


14213 




GI 


none 


Score 


.94 




Exons 


13650. .13722, 14161.. 14213 









41235 




Seq. No. 


41163 




Seq. ID 


OJ991117 


20 . 


0303 


. C10 


Gene No. 


85284 




Strand 


+ 








Start 


10766 




End 


24893 








Name 


OJ991117 20. 0303. CIO. 


oS.gs 


Method 


GENS CAN 








Start 


17902 




End 


19259 








GI 


none 




Score 


.8 








Exons - 


17902. .18908, 18935.. 


19259 












Seq. No^ 


41163 




Seq. ID 


OJ991117 


_20. 


0303 


.C10 


Gene No. 


85284 




Strand 


+ 








Start 


10766 




End 


24893 








Name 


OJ991117 20. 0303. C10. 


o6.gs 


Method 


GEN SCAN 








Start 


21043 




End 


24893 








GI 


none 




Score 


.96 








Exons 


21043. .21060, 23487.. 


23703, 


23791. .24893 









Seq. No. 


41163 


Seq. ID 


OJ991117_20.0303. 


C10 


Gene No. 


85285 


Strand 


+ 




Start 


28414 


End 


30177 




Name 


OJ991117 20.0303.C10.o3.np 


Method 


AAT/NAP 




Start 


28414 


End 


30177 




GI 


2194119 


Score 


367 




Exons 


28414. .28495, 29627.. 30177 








GI Descrip. 


(AC002062) . No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


41163 


Seq. ID 


OJ991117_20.0303. 


C10 


Gene No. 


85285 


Strand 


+ 




Start 


28414 


End 


30177 




Name 


OJ991117 20.0303.C10.o7.gs 


Method 


GENSCAN 




Start 


29304 


End 


30165 




GI 


none 


Score 


.89 




Exons 


29304. .29524, 29620.. 30165 








Seq. No. 


41163 


Seq. ID 


OJ991117_20.0303. 


C10 


Gene No. 


85286 


Strand 






Start 


345 


End 


6873 




Name ■ 


OJ991117 20.0303.C10.ol.gs 


Method 


GENSCAN 




Start 


345 


End 


6873 




GI 


none 


Score 


.47 




Exons 


345. .840, 949. .1040, 1629. .1718, 1982 


..2086, 2465. .3339, 






3754. .5347, 5890. .6873 








Seq. No. 


41163 


Seq. ID 


OJ991117_20.0303. 


C10 


Gene No. 


85286 


Strand 






Start 


345 


End 


6873 




Name 


OJ991117 20.0303.C10.ol.np 


Method 


AAT/NAP 




Start 


366 


End 


2367 




GI 


6808363 


Score 


135 




Exons 


366. .439, 651. .869, 949. .1064 


, 1652.. 


1694, 1958.. 2070, 






2302. .2367 








GI Descrip. 


(AL137612) hypothetical protein [Homo 


sapiens] 




Seq. No. 


41163 


Seq. ID 


OJ991117_20.0303. 


C10 


Gene No. 


85286 


Strand 






Start 


345 


End 


6873 




Name 


OJ991117 20.0303.C10.o3.ts 


Method 


TBLASTX : Soybean 





41236 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



697 End 1709 

none Score 166 

697. .897, 711. .872, 932. .1063, 946. .984, 948. .1064, 162.6. .1709 



41163 
85286 
345 

OJ991117_20. 0303. C10. o3.tm 

739 

none 



Seq. ID OJ991117_20. 0303. C10 
Strand 

End 6873 

Method TBLASTX : Mai ze 

End 2825 

Score 136 



739. .897, 741. .872, 946. .1062, 946. .1005, 947. .1063, 948. .1067, 
1626. .1718, 1627. .1716, 1961. .2089, 1977. .2081, 1983. .2111, 
244S..2489, 2447. .2641, 2466. .2489, 2472. .2609, 2533. .2643, 
2661.. 2702, 2733.. 2825, 2735.. 2824 



Seq. No. 41163 

Gene No. 85286 

Start 34 5 ■ 

Name OJ991117_20 . 0303. C10 . o2 . tin 

Start 34 93 

GI none 

Exons 3493.. 3570, 3494.. 3577, 3498. 
3645. .3845 



Seq. ID 
Strand 
End . 
Method 
End 
Score 
.3575, 



OJ991117 20. 0303. C10 



6873 

TBLASTX: Maize 
3845 
80 

3638.. 3835, 3645.-3845, 



Seq. No . 


41163 








Seq. ID 


-OJ991117_20.03.03 


.C10 


Gene No. 


85286 








Strand 






Start 


345 








End 


6873 




Name 


OJ991117 20. 


0303 


.C10.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


3638 








End 


3835 




GI 


none 








Score 


85 




Exons 


3638. .3790, 


3648 


. .3791, 


3788 


. .3835 






Seq. No. 


41163 








Seq. ID 


OJ991117_20.0303 


.C10 


Gene No. 


85286 








Strand 






Start 


345 








End 


6873 




Name 


OJ991117 20. 


0303 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4367 








End 


4730 




GI 


none 








Score 


331 




Exons 


4367. .4729, 


4371 


. .4730 










Seq. No. 


41163 








Seq. ID 


OJ991117_20.0303 


.C10 


Gene No. 


85286 








Strand 






Start 


345 








End 


6873 




Name 


OJ991117 20. 


0303 


.C10.O4 


.tm 


Method 


TBLASTX: Maize 




Start 


6358 








End 


6633 




GI 


none 








Score 


162 




Exons 


6358. .6630, 


6377 


. .6631, 


6453 


..6632, 6562.. 6633 




Seq. No. 


41163 








Seq. ID 


OJ991117_20.0303 


.C10 


Gene No. 


85287 








Strand 






Start 


11342 








End 


30169 




Name 


OJ991117 20. 


0303 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


11342 








End 


29971 




GI 


none 








Score 


340 




Exons 


11342. .11653, 11401. .11652, 


18172. .18492, 18273 .. 184 4 9, 





23814. .24098, 23915 .. 24097 , 29651 29971 , 29752.. 29913 



41237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41163 
85287 
11342 
OJ99111 
11342 
none 
11342. . 
11762. . 
12338. . 
18607. . 
23814. . 
24549. . 
29752. . 



7 20.0303.C10.ol.tm 



11629, 11368. 

11911, 11777; 

12430, 18172. 

18714, 18912. 

24098, 23903. 

24614, 24693. 

29916, 29984. 



.11607, 
.11854, 
.18441, 
.18944, 
.24106, 
.24764, 
.30046, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_20. 0303. C10 
30169 

TBLASTX: Maize 

30169 

312 



11675 
12077 

18270. .18437, 18511 
19062. .19133, 19164 
24156. .24212, 24243 
24795.-24854, 29723 
30086. .30169 



11737, 11701. 
12124, 12245. 



.11736, 

.12298, ' 

.18567, 

.19247, 

.24356, 

.29920, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41163 
85287 
11342 

OJ991117_20. 0303. C10. o2.ts 
11384 
none 

11384. .11614, 11395. .11610, 
11753. .11899, 11821. .11862, 
18246. .18449, 18496 .. 18558, 
.24014. .24091, 2414 1 .. 24203, 
29723. .29983, 29851. .29982, 29948. .30040, 30062. .30169 



Seq. ID OJ991117_20. 0303. C10 
Strand 

End 30169 
Method TBLASTX : Soybean 
End 30169 
Score 267 
11660. .11725, 11665. .11724, 
12041. .12133, 18244. .18444, 
18595. .18711, 23886. .24083, 
24225. .24356, 24522 .. 24 599, 



Seq. No. 41163 Seq. ID 

Gene No. 85287 Strand 

Start 11342 End 

Name OJ991117_20 . 0303 . C10 . o2 . tw Method 

Start 11462 End 

GI none Score 
Exons 



OJ991117_20. 0303. C10 
30169 

TBLASTX: Wheat 

30046 

153 



11462. .11614, 11506. .11613, 11681 .. 11731, 18292 .. 18456, 
18306. .18434, 18520 .. 18690, 23934 .. 24092, 24165 .. 24203, 
29771. .29932, 29999.. 30046 



Seq. No. 41163 
Gene No. 85287 
Start 11342 

Name OJ991117_20 . 0303 . C10 . o2 . tc 

Start 11719 
GI none 

Exons 11719. .11907, 11771 .. 11923, 

12268. .12297, 12338 .. 124 15, 
18730. .18822, 18823 .. 18903, 
24252.-24365, 24405 .. 244 64 , 
30086. .30169 



Seq. ID OJ991117_20. 0303. CIO 
Strand 

End 30169 

Method TBLASTX : Cress 

End 30169 

Score 107 
12029. .12136, 12245. .12316, 
12340. .12396, 18607 .. 18723, 
19059. .19148, 19164. .19262, 
24588. .24779, 24795 .. 24854 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41163 
85287 
11342 

OJ991117_20. 0303. C10. ol.tw 

12245 

none 

12245. .12412, 12268 .. 12429, 
19167. .19256, 19175 .. 19264 , 
24798. .24854, 24806.. 24853 



Seq. ID OJ991117_20. 0303. C10 
Strand 

End 30169 

Method TBLASTX : Wheat 

End 24854 

Score 190 
19059. .19148, 19100. .19147, 
24690. .24779, 24731 .. 24778 , 



41238 



Seq. No. 41163 

Gene No. 85287 

Start 11342 

Name OJ991117_20. 0303. CIO. o5.ts 

Start 12245 

GI none 

Exons 12245.'. 12316, 12274 .. 12315, 
19065. .19247, 24 687 24854 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12338. .12415, 
24734. .24877 



OJ991117 20. 0303. CIO 



30169 

TBLASTX : Soybean 
24877 
90 

12340. .12399, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41164 Seq. ID 

85288 Strand 

1 End 
OJ991117_20.0303.Cll.ol.np Method 

1 End 

2194119 Score 
1..405 

(AC002062) No definition line found [Arabidopsis thaliana] 



OJ991117_20.0303.C11 
+ 

405 

AAT/NAP 
405 
292 



41164 Seq. ID 

85288 Strand 

1 End 
OJ991117_20.0303.Cll.ol.gs Method 

148 End 

none Score 
148. .405 



OJ991117_20.0303.C11 
+ 

405 

GEN SCAN 

405 

.99 



Seq. No. 41164 Seq. ID 

Gene No. 85289 Strand 

Start 5343 End 

Name OJ991117_20 . 0303 . Cll . ol . gp Method 

Start 5343 End 

GI none Score 

Exons 5343.. 5583 



OJ991117_20. 0303. Cll 
+ 

5583 
AAT/GAP 
5583 
446 



Seq. No. 41164 

Gene No. 85290 

Start 7150 

Name OJ991117_20 . 0303 . Cll . o3 , 

Start 7150 

GI none 

Exons 7150.. 7305, 7414.. 7584, 
9768. .10204 



Seq. ID OJ991117_20. 0303. Cll 

Strand + 

End 10204 

Method " GENSCAN 

End 10204 

Score .54 
7856.. 8009, 9010.. 9118, 9293.. 9471, 



gs 



OJ991117_20. 0303. Cll 
+ 

19893 
AAT/NAP 
19863 
587 



Seq. No. 41164 Seq. ID 

Gene No. 85291 Strand 

Start 17193 End 

Name OJ991117_20. 0303. Cll. o2.np Method 

Start 17193 . End 

GI 7486350 Score 

Exons 17193. .17280, 18491 18766, 19066.. 19863 

GI Descrip. hypothetical protein F2P3.4 - Arabidopsis thaliana 

gi|3600054 | gb | AAC35541 . 1 | (AF080120) F2P3.4 gene product 
[Arabidopsis thaliana] gi | 4850288 | emb | CAB43044 . 1 1 (AL049876 
putative protein [Arabidopsis thaliana] 
gi| 7267808 | emb | CAB81210.il (AL161531) putative protein 
[Arabidopsis thaliana] 



41239 



Seq. No. 


41164 




Seq. ID 


HTQQ1 1 1 1 on m n *3 pi i 


Gene No. 


85291 




Strand 


+ ~~ 


Start 


17193 




End 


19893 


Name 


OJ991117 20.0303.Cll.o2 


.gp 


Method 


AAT/GAP 


Start 


17371 




End 


17841 


GI 


none 




Score 


882 


Exons 


17371. .17841 








Seq. No. 


A 1 1 C A 

41164 




Seq. ID 


OJ991117_20.0303.C11 


Gene No. 


85291 




Strand 


+ 


Start 


17193 




End 


19893 


Name 


OJ991117 20.0303.Cll.o5 


.gs 


Method 


GEN SCAN 


Start 


17411 




End 


19893 


GI 


none 




Score 


.83 


Exons 


17411. .17873, 18474. .18 


814, 


19066. .19893 


Seq. No. 


41164 




Seq. ID 


OJ991117_20. 0303.C11 


Gene No. 


85292 




Strand 




Start 


11625 




End 


19908 


Name 


OJ991117 20.0303.Cll.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


25 




End 


19836 


GI 


none 




Score 


48 


Exons 


25. .123, 220. .294, 243. 


.293, 


313. .390, 


324. .371, 5025. .5213, 




.5229. .5294, 5376.. 5450, 


5537 


..5596, 5541.. 5621, 5645.. 5695, 



5646.. 5714, 19198 .. 19401 , 19483 .. 19563, 19729. .19836 



Seq. No. 41164 

Gene No. 85292 

Start 11625 

Name OJ991117_20 . 0303 . Cll . ol . tm 

Start 205 

GI none 
Exons 



Seq. ID OJ991117_20. 0303. Cll 
Strand 

End 19908 

Method TBLASTX : Maize 

End 19847 

Score 63 

4886, 4735.-4929, 



205. .276, 313. .390, 4618. .4662, 4728 
4995. .5060, 5018. .5038, 5037. .5207, 5328. .5411, 5526. .5597, 
5646. .5714, 184 69 .. 18600, 18497 .. 18604 , 184 98 .. 18554 , 
18604. .18744, 18605 .. 18769, 18695 .. 187 69, 18717 18776, 
19180. .19230, 19210. .19332, 19230 .. 1934 9, 194 64 .. 19547 , 
19501. .19620, 19693. .19737, 19759 .. 19842 , 19768 .. 19842, 
19773. .19847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



41164 Seq. ID 

85292 Strand 

11625 End 

OJ991117_20. 03031 Cll. o2.ts Method 

205 End 

5057685 Score 



OJ991117_20. 0303. Cll 
19908 

TBLASTX: Soybean 

19908 

197 



205. .390, 246. .386, 5532. .5639, 5534. .5590, 5645. .5701, 
5646. .5714, 19677 .. 19739, 19678 19740, 19768 .. 19908 , 
19776. .19817 



Seq. No. 41164 Seq. ID 

Gene No. 85292 Strand 

Start 11625 End 

Name OJ991117_20 . 0303 . Cll . ol . ts Method 

Start 4702 End 



OJ991117_20. 0303. Cll 
19908 

TBLASTX : Soybean 
19329 



41240 




GI none Score 223 

Exons 4702.. 4926, 4716.. 4898, 4995.. 5036, 5064.. 5240, 5328.. 5366, 

18604. .18786, 18605 .. 18787, 19213.. 19329 



Seq. No. 


41164 




Seq. ID 


OJ991117_20.0303.C11 


Gene No. 


85292 




. Strand 


- 


Start 


11625 




End 


19908 


Name 


OJ991117 20.0303.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4728 




End 


18763 


GI 


none 




Score 


200 


Exons 


4728. .4898, 4735. .4953, 


18485 


. .18604, 


18605. .18763, 18622. .18744 


Seq. No. 


41164 




Seq. ID 


OJ991117_20.0303.C11 


Gene No. 


85292 




Strand 




Start 


11625 




End 


19908 


Name 


OJ991117 20.0303.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9407 




End 


9746 


GI 


none 




Score 


.57 


Exons 


9407. .9454, 9408. .9443, 


9408. 


.9539, 9409.. 9540, 9519.. 9551, 




9533.. 9550, 9559.. 9588, 


9559. 


.9741, 9566. .9742, 9657. .9746, 




9658. .9744 








Seq. No. 


41164 




Seq. ID 


OJ991117_20.0303.C11 , 


Gene No. 


85292 




Strand 




Start 


11625 




End 


19908 


Name 


OJ991117 20.0303.Cll.o4 


.gs 


Method 


GEN SCAN . 


Start 


11625 




End 


16230 


GI 


none 




Score 


.65 


Exons 


11625. .11928, 12265. .12331, 13680 .. 13999, 14309 .. 14351, 




16209. .16230 








Seq. No. 


41165 




Seq. ID 


OJ991117_20.0303.C12 


Gene No. 


85293 




Strand 


+ 


Start 


1 




End 


626 


Name 


OJ991117 20.0303.C12;ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


604 


GI 


7485221 




Score 


220 


Exons 


1. .604 









GI Descrip. hypothetical protein A_IG002N01 . 14 - Arabidopsis thaliana 

gi I 2191135 | gb IAAB61022.il (AF007269) A_IG002N01 . 14 gene product 
[Arabidopsis thaliana] gi | 7267605 | emb | CAB80917 . 1 1 (AL161491) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


41165 












Seq. ID 


OJ991117_20.0303 


.C12 


Gene No. 


85293 












Strand 


+ 




Start 


1 












End 


626 




Name 


OJ991117 


_20. 


0303. 


C12. 


ol 


. gs 


Method 


GEN SCAN 




Start 


78 












End 


606 




GI 


none 












Score 


.95 




Exons 


78. .606 


















Seq. No. 


41165 












Seq. ID 


OJ991117_20.0303 


-C12 


Gene No. 


85293 












Strand 


+ 




Start- 


1 












End 


626 




Name 


OJ991117 


_20. 


0303. 


C12. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


405 












End 


626 




GI 


none 












Score 


124 





41241 



Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



405. .476, 406. .480, 495.-626, 496. .588 

41166 ' Seq. ID OJ991117_20 . 0303 . C13 

85294 Strand + 

1468 End 3813 

OJ991117_20 . 0303 . C13 . ol . np Method AAT/NAP 
1468 End 3813 

7485221 Score 544 

1468.. 1523, 2729.. 3813 
hypothetical protein A_IG002N01 . 14 - 
gi I 2191135 I gb | AAB61022.il (AF007269) 
[Arabidopsis thaliana] gi | 7267605 I emb | CAB80917 . 1 1 
hypothetical protein [Arabidopsis thaliana] 



Arabidopsis thaliana 
A_IG002N01. 14 gene product 
(AL161491) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41166 
85294 
1468 

OJ991117_20.0303.C13.ol.gs 

2484 

none 

2484. .3803 

41166 
85295 
4900 

OJ991117_20".0303.C13.ol.tm 

2688 

none 

2688.-2849, 2849.. 3028, 2850. 
3680.. 3748, 3702.. 3770 

41166 
85295 
4900 

OJ991117_20.0303.C13.ol.ts 

2730 

none 

2730.. 2849, 2741.. 2848, 2850. 
3153.. 3380, 3420.. 3455 

41166 
85295 
4900 

OJ991117_20.0303.C13.ol.tc 

2739 

none 

2739. .2849, 2850 .. 3035, . 2867 . 

41166 
85295 
4900 

OJ991117_20.0303.C13.o3.tc 

3114 

none 

3114.. 3305, 3390.. 3503, 3431. 
3704. .3748 



Seq. ID OJ991117_20.0303.C13 

Strand + 

End 3813 

Method GENSCAN 

End 3803 

Score .75 



Seq. ID OJ991117_20.0303.C13 
Strand 

End 5639 

Method TBLASTX : Maize 

End 3770 

Score 105 

.3038, 3153. .3305, 3441. .3578, 



Seq. ID OJ991117_20.0303.C13 
Strand 

End 5639 

Method TBLASTX : Soybean 

End 3455 

Score 111 

.3032, 2873.. 3028, 3051.. 3122, 



Seq. ID OJ991117_20.0303.C13 
Strand 

End 5639 

Method TBLASTX : Cres s 

End 3035 

Score 107 
.3031 - 

Seq. ID OJ991117_20.0303.C13 
Strand 

End 5639 

Method TBLASTX : Cress 

End 37 61 

Score 106 

.3562, 3647.. 3667, 3702.. 3761, 



41242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41166 Seq. ID 

85295 Strand 

4 900 End 
OJ991117_20.0303.C13.ol.gp Method 

4 601 End 

2862_2.R1084 Score 
4601. .4995, 5135. .5238, 



OJ991117_20.0303.C13 

5639 
AAT/GAP 
5639 
1054 



5341. .5406, 5544. .5639 
, 5902930/dbj IBAA84494.il 2.0e-29 (AB029510) small GTP-binding 
protein OsRac3 [Oryza sativa] 1 



41166 Seq. ID 

85295 Strand 

4 900 -End 
OJ991117_20 . 0303 . C13 . o2 . gs Method 

4 900 End 

none Score 

4900. .4995, 5341. .5406, 5544. .5608 



OJ991117_20.0303.C13 

5639 
GENSCAN 
5608 
.79 



Seq. No. 


41166 








Seq. ID 


OJ991117_20.0303.C13 


Gene No. 


85295 








Strand 




Start 


4900 








End 


5639 


Name 


OJ991117 20 


.0303 


.C13.o2 


.np 


Method 


AAT/NAP 


Start 


5095 








End 


5610 


GI 


5902930 








Score 


254 


Exons 


5095 . .5238, 


5341 


. .5406, 


5544. 


.5610 




GI Descrip. 


(AB029510) 


small 


GTP-binding protein OsRac3 [Oryza sativa] 


Seq. No. 


41166 








Seq. ID 


OJ991117_20.0303.C13 


Gene No. 


85295 - 








Strand 




Start 


4900 








End 


5639 


Name 


OJ991117 20 


.0303 


.C13.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5135 








End 


5626 


GI 


none 








Score 


110 


Exons 


5135. .5239, 


5162 


. .5239, 


5341. 


.5409, 5342.. 5416, 5345.. 5416, 




5536. .5613, 


5540 


. .5626, 


5544. 


.5609 




Seq. No. 


41166 








Seq. ID 


OJ991117_20.0303.C13 


Gene No. 


85295 








Strand 




Start 


4900 








End 


5639 


Name 


OJ991117 20 


.0303 


.C13.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5138 








End 


5610 


GI 


none 








Score 


126 


Exons 


5138. .5239, 


5141 


. .5239, 


5341. 


.5409, 53' 


42. .5416, 5536. .5610, 




5543. .5608, 


5544 


. .5609 








Seq. No. 


41166 








Seq. ID 


OJ991117_20.0303.C13 


Gene No. 


85295 








Strand 




Start 


4900 








End 


5639 


Name 


OJ991117 20 


.0303 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5180 








End 


5610 


GI 


none 








Score 


80 


Exons 


5180. .5239, 


5186 


. .5239, 


5188. 


.5241, 5341. .5409, 5342. .5416, 




5536. .5610, 


5544 


. .5609 








Seq. No. 


41167 








-Seq. ID 


OJ991027_15.0303.C1 


Gene No. 


85296 








Strand 




Start 


494 








End 


788 



41243 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991027_15 . 0303 . CI . ol . np Method AAT/NAP 

387 End 788 

4680203 Score 216 
387. .788 

(AF114171) TNP2-like protein [Sorghum bicolor] 



41167 Seq. ID 

85296 Strand 

494 End 

OJ991027_15.0303.Cl.ol.gs Method 

494 End 

none Score 
494. .649 



OJ991027_15.03Q3.C1 
788 

GENSCAN 

649 

.76 



Seq. No. 


41167 




Seq. ID 


OJ991027_ 


_15. 


0303 


.CI 


Gene No. 


85296 




Strand 










Start 


494 




End 


788 








Name 


OJ991027 15 


.0303.Cl.o2.np 


Method 


AAT/NAP 








Start 


557 




End 


788 








GI 


5852182 




Score 


216 








Exons 


557. .788 














GI Descrip. 


(AL117265) 


zhb0012.1 [Oryza 


sativa] 










Seq. No. 


41168 




Seq. ID 


OJ991027_ 


15. 


0303 


.C2 


Gene No. 


85297 




Strand 


+ 








Start . 


3628 




End 


4240 








Name 


OJ991027 15 


.0303.C2.o2.gs 


Method 


GENSCAN 








Start 


3628 




End 


4240 








GI 


none 




Score 


.83 








Exons 


3628. .3755, 


4126. .4240 













Seq. No. 41168 Seq. ID OJ991027__15 . 0303 . C2 

Gene No. . 85298 Strand + 

Start 14947 End 15518 

Name OJ991027_15.0303.C2.ol.gp Method AAT/GAP 

Start 14947 End 15518 

GI uC-osflM202068d01bl Score 1044 

Exons 14947. .15518 

GI Descrip. f 2149018/gb| U70541 | OSU70541 2.0e-40 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



Seq. No. 41168 

Gene No., 85299 

Start 28597 

Name OJ991027_15. 0303.C2 .o4 .np 

Start 28597 

GI 6063554 

Exons 28597. .28815, 28933 
GI Descrip. 



Seq. ID 
Strand 
End 
Method 
End 
Score 
29189, 30141.. 30314 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991027_15.0303.C2 
+ 

30314 
AAT/NAP 
30314 
453 



Seq. No. 41168 Seq. ID 

Gene No. - 85300 Strand 

Start 40326 End 

Name OJ991027 15. 0303.C2 .o6.np Method 



OJ991027_15.0303.C2 
+ 

42122 
AAT/NAP 



41244 




Start 


40326 


End 


42122 








GI 


7340661 


Score 


96 








Exons 


40326. .40466, 42100.. 42122 












GI Descrip. 


(AL162506) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


41168 


Seq. ID 


OJ991027_ 


_15. 


0303 


,C2 


Gene No. 


85301 


Strand 










Start 


4396 


End 


13315 








Name 


OJ991027 15.0303.C2.ol.np 


Method 


AAT/NAP 








Start 


4396 


End 


6830 








GI 


5803270 


Score 


365 








Exons 


4396.. 4437, 5941.. 6038, 6443 


..6587, 6664.. 6830 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41168 


Seq. ID 


OJ991027 


_15. 


0303 


.C2 


Gene No. 


85301 


Strand 










Start 


4396 


End 


13315 








Name 


OJ991027 15.0303.C2.o3.gs 


Method 


GEN SCAN 








Start 


4694 


End 


13315 








GI 


none 


Score 


.62 








Exons 


4694. .4771, 6812. .7112, 9011 


..9069, 9699.. 9849, 


9855. .9984 




12809. .12968, 13235.. 13315 












Seq. No. 


41168 


Seq. ID 


OJ991027_ 


_15. 


0303 


.C2 


Gene No. 


85302 


Strand 










Start 


13849 


End 


14166 








Name 


OJ991027 15.0303.C2.o4.gs 


Method 


GEN SCAN 








Start 


13849 


End 


14166 








GI 


none 


Score 


.8 








Exons 


13849. .14166 












Seq. No. 


41168 


Seq. ID 


OJ991027 


_15. 


0303 


.C2 


Gene No. 


85303 


Strand 










Start 


20191 


End 


20807 








Name 


OJ991027 15.0303.C2.o2.np 


Method 


AAT/NAP 








Start 


20191 


End 


20807 








GI 


5091603 


Score 


718 








Exons 


20191. .20527, 20594.. 20807 












GI Descrip. 


(AC007858) 10A19I.7 [Oryza sativa] 










Seq. No. 


41168 


Seq. ID 


OJ991027 


_15. 


0303 


.C2 


Gene No. 


85304 


Strand 










Start 


22210 


End 


23585 








Name 


OJ991027 15.0303.C2.o6.gs 


Method 


GENSCAN 








Start 


22210 


End 


23585 








GI 


none 


Score 


1 








Exons 


22210. .22591, 23533.. 23585 












Seq. No. 


41168 


Seq. ID 


OJ991027 


_15. 


0303 


.C2 


Gene No. 


85305 


Strand 










Start 


23810 


End 


25885 








Name 


OJ991027 15.0303.C2.o2.gp 


Method 


AAT/GAP 








Start 


23807 


End 


24329 








GI 


uC-osflcypl72c08bl 


Score 


1020 








Exons 


23807. .24329 












GI Descrip. 


f 5852170/emb|AL117265.1|OST17804 l.Oe- 


149 Oryza 


sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



41245 



Seq. No. 


41168 




Seq. ID 


OJ991027 


Gene No. 


85305 




Strand 




Start 


23810 




End 


25885 


Name 


OJ991027 15. 0303. C2 


.o7 .gs 


Method 


GEN SCAN 


Start 


23810 




End 


25885 


G.I 


none 




Score 


1 


Exons 


23810.. 25885 








Seq. No. 


41168 




.Seq. ID 


OJ991027 


Gene No. 


85306 




Strand 




Start 


26219 




End 


28300 


Name 


OJ991027 15. 0303. C2 


.08 .gs 


Method 


GENSCAN 


Start 


26219 




End 


28300 


GI 


none 




Score 


.52 


Exons 


26219. .26273, 26390 


. .26555, 


26867. .27023, 27044 




27820. .27975, 27981 


. .28039, 


28244. .28300 


Seq. No. 


41168 




Seq. ID 


OJ991027 


Gene No. 


85307 




Strand 




Start 


28931 




End 


35701 


Name 


OJ991027 15. 0303. C2 


,o9.gs 


Method 


GENSCAN 


Start 


28931 




End 


35102 


GI 


none 




Score 


.56 


Exons 


28931. .29009, 29024 


. .29331, 


30042. .30124, 32626 




33740. .34308, 34334 


. .34495, 


34569. .34950, 35017 



15. 0303. C2 



15. 0303. C2 



,27182, 



,32771, 
,35102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41168 Seq. ID OJ991027_15 . 0303 . C2 

85307 Strand 

28931 End 35701 

OJ991027_15 . 0303 . C2 . o5 . np Method AAT/NAP 

33772 End 35701 

7487204 Score 67 

33772. .33965, 35627.. 35701 

hypothetical protein T19L18.8 - Arabidopsis thaliana 
gi|3413703jgb|AAC31226.1| (AC004747) unknown protein 
[Arabidopsis thaliana] 



41168 Seq. ID 

85307 Strand 

28931 End 

OJ991027_15 .0303 . C2 . o4 . gp Method 

34313 End 

3768199 Score . 
34313.. 34639 



OJ991027_15.0303.C2 

35701 
AAT/GAP 
34639 
622 



Seq. No. 41168 
Gene No. 85308 
Start 37264 

Name OJ991027_15 . 0303 . C2 . ol . tm 

Start 23834 
GI none 
Exons 23834 . .24466, 

24260. .24886, 

24998. .25195, 



23942. .24571, 
24359. .24979, 
25128. .25280, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
24053. .24670, 



OJ991027 15. 0303. C2 



24467. 
25268. 



,25096, 
,25459 



40146 

TBLASTX: Maize 
25459 
77 

24158. .24778, 
24674. .25294, 



Seq. No. 



41168 



Seq. ID OJ991027_15.0303.C2 



41246 



A. TvT /"V 

uene ino. 


0 J JVJ O 




Strand 








oldu 


J / Z; Oft 




End 


40146 






Name 


r>T0j0jifi97 i r o^o? P9 


Ul ■ Lb 


Method - 


TBLASTX: 


Q o \/V^ pan 




o tar t 


9?ft?4 _ 

t JO J4 




End 


25459 






GI 


none 




Score 


150 






Exons 


23834. .24682, 23843. 


.24592, 


23891. .24298, 23921 


. .24127, 






9^097 94?^ 94134 

Z J7 Z 1 • » Z. T .J J / t-T 1 J1 * 


. 24 991, 


24209. .24331, 24218 


25090, 






9496? 94449 94^4^ 

L'iLUJ • • Z. *i *i *± Z. , Z, *i J 1 J • 


94Q80 

Z. *i J O \J f 


24347. .25195, 24453 


24 638 








9*79^- ' 

• Z> *i / Z, X , 


-23545. .25294, 24731 


24865 






94ft4ft 9R0?6 94Q44 

t4040 . . ^. JUjD, Z, H .7** 4 • 


9R4 RQ 


•24953.-25294, 24980 


25171 

• • Z, J X / X , 






9S07Q 9MQ c i 












oeq. wo* 


4 1 1 6ft 

411D0 




Seq. ID 


OJ991027 


IS 0303 

X J . U Jv J 


C2 

. ^z. 


ijene no. 


OjjUO 




Strand 










J / ZDfl 




End 


40146 






Nam© 


PiTQQ1097 1 r o?o? P9 


Ol. LL 


Method 


TBLASTX : ' 


Pro o o 
^/L COO 




otari 


9?ftftR _ 




End 


25324 








n or* o 




Score 


85 






Exons 


23885. .24082, 23891. 


.24250, 


23972. .24193, 23999 


. .24361, 






24065. .24292, 24110. 


.24469, 


24170. .24391, 24209 


. .24565, 






94311 24676 24317 

Z.*3jXX..Z.*iU/U, Z. *i J X / . 


. 24490, 


24345.-24575, 24392 


. .24622, 






94416 24899 24S00 


94733 

• Z. *3 / J J , 


24521. .24862, 24590 


.. 24811, 






9460ft 94QQ1 94710 

Z1 QUO • • Z. *i .7 17 X , Z. *x / X U • 


24 907 

• Z, *a .7 v / , 


24818. .25003, 24839 


. . 25204 , 






94Q? c i 9M0ft 94Q44 

Z4 JJJ . • L J1UO / Z, *4 _7 *i *i • 


9R324 

• Z> J J Z. *3 , 


24944. .25120, 25028 


25934 

. * Z. J Z J ^ , 






omk 9R9Q4 9R1 9R 

4 JliJ . • ^ JZ^74 / l J1l J • 


• & jz jj 










oeq • ino . 


41 1 6ft 

ft X ± DO 




Seq. ID 


OJ991027 


1 R 0?0? 

X J . U JU J 


P9 


Gene No. 


85308 




Strand 








Start 


37264 




End 


40146 






Name 


D.TQQ1 097 "l** 0?0? P9 


uiu . y o 


Method 


GENSCAN 






OtaiL 


?7964 ~" 

J / Z. Dft 




End 


40146 






PT 


none 




Score 


.74 






Exons 


?7964 ?7?Qft "3R4Q4 


?ft 690 


38732. .38991, 39345 


39425, 






4006? 40146 












Seq. No. 


41169 




Seq. ID 


OJ991027 


JL5.0303 


• C3 


Gene No. 


85309 




Strand 


+ 






Cf 3 y+- 
OUai L 


607 




End 


776 






Name 


O.TQQ1 097 1 S 0?0? P? 




Method 


GENSCAN 






Ofa r f 
OLdi L 


607 ~~ 




End 


776 












Score 


.83 








607 617 71 6 776 












Seq. No. 


41169 




Seq. ID 


OJ991027 


_15.0303 


-C3 


Gene No. 


85310 




Strand 


+ 






OLalL 


4152 




End 


5143 






Name 


OJ991027 15. 0303. C3. 


o3.gs 


Method 


GENSCAN 






Of- r +- 


4152 




End 


5143 








none 




Score 


.67 






Hi ACIiO 


4152. .4459, 4494. .4687, 4716. .5143 








Seq. No. 


41169 




Seq. ID 


OJ991027 


_15.0303 


.C3 


Gene No. 


85311 




Strand 


+ 






Start 


12739 




End 


14795 






Name 


OJ991027 15. 0303. C3. 


o6.gs 


Method 


GENSCAN 






Start 


12739 




End 


14795 






GI 


none 




Score 


.66 







41247 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12739. .12818, 13075 .. 13151, 13272 .. 13456, 14676.. 14795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991027_15.0303.C3 
+ 

16934 
GENS CAN 
16934 
.95 



41169 Seq. ID 

85312 Strand 
16812 End 
OJ991027_15 . 0303 . C3 . o7 . gs Method 
16812 End. 
none - Score 
16812.. 16934 

41169 Seq. ID 

85313 Strand 
1 End 
OJ991027_15.0303.C3.ol.np Method 
1 End 
131148 Score 
1..38, 2488.. 2783, 2824.. 2902, 3649 
PHOTOS YSTEM I P700 CHLOROPHYLL A APOPROTEIN A2 

gi 1 72674 | pir | IA2RZP7 photosystem I P700 apoprotein A2 - rice 
chloroplast gi | 11981 | emb | CAA33995 I (X15901) PSI P700 apoprotein 
A2 [Oryza sativa] gi | 226604 |prf I 1 1603356AA photosystem I P700 
apoprotein A2 [Oryza sativa] 



OJ991027_15.0303.C3 

18534 
AAT/NAP 
3675 
273 
3675 



41169 
85313 
1 

OJ991027_15.0303.C3.o3.np 
243 

3153821 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027" 15. 0303. C3 



18534 
AAT/NAP 
18534 
178 

243. .264, 2060. .2239, 3283.-3425, 6329. .6644, 6756. .6925, 
11827. .11965, 13179. .13279, 134 99 .. 13655, 18513. .18534 
(AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41169 Seq. ID 

85313 Strand 

1 End 

OJ991027_15 . 0303 . C3 . o2 . gs Method 

1092 End 

none Score 

1092.. 1298, 1673.. 1693 

41169 Seq. ID 

85313 Strand 

1 End 

OJ991027_15 . 0303 . C3 . ol . ts Method 

2489 End 

none Score 



OJ991027_15.0303.C3 

18534 
GENSCAN 
1693 
.82 



OJ991027 15. 0303. C3 



2489. .2581, 
2641. .2718 



2491. .2583, 2587. .2640, 



18534 

TBLASTX : Soybean 
2719 
75 

2588. .2641, 2630. .2719, 



Seq. No. 41169 Seq. ID 

Gene No. 85313 Strand 

Start 1 End 

Name . OJ991027_15 . 0303 . C3 . ol . tc * Method 

Start 2504 End 

GI none Score 



OJ991027_15.0303.C3 
18534 

TBLASTX: Cress 

2858 

67 



41248 




Exons 


. 2504. .2581, 


2507 


. .2581, 


2508. 


.2582, 2509.. 2583, 2587.. 2640, 




2588. .2641, 


2627 


. .2722, 


2630. 


.2734, 2640. .2735, 2641. .2733, 




2733. .2783, 


2734 


. .2793, 


2737. 


.2793, 2739.. 2795, 2818.. 2856, 




2823. .2858, 


2825 


. .2857 








Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 


_ 


Start 


1 


- 






End 


18534 


Name 


OJ991027 15 


.0303 


.C3.o4. 


gs 


Method 


GEN SCAN 


Start 


5515 








End 


6885 


GI 


none 








Score 


.99 


Exons 


5515. .6885 












Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 




Start 


1 








End 


18534 


Name 


OJ991027 15 


.0303 


.C3.o2. 


np 


Method 


AAT/NAP 


Start 


5808 








End 


6663 


GI 


5903087 








Score 


252 


Exons 


5808. .6099, 


6304 


. .6663 








GI Descrip. 


(AC008017) ] 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 




Start 


1 








End 


18534 


Name 


OJ991027 15 


.0303 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5935 








End 


6508 


GI 


none 








Score 


102 


Exons 


5935. .6093, 


5939 


. .6076, 


6127. 


.6237, 6127.. 6240, 6309.. 6452 




6310. .6480, 


6310 


. .6507, 


6395. 


.6508 




Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 




Start 


1 








End 


18534 


Name 


OJ991027 15 


.0303 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6310 








End 


6612 


GI 


none 








Score 


188 


Exons 


6310. .6612 












Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 




Start 


1 








End 


18534 


Name 


OJ991027 15 


.0303 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6316 








End 


6612 


GI 


none 








Score 


62 


Exons 


6316. .6612, 


6389 


. .6598 








Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 




Start 


1 








End 


18534 


Name 


OJ991027 15 


.0303 


.C3.o3. 


gp 


Method 


AAT/GAP 


Start 


6660 








End 


6784 


GI 


none 








Score 


221 


Exons 


6660. .6784 












Seq. No. 


41169 








Seq. ID 


OJ991027_15.0303.C3 


Gene No. 


85313 








Strand 





41249 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ991027_15 . 0303 . C3 . o5 . gs 

11331 

none 

11331. .12146 



End 

Method 

End 

Score 



18534 
GENSCAN 
12146 
.85 



41170 Seq. ID 

85314 Strand 

1 End 

OJ991027_15 . 0303 .C5.ol.np Method 

1 End 

4867805 Score 
1. .684, 935.. 1386 

(AJ133001) phospholipase Dl [Craterostigma plantagineum] 



OJ991027_15.0303.C5 
+ 

1389 
AAT/NAP 
1386 
964 



Seq. ID OJ991027_15.0303.C5 

Strand + 

End 1389 

Method GENSCAN 

End 1389 

Score .94 



41170 
85314 
1 

OJ991027_15 . 0303 . C5 : ol . gs 
54 

none 

54. .684, 821. .1389 

41170 
85315 
1562 

OJ991027_15.0303.C5.ol.tc 
5 

none 

5. .46, 24. .137, 41. .136, 108. .263, 155 
534.. 680, 933.. 1019, 934.. 1041, 934.. 1020, 1063.. 1113, 
1162.. 1320, 1318.. 1392 



Seq. ID OJ991027_15.0303.C5 

Strand - 

End 4857 

Method TBLASTX : Cress 

End 1392 

Score 93 

244, 317. .568, 318. .683, 



41170 
85315 
1562 

OJ991027_15.0303.C5.ol.tm 
27 

none 



Seq. ID OJ991027_15.0303.C5 
Strand 

End 4857 

Method TBLASTX: Maize 

End 1392 

Score 105 



27. .137, 29. .136, 149. .262, 153. .254, 318. .683, 323. .574, 
933. .1046, 934. .1047, 1063. .1113, 1161. .1310, 1162. .1308, 
1180.. 1338, 1320.. 1391, 1321.. 1392 



41170 Seq. ID 

85315 Strand 

1562 End 

OJ991027_15 . 0303 .C5.ol.ts Method 

27 End 

none Score 



OJ991027_15.0303.C5 
4857 

TBLASTX : Soybean 

1389 

103 



27. .137, 47. .136, 149. .244, 153. .263, 317. .574, 318. .683, 
534. .683, 933. .1022, 934. .1047, 1063. .1158, 1147. .1320, 
1176. .1310, 1177. .1341, 1299. .1385, 1318. .1389 



41170 Seq. ID 

85315 Strand 

1562 End 

OJ991027 15.0303.C5.o2.tw Method 



OJ991027JL5.0303.C5 
4857 

TBLASTX: Wheat 



41250 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



395 
none 

395.. 565, 396,. 683, 525. 



End 
Score 



.683 



41170 Seq. ID 

85315 Strand 

1562 End 

OJ991027_15.0303.C5.ol.tw Method 

933 End 

none Score 
933.. 1112, 934.. 1113, 1147.. 1308, 1156 
1321. .1386 

41170 Seq. ID 

85315 Strand 

1562 End 

OJ991027_15 . 0303 . C5 . o2 . gs Method 

1562 End 

none Score 
1562. .1681, 1704. .1943, 3911. .4072, 4518. .4857 



683 
337 



OJ991027_15.0303.C5 
4857 

TBLASTX: Wheat 
1388 
247 

,.1335, 1320.. 1388, 



OJ991027_15.0303.C5 

4857 
GENSCAN 
4857 
.6 



41171 Seq. ID 

85316 Strand 
7150 End 
OJ991027_15.0303.C6.ol.gp Method 
7006 End 
uC-osflM202052f09bl Score 
7006.. 7219, 7775.. 8062 

1 4903006/dbj | BAA77837.il 4.0e-23 (AB027458) ACE [Arabidopsis 
thaliana] >gi_5903086_gb_AAD55644 . 1_AC008017_17 (AC008017) ACE 
[Arabidopsis thaliana] 1 



OJ991027_15.0303.C6 
+ 

11403 
AAT/GAP 
8062 
972 



Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303. 


C6 


Gene No. 


85316 




Strand 


+ 




Start 


7150 




End 


11403 




Name 


OJ991027 15 


.0303.C6.o2.gs 


Method 


GENSCAN 




Start 


7150 




End 


11255 




GI 


none 




Score 


.92 




Exons 


7150. .7219, 


7775.. 8129, 9417 


..9730, 9818.. 10206, 10684.. 


11255 


Seq. No. 


41171 




Seq. ID 


OJ991027JL5.0303. 


C6 


Gene No. 


85316 




Strand 


+ 




Start 


7150 




End 


11403 




Name 


OJ991027 15 


.0303.C6.ol.np 


Method 


AAT/NAP 




Start 


7786 




End 


11403 




GI 


4903006 




Score 


1556 




Exons 


7786. .8129, 


9417.. 9726, 9820 


. .10206, 


10684. .11255, 11352 


. .11403 


GI Descrip. 


(AB027458) 


ACE [Arabidopsis 


thaliana] 







gi|5903086|gb|AAD55644.1|AC008017_17 (AC008017) ACE [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41171 Seq. ID 

85317 Strand 

2144 End 

OJ991027_15 . 0303 . C6 . ol . gs Method 

2144 End 

none Score 



OJ991027_15.0303.C6 

4437 
GENSCAN 
4437 
.53 



41251 






J-^ 4\ V-/ 1 1 O 


2144 . .2363, 


2604. .2701, 2982 


..3044, 4017. .4203, 4306. .4437 




Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 






85318 




Strand 






Start 


7147 




End 


11480 




Name 


OJ991027 15. 


0303.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


7147 




End 


10196 




GI 


none 




Score 


92 






7147. .7221, 


7150.. 7221, 7783 


..7830, 7795. .7830, 7800. .7835, 






7831. .7911, 


7840. .7908, 7845 


..7910, 7982. .8044, 7986. .8129, 






7990. .8127, 


9414.. 9731, 9415 


..9732, 9823. .10194, 9828. .1019' 




Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 




Gene No. 


85318 




Strand 






Start 


7147 




End 


11480 




Name 


OJ991027 15. 


0303.C6.o3. ts 


Method 


TBLASTX : Soybean 




Start 


7851 ~~ 




End 


8007 




GI 


none 




Score 


92 




Exons 


7851. .8006, 


7851.. 8006, 7852 


..8007, 7852.. 8007 




Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 




Gene No. 


85318 




Strand 






Start 


7147 




End 


11480 


^ - 


Name 


OJ991027 15. 


0303.C6.o3. tc 


Method . 


TBLASTX: Cress 




Start 


7852 ~~ 




End 


8132 




GI 


none 




Score 


291 


I I 




7852 8121, 


7854 8132 






~ 


O C U . liU i 


41171 




Seq. ID 


OJ991027_15.0303.C6 




Gene No. 


85318 




Strand 






Start 


7147 




End 


11480 




Name 


OJ991027 15. 


0303.C6.ol.ts 


Method 


TBLASTX : Soybean 


i § 


Start 


8026 _ 




End 


10755 




GI 


none 




Score 


138 




Exons 


8026. .8130, 


8026.. 8130, 9418 


..9735, 9418.. 9606, 9549.-9626, 


. % 




9802. .10209, 


9825. .10214., 9924.. 10220, 


10684. .10755 




Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 




Gene No. 


85318 




Strand 






Start 


7147 




End 


11480 




Name 


OJ991027 15. 


0303.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


9421 ~~ 




End 


10065 




GI 


none 




Score 


314 




Exons 


9421. . 9723, 


9432.. 9638, 9850 


..10065, 9903.. 10055 




Sea No 


41171 




Seq. ID 


OJ991027_15.0303.C6 




Gene No 


85318 




Strand 






Start 


7147 




End 


11480 




Name 


OJ991027 15. 


0303.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


10066 




End 


11402 




GI 


none 




Score 


48 




Exons 


10066. .10113, 10096. .10155, 


10153. .10200, 10692. .10916, 






10696. .10974 


, 10996. .11079, 


11007. .11075, 11082. .11147, 






11083. .11136 


i, 11212. .11229, 


11223. .11261, 11227. .11256, 






11345. .11371 


, 11349. .11402 








Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 



41252 




Gene No. 


85318 




Strand 




Start 


7147 




End 


11480 


Name 


OJ991027 15. 0303. C6. 


o2. tm 


Method 


TBLASTX : Maize 


Start 


10690 




End 


11097 


GI 


none 




Score 


574 


Exons 


10690. .11097, 10695. 


.11096, 


10702. .11097 


Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 


Gene No. 


85318 




Strand 




Start 


7147 




End 


11480 


Name 


OJ991027 15. 0303. C6. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


10759 




End 


11399 


GI 


none 




Score 


218 


Exons 


10759. .10977, 10764. 


.10925, 


10981. .11193, 10998. .11261, 




10999. .11256, 11166. 


.11276, 


11346. .11399, 11349. .11399 


Seq. No. 


41171 




Seq. ID 


OJ991027_15.0303.C6 


Gene No. 


85318 




Strand 




Start 


7147 




End 


11480 


Name 


OJ991027 15. 0303. C6. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


11112 




End 


11480 


GI 


none 




Score 


236 


Exons 


11112. .11261, 11113. 


.11256, 


1134 6. .11411, 1134 9. .11414, 




11402. .11476, 11424. 


.11480 






Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303.C7 


Gene No. 


85319 




Strand 


+ 


Start 


258 




End 


719 


Name 


OJ991027 15. 0303. C7. 


ol . gs 


Method 


GENSCAN 


Start 


258 




End 


719 


GI 


none 




Score 


.63 


Exons 


258. .516, 585. .719 








Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303.C7 


Gene No. 


85320 




Strand 




Start 


6900 




End 


12901 


Name 


OJ991027 15. 0303. C7. 


ol.np 


Method 


AAT/NAP 


Start 


6900 




End 


12901 


GI 


6466937 




Score 


2325 


Exons 


6900. .11229, 12829. . 


12901 






GI Descrip. 


(AC011621) putative 


retroelement pol ] 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303.C7 


Gene No. 


85320 




Strand 




Start 


6900 




End 


12901 


Name 


OJ991027 15. 0303. C7. 


o2 .np 


Method 


AAT/NAP 


Start 


6900 




End 


11225 


GI 


6466937 




Score 


2322 


Exons 


6900. .11225 








GI Descrip. 


(AC011621) putative 


retroelement pol ] 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303.C7 


Gene No. 


85321 




Strand 




Start 


14518 




End 


20677 


Name 


OJ991027 15. 0303. C7 . 


o4 . tm 


Method 


TBLASTX : Maize 



41253 






Start 


6879 








End 


7628 




GI 


none 








Score 


40 






6879 .6965, 


7008 . 


.7241, 


7075. 


.7137, 7209. .7628, 7246. .7527, 






7395. .7562 














Seq. No. 


41172 








Seq. ID 


OJ991027 15. 0303. C7 




Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7152 








End 


7562 






none 








Score 


160 






7152 . . 7562, 


7195 . 


.7512, 


7263. 


.7550 






Seq. No. 


41172 








Seq. ID 


OJ991027 15. 0303. C7 




Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303. 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7629 ~ 








End 


20162 




(ZJ 


none 








Score 


148 




i_j a \y 1 1 


7629. .8015, 


19743 


. .20162 








Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303.C7 




Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 


z ■ 


Name 


OJ991027 15 


. 0303. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




o Lai L- 


7633 ~~ 








End 


20144 


n 


(IT 


none 








Score 


82 


u 
i 




7633 8100. 


7635 . 


.8270, 


7686. 


.7826, 7687. .8148, 19818. .20144 




Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303.C7 




Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


. 0303. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7863 ~ 








End 


8249 




GI 


none 








Score 


146 




F.xons 

J_J Awl 4 1-7 


7863. . 8249, 


7873. 


.8217 








S3 


Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303.C7 




Gene No. 


85321 








Strand 




3 


Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8103 








End 


8501 




GI 


none 








Score 


137 




Rvr>n«i 


8103. . 8501* 


8104 . 


.8328 










Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303.C7 




Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303. 


C7 .o5. 


tm 


Method 


TBLASTX: Maize 




Start 


8271 ~~ 








End 


8696 




GI 


none 








Score 


110 




Exons 


8271. .8501, 


8488. 


.8694, 


8489. 


.8695, 8493.. 8696, 8547.. 8696 




Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303.C7 




Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303. 


C7.o6. 


ts 


Method 


TBLASTX : Soybean 



41254 



Start 


8682 








End 


8939 




GI 


none 








Score 


87 




Exons 


8682.-8939, 


8740. 


.8937 










Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303. 


C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 . 




Name 


OJ991027 15. 


0303. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8697 








End 


9218 




GI 


none 








Score 


337 




Exons 


8697. .9215, 


8701. 


.9204, 


8703. 


.9218 






Seq. No. 


41172 








Seq. ID 


OJ991027JL5.0303. 


C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15. 


0303. 


C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8847 








End 


9248 




GI 


none 








Score 


122 




Exons 


8847. .9248, 


8881. 


.9159 










Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303. 


,C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15, 


.0303. 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8961 








End 


9320 




GI 


none 








Score 


120 




Exons 


8961. .9320, 


8962. 


.9309 










Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303, 


.C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15, 


.0303. 


,C7 .08 . 


tm 


Method 


TBLASTX: Maize 




Start 


9228 








End 


9402 




GI 


none 








Score 


94 ** 




Exons 


9228. .9401, 


9232. 


. .9402 










"Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303 


.C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303. 


.C7.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


9297 








End 


9779 




GI 


none 








Score 


249 




Exons 


9297. .9779, 


9331, 


. .9678 










Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303 


.C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303 


.C7.o3, 


. tm 


Method 


TBLASTX: Maize 




Start 


9402 








End 


9891 




GI 


none 








Score 


190 




Exons 


9402. .9890, 


9420 


..9716, 9424. 


.9891 






Seq. No. 


41172 








Seq. ID 


OJ991027_15.0303 


.C7 


Gene No. 


85321 








Strand 






Start 


14518 








End 


20677 




Name 


OJ991027 15 


.0303 


.C7.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


9426 








End 


9743 





41255 




GI 


none 




Score 


92 




Exons 


9426.. 9620, 9429.-9743, 9430.. 9627 






Sea No - 


41172 




Seq. ID 


OJ991027_15.0303 


.C7 


Gene No. 


85321 




Strand 






Start 


14518 




End 


20677 




Name 


OJ991027 15. 0303. C7. 


o6.tm 


Method 


TBLASTX: Maize 




Start 


9930 




End 


10616 




GI 


none 




Score 


39 




Exons 


9930. .10082, 10056. . 


10085, 


10164. .10406, 10213. .10353, 






10454. .10483, 10470. 


. 10607, 


10488. .10616 




Sea No. 


41172 




Seq. .ID 


OJ991027_15.0303 


.C7 


Gene No . 


85321 




Strand 






Start 


14518 




End 


20677 




Name 


OJ991027_15 . 0303 .C7 . 


o4 . gs 


Method 


GENSCAN 




Start 


14518 




End 


20361 




GI 


none 




Score 


.47 




Exons 


14518. .15219, 15411. 


. 15955, 


16552. .17311, 17764. .18055, 






18526. . 18596, 19410. 


.19495, 


19550. .19764, 19909 .. 20051, 






20142. .20361 










Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303 


.C7 


Gene No. 


85321 




Strand 






Start 


14518 




End 


20677 




Name 


OJ991027 15. 0303. C7 . 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


19407 




End 


19652 




GI 


none 




Score 


47 




J~J *V V-/ 1 1 fcj 


19407 . . 19652, 19411. 


.19446, 


19522. .19650 




Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303 


.C7 


Gene No . 


85321 




Strand 






Start 


14518 




End 


20677 




Name 


OJ991027 15. 0303. C7 . 


o4 . np 


• Method 


AAT/NAP 




Start 


19413 




End 


20677 




GI 


4544372 




Score 


648 




Exons 


19413. .20677 










GI Descrip. 


(AC006920)" putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


41172 




Seq. ID 


OJ991027_15.0303 


.C7 


Gene No. 


85321 




Strand 






Start 


14518 




End 


20677 




Name 


"OJ991027 15. 0303. C7. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


19995 




End 


20393 




GI 


none 




Score 


69 




Exons 


19995. .20393, 20113. 


.20289 








Seq. No. 






Seq. ID 


OJ991027_15.0303 


.CI 


Gene No. 


85321 




Strand 






Start 


14518 




End 


20677 




Name 


OJ991027 15. 0303. C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


20244 




End 


20597 




GI 


none 




Score 


216 




Exons . 


20244. .20597 










Seq. No. 


41173 




Seq. ID 


OJ991027_15.0303 


.C8 



41256 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



85322 
1 

OJ991027_15 . 0303 . C8 . ol . np 
1 

7248394 



Strand 
End 

Method 
End 
Score 



2719 
AAT/NAP 
2719 
2930 

1..182, 620. .1689, 1960. .2241, 2285. .2719 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



41173 Seq. ID 

85322 Strand 

1 End 

OJ991027_15 . 0303 .C8 . ol . gs Method 

54 End 

none Score 

54.-274, 891.. 2229, 2285.. 2663 



Seq. No. 41173 Seq. ID 

Gene No. 85322 Strand 

Start 1 End 

Name OJ991027_15 . 0303 .C8 . o3 . tw Method 

Start 304 End 

GI none Score 

Exons 304.. 552, 650.. 739 



OJ991027_15.0303.C8 

2719 
GENS CAN 
2663 
.41 



OJ991027_15.0303.C8 
2719 - 

TBLASTX: Wheat 

739 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



41173 Seq. ID 

85322 Strand 

1 End 

OJ991027_15 . 0303 . C8 . ol - ts Method 

367 End 

none Score 



OJ991027_15.0303.C8 
2719 

TBLASTX : Soybean 

785 

83 



367. .552, 371. .484, 557. .610, 558.-629, 647. .784, 647. .784, 
651.. 785, 657.. 785 



41173 
85322 
1 

OJ991027_15.0303.C8.o2.ts 

936 

none 

936. .1082, 938. .1123, 1113. 



Seq. -ID OJ991027_15.0303.C8 
Strand 

End 2719 

Method TBLASTX: Soybean 

End 1372 

Score 69 
,1370, 1124. .1372 



41173 Seq. ID 

85322 Strand 

1 End 

OJ991027_15 . 0303 . C8 . o2 . tw Method 

1022 End 

none Score 
1022. .1123, 1026. .1121, 1100. .1402 

41173 Seq. ID 

85322 Strand 

1 End 

OJ991027 15.0303.C8.ol.tm Method 



OJ991027_15.0303.C8 
2719 

TBLASTX: Wheat 

1402 

50 



OJ991027_15.0303.C8 
2719 

TBLASTX: Maize 



41257 





Start 


1091 




End 


1552 






\J X 


none 




Score 


323 






Exons 


1091. .1552, 


1092.. 1433, 1488. 


.1550 








Seq. No. 


41173 




Seq. ID 


OJ991027_15.0303. 


C8 




Gene No. 


85322 




Strand 








Start 


1 




End 


2719 






Name 


OJ991027 15 


.0303.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1419 




End 


1828 






rir 

\J X 


none 




Score 


195 






Exons 


1419. . 1820, 


1420.. 1710, 1421. 


.1828, 1488.. 1811 






Seq. No. 


41173 




Seq. ID 




C8 




Gene No. 


85322 




Strand 








Start 


1 




End 


2719 






Name 


OJ991027 15 


.0303.C8.o2.tm 


Method 


TBLASTX : Mai ze 






Start 


1553 




End 


1 / bo 






GI 


none 




Score 


214 






Exons 


1553. . 1768, 


1554. .1766 










Seq. No. 


41173 




Seq. ID 


OJ991027 lo.UJUJ. 


C8 




Gene No. 


85322 




Strand 








Start 


1 




End 


2719 






Name 


OJ991027 15 


. 0303.C8 .o3. ts 


Method 


TBLASTX : Soybean 






Start 


1622 




End 


1990 




- — 

[is 




none 




Score 


148 




fU 


Rxnn<? 


1622. .1756, 


1772. .1990 










Seq. No. 


41173 




Seq. ID 


0J991027 Id.UoUo 


.C8 




Gene No. 


85322 




Strand 








Start 


1 




End 


2719 






Name 


OJ991027 15 


.0303.C8.o4.tw 


Method 


TBLASTX : Wheat 




i y 


Start 


1829 




End 


2065 




2 


GI 


none 




Score 


172 






Exons 


1829. .2065 










s. ,& 


Seq. No. 


41174 




Seq. ID 


OJ991027_15.0303 


.C9 




Gene No. 


85323 




Strand 


+ 






Start 


9596 




End 


9883 




13 


Name 


OJ991027 15 


.0303.C9.ol.np 


Method 


AAT/NAP 




f *l 


Start 


9596 




End 


9883 






GI 


7340905 




Score 


95 






Exons 


9596. . 9704, 


9865. .9883 










GI Descrip. 


(AP001550) 


hypothetical protein [Oryza 


sativa] 






Sea. No. 


41174 




Seq. ID 


OJ991027_15.0303 


.C9 




Gene No. 


85324 




Strand 








Start 


154 




End 


7954 






Name 


OJ991027 15 


.0303.C9.ol.gs 


Method 


GENSCAN 






Start 


154 




End 


7954 






GI 


none 




Score 


.42 






Exons 


154. .1634, 


1708.. 1836, 2071. 


.2551, 3958. .4246, 5678. .5993, 






6523. .6652, 


7485.. 7581, 7847 


. .7954 








Seq. No. 


41174 




Seq. ID 


OJ991027_15.0303 


.C9 




Gene No. 


85324 




Strand 








Start 


154 




End 


7954 





41258 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ991027_15 . 0303 .C9 . ol . tm Method TBLASTX: Maize 

197 End 565 

none Score 5.9 

197. .415, 294. .410, 440. .565, 441. .548 



Seq. ID OJ991027_15.0303.C9 
Strand 

End 7954 

Method AAT/GAP 

End 6746 

Score 990 



41174 
85324 
154 

OJ991027_15.0303.C9.ol.gp 
6211 

uC-osflcyp064c01bl 
6211. .6746 

' 6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



41175 
85325 
1751 

OJ991027_15. 0303. C10. ol.gs 

1751 

none 

1751. .1830, 1926. .2607 



Seq. ID OJ991027_15. 0303. C10 

Strand + 

End 2607 

Method GENSCAN 

End 2607 

Score .75 



41176 
85326 
1 

OJ991027_15.0303.C13.ol.np 
1 

3914359 
1..788 

PHOSPHOLIPASE D PRECURSOR (PLD) (CHOLINE PHOSPHATASE) 

(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D) 

gi 1 1928979 1 gb | AAB51392 . 1 1 (U92656) phospholipase D [Vigna 

unguiculata] 



Seq. ID OJ991027_15.0303.C13 

Strand- - 

End 788 

Method AAT/NAP 

End 788 

Score 615 



41176 
85326 
1 

OJ991027_15.0303.C13.ol.tc 
3 

none 



Seq. ID OJ991027_15.0303.C13 

Strand 

End 788 

Method TBLASTX : Cress 

End 629 

Score 121 



3. .149, 4. .132, 150. .203, 151. .195, 210. .245, 249. .308, 
360. .437, 444. .554, 445. .555, 576.-629, 583. .627 



41176 
85326 
1 

OJ991027_15 . 0303 . C13 . ol . tm 
3 

none 



Seq. ID OJ991027_15.0303.C13 

Strand 

End 788 

Method TBLASTX : Mai ze 

End 630 

Score 192 



3. .245, 4. .195, 211. .243, 249. .308, 253. .309, 351. .437, 
366. .434, 444. .554, 447. .554, 541. .630, 576. .629 



41176 - 

85326 

1 

OJ991027 15.0303.C13.o2.ts 



Seq. ID OJ991027_15.0303.C13 

Strand 

End 788 

Method TBLASTX : Soybean 



41259 






3 






End 


162 


bi. 








Score 


131 




3. .161/ 4 


. .162 








Seq. No. 


41176 






Seq. ID 


OJ991027_15.0303 


Gene No. 


85326 






Strand 




O Lul L. 


1 






End 


788 


NaiR€ 


OJ991027 


15.0303.C13.ol 


. qs 


Method 


GENSCAN 


o Lai i~ 


73 ~ 






End 


710 


bi 


none 






Score 


.57 


LAUl i o 


73. .710 










Seq. No. 


41176 






Seq. ID 


OJ991027_15.0303 


Gene No. 


85326 






Strand 




Start 


1 






End 


788 


Name 


OJ991027 


15.0303.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


165 






End 


630 


GI 


none 






Score 


67 


Exons 


165. .203, 


207. .245, 249 


. .308, 


253. .309 


, 351. .440, 444.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



445. .555, 576.-629, 577. .630 

41176 
85326 
1 

OJ991027_15.0303.C13.ol.tw 
369 
none 



Seq. ID OJ991027_15.0303.C13 
Strand 

End . 788 

Method TBLASTX : Wheat 

End 740 

Score 34 



369. .437, 414. .461, 444 554, '445. . 552, 447. .557, 553. .630, 
561. .629, 564.-656, 702. .740 



41177 
85327 
772 

OJ991027_14 .0308.Cl.ol.np 
772 

5257279 



Seq. ID OJ991027_14.0308.C1 

Strand + 

End 5507 

Method AAT/NAP 

End . 5507 

Score 5767 



772. .1317, 1666. .1901, 2532. .5250, 5458. .5507 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 


41177 








Seq. ID 


OJ991027_14.0308 


.CI 


Gene No. 


85327 








Strand 


+ 




Start 


772 








End 


5507 




Name 


OJ991027 14, 


.0308. 


Cl.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2442 








End 


2811 




GI 


none 








Score 


53 




Exons 


2442. .2549, 


2448. 


.2630, 


2449. 


.2640, 2665.. 2811 




Seq. No. 


41177 








Seq. ID 


OJ991027_14.0308 


.CI 


Gene No. 


85327 








Strand 


+ 




Start 


772 








End 


5507 




Name 


OJ991027 14 


.0308. 


Cl.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3358 








End 


3683 




GI 


none 








Score 


212 




Exons 


3358. .3681, 


3405. 


.3506, 


354 9. 


.3683 






Seq. No. 


41177 








Seq. ID 


OJ991027_14.0308 


.CI 



41260 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



85327 Strand 

772 End 

OJ991027JL4 . 0308 . CI . 06 . tw Method 

3363 End 

none Score 

3363.. 3485, 3364.. 3585, 3364, 
3630.. 3740 

41177 Seq. ID 

85327 Strand 

772 End 

OJ991027JL4 . 0308 . CI . ol . gp Method 

3722 End 

4107139 Score 
3722. .5083 

5257279/dbj IBAA81778.il 0. 



+ 

5507 

TBLASTX : Wheat 
3741 
141 

.3522, 3583.-3735, 3619.. 3741, 



14. 0308. CI 



OJ991027 
+ 

5507 
AAT/GAP 
5083 
2636 



0e+00 (AP000364) Similar to Transposon 



MAGGY gag and pol gene homologues. (L35053) [Oryza sativa] 



41177 
85327 
772 

OJ991027_14 .0308.Cl.o5.tm 

3816 

none 

3816.. 3977, 3817.. 3978 

41177 
85327 
772 

OJ991027_14.0308.Cl.o2.tw 

3913 

none 

3913. .4395, 
4561. .4599 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_14.0308.C1 
+ 

5507 

TBLASTX: Maize 

3978 

194 



OJ991027_14.0308.C1 
+ 

5507 

TBLASTX: Wheat 

4599 

547 



3924. .4220, 4033. .4362, 4248. .4391, 4464. .4508, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991027_14.0308.C1 

Strand + 

End 5507 

Method TBLASTX : Mai ze 

End . 4449 

Score 404 



41177 
85327 
772 

OJ991027_14.0308.Cl.o2.tm 
3979 
none 

3979. .4449 

41177 
85327 
772 

OJ991027_14.0308.Cl.ol.ts 
4336 
none 

4336.-4368, 4366.. 4701, 4367.. 4525, 4372.. 4731, 4374.-4730 



Seq. ID OJ991027JL4. 0308. CI 

Strand + 

End 5507 

Method TBLASTX : Soybean 

End 4731 

Score 54 



41177 Seq. ID 

85327 Strand 

772 End 

6 J991027_14 . 0308 . CI . o3 . tm Method 

4 4 65 End 

none Score 



OJ991027_14.0308.C1 
+ 

5507 

TBLASTX : Maize 

4812 

324 



41261 



17" v ah c 


4465 4812 

1 1 V«J • . 1 U X , 


4467 


. 4733 










Seq. No. 


41177 . 








Seq. ID 


OJ991027_14.0308 


.CI 


Gene No. 


85327 








Strand 


+ 




Of a r f 


772 








End 


5507 




Name 


(YTQQ1027 14 


. 0308 


CI . o4 . 


tw 


Method 


TBLASTX: Wheat 




Q f- a r-+- 


4509 ~ 

1 J V J 








End 


4746 




pT 










Score 


252 




Exons 


4509 4730. 


4510 


4746 










Seq. No. 


41177 








Seq. ID 


OJ991027_14 .0308 


.CI 


Gene No. 


85327 








Strand 


+ 




O Lai L. 


772 








End 


5507 




Name 


OJ991027 14 


. 0308 


. CI . ol . 


tw 


Method 


TBLASTX: Wheat 




q+- -j -rf- 


4747 ~~ 








End 


5244 






none 








Score 


630 




Exons 


4747 5244 

1/1/ • • J t. T 3 / 


4756 


5088, 


4782 . 


.5243 






Seq. No. 


41177 








Seq. ID 


OJ991027_14.0308 


.CI 


Gene No. 


85327 








Strand 


+ 






772 








End 


5507 




Name 


O.TQ91 027 T 4 


.0308 


. CI . o2 . 


ts 


Method 


TBLASTX : Soybean 




Of art 


4753 _ 








End 


4998 




P T 


none. 








Score 


212 






475^ 4998 


4782 


. .4883 










Seq. No. 


41177 








Seq. ID 


OJ991027_14.0308 


.CI 


Gene No. 


85327 








Strand 


+ 




oLai U 


772 








End 


5507 




Name 


O.TQQ1 027 14 


0308 


. CI . ol . 


tm 


Method 


TBLASTX: Maize 






4ft 1 Q ~~ 

1 O X -7 








End 


5172 




PT 


none 








Score 


464 




Exons 


aqiq 5172 


4821 


5159 










Seq. No. 


41177 








Seq. ID 


OJ991027JL4.0308 


.CI 


Gene No. 


85327 








Strand 


+ 




OLail 


772 








End 


5507 




Name 


O.TQQ1027 14 


. 0308 


. CI . o3 . 


tw 


Method 


TBLASTX: Wheat 




Of art 


5244 








End 


5507 




PT 










Score 


264 




F Yon q 


5244 5507 


5245 


5505, 


5268 . 


.5507 






O C w . LN W • 


41178 








Seq. ID 


OJ991027_14.0308 


.C2 


Gene No. 


85328 








Strand 


+ 




Start 


1 








End 


1494 




Name 


OJ991027 14 


.0308 


.C2.ol. 


np 


Method 


AAT/NAP 




O Id! L 


1 ~~ 
X 








End 


1485 




PT 










Score 


1768 




Exons 


1 1 4ft5 














P T noQpri tti 
o x ucolix^i 


fAF061282} 


polyprotein 


[Sorghum bicolor] 




Seq. No. 


41178 








Seq. ID 


OJ991027_14.0308 


.C2 


Gene No. 


85328 








Strand 


+ 




Start 


1 








End 


1494 




Name 


OJ991027 14 


.0308 


.C2.ol. 


gs 


Method 


GENS CAN 




Start 


66 








End 


1494 




GI 


none 








Score 


.87 





41262 




Exons 


66. . 441, 


622. .1494 










Seq. No.. 


41178 






Seq. ID 


OJ991027_14.0308 


.C2 


Gene No. 


85329 






Strand 






Start 


2138 






End 


2419 




Name 


OJ991027 


14. 0308. C2 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


12 






End 


498 




GI 


none 






Score 


581 




Exons 


12. .494, 


19. .498 










Seq. No. 


41178 






Seq. ID 


OJ991027_14.0308 


.C2 


Gene No. 


85329 






Strand 






Start 


2138 






End 


2419 




Name 


OJ991027 


14 . 0308 .C2 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


214 ~ 






End 


530 




GI 


none 






Score 


109 




Exons 


214 . . 387, 


222. .335, 


388. .498, 


390. .530 






Seq. No. 


41178 






Seq. ID 


OJ991027JL4.0308 


.C2 


Gene No. 


85329 






Strand 






Start 


2138 






End 


2419 




Name 


OJ991027 


14. 0308. C2 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


306 






End 


552 




GI 


none 






Score 


220 




LLi Awl 1 0 


306 551. 


307 552 










Seq. No. 


- 41178 






Seq. ID 


OJ991027_14.0308 


.C2 


Gene No. 


85329 






Strand 






Start 


2138 






End 


2419 




Name 


OJ991027 


14. 0308. C2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


354 






End 


645 




GI 


none 






Score 


111 




Exons 


354. .641, 


354. .641, 


355. .645 









Seq. No. 41178 Seq. ID 

Gene No. 85329 Strand 

Start 2138 End 

Name OJ991027_14 . 0308 .C2 ;ol . tw Method 

Start 529 End 

GI none Score 

Exons 529.. 1140, 570.. 1139 



OJ991027_14.0308.C2 
2419 

TBLASTX: Wheat 

1140 

691 



Seq. No. 41178 

Gene No. 85329 

Start 2138 

Name OJ991027JL4 . 0308 . C2 . ol . tm 

Start 697 

GI none 

Exons 697.. 855, 699.. 851, 725.-859, 
853. .1281 



Seq. ID OJ991027_14.0308.C2 
Strand 

End 2419 

Method TBLASTX : Mai ze 

End 1281 

Score 222 

793. .1131, 848. .994, 852. .1280, 



Seq. No. 41178 Seq. ID 

Gene No. 85329 Strand 

Start 2138 End 

Name OJ991027_14 . 0308 . C2 . o3 . tw Method 

Start 1140 End 

GI none Score 



OJ991027_14.0308.C2 
2419 

TBLASTX: Wheat 

1473 

367 



41263 



# 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1140. .1364, 1141. .1473 

41178 Seq. ID 

85329 Strand 
2138 End 
OJ991027_14 . 0308 . C2 . o3 . tm Method 
1281 End 
none Score 

1281.. 1406, 1282.. 1527 



OJ991027_14.0308.C2 
2419 

TBLASTX: Maize 

1527 

186 



Seq. No. 


41178 




Seq. ID 


OJ991027_ 


JL4.0308 


.C2 


Gene No. 


85329 




Strand 


- 






Start 


2138 




End 


2419 






Name 


OJ991027 14. 0308. C2 


. o2 ,gs 


Method 


GEN SCAN 






Start 


2138 




End 


2419 






GI 


none 




Score 


.79 






Exons 


2138. .2419 












Seq. No. 


41179 




Seq. ID 


OJ991027 


_14.0308 


.C6 


Gene No. 


85330 




Strand 


+ 






Start 


107 




End 


934 






Name 


OJ991027 14. 0308. C6 


. ol.gs 


Method 


GEN SCAN 






Start 


107 




End 


934 






GI 


none 




Score 


.89 






Exons 


107. .145, 223. .480, 


548.. 658, 877.. 934 








Seq. No. 


41179 




Seq. ID 


OJ991027 


_14.0308 


,C6 


Gene No. 


85331 




Strand 








Start 


1651 




End 


1824 






Name 


OJ991027 14. 0308. C6 


.o2.gs 


Method 


GEN SCAN 






Start 


1651 




End 


1824 






GI 


none 




Score 


.88 






Exons 


1651. .1824 












Seq. No. 


41180 




Seq. ID 


OJ991027 


_14.0308 


.C7 


Gene No. 


85332 




Strand 


+ 






Start 


4375 




End 


17410 






Name 


OJ991027 14. 0308. C7 


.ol.np 


Method 


AAT/NAP 






Start 


4375 




End 


17410 






GI 


6175156 




Score 


228 


13243, 




Exons 


4375.. 4393, 10293.. 


10331, 


12808. .13094 


, 13146.. 





GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



14269. .14771, 17272.. 17410 

(AC010796) putative protein kinase [Arabidopsis thaliana] 



41180 
85332 
4375 

OJ991027_14 . 0308 . C7 . o2 . gs 

5762 

none 

5762. .6001 

41180 
85332 
4375 

OJ991027_14.0308.C7.o3.gs 
6242 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ991027_14.0308.C7 
+ 

17410 
GEN SCAN 
6001 
.99 



OJ991027_14.0308.C7 
+ 

17410 

GENSCAN 

14814 



41264 



GI 


none 


Score 


.82 


Exons 


6242. .6466, 6535. .6800, 8222.. 


8321, 9837.. 9965, 12852 13243, 




14346. .14814 






Seq. No. 


41180 


Seq. ID 


OJ991027_14.0308.C7 


Gene No. 


85333 


Strand 




Start 


482 


End 


1937 


Name 


OJ991027 14.0308.C7.ol.gs 


Method 


GENSCAN 


Start 


482 


End 


1937 


GI 


none 


Score 


.73 


Exons 


482. .508, 513. .632, 768.-874, 


1299. .1534, 1666. .1937 


Seq. No. 


41180 


Seq. ID 


OJ991027_14.0308.C7 


Gene No. 


85333 


Strand 




Start 


482 


End 


1937 


Name 


OJ991027 14.0308.C7.ol.gp 


Method 


AAT/GAP 


Start 


868 


End 


1109 


GI 


LIB3477-003-P1-K1-E9 


Score 


107 


Exons 


868. .907, 1037. .1109 






GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN < 


S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


41180 


Seq. ID 


OJ991027_14.0308.C7 


Gene No. 


85334 


Strand 




Start 


15593 


End 


19557 * 


Name 


OJ991027 14.0308.C7.ol.ts ■ 


Method 


TBLASTX: Soybean 


Start 


14252 


End 


14769 


GI 


none 


Score 


53 


Exons 


14252. .14335, 14347 .. 14421, 14509 14583, 14572. .14769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41180 
85334 
15593 

OJ991027_14.0308.C7.o3.np 
15593 
5042463 

15593. .15645, 17982 .. 18070, 18122 18253, 18915 
19393. .19557 

(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ991027_14.0308.C7 
Strand 

End 19557 

Method AAT/NAP 

End 19557 

Score 164 



,19130, 



41180 
85334 
15593 

OJ991027_14 . 0308 .C7 .o4 .gs 

17605 

none 

17605. .17922 



Seq. ID OJ991027_14.0308.C7 
Strand 

End 19557 

Method GENSCAN 

End 17922 

Score .64 



41180 
85334 
15593 

OJ991027_14 .0308 . C7 . o2 . np 
17673 
7248393 
17673. .17904, 18526.. 18588 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ991027_14.0308.C7 
Strand 

19557 
AAT/NAP 
18588 
144 



End 

Method 

End 

Score 



41265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41181 
85335 
55 

OJ991027_14 . 0308 . C8 . ol . gs 
55 

none 
55. .231 

41181 
85336 
6117 

OJ991027_14.0308.C8.ol.gp 

6117 

none 

6117. .6426 



41181 
85337 
6074 

OJ991027_14.0308.C8.ol.np 
6074 
7487733 
6074. .6175, 



Seq. ID OJ991027_14.0308.C8 

Strand + 

End 231 

Method GEN SCAN 

End 231 

Score .51 



Seq. ID. OJ991027_14.0308.C8 

Strand + 

End 6426 

Method AAT/GAP 

End 6426 

Score 587 



OJ991027 14. 0308. C8 



Seq. ID 
Strand 

End 67 63 

Method AAT/NAP 
End 6763 
Score 76 
6407.. 6579, 6740.. 6763 
hypothetical protein T5L19.190 - Arabidopsis thaliana 
gi I 4539009 | emb | CAB39630.il (AL049481) putative protein 
[Arabidopsis thaliana] gi | 7267702 | emb | CAB78129 . 1 1 (AL161516) 
putative protein [Arabidopsis thaliana] 

Seq. ID OJ991027_14.0308.C8 



41181 

85337 Strand 

6074 End 

OJ991027_14 .0308.C8.ol.ts Method 

6434 End 

none Score 

6434.. 6586, 6436.. 6585, 6439.-6588 



6763 

TBLASTX : Soybean 

6588 

157 



OJ991027 14. 0308. C9 



41182 Seq. ID _ 

85338 Strand 
1 End 1870 

OJ991027_14 .0308.C9.ol.np Method AAT/NAP 

1 End .1870 

7487733 Score 946 

1..955, 1705.. 1870 

hypothetical protein T5L19.190 - Arabidopsis thaliana 
gi I 4539009 | embl CAB39630.il (AL049481) putative protein 
[Arabidopsis thaliana] gi | 7267702 | emb | CAB78129 . 1 1 (AL161516) 
putative protein [Arabidopsis thaliana] 



41182 Seq. ID 

85338 Strand 
1 End 
OJ991027_14.0308.C9.o2.ts Method 
1 End 
none Score 

1..132, 3. .197, 12. .197, 65. .202 



OJ991027_14.0308.C9 
1870 

TBLASTX: Soybean 

202 

117 



41266 




Seq. No. 


41182 


Seq. ID 


OJ991027_14.0308.C9 


Gene No. 


85338 


Strand 




Start 


1 


End 


1870 


Name 


OJ991027 14.0308.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


192 


GI 


none 


Score 


96 


Exons 


1..192, 3. .188, 86. .190 






Seq. No. 


41182 


Seq. ID 


OJ991027_14.0308.C9 


Gene No. 


85338 


Strand 




Start 


1 


End 


1870 


Name 


OJ991027 14.0308.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


38 


End 


443 


GI 


none 


Score 


473 


Exons 


38. .442, 38.-442, 39. .443 






Seq. No. 


41182 


Seq. ID 


OJ991027_14.0308.C9 


Gene No. 


85338 


Strand 




Start 


1 


End 


1870 


Name 


OJ991027 14.0308.C9.ol.gs 


Method 


GENSCAN 


Start 


59 


End 


1763 


GI 


none 


Score 


.54 


Exons 


59. .955, 1702. .1763 






Seq. No. 


41182 


Seq. ID 


OJ991027_14.0308.C9 


Gene No. 


85338 


Strand 




Start 


1 


End 


1870 


Name 


OJ991027 14 .0308 . C9.ol . tm 

S S -L. V t* F ^ * • V <+J V W * <mS * \J <± • WALL 


Method 


TBLASTX: Maize 


Start 


176 ~ 


End 


1763 


GI 


none 


Score 


476 


Exons 


176. .802, 177. .824, 177. .824, 


626. .829 


, 1704. .1763, 1706. .1762 


Seq. No. 


41182 


Seq. ID 


OJ991027_14.0308.C9 


Gene No. 


85338 


Strand 




Start 


1 


End 


1870 


Name 


OJ991027 14 . 0308 .C9.ol. ts 


Method 


TBLASTX : Soybean 


Start 


262 ~ 


End 


830 


GI 


none 


Score 


180 


Exons 


262.. 573, 263.. 493, 278.. 793, 


279. .794 


, 303.. 830, 409.. 825 


Seq. No. 


41182 


Seq. ID 


OJ991027_14.0308.C9 


Gene No. 


85338 


Strand 




Start 


1 


End 


1870 


Name 


OJ991027 14.0308.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


291 ~ 


End 


644 


GI 


none 


Score 


202 


Exons 


291. .629, 306. .644, 421. .630 






Sea. No. 


41183 


Seq. ID 


OJ991027_14 .0308. C10 


Gene No. 


85339 


Strand 


+ 


Start 


14981 


End 


15362 


Name 


OJ991027 14.0308.C10.o2.gp 


Method 


AAT/GAP 


Start 


14981 


End 


15362 


GI 


uC-osflcyp033a04bl 


Score 


647 


Exons 


14981.. 15362 






GI Descrip. 


»6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 • 



41267 




Seq. No. 


41183 Seq. ID 


OJ991027_14. 0308. C10 


Gene No. 


85340 Strand 


+ 


Cf art- 
OLCIiL 


17777 End 


18667 


Mamo 


OJ991027 14.0308.C10.o2.np Method 


AAT/NAP 


OLCtI L 


17706 End 


18667 


\J -L 


6721517 Score 


1114 




17706. .17769, 17819 .. 17976, 18056 .. 18 667 




(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


41183 Seq. ID 


OJ991027_14. 0308. C10 


Gene No. 


85340 Strand 


+ 


Start 


17777 End 


18667 


Name 


OJ991027 14.0308.C10.o4.gs Method 


GENSCAN 


Start 


17777 End 


18578 


GI 


none Score 


.56 


Exons 


17777. .18169, 18245. .18578 





Seq. No. 41183 

Gene No. 85341 

Start 1 

Name OJ991027_14 .0308 .C10. ol .np 

Start 1 

GI 7487733 

Exons 1 . . 60, 569. 

3614. .3652, 

GI Descrip. 



884. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1030,. 1373. .1500, 



OJ991027 14. 0308. C10 



3882 
AAT/NAP 
3882 
193 
1593. .1646, 



3438. .3564, 



732, 

3815. .3882 

hypothetical protein T5L19.190 - Arabidopsis. thaliana 
gi I 4539009 lembl CAB39630.il (AL049481) putative protein 
[Arabidopsis thaliana] gi | 7267702 | emb | CAB78129. 1 | (AL161516) 
putative protein [Arabidopsis thaliana] 





Seq. No. 


41183 






Seq. ID 


OJ991027_14. 0308. C10 




Gene No. 


85342 






Strand 






Start 


4685 






End 


5207 




Name 


OJ991027 14 


.0308. C10. ol 


• gp 


Method 


AAT/GAP 




Start 


4685 






End 


5207 


Li: 


GI 


none 






Score 


1021 


■» ^ 


Exons 


4685. .5207 










r ~s 


Seq. No. 


41183 






Seq. ID 


OJ991027_14 . 0308 .C10 




Gene No. 


85343 






Strand 






Start 


10075 






End 


14123 




Name 


OJ991027 14 


.0308. C10. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


624 






End 


1033 




GI 


none 






Score 


158 




Exons 


624. .740, 625. .741, 626 


. .748, 


626. .790, 855. .983, 870. .1028, 






875. .1033, 


878. .1033 










Seq. No. 


41183 






Seq. ID 


OJ991027_14 . 0308 .C10 




Gene No. 


85343 






Strand 






Start 


10075 






End 


14123 




Name 


OJ991027 14 


.0308. C10. ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


899 






End 


3850 




GI 


none 






Score 


87 




Exons 


899. .1012, 


899. .1027, 900. .1028, 925.. 


1032, 1311.. 1352, 






1448. .1501, 


1593. .1646, 


2064. 


.2180, 2068. .2172, 2441. .2545, 






2442. .2546, 


2442. .2549, 


2443. 


.2547, 2691. .2771, 2719. .2781, 



41268 




3435.. 3506, 3439.. 3498, 3622.. 3702, 3623.. 3700, 3812.. 3850, 
3815. .3850 



Sea No . 


41183 




Seq. ID 


OJ991027_14.0308 


.C10 


fJonP NO- 


85343 




Strand 






Start 


10075 




End 


14123 




Name 


OJ991027 14 . 0308 .C10. 


o2 . QS 


Method 


GENSCAN 




Start - 


10075 ~ 




... End 


14123 




ox 


none 




Score 


.74 




Exons 


10075. .10113, 10790.. 


11612, 


12289. .12364, 13613.. 14123 




Sea No. 


41183 




Seq. ID 


OJ991027_14.0308 


.C10 


Cprip No. 


85343 




Strand 






Start 


10075 




End 


14123 




I 1 ! OlUC? 


OJ991027 14. 0308. C10. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12668 ~ 




End 


12902 




GI 


none 




Score 


97 




Exons 


12668. .12787, 12676.. 


12780, 


12677. .12784, 12772 .. 12888 , 






12773. .12901, 12780. . 


12902, 


12782. .12901 




Spct No . 


41183 




Seq. ID 


OJ991027_14.0308 


.C10 


flfanp NO 


85344 




Strand 






O L. CLX U 


17977 




End 


18337 




Name 


OJ991027 14. 0308. C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17977 ™" 




End 


18337 




GI 


none 




Score 


289 




Exons 


17977. .18327, 17978.. 


18334, 


17987.. 18337 




O C U . LNU • 


41184 




Seq. ID 


OJ991027_14.0308 


.Cll 




85345 




Strand 


+ 




Start 


450 




End 


710 




Name 


OJ991027 14.0308.C11. 


ol . gs 


Method 


GENSCAN 




Start 


450 ~ 




End 


710 




GI 


none 




Score 


.74 




Exons 


450. .710 










Seq. No. 


41185 




Seq*^ ID 


OJ991027JL4.0308 


.C12 


(Zpnp No 


85346 




Strand 


+ 




Start 


394 


- 


End 


678 




Name 


OJ991027 14 . 0308 .C12. 


ol . ao 


Method 


AAT/GAP 




Start 


394 ~ 




End 


678 ' 




GI 


none 




Score 


538 




Exons . 


394. .678 










Sea No 


41185 




Seq. ID 


OJ991027_14.0308 


-C12 


Gp-np No 


85346 




Strand 


+ 




Start 


394 




End 


678 




Name 


OJ991027 14 . 0308. C12 . 


ol . gs 


Method 


GENSCAN 




Start 


399 




End 


617 




GI 


none 




Score 


.66 




Exons 


399. .617 










Seq. No. 


41186 




Seq. ID 


OJ991027_14.0308 


.C13 


Gene No. 


85347 




Strand 


+ . 




Start 


409 




End 


775 




Name 


OJ991027 14.0308.C13 


ol.np 


Method 


AAT/NAP 




Start 


409 




End 


775 





41269 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7510076 Score 113 

409. .526, 560. .775 

hypothetical protein Y50E8A.i - Caenorhabditis elegans 



41187 Seq. ID 

85348 Strand 

454 End 
OJ991027JL4 . 0308 . C15 . ol . gs Method 

454 End 

none _ Score 
454. .678 



OJ991027JL4 .0308.C15 
+ 

678 

GENSCAN 

678 

.89 



Ocq. Vi\J , 


41187 


Seq. ID 


OJ991027 


JL4 


.0308 


.C15 


r\ t"> m NT/"\ ' 


85349 


Strand 


+ 








bLait 


2072 


End 


4808 








Name 


OJ991027 14.0308.C15.ol.np 


Method 


AAT/NAP 








o tart. 


2072 


End 


4808 










7340904 


Score 


123!-.- 








Exons 


2072.. 2203, 2482.. 2590, 2620 


..2689, 4676. .4808 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








oeq. no. 


41188 


Seq. ID 


OJ991027 


_14 


.0308 


.C18 


uene no . 


85350 


Strand 


+ 










206 


End 


2500 








Name 


OJ991027 14.0308.C18.ol.np 


Method 


AAT/NAP 










206 


End 


2500 










7523416 


Score 


109 








Exons 


206. .317, 2203. .2500 












GI Descrip. 


(AL138648) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


41188 


Seq. ID 


OJ991027 


_14 


.0308 


.C18 


Gene No. 


85350 


Strand 


+ 








Start 


206 


End 


2500 








Name 


OJ991027 14.0308.C18.ol.gs 


Method 


GENSCAN 








Start 


395 


End 


2087 








GI 


none 


Score 


.67 








Exons 


395. .490, 804. .857, 885. .960, 1052. .1107, 2055. 


.2087 




Seq. No. 


41188 


Seq. ID 


OJ991027 


_14 


.0308 


.C18 


Gene No. 


85350 


Strand 


+ 








Start 


206 


End 


2500 








Name 


OJ991027 14.0308.C18.ol.gp 


Method 


AAT/GAP 








Start 


1481 


End 


2038 








GI 


none 


Score 


1083 








Exons 


1481. .2038 













Seq. No. 41188 Seq. ID OJ991027__ 

Gene No. 85351 Strand + 

Start 3293 End 5169 

Name OJ991027J.4 . 0308 .C18 .o2 .np Method AAT/NAP 

Start 3182 End 5169 

GI 7413567 Score 74 

Exons 3182.. 3257, 3300.. 3467, 5129.. 5169 

GI Descrip. (AL162973) putative protein [Arabidopsis thaliana] 



14 .0308.C18 



Seq. No. 
Gene No. 



41188 
85351 



Seq. ID OJ991027_14.0308.C18 
Strand + 



41270 



Start 
Name 
Start 
GI 

Exons 



3293 End 5169 

OJ991027_14 . 0308 . C18 . o2 . gs Method GENS CAN 

3293 End 4183 

none Score .99 
3293. .4183 



Seq. No. 41189 
Gene No. 85352 
Start 14 6 

Name OJ991027JL4 . 0308 .C19 . ol . np 

Start 14 6 

GI 7486419 

Exons 146.. 296, 1373.. 1518, 6952 

GI Descrip. hypothetical protein F4D11 
gi I 3063699 | emb | CAA18590 . 1 1 

[Arabidopsis thaliana] gi | 7270175 | emb | CAB79988 . 1 | 
putative protein kinase [Arabidopsis thaliana] 



OJ991027_14.0308.C19 
+ 

7771 
AAT/NAP 
7771 
115 
.7771 

90 - Arabidopsis- thaliana 
(AL022537) putative protein 

AL161581) 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,7073, 7636. 





Seq. No. 


41189 




Seq. ID 


OJ991027_14.0308.C19 




Gene No. 


85352 




Strand 


+ ■ 




Start 


146 




End 


7771 




Name 


OJ991027 14.0308.C19.ol. 


gs 


Method 


GENSCAN 




Start 


503 




End 


5064 




GI 


none 




Score 


.47 


_ ! 


Exons 


503,. 596, 1744. .1808, 2030 .. 2444 , 3366 


. .3536, 3631. .3681, 


fn 
f'\i 




4358. .4683, 4947. .5064 








\ ~ 


Seq. No. 


41189 




Seq. ID 


OJ991027_14.0308.C19 


H 


Gene No. 


85353 




Strand 




H, Li 


Start 


7065 




End 


7708 


'%J 


Name 


OJ991027 14.0308.C19.o2. 


gs 


Method 


GENSCAN 




Start 


7065 




End 


7708 




GI 


none 




Score 


.54 


?== 


Exons 


7065.. 7179, 7280.. 7323,. 


7559. 


.7708 






Seq. No. 


41190 




Seq. ID 


OJ991027JL4 .0308.C20 




Gene No. 


85354 




Strand 


+ 


~: c? 


Start 


122 




End 


1514 




Name 


OJ991027 14.0308.C20.ol. 


ts 


Method 


TBLASTX: Soybean 


r *~i 


Start 


86 




End 


1514 




GI 


none 




Score 


133 




Exons 


86.. 238, 123.. 239, 560.. 


685, 


573. .722, 


574. .690, 599. .694, 






1039.. 1230, 1069.. 1269, 


1070. 


.1267, 1074. .1292, 1076. .1306, 






1337.. 1504, 1345.. 1503, 


1413. 


.1514 






Seq. No. 


41190 




Seq. ID 


OJ991027_14.0308.C20 




Gene No. 


85354 




Strand 


+ 




Start 


122 




End 


1514 




Name 


OJ991027 14.0308.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


121 




End 


1402 




GI 


none 




Score 


69 




Exons 


121. .192, 121. .240, 122. 


.241, 


123. .242 


, 210. .266, 560. .685, 






569. .694, 570. .785, 1074 


..1307, 1074.. 


1160, 1075.. 1263, 






1076. .1312, 1337. .1402, 


1348. 


.1398 






Seq. No. 


41190 




Seq. ID 


OJ991027_14 .0308.C20 




Gene No. 


85354 




Strand 


+ 



41271 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



122 End 1514 

OJ991027 14.0308.C20.ol.tw Method TBLASTX: Wheat 

121 ~. End 1221 

none Score 181 

121. .237, 122. .241, 123. .242, 210. .266, 241. .264, 560. .685, 

569. .685, 570. .716, 571. .690, 1074. .1220, 1074. .1157, 
1075.. 1221, 1076.. 1216 



41190 Seq. ID 

85354 Strand 

122 End 

OJ991027_14 . 0308 . C20 . ol . gp Method 

122 End 

25175_1.R1084 Score 
122.. 265 

1 6015437/dbj | AB008112 . 1 1 AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ991027_14 .0308.C20 
+ 

1514 
AAT/GAP 
265 
219 



41190 Seq. ID 

85354 Strand 

122 End 
OJ991027_14 .0308.C20.ol.gs Method 

124 End 

none Score 

124.. 237, 1111.. 1265, 1346. .1501 



OJ991027JL4 . 0308 .C20 
+ 

1514 
GEN SCAN 
1501 
.74 



41190 
85354 
122 

OJ991027_14 .0308.C20.ol.tc 

135 

none 

135. .242, 135. .239, 137. .241, 
591. .635, 643. .681, 647. .685, 
1074.. 1160, 1076.. 1258 

41191 
85355 
1197 

OJ991027_14.0308.C23.ol.gs 

1197 

none 

1197. .1304, 1870. .2808 



Seq. ID OJ991027_14.0308.C20 

Strand + 

End 1514 

Method TBLASTX : Cress 

End 1258 

Score 127 

241. .270, 242. .274, 577. .660, 
1039.. 1230, 1074.. 1256, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41191 Seq. ID 

85355 Strand 

1197 End 2842 

OJ991027 14.0308.C23.ol.np Method AAT/NAP 

2644 " End 2842 

6979337 Score 74 
2644. .2842 

(AF172282) hypothetical protein [Oryza sativa] 



OJ991027_14 . 0308 .C23 

2842 
GENSCAN 
2808 
.72 



OJ991027 14.0308.C23 



41191 Seq. ID 

85356 Strand 

3843 End 

OJ991027 14 .0308 .C23.o2.gs Method 



OJ991027_14 .0308.C23 

4433 
GENSCAN 



41272 






3843 


End 


4433 










none 


Score 


. 9 








F von 


3843 4433 












Seq. No. 


41191 


Seq. ID 


OJ991027_ 


14 


.0308 


.C23 


Gene No. 


85357 


Strand 










Start 


5419 


End 


5484 








Name 


OJ991027 14 . 0308 .C23 .o3.gs 


Method 


GENSCAN 








Start 


5419 ~~ 


End 


5484 








(IT 


none 


Score 


.57 








F.xon *5 


5419. . 5484 












Sea No . 


41192 


Seq. ID 


OJ991027_ 


14 


.0308 


.C24 


Gene No. 


85358 


Strand 


+ 








Start 


1 


End 


1846 








Name 


OJ991027 14.0308.C24.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1244 








GI 


1362009 


Score 


60 








IjA vllO 


1 46, 1037. . 1244 












GI Descrip. 


polyubiquitin 2 - Arabidopsis 


thaliana 










Seq. No. 


41192 


Seq. ID 


OJ991027_ 


14 


.0308 


.C24 


Gene No. 


85358 


Strand 


+ 








Start 


1 


End 


1846 








Name 


OJ991027 14 . 0308 .C24 .bl.gs 


Method 


GENSCAN 








91- art 


994 _ 


End 


1846 








(IT 


none 


Score 


. 65 










994 1095, 1147.. 1698, 1714.. 


1846 










Seq. No. 


41193 


Seq. ID 


OJ991027_ 


_14 


.0308 


.C25 


Gene No. 


85359 


Strand 


+ 








Start 


151 


End 


854 








Name 


OJ991027 14.0308.C25.ol.gs 


Method 


GENSCAN 








Start 


151 ~ 


End 


854 








GI 


none 


Score 


. 83 








Exon<? 


151. .207, 499. .632, 839. .854 












Seq. No. 


41194 


Seq. ID 


OJ991027_ 


_14 


.0308 


.C26 


Gene No. 


85360 


Strand 


+ 








Start 


477 


End 


3724 








Name 


OJ991027 14 . 0308.C26.ol .gs 


Method 


GENSCAN 








Start 


477 ~~ 


End 


2403 








GI 


none 


Score 


.8 








Exons 


477. .1149, 1428. .1471, 1654.. 


1722, 2261.. 2403 








Sea. No. 


41194 


Seq. ID 


OJ991027_ 


14 


.0308 


.C26 


Gene No. 


85360 


Strand 


+ 








Start 


477 


End 


3724 








Name 


OJ991027 14.0308.C26.ol.np 


Method 


AAT/NAP 








Start 


647 


End 


3724 








GI 


7340868 


Score 


212 








Exons 


647. .740, 2330. .2508, 3691. .3724 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41194 


Seq. ID 


OJ991027_ 


_14 


.0308 


.C26 


Gene No. 


85360 


Strand 


+ 








Start 


477 


End 


3724 









41273 



Name OJ991027_14 . 0308 .C26. ol . gp Method AAT/GAP 

Start 2212 End 2537 

GI LIB3432-058-P1-K1-E12 Score 356 

Exons 2212.. 2537 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 8.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 41195 Seq. ID 

Gene No. 85361 Strand 

Start 562 End 

Name OJ991027_14 . 0308 . C27 . ol . gp Method 

Start 562 End 

GI 286929 Score 

Exons 562.. 786, 1061.. 1177 

GI Descrip. 3786016 2.0e-ll (AC005499) putative elongation factor 
[Arabidopsis thaliana] 



OJ991027_14.0308.C27 
+ 

1177 
AAT/GAP 
1177 
657 







41195 




Seq. ID 


OJ991027_14.0308.C27 




Gene No. 


85362 




Strand 






Start 


291 




End 


3537 




Name 


OJ991027 14 


.0308.C27.ol.gs 


Method 


GENSCAN 




Start 


291 




End 


3537 




GI 


none 




Score 


.99 ■ 


T- ~l 


Exons 


291. .1232, 


3358.. 3537 






■ % 2 


Seq. No. 


41195 * 




Seq. ID 


OJ991027_14.0308.C27 




Gene No. 


85362 




Strand 






Start 


291 




End 


3537 




Name 


OJ991027 14 


.0308.C27.ol.np 


Method 


AAT/NAP 




Start 


294 




End 


1249 




GI 


3786016 




Score 


643 




Exons 


294. .1249 










GI Descrip. 


(AC005499) 


putative elongation factor 


[Arabidopsis thaliana] 


^ «5 


Seq. No. 


41195 




Seq. ID 


OJ991027_14 . 0308 . C27 




Gene No . 


85363 




Strand 






Start 


4468 




End 


7719 




Name 


OJ991027 14 


.0308.C27.o2.gs 


Method 


GENSCAN 




Start 


4468 




End 


7719 




GI 


none 




Score 


.78 


r *3 
h ;=? 


Exons 


4468. .4551, 


5568.. 5717, 6046. 


.6182, 6909.. 6930, 7020.. 7125, 



7256. .7719 



Seq. No. 


41195 








Seq. ID 


OJ991027 


_14 


.0308 


.C27 


Gene No. 


85363 








Strand 










Start 


4468 








End 


7719 








Name 


OJ991027 14 


.0308 


.C27.o2 


gp 


Method 


AAT/GAP 








Start 


4579 








End 


5634 








GI 


3768331 








Score 


729 








Exons 


4579. .4954, 


5568 


. .5634 














Seq. No. 


41195 








Seq. ID 


OJ991027 


_14 


.0308 


.C27 


Gene No. 


85363 








Strand 










Start 


4468 








End 


7719 








Name 


OJ991027 14 


.0308 


.C27.o2 


np 


Method 


AAT/NAP 








Start 


5497 








End 


7501 








GI 


4895223 








Score 


1181 









41274 



Exons 5497.. 5717, 5803.. 5952, 6043.. 6182, 6438.. 6500, 6729.. 6930, 

7020.. 7149, 7256.. 7501 
GI Descrip. (AC007660) glycerol-3-phosphate dehydrogenase [Arabidopsis 

thaliana] 



OJ991027_14.0308.C27 
10636 

TBLASTX: Maize 
3426 
355 

290. .445, 291. .863, 294. .857, 370. .906, 397. .885, 933. .1043, 



Seq. No. 41195 Seq. ID 

Gene No. 85364 Strand 

Start 8806 End 

Name OJ991027_14 . 0308 . C27 . ol . tm Method 

Start 290 End 

GI none Score 
Exons 



1045. .1131, 1120. .1278, 1120. 
3352. .3426 



.1227, 1122. .1232, 3337.. 3426, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41195 
85364 
8806 

OJ991027_14.0308.C27.o2.ts 

465 

none 



Seq. ID OJ991027_14.0308.C27 
Strand 
End 

Method 
End 
Score 



10636 

TBLASTX : Soybean 

885 

119 



46S..689, 544. .690, 562. .705, 732. .860, 784. .885 



41195 
85364 
8806 

OJ991027_14 . 0308 .C27 .o2 . tm 

5685 

none 



Seq. ID OJ991027_14.0308.C27 



Strand 
End 

Method 

End 

Score 



10636 

TBLASTX: Maize 

6199 

55 



5685. .5717, 5686. .5718, 5686. .5718, 5800. .5958, 5800. .5955, 
5801. .5956, 5802. .5957, 6043. .6195, 6047. .6190, 6047. .6199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41195 
85364 
8806 

OJ991027_14 . 0308 .C27 .o3 . gp 
8590 

1211 1.R1084 



OJ991027 14.0308.C27 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
8590. .8865, ' 8958. .9023, 9285. .9570, 10415 .. 10473, 10566. .10636 
, 5106775/gb|AAD39838.1|AF067732_l 3.0e-64 (AF067732) ribosomal 
protein S12 [Hordeum vulgare] 1 



10636 
AAT/GAP 
10636 
1361 

10415. .10473, 10566. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41195 
85364 
8806 

OJ991027JL4 . 0308 . C27 . ol . ts 

8658 

none 



Seq. ID OJ991027_14.0308.C27 
Strand 

End 10636 

Method TBLASTX : Soybean 

End 9516 

Score 59 



8658. .8756, 8669. .8752, 8673. .8774, 8800. .8892, 8801.'. 8893, 
8805. .8906, 8952. .9023, 8991. .9023, 8995. .9024, 9273. .9515, 
9282.. 9515, 9283.. 9516 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41195 
85364 
8806 

OJ991027 
8661 



14.0308.C27.o3.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991027_14.0308.C27 
10636 

TBLASTX: Maize 
9547 



41275 




GI none Score 4 6 

Exons 8661. .8687, 8662. .8688, 8801.. 8893, 8803. .8892, 8805. .8906, 

8952.. 9023, 8991.. 9023, 8995.. 9024, 9273.. 9542, 9282.. 9533, 

9289.-9546, 9290.. 9547 



Seq. No. 


41195 






Seq. ID 


OJ991027_14.0308, 


.C27 


Gene No. 


85364 






Strand 






Start 


8806 






End 


10636 




Name 


OJ991027_14 


.0308.C27.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


8803 






End 


9528 




GI 


none 






Score 


121 




Exons 


8803. .8892, 


8991. .9023, 


9273. 


.9527, 9282.-9527, 9286.. 9528 


Seq. No. 


41195 






Seq. ID 


OJ991027JL4.0308 


. C^7 


Gene No. 


85364 






Strand 






Start 


8806 






End 


10636 




Name 


OJ991027 14 


.0308.C27.o3 


.gs 


Method 


GENSCAN 




Start 


8806 






End 


10473 




GI 


none 






Score 


.87 




Exons 


8806. .8865, 


8958. .9023, 


9285. 


.9526, 10415.. 10473 




Seq. No. 


41195 






Seq. ID 


OJ991027_14.0308 


. C27 


Gene No. 


85364 






Strand 






Start 


8806 






End 


10636 




Name 


OJ991027 14 


.0308.C27.o3 


. np 


Method 


AAT/NAP 




Start 


8809 






End 


9593 




GI 


5106775 






Score 


573 




Exons 


8809. .8865, 


8958. .9023, 


9285. 


.9593 






GI Descrip. 


(AF067732) 


ribosomal protein S12 [Hordeum vulgare] 




Seq. No. 


41195 






Seq. ID 


OJ991027_14.0308 


. C27 


Gene No. 


85364 






Strand 






Start 


8806 






End 


10636 




Name 


OJ991027_14 


.0308.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


9282 






End 


9544 




GI 


none 






Score 


297 




Exons 


.9282. .9533, 


9283. .9534, 


9289. 


.9540, 9476.. 9544 




Seq. No. 


41196 






Seq. ID 


OJ991027_14.0308 




Gene No. 


85365 






Strand 


+ 




Start 


1824 






End 


2337 




Name 


OJ991027 14 


.0308.C28.ol 


.gp 


Method 


AAT/GAP 




Start . . 


1824 






End 


2337 




GI 


none 






Score 


542 




Exons 


1824. .1999, 


2100. .2140, 


2249. 


.2337 






Seq. No. 


41196 






Seq. ID 


OJ991027_14.0308 


.C28 


Gene No. 


85366 






Strand 






Start 


384 






End 


5917 




Name 


OJ991027 14 


.0308.C28.ol 


.gs 


Method 


GENSCAN 




Start 


384 






End 


3028 




GI 


none 






Score 


.58 




Exons 


384. .908, 984. .1035, 1241. .1297, 3006. 


.3028 




Seq. No. 


41196 






Seq; ID 


OJ991027_14.0308 


.C28 


Gene No. 


85366 






Strand 






Start 


384 






End 


5917 





41276 



Name 


OJ991027 14 


.0308 


.C28.ol 


.np 


Method 


AAT/NAP 


Of a r-+- 
OLail 


9ft fiS 








CiLLKJL 


SQ1 7 

•j ± / 


C T 
b± 


4 £ft0907' 












Exons 




3885 


. .4964, 


5004. 


SQ1 7 

• 331 / 




bi uescrip. 


/ nirl 14171 ^ 
Irlr 1141 / 1 ) 


disease resistance 


U tela 






Dicoiur j 












Seq. No. 


41196 








Seq. ID, 


OJ991027__14.0308.C28 


Gene No. 


85366 








Strand 




Of -3 «~-f- 

OLdU 


^R4 








. EjI l\JL 


SQ1 7 


Name 


n TQQ1 097 1 4 


. UjUo 


poo ^ O 
. o . o_. 


. gs 




\3 Cj LN O V^rllN 


04 i >~4- 

otart 


JO uo 










S7 SI 

O / D 1 


bl 


none 








Score 


• DO 


Exons 


*5ft0ft 494ft 


/ten 


. . J JJU/ 


0 Dfl 0 . 


S7 SI 




beq. no. 


41 1 Qfi 
ft 1 1 JO 








Seq. ID 


OJ991027_14.0308.C28 


Gene No. 


85366 








Strand 




Start 


384 








End 


5917 


Name 


n.TQQI 097 1 4 


n *a n q 


. Czo . Ol 


. tm 


Method 


TBLASTX: Maize 


b tart 


si **9 — 








End 


5626 


bl 


none 








Score 


35 


Exons 


SI **9 S91 ft 


COAQ 

ozUo 


. . DolZ , 




.5302, 5327.. 5473, 5331.. 5477, 






554o 


c o c 








Seq. No. 


41196 








Seq. ID 


OJ991027_14 . 0308 . C28 


Gene No. 


85366 








Strand 




O +. — —.4- 


*3Q4 








End 


5917' 


Name 


A TQQ1 09 7 1 A 


. 0308 


. C28 . Ol 


. ts 


Method 


TBLASTX: Soybean 


otart 










End 


5631 


bi 


none 








Score 


67 


Exons 


D Ijj • . jZU!7/ 


D JlO 






.5465, 5447. .5611, 5488. .5631 


beq. no. 


41 1 Q£ 








Seq. ID 


OJ991027_14.0308.C28 


Gene No. 


85366 








Strand 




Start 


384 








End 


5917 


Name 


n TQQ1 097 1 4 
Uu jjlUi / 1 ft 


AOAO 

. U3Uo 


. Czo . Ol 


. tw 


Method 


TBLASTX: Wheat 


b tdl t 


"5*54 








End 


5628 


bl 


none 








Score 


120 


Exons 


S471 
j Jj4 • . Jl 'If 


5336 


. .5470, 


5345. 


.5500, 5494. .5532, 5545. .5628, 
















o c ^ • • 


41197 








Seq. ID 


OJ991027_14.0308.C31 


Gene No. 


85367 








Strand 




Start 


1 








End 


7530 


Name 


OJ991027 14 


.0308 


.C31.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End ' 


1603 


GI 


7452413 








Score 


1070 


Exons 


1..254, 342 


. .577 


, 633.. 


1145, 


1190.. 1315, 1523.. 1603 



GI Descrip. hypothetical protein dl3025c - Arabidopsis thaliana 

gi 1 2244753 | emb | CAB10176. 1 1 (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268101 | emb | CAB78439 . 1 | (AL161537) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 41197 Seq. ID OJ991027_14 . 0308 . C31 

Gene No. 85367 Strand - - 

Start 1 End 7530 

Name OJ991027_14 . 0308 . C31 . ol . t s Method TBLASTX : Soybean 



41277 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23 End 551 

none Score 102 

23. .262, 24. .257, 341 .. 547, 357 551 



41197 
85367 
1 

OJ991027_14.0308.C31.ol.tm 

206 

none 

206. .256, 207. .257, 341. .547, 
633.-749, 633. .749, 634. .750, 



Seq. ID OJ991027_14 .0308.C31 
Strand 
End 

Method 
End 
Score 
342. .542, 
635. .751 



7530 

TBLASTX: Maize 

751 

72 

343. .543, 578.-748, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41197 Seq. ID 

85367 Strand 
1 End 7530 

OJ991027_14 . 0308 . C31 . ol . gs Method GEN SCAN 
342 End 7072 

none Score . 64 

342. .541, 633. .1284, 1528. .1659, 2419. .2572, 2621 
4513. .4655, 5989. .6141, 6568. .6622, 7005. .7072 



OJ991027 14.0308.C31 



.2664, 



41197 Seq. ID 

85367 Strand 

1 End 
OJ991027_14 . 0308 . C31 . o2 . tc Method 

1038 End 

none Score 

1038. .1247, 1039.. 1248 

41197 

85367 Strand 

1 End 
OJ991027_14 . 0308 . C31 . ol . tc Method 

1248 End 

none Score 



OJ991027_14.0308.C31 
7530 

TBLASTX : Cress 

1248 

113 



Seq. ID OJ991027_14.0308.C31 



7530 

TBLASTX: Cress 

1802 

156 



1248. ,1283, 1524. .1799, 1525. .1800, 1525. .1800, 1527. .1802 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027 14.0308.C31 



41197 
85367 
1 

OJ991027_14 .0308.C31.o2.np 
2461 
1351865 
2461. .2683, 7381. .7530 

ACROSIN PRECURSOR gi | 10854 68 | pir | | S47538 acrosin (EC 3.4.21.10) 
precursor - rabbit gi 1451842 (U05204) preproacrosin [Oryctolagus 
cuniculus] gi| 1090525|prf | I2019255A prepro-acrosin [Oryctolagus 
cuniculus] 



7530 
AAT/NAP 
7530 
130 



41198 Seq. ID 

85368 Strand 

108 End 
OJ991027_14.0308.C32.ol.gs Method 

108 End 

none Score 
108. .539 



OJ991027_14 .0308.C32 
+ 

539 

GENSCAN 

539 

.76 



41278 



Seq. No. 


41199 


Seq. ID 


OJ991027_14.0308 


. C Jo 


Gene No. 


85369 


Strand 


+ 




Start 


808 


End 


3192 




Name 


OJ991027 14.0308.C36.ol.gs 


Method 


GENSCAN 




Start 


808 


End 


3192 




GI 


none 


Score 


.71 




Exons 


808. .1027, 2124. .2225, 2937. 


.3094, 3165.. 3192 




Seq. No. 


41200 . 


Seq. ID 


OJ991027_14.0308 


.C39 


Gene No. 


85370 


Strand 


+ 




Start 


15281 


End 


15799 




Name 


OJ991027 14.0308.C39.ol.gp 


Method 


AAT/GAP 




Start 


15281 


End 


15799 




GI 


38782 1.R1084 


Score " 


790 




Exons 


15281. .15799 








GI Descrip. 


•6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


41200 


Seq. ID 


OJ991027_14.0308 


.C39 


Gene No. 


85371 


Strand 


+ 




Start 


15934 


End 


26567 




Name 


OJ991027 14.0308.C39.o2.np 


Method 


AAT/NAP 




Start 


15924 


End 


19845 




GI 


7106512 


Score 


1922 




Exons 


15924. .15984, 16057 .. 16221, 


16359. .17149, 17219 .. 17588 , 






18046. .19231, 19280. .19445, 


19500. .1984 


5 




GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the ' 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


41200 




Seq. ID 


OJ991027_ 


14.0308 


.C39 


Gene No. 


85371 




Strand 


+ 






Start 


15934 




End 


26567 






Name 


OJ991027 14.0308.C39 


. o4 . gs 


Method 


GENSCAN 






Start 


15934 




End 


26567 






GI 


none 




Score 


.52 






Exons 


15934. .15989, 16057. 


.16117, 


16123. .16626, 16670. 


.16805, 






17215. .17434, 18203. 


.18799, 


18842. .19185, 19191. 


.19445, 






19470. .19597, 19599. 


.19778, 


20554. .20743, 23069. 


.23215, 






24634. .24801, 25939. 


126024, 


26469. .26567 






Seq. No. 


41200 




Seq. ID 


OJ991027_ 


14.0308 


.C39 


Gene No. 


85371 




Strand 


+ 






Start 


15934 




End 


26567 






Name 


OJ991027 14.0308.C39 


.o3.np 


Method 


■AAT/NAP 






Start 


19370 




End 


23350 






GI 


5091513 




Score 


153 






Exons 


19370. .19597, 20345. 


.20720, 


23245. .23350 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


41200 




Seq. ID 


OJ991027_ 


14.0308 


.C39 


Gene No. 


85372 




Strand 


+ 






Start 


29700 




End 


30105 






Name 


OJ991027 14.0308.C39 


. o2 . gp 


Method 


AAT/GAP 






Start 


29700 


End 


30105 






GI 


7406 1.R1084 




Score 


656 






Exons 


29700. .30105 













41279 



GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Onrr Mo 
O c 14 • Vi \J . 


41200 


Seq. ID 


OJ991027 


14.0308.C39 


bene lno. 


ft ^7*3 
0 *j j t j 


Strand 






OLaiL 


1 QQfi 


End 


2217 




Name 


OJ991027 14 0308 C39 ol as 


Method 


GENS CAN 




DLdit 


1 990 ~~ 


End 


2217 






none 


Score 


.57 




Exons 


1990. .2217 








Qorr Mo 
Oc^ • LX v • 


41200 


Seq. ID 


OJ991027 


14 . 0308 .C39 


Pari a Mo 
belle • 


85374 


Strand 






otai L 


7166 


End 


7553 




Name 


OJ991027 14.0308.C39.ol.np 


Method 


AAT/NAP 




O Lai L. 


7166 


End 


7553 




PT 


7523501 


Score 


254 




Exons 


7166.. 7305, 7331.. 7553 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Q £i/-r Mo 

oeq . iNu • 


41200 


Seq. ID 


OJ991027 


14 . 0308 .C39 


P a n a Mo 

bene inu ■ 


85375 


Strand 






Of a v+- 


13090 


End 


15028 




Name 


OJ991027 14.0308.C39.o3.gs 


Method 


GEN SCAN 




otaiL 


13090 


End 


15028 




b± - 


none 


Score 


.83 




Exons 


13090. .13634, 14431 .. 14516, 


14552. .14649, 14978 


15028 


Con Mo 


41200 


Seq. ID 


OJ991027 


_14.0308.C39 


Gene No. 


85376 


Strand 






Start 


30326 


End 


36285 




Mamo 


OJ991027 14.0308.C39.o4.np 


Method 


AAT/NAP 




O Udl U 


29299 


End 


36285 






7228438 


Score 


5493 




Exons 


29299. .29317, 31172 .. 31242, 


31280. .31462, 31555 


. .31813, 




31890. .32188, 32282 .. 32692, 


32777. .32875, 34325 


. .36285 


(~1 T noQpfin 


(AP001366) EST C28952 (C62945) corresponds to a 


region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA proten 




isolog (AC003981) [Oryza sativa] 






Seq. No. 


41200 


Seq. ID 


OJ991027 


_14.0308\C39 


Cpnp Mo 


85376 


Strand 






O Lai I. ' 


30326 


End 


36285 




Vi chug 


OJ991027 14.0308.C39.o3.gp 


Method 


AAT/GAP 




O L.C1X l_ 


30048 


End 


30501 






LIB3431-045-P1-N1-A10 


Score 


876 




Exons 


30048. .30501 








GI Demerit}. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone: P0437H03 (contig b) ' 




Seq. No. 


41200 


Seq. ID 


OJ991027 


_14.0308.C39 


Gene No. 


85376 


Strand 






Start 


30326 


End 


36285 




Name 


OJ991027 14.0308.C39.o6.gs 


Method 


GENSCAN 




Start 


30326 


End 


35926 




GI 


none 


Score 


.57 




Exons 


30326. .30486, 30637 30839, 


30844. .30891, 30955 


. .31086, 



41280 



31177. .31214, 31280. .31462, 31555 .. 31813, 31890 .. 32188 , 
32282.-32692, 32777 .. 33113, 33219 .. 33369, 33745.-33926, 
34242.-35926 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027 14.0308.C39 



41200 
85376 
30326 

OJ991027_14.0308.C39.o4.gp 
31563 

LIB3475-007-P1-K1-G8 
31563. .31813, 31890.. 32062 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



36285 
AAT/GAP 
32062 
793 



41200 Seq. ID 

85376 Strand 
30326 End 
OJ991027_14 . 0308 . C39 . o5 . gp Method 
34885 End 
5701669 Score 
34885. .35316 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991027_14.0308.C39 

36285 
AAT/GAP 
35316 
841 



41200 
85377 
36827 

OJ991027_14 . 0308 . C39 . o2 . tm 

1996 

none 

1996.. 2208, 2003.. 2221 

41200 
85377 
36827 

OJ991027_14.0308.C39.o4.tm 

5685 

none 

5685.. 5774, 5862.. 5981, 5983. 

41200 
85377 
36827 

OJ991027_14 . 0308 . C39 . o3 . tm 

9100 

none 

9100.. 9225, 9259.. 9516 

41200 
85377 
36827 

OJ991027_14 . 0308 . C39 . o2 . tw 

9332 

none 

9332.. 9577, 9337.. 9576 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_14 . 0308 . C39 
36943 

TBLASTX: Maize 

2221 

200 



Seq. ID OJ991027_14.0308.C39 
Strand 

End 36943 

Method TBLASTX: Maize 

End 27140 

Score 155 

.6006, 26592. .26906, 26958.. 27140 

Seq. ID OJ991027_14 .0308.C39 
Strand 

End 36943 

Method TBLASTX : Mai ze 

End 9516 

Score 137 



Seq. ID OJ991027_14.0308.C39 
Strand 

End 36943 

Method TBLASTX : Wheat 

End 9577 

Score 100 



41281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41200 
85377 
36827 

OJ991027_14.0308.C39.ol.tw 

34685 

none 

34685. .34861, 34715 34861, 
34871. .35065 

41200 
85377 
36827 

OJ991027_14.0308.C39.ol.tm 

34763 

none 

34763.-34834, 34898 .. 35197, 
35253. .35351 



Seq. ID OJ991027_14.0308.C39 
Strand 

End 36943 

Method TBLASTX : Wheat 

End 35065 

Score 79 
34746. .34865, 34 859 .. 35056, 



Seq. ID OJ991027JL4 .0308.C39 
Strand 

End 36943 

Method TBLASTX: Maize 

End 35359 

Score 151 
34959. .35180, 35231 .. 35359, 



Seq. ID OJ991027_14.0308.C39 
Strand 

36943 
AAT/GAP 
36943 
174 



41200 
85377 
36827 

OJ991027_14.0308.C39.o6.gp 
36827 

7406_1.R1084 
36827. .36943 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum]' 1 



End 

Method 

End 

Score 



41201 
85378 
3667 

OJ991027_14 . 0308 . C40 . ol . gp 
3667 

uC-osflcypl43h03bl 
3667. .3719, 3782. .4094 
•3386598 3.0e-38 (AC004665) 
[Arabidopsis thaliana] ' 

41201 
85379 
1140 

OJ991027_14 .0308.C40.ol.gs 

1140 

none 

1140. .1159, 2556. .2739 

41201 
85380 
4383 

OJ991027_14.0308.C40.o2.gs 

4383 

none 

4383.-4462 

41202 
85381 



Seq. ID OJ991027_14.0308.C40 

Strand + 

End 4094 

Method AAT/GAP 

End 4094 

Score 673 

putative cytochrome p450 



Seq. ID OJ991027_14.0308.C40 
Strand 

End 2739 

Method GEN SCAN 

End 2739 

Score . 7 



Seq. ID OJ991027_14.0308.C40 
Strand 

End 44 62 

Method GEN SCAN 

End 4 4 62 

Score . 91 



Seq. ID OJ991217_19.0303.C1 
Strand + 



41282 



Li i 



■■'4 

La 



Start 


366 


End 


832 




INCH LLC 


OJ991217 1 9. 0303. CI .ol .as 


Method 


GENSCAN 




u UaJ. L 


366 ~ 


End 


832 






none 


Score 


.42 




tt von s 


366.. 832 










41202 


Seq. ID 


OJ991217_19.0303. 


CI 


Gene No . 


85382 


Strand 


+ 




Start 


3361 


End 


3527 




Name 


OJ991217 19.0303.Cl.ol.gp 


Method 


AAT/GAP 




Start 


3361 


End 


3504 






21474 1.R1084 


Score 


245 






3361 .73504 










'3894159 2 0e-10 (AC005312) 


hypothetical protein [Arabidops: 




thaliana] 1 








4j C ^ • I'V » 


41202 


Seq. ID 


OJ991217_19.0303. 


CI 


Gene No. 


85382 


Strand 


+ 




Start 


3361 


End 


3527 




Name 


OJ991217 19.0303.Cl.o3.np 


Method 


AAT/NAP 




Start 


3399 


End 


3527 






7106528 


Score 


105 






3399. .3527 










(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 


predicted gene.; hypothetical protein 


[Oryza sativa] 




Cprr Ma 
JC4. IN • 


41202 


Seq. ID 


OJ991217_19.0303 


.CI 


Gene No . 


85383 


Strand 


+ 




Start 


7146 


End 


7410 




Name 


OJ991217 19.0303.Cl.o3.gp 


Method 


AAT/GAP 




Start 


7146 


End 


7410 




GI 


2310235 


Score 


345 




rvnn c 

JjAUliD 


7146. .7410 








GT Dp^rrin 


5852182/emb ICAB55420.il 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Sea No 


41202 


Seq. ID 


OJ991217_19.0303 


.CI 


Gene No. 


85384 


Strand 






Start 


598 


End 


3348 




Name 


OJ991217 19.0303.Cl.ol.np" 


Method 


AAT/NAP 




Start 


598 


End 


1813 




GI 


7248393 


Score 


445 




LAUllO 


598. .648, 1121. .1416, 1504.. 


1813 






\j x i-/ 0 v-# x • 


(AP001389) hypothetical protein [Oryza 


sativa] 




Sea No 


41202 


Seq. ID 


OJ991217JL9.0303 


.CI 


Gene No. 


85384 


Strand 






Start 


598 


End 


3348 




Name 


OJ991217 19.0303.Cl.o2.np 


Method 


AAT/NAP 




k-> L. CI i- L. 


644 


End 


1984 




GI 


7340868 


Score 


37 




Exons 


644. .681, 1857. .1984 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41202 


Seq. ID 


OJ991217_19.0303 


.CI 


Gene No. 


85384 


Strand 






Start 


598 


End 


3348 





41283 



Name 
Start 
GI . 
Exons 



OJ991217_l 9 . 0303 . CI . o2 . gs Method GENSCAN 

1646 End 3348 

none Score . 91 

1646.. 1969, 2839.. 2885, 3297.. 3348 





Seq. No. 


41202 






Seq. ID 


OJ991217_19.0303.C1 






85385 

U *J -J \J *J 






Strand 






Start 


3895 






End 


7605 




Name 


OJ991217 19 


. 0303 


.CI . o3 . as 


Method 


GENSCAN 




Start 


3895 ~~ 






End 


7590 




GI 


none 






Score 


.73 




Exons 


3895. .4080, 


4160 


..4258, 4353. 


.4425, 4510. .4620, 4717. .4890, 






5000. .5685, 


5687 


..5832, 5958. 


.6099, 6174. .6257, 6296. .7250, 






7262 . .7590 












Sea No 


41202 






Seq. ID 


OJ991217_19.0303.C1 






85385 






Strand 






Start 


3895 






End 


7605 




Name 


OJ991217 19 


.0303 


. CI .o4 .np 


Method 


AAT/NAP 




Start 


3913 






End 


7605 




GI 


4680204 






Score 


1056 






3913 4050 


4401 


..4620, 4717. 


.4890, 5000.. 6099, 6174.. 7605 




ul UCSUJL X^J • 


( AF1 14171 ^ 

^ fit 1111 / 1| 


hypothetical protein [Sorghum bicolor] 


Cn 










Seq. ID 


OJ991217_19.0303.C1 


rl 3 




85385 






Strand 






O Lai L. 


38 95 

JO J J 






End 


7605 




Name 


OJ991217 19 


.0303 


.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4551 






End 


5073 




GI 


none 






Score 


68 




Exons 


4551. .4622, 


4722 


..4904, 4729. 


.4854, 4993. .5073 




Seq. No. 


41202 






Seq. ID 


OJ991217_19.0303.C1 




Gene No. 


85385 






Strand 






Start 


3895 






End 


7605 




Name 


OJ991217 19 


.0303 


.Cl.ol.tw 


Method 


TBLASTX: Wheat 


» 


Start 


6566 






End 


6969 


r ^ 


GI 


none 






Score 


• 84 




Exons 


6566. .6736, 


6699 


..6866, 6731. 


.6967, 6818. .6967, 6829. .6969, 



6859. .6969 



Seq. No. 


41203 




Seq. ID 


OJ991217 


Gene No. 


85386 




Strand 


+ 


Start 


88 




End 


396 


Name 


OJ991217 19.0303.C2.ol. 


gs 


Method 


GENSCAN 


Start 


88 




End 


396 


GI 


none 




Score 


.64 


Exons 


88. .156, 244. .396 








Seq. No. 


41203 




Seq. ID 


OJ991217 


Gene No. 


85387 




Strand 




Start 


521 




End 


1196 


Name 


OJ991217 19.0303.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


521 




End 


1196 


GI 


342 1.R1084 




Score 


1005 


Exons 


521. .1196 








GI Descrip. 


'4574406/gb IAAD24042.il 


0. 


0e+00 (AF121139) RIM2 



41284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



sativa] 1 

41204 
85388 
6248 

OJ991217_19.0303.C3.o2.np 
6248 . 
4680183 
6248. .6337 

(AF111709) gag-pol protein 



41204 
85389 
539 

OJ991217_19.0303.C3.ol.np 
539 

6862915 

539.. 568, 2419.. 2539, 3727. 



Seq. ID OJ991217_19.0303.C3 

Strand + 

End 6337 

Method AAT/NAP 

End 6337 

Score 80 

[Oryza sativa subsp. indica] 

OJ991217 19. 0303. C3 



Seq. ID _ 
Strand 

End 8330 
Method AAT/NAP 
End 4290 
Score 177 
3862, 4201. .4290 
(AC018907) putative dual-specificity protein phosphatase 
[Arabidopsis thaliana] 



41204 
85389 
539 

.OJ991217_19 . 0303 . C3 . ol . gs 
'2056 
none 



Seq. ID OJ991217_19.0303.C3 
Strand 

End 8330 

Method GENSCAN 

End 8330 

Score .78 



2056.. 2059, 2419.. 2539, 3330.. 3353, 3727.. 3862, 4392.. 4600, 
5064.. 5198, 6372.. 6598, 7460.. 7572, 8129.. 8330 



41204 
85389 
539 

OJ991217_19. 
2405 
none 
2405. 
3727. 
4399. 



0303.C3.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 19. 0303. C3 



.2542, 
.3891, 
.4464 



2419. 
3786. 



.2589, 
.3863, 



2430. .2540, 
4381. .4458, 



8330 

TBLASTX: Maize 
4502 
138 

3711. .3890, 3713. .3862, 
4392. .4502, 4398. .4463, 



OJ991217 19. 0303. C3 



41204 Seq. ID 

85389 Strand 
539 End 8330 

OJ991217JL9 . 0303 . C3 . ol . gp Method AAT/GAP 
5523 End 5633 

uC-osflcyp088bl2bl Score 132 

5523. .5633 

'5257255/dbj I AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


41205 






Seq. ID OJ991217 


Gene No. 


85390 






Strand + 


Start 


1460 






End 9383 


Name 


OJ991217 19 


.0303 


.C4.ol.gs 


Method < GENSCAN 


Start 


1460 






End 5914 


GI 


none 






Score .52 


Exons 


1460. .1571, 


2159 


..2816, 3536. 


.3664, 3813.. 3960, 



41285 




5474. .5914 





Seq. No. 


41205 




Seq. ID 


OJ991217 


_19.0303 


.C4 




Gene No. 


85390 




Strand 


+ 








Start 


1460 




End 


9383 








Mama 
IN diUC 


OJ991217 19.0303. 


C4 . ol . np 


Method 


AAT/NAP 








Qt- a y*1- 


2852 




End 


8419 










6815052 




Score 


1623 










2852.. 3005, 3087. 


.3161, 3442. 


.3565, 3865.. 3956, 


4820. .4918 






5483. .5626, 5675. 


.6366, 6448. 


.6523, 8298.. 8419 










(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41205 




Seq. ID 


OJ991217 


_19.0303 


.C4 




Cpnp No 


85390 




Strand 


+ 










1460 




End 


9383 










OJ991217 19.0303. 


C4 .o2.np 


Method 


AAT/NAP 










5336 




End 


9334 








GI 


6691191 




Score 


251 








TT von c: 


c;^^^ ^*3Q£ fiQ7Q 


.9334 












GI Descrip. 


(AC007534) F7F22. 


15 [Arabidopsis thaliana] 








Q^rr No 


41205 




Seq. ID 


OJ991217 


_19.0303 


.C4 




f2ono Wo 


85390 




Strand 


+ 








OLaiL 


1460 




End 


9383 








Name 


OJ991217 19.0303. 


C4 . o3 . gs 


Method 


GENSCAN 






in 


DlaX L. 


7499 




End 


9383 










none 




Score 


.85 








Exons 


7499. .7579, 7907. 


.8028, 8298. 


.8342, 8423. .8740, 


8807. .9383 






41205 




Seq. ID 


OJ991217 


_19.0303 


.C4 


^ J 


flnno Nfo 


85391 




Strand 








f ii 


O Cell, u 


6246 




End 


6869 








IN CLiUC 


OJ991217 19.0303. 


C4 .o2.gs 


Method 


GENSCAN 






!?=: 


Start 


6246 




End 


6869 






'= 3? 


GI 


none 




Score 


.94 






^ lib 


Exons 


6246. .6869 














Sea No 


41205 




Seq. ID 


OJ991217 


_19.0303 


.C4 


?=! 


Cono No 


85392 




Strand 










OtfliL 


8982 




End 


9302 








Name 


OJ991217 19.0303. 


C4 .ol.tw 


Method 


TBLASTX: 


Wheat 






Qf art 


8982 




End 


9302 








GI 


none 




Score 


241 








tt, von <? 


8982. .9302, 9110. 


.9301 












Seq. No. 


41206 




Seq. ID 


OJ991217 


_19.0303 


.C5 




Gene No. 


85393 




Strand 










Start 


4438 




End 


6609 








Name 


OJ991217 19.0303. 


C5.ol.np 


Method 


AAT/NAP 








Start 


4438 




End 


6609 








GI 


7508595 




Score 


99 








Exons 


4438. .4545, 6487. 


.6609 












GI Descrip. 


hypothetical protein T27E9.7 


- Caenorhabditis elegans 





gi|3880282|emb|CAB04880.1| (Z82059) similar to ABC transporters 
(2 domains); cDNA EST EMBL:D73856 comes from this gene; cDNA EST 
EMBL:D73975 comes from this gene; cDNA EST EMBL:C09722 comes 
from this gene; cDNA EST yk428c4.5 comes from this gene; cDNA 



41286 



EST EMBL:T00152 comes from > gi | 388 1299 | emb | CAA21772 . 1 | 
(AL032665) sim 





41207 




Seq. ID 


OJ991217 19.0303 


,C6 


(l&-nc* No 


85394 




Strand 


+ ~ 




O U Ct i. L. 


10369 




End 


11277 




Name 


OJ991217 19 0303. C6. 


o2 . gs 


Method 


GEN SCAN 




Start 


10369 ~~ 




End 


11277 




GI 


none 




Score 


.49 




Exons 


10369. .11277 










Qpri No 


41207 




Seq. ID 


OJ991217 19.0303 


.C6 


Cprip No 


85395 




Strand 








2067 




End 


2321 




Name 


OJ991217 19. 0303. C6. 


ol . gp 


Method 


AAT/GAP 




Start 


2067 "~ 




End 


2321 




GI 


4878415 




Score 


464 




V yon c; 


2067 2321 










Seq. No. 


41207 




Seq. ID 


OJ991217_19.0303 


.C6 


fifinp No 

OC11C llU • 


85396 




Strand 






OLaLL 


11850 




End 


21126 




Mama 


OJ991217 19 0303 C6 


o3 . gs 


Method 


GENSCAN 




Qfa.-rt- 
OLdi L 


11850 _ 


.End 


20404 










Score 


.67 




IT ynn c 


11850 12245. 12261 


-.12640, 


12908. .13323, 1334 1 .. 13690, 






13768 14975. 15213 


. 15785, 


15936. .16052, 16119 .. 16294 , 






16376. .16409, 16681. 


.16881, 


18810. .19059, 19811. .20404 




kj C • IN \J . 


41207 




Seq. ID 


OJ991217_19.0303 


.C6 




85396 




Strand 






^t- art 


11850 




End 


21126 




Matrix 


OJ991217 19. 0303. C6. 


ol .np 


Method 


AAT/NAP 




Start 


11853 




End 


16409 




GI 


4680179 




Score 


7289 




Exons 


11853. .16409 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 




Sea No 


41207 




Seq. ID 


OJ991217JL9.0303 


.C6 


(Zpnp Nri 


85396 




Strand 






Start 


11850 




End 


21126 




Name 


OJ991217 19. 0303. C6. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


11863 




End 


12231 




GI 


none 




Score 


35 




Exons 


11863. .11916, 11898. 


.12230, 


12016. .12231 




Seq. No. 


41207 




Seq. ID 


OJ991217_19.0303 


.C6 


f!pnp No 


85396 




Strand 






Start 


11850 




End 


21126 




Name 


OJ991217 19. 0303. C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


11877 




End 


12074 




GI 


none 




Score 


187 




Exons 


11877.. 12074 










Seq. No. 


41207 




Seq. ID 


OJ991217_19.0303 


.C6 


Gene No. 


85396 




Strand 






Start 


11850 




End 


21126 





41287 



Name 


OJ991217 19. 0303. C6. 


ol . tm 




19D7ft ~~ 
j. £. \J / o 




C T 






£j AUllO 


12078. .12518, 12094. 


.12516, 


Seq. No. 


41207 




Gene No. 


85396 




O L.CL1. U 


11850 




Name 


OJ991217 19. 0303. C6. 


ol . tw 


Of -i yf 






bi 








12231. .12857, 12232. 


.12855 


Seq. No. 


41207 




Gene No. 


85396 




O Lai L. 


11850 




Name 


OJ991217 19. 0303. C6. 


o4 . tm 




1?7?9 ~* 




bl 


ll\J lie 




rvAn a 


12729. . 13016, 12730. 


.13017 


Seq. No. 


41207 




Gene No. 


85396 




O Lal L. 


11850 




Name 


O.T991217 19 0303. C6. 


, o2 . ts 


btart 


1901 c — 




bl 


none 




Exons 


12816 .13076, 12817, 


, .13071, 


Seq. No. 


41207 




Gene No. 


85396 




Of art 


11850 




Name 


OJ991217 19 0303. C6, 


. o4 . tw 


otart 






bl 








12864. .13271, 12865 


. .13119, 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 




Name 


OJ991217 19 0303. C6 


. o2.tw 


btart 


1 ^4 fk ~ 




bl 






t? von ^ 


13346. .13723, 13437 


. .13724, 


o rt rt* xi /-s 

beq. no. 


A 1 907 




Gene No. 


85396 




Start 


11850 




IN CllUC 


OJ991217 19.0 303. C6 


. o2 . tm 


o tar u 


1 ?4?S — 






none 




Exons 


13425. .13721, 13430 


. .13723, 




13564. .13743, 13720 


. .13779 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 





Method TBLASTX : Mai ze 

End 12677 

Score 226 
12516. .12677, 12523.. 12669 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Wheat 

End 12857 

Score 361 



Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Mai ze 

End 13017 

Score 216 



Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method - TBLASTX : Soybean 

End 13076 

Score 149 
12915. .13073 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Wheat 

End 13272 

Score 233 
12897. .13253, 13171.. 13272 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Wheat 

End 13851 

Score 288 
13720. .13851, 13733.. 13840 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Mai ze 
End 13779 

Score 220 
13437. .13721, 134 45 .. 13726, 



Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 



41288 



LN CtlUC 


OJ991217 19. 0303. C6. 


o3 . tm 


OtOJ. L- 


13816 ~~ 






none 




Exons 


13816. .14151, 13855. 


.14064, 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 




XT ia mo 

G.1UO 


OJ991217 19. 0303. C6. 


o5 . tw 


O Lai L 


13852 






none 




Exons 


13852. .14154, 13853. 


.14122, 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 




Vi CUUC 


OJ991217 19. 0303. C6. 


ol.ts 


O Lai L. 


13867 






none 




Exons 


13867. .14226, 13961. 


.14122, 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 




IN dillt: 


OJ991217 19. 0303. C6. 


o3 : tw 




14203 _ 






none 






14203. .14685, 14248. 


.14574, 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 




Name 


OJ991217 19. 0303. C6 


. o5 . tm 


O UCL-L u 


14384 ~~ 






none 




Exons 


14384. .14575, 14386 


. .14673, 


OcLJ --LNU • 


41207 




Gene No. 


85396 




Start 


11850 




Name 


OJ991217 19. 0303. C6 


.08. tw 


Start 


14860 




VjX . ■ 


none 




£jAULLO 


14860. . 15009, 14861 


. .14959, 




15143. .15214 




Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 






OJ991217 19. 0303. C6 


. 06 . tm 


Cf art 

o Lai u 


15607 ~ 




GI 


none 




Exons 


15607. .15903, 15716 


. .15886 


Seq. No. 


41207 




Gene No. 


85396 




Start 


11850 





Method .TBLASTX: Maize 

End 14316 

Score 63 
14137. .14316 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Wheat 

End 14154 

Score 209 
14073. .14153 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Soybean 

End 14262 

Score 98 
14230. .14262, 14234. .14260 

Seq. ID OJ991217_19.0303.C6 
Strand 

.End 21126 

Method TBLASTX: Wheat 

End 14685 

Score 194 
14261. .14581 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Mai ze 

End 14673 

Score 162 
14422. .14577 

Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Wheat 

End 15264 

Score 64 
14893. .15000, 15070. .15264, 



Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 

Method TBLASTX : Mai ze 

End 15903 

Score 84 



Seq. ID OJ991217_19.0303.C6 
Strand 

End 21126 



41289 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ9912 17_1 9 . 0303 . C6 . o7 . tw Method TBLASTX : Wheat 

15784 End 16142 

none Score 92. 

15784. .16065, 15785 .. 15985, 16065.. 16142 



41207 
85396 
11850 

OJ991217_19.0303.C6.o2.np 
.16670 
5042448 
16670. .16955, 19767. .20338 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 19. 0303. C6 



21126 
AAT/NAP 
20338 
1293 



41207 
85396 
11850 

OJ991217_19.0303.C6.o3.np 

19092 

7340881 

19092. .19118, 20882. .20914, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_19.0303.C6 

21126 
AAT/NAP • 
21126 
112 



21020. .21126 



(AP001551) hypothetical protein [Oryza sativa] 



41208 
85397 
1 

OJ991217_19.0303.C7.o2.np 
1 

4680183 
1..79, 435 
(AF111709) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217 
+ 

524 

AAT/NAP 

524 

116 



19.0303. C7 



.524 

gag-pol protein 



[Oryza sativa subsp. indica] 



41208 
85398 
1839 

OJ991217_19.0303.C7.o3.np 
1839 
6721559 
1839.. 2300, 2335.. 2468 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 
+ 

2468 
AAT/NAP 
2468 
699 



19. 0303. C7 



41208 Seq. ID 

85399 Strand 

4282 End 

OJ991217_19 . 0303 . C7 . ol . gp Method 

4282 End 

25792_1.R1084 Score 
4282. .4540, 4645. .4676 

•4512233/dbj IAB014743.1 IAB014743 0.0e+00 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence 1 



OJ991217_19.0303.C7 
+ 

4676 
AAT/GAP 
4676 
391 



41208 
85400 
6030 



Seq. ID OJ991217_19.0303.C7 
Strand + 
End 10080 



41290 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991217_19.0303.C7.o6.np Method AAT/NAP 

6030 End 10080 

4680183 Score 116 

6030.. 6059, 9989.. 10080 

(AF111709) gag-pol protein [Oryza sativa subsp. 



indica] 



41208 Seq. ID OJ991217_19 . 0303 ,C7 

85401 * Strand 

312 End 402 

OJ991217_19 . 0303 . C7 . ol . np Method AAT/NAP 

312 End 402 

6721561 . Score 127 

312. .402 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


41208 






Seq. ID 


OJ991217_19.0303 


.C7 






P S4D9 

O J4Ut 






Strand 








C4- -» >-f 

btan 


1 491 
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TBLASTX: Wheat 


Start 


11273 




End 


11662 


GI 


none 




Score 


86 


Exons 


11273. .11530, 11307. 


.11546, 


11513. .11605, 11514. .11594, 



11618. .11662 



Seq. No. 


41209 


Seq. ID 


OJ991217_19.0303, 


C8 




85405 


Strand 


_ 




Start 


6369 


End 


12314 




Name 


OJ991217 19.0303.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


11375 


End 


11623 




GI 


hone 


Score 


102 






11375 11623, 11376.. 11588 








Op/it Mr> 


41210 


Seq. ID 


OJ991217JL9.0303 


.C9 


ftcinp No 


85406 


Strand 


+ 




0 L. a. J. u 


1320 


End 


1835 




Name 


OJ991217 19.0303.C9.ol.gs 


Method 


GENSCAN 




Start 


1320 


End 


1835 






none 


Score 


.61 






1320.. 1610, 1803.. 1835 








Q pirr No 


41210 


Seq. ID 


OJ991217_19.0303 


.C9 


f^pnp No 


85407 


Strand 






Start 


453 


End 


589 




Name 


OJ991217 19.0303.C9.ol.np 


Method 


AAT/NAP 




Start 


453 


End 


589 




GI 


6983859 


. Score 


115 




Exons 


453. .589 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


41211 


Seq. ID 


OJ991217_19.0303 


.C10 


Gene No.. 


85408 


Strand 


+ 




Start 


1 


End 


334 




Name 


OJ991217 19.0303.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


334 




GI 


2428230 


Score 


4 92 




Exons 


1..105, 135.. 334 








Seq. No. 


41211 


Seq. ID 


OJ991217JL9.0303 


.C10 


Gene No. 


85409 


Strand 


+ 




Start 


1452 


End 


2575 




Name 


OJ991217 19.0303.C10.o2.gs 


Method 


GENSCAN 




Start 


1452 


End 


2575 




GI 


none 


Score 


.89 




Exons 


1452.. 1483, 1913.. 2018, 2570 


.2575 







41298 



Seq. No. 


41211 


Seq. ID 


OJ991217_ 


19.0303, 


.C10 


Gene No. 


85410 


Strand 


+ 






Qfa yf 


JOU J 


End 


6238 






Name 


n.TQQ1917 1 Q 0*^0^ CIO o3 as 


Method 


GENSCAN 






Of a yf 




End 


6238 








none 


Score 


. 73 








3803 3868, 5497. .5564, 6178 


. .6238 








Seq. No. 


41211 


Seq. ID 


OJ991217_ 


19.0303 


.C10 


Gene No. 


85411 


Strand 








Qf a r*f 


J. o 


End 


902 






Name 


O.TQQ1917 1 Q fRfR PI 0 ol as 


Method 


GENSCAN 






C+- a vf 


16 ~~ 


End 


902 








none 


Score 


. 52 






Exons 


16 181 362 420. 480. .721, 


815. . 902 








oeq. wo. 


d 1 91 1 


Seq. ID 


OJ991217 


19. 0303 


.C10 


Gene No. 


85412 


Strand 








Start 


4524 


End 


7093 






Name 


OJ991217 19.0303.C10.ol.np 


Method 


AAT/NAP 






Cf a r-f 


4524 


End 


7093 








7523399 


Score 


127 






Exons 


4524.. 4663, 5174.. 5295, 6973 


. .7093 








tai uescrip. 


(AL138648) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


41212 


Seq. ID 


OJ991217_ 


JL9.0303 


.Cll 


Gene No. 


85413 


Strand 


+ 






Of -3 yf 


123 


End 


299 






Name 


OJ991217 19.0303.Cll.o2.gp 


Method 


AAT/GAP 






0+- -a >-f 


123 


End 


299 








none 


Score 


303 








123. .299 










Seq. No. 


41212 


Seq. ID 


OJ991217_ 


_19.0303 


.Cll 


Gene No. 


85414 


Strand 


+ 








690 


End 


1468 






Name 


OJ991217 19.0303.Cll.o3.gp 


Method 


AAT/GAP 






Of -» yf 


.690 


End 


1239 








none 


Score 


460 






Exons 


690. .807, 1089. .1239 










Seq. No. 


41212 


Seq. ID 


OJ991217_ 


JL9.0303 


.Cll 


Gene No. 


85414 


Strand 


+ 






Cf a r f 


690 


End 


1468 






Name 


OJ991217 19.0303.Cll.o4.gp 


Method 


AAT/GAP 






Cf a r~f 


1089 


End 


1468 








none 


Score 


650 








1089. .1468 










oeq. no. 


41212 


Seq. ID 


OJ991217 


_19.0303 


.Cll 




85415 


Strand 


+ 






Start 


9714 


End 


16932 






Name 


OJ991217 19.0303.Cll.o3.gs 


Method 


GENSCAN 






Start 


9714 


End 


16932 






GI 


none 


Score 


.64 






Exons 


9714.. 9748, 9921.. 10018, 10238 .. 10343, 


10441. .10486, 






10786. .10875, 11734 .. 11960, 


12061. .12183, 12330 


. .12453, 





41299 



12495.. 12654, 13294 13353, 13866 13940, 15277 15379, 
15545. .15708, 16394.. 16932 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
?=5 Gene No. 
-f? Start 
;= Name 

Start 
fll GI 
H Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41212 
85415 
9714 

OJ991217_19.0303.Cll.o5.gp 
14765 

61605_3.R1084 

14765. .15075 r7v 
'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 

thaliana] ' 



OJ991217 
+ 

16932 
AAT/GAP 
15075 
430 



19.0303.C11 



41212 
85416 
17836 

OJ991217_19-0303.Cll.o4 . gs 

17836 

none 

17836. .18218, 18663 .. 18778 , 

41212 
85417 
2058 

OJ991217_19.0303.Cll.ol.gs 
2058 
none 

2058. .2283, 2348. .2542, 
7435. .7664, 8709. .8779 



Seq. ID OJ991217_19.0303.C11 

Strand + 

End 19694 

Method GEN SCAN 

End 19694 

Score . 67 



19519. .19694 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991217_19.0303.C11 

9559 
GEN SCAN 
8779 
.53 



4359.-4562, 5655.. 6171, 6625.. 7317, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 19.0303.C11 



41212 
85417 
2058 

OJ991217_19.0303.Cll.ol.np 
5654 
6539553 

5654. .9559 DTDt71 
(AP000836) Similar to Oryza australiensis retrotransposon rikli 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 

Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



9559 
AAT/NAP 
9559 
6421 



41212 
85417 
2058 

OJ991217_19.0303.Cll.o2.gs 

8897 

none 

8897. .9466 

41212 
85418 
21263 

OJ991217_19.0303.Cll.o6.tw 
5136 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991217_19.0303.C11 

9559 
GENSCAN 
9466 
.49 



OJ991217_19.0303.C11 
22176 

TBLASTX: Wheat 

20528 

38 



5136. .5195, 5141. .5194, 5220. .5291, 5230. .5289, 5292. .5348, 



41300 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



5318. .5347, 5384. .5467, 5390. .5440, 20192 .. 20269, 20193 20264 , 
20203.. 20265, 20306 .. 20380, 20307 20384 , 20311 . .20385 , 
20314. .20382, 20373 .. 20453, 20384 , . 20455, 20385 .. 204 47 , 
20456. .20527, 20457.. 20528 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o6.tm 
5589 
none 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Mai ze 

End 20793 

Score 74 



5589. .5669, 5596. .5664, 5597. .5668, 5690. .5770, 5691. .5783, 
20474. .20512, 20485 .. 20514 , 20537 .. 20650, 20538 .. 20654 , 
20569.. 20664, 20572 .. 20658 , 20702 .. 20791, 20703 207 92 , 
20703. .20792, 20704.. 20793 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 
Method TBLASTX : Wheat 
End 21291 
none Score 132 

5790. .5918, 5828. .6184, 5867. .6175, 5991. .6176, 6073. .6177, 
6177.. 6260, 6191.. 6265, 6213.. 6266, 20803 .. 21189, 20805 21197 , 
21190. .21273, 21198. .21278, 21204 .. 21278, 21205 21291 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o2.tw 
5790 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o4.ts 
5918 
none 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Soybean 

End 21272 

Score 89 



5918.. 6127, 5939.. 6127, 6153.. 6233, 20931 21140, 20992 .. 21108 , 
21159. .21272, 21166.. 21237 



41212 
85418 
21263 

OJ991217_l 9 . 0303 .Cll.o5.tm 
6122 
none 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method . TBLASTX: Maize 

End 21481 

Score 180 



6122. .6436, 6123. .6434, 6137. .6460, 21135 .. 21278 , 21136 .. 2127 9, 
21279. .21467, 21281 .. 21481, 21284. .21475 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o2.ts 
6272 
none 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Soybean 

End 21632 

Score 109 



6272. .6616, 6417. .6617, 21284 .. 21472, 21285 21470, 
21473. .21631, 21504. .21632 



41212 
85418 
21263 

OJ991217 19.0303.Cll.o3.tw 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX: Wheat 



41301 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
w Start 
[fl Name 
f LI Start 

^ Exons 

Q Seq. No. 

[LJ Gene No. 

3 " Start 

?=i Name 

?1 Start 

:£> Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6470 
none 

6470. .6676, 6671. .7015, 6695. 

41212 
85418 
21263 

OJ991217_19. 0303. Cll.o3. tin 

6551 

none 

6551.. 7015, 6698.. 6880, 21566 
21815. .21877, 21952.. 21990 

41212 
85418 
21263 

OJ991217_19.0303.Cll.ol.ts 

6686 

5509260 

6686.. 7150, 21701.. 21982 



End 21982 

Score 72 

.6868, 21485. .21697, 21686. .21982 

Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method ' TBLASTX : Mai ze 

End 21990 

Score 87 

..21982, 21669. .21779, 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 2217 6 

Method TBLASTX : Soybean 

End 21982 

Score 248 



41212 
85418 
21263 

OJ991217_19.0303.Cll.ol.tc 

6797 

none 

6797.. 7057, 21812. .21985 

41212 
85418 
21263 

OJ991217_19.0303.Cll.ol.tw 

7070 

none 

7070. .7798, 7070. .7303, 7087. 
7375.. 7797, 7376.. 7825 

41212 
85418 
21263 

OJ991217_19.0303.Cll.o2.tc 
.. 7451 
none 

7451. .7645, 7658. .7858 

41212 
85418 
21263 

OJ991217_19.0303.Cll.o3.ts 

7475 

none 

7475. .7648, 7602. .7640, 7649, 

41212 
85418 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Cress 

End 21985 

Score 164 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX: Wheat 

End 7825 

Score 490 

.7317, 7338. .7817, 7369. .7818, 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Cress 

End 7858 

Score 119 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Soybean 

End 7873 

Score 38 
.7873, 7695. .7871 

Seq. ID OJ991217_19.0303.C11 
Strand 



41302 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21263 

OJ991217_19.0303.Cll.o4.tm 

7661 

none 

7661. .8095, 7686. .7841 

41212 
85418 
21263 

OJ991217_19.0303.Cll.o5.tw 

7826 

none 

7826. .8164, 7847. .8032 

41212 
85418 
21263 

OJ991217_19.0303.Cll.o5.ts 

7883 

none 

7883. .8131, 8114. .8269 

41212 
85418 
21263 

OJ991217_19.0303.Cll.ol.tm 
8296 
none 



End 

Method 

End 

Score 



22176 

TBLASTX: Maize 

8095 

72 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Wheat 

End 8164 

Score 68 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Soybean 

End 8269 

Score 84 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 2217 6 

Method TBLASTX : Mai ze 

End 8618 

Score 370 



8296. .8580, 8297. .8611, 8298. .8591, 8364. .8618 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o2.tm 
9119 
none 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Mai ze 

End 9430 

Score 286 



9119. .9430, 9120. .9422, 9122. .9424 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o4.tw 
9178 
none 



Seq. ID OJ991217_19.0303.C11 
Strand 

End 22176 

Method TBLASTX : Wheat 

End 9565 

Score 263 



9178. .9441, 9179. .9565, 9180. .9554 



Seq. ID OJ991217_19.0303.C11 
Strand 

22176 
AAT/NAP 
22176 
2058 



41212 
85418 
21263 

OJ991217_19.0303.Cll.o2.np 
20667 
6630696 
20667. .21996, 22126.. 22176 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



41303 



Seq. No. 


41212 






Seq. ID 


OJ991217_ 


Gene No. 


85418 






Strand 




OtQi L 


21263 






End 


22176 


Name 


OJ991217 19. 0303. CI 1 . 


o5 . 


crs 


Method 


GENSCAN 


O Lai L. 


21263 _ 






End 


21989 


\J J. 


none 






Score 


.71 




21263. .21989 












41213 






Seq. ID 


OJ991217_ 


Gene No . 


85419 






Strand 




Start 


1 






End 


3352 


Name 


OJ991217 19.0303.C12. 


ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


2533 


GI 


342 1.R1084 






Score 


4359 


Exons 


1. .2533 










GI Descrip. 


, 4574406/gb|AAD24042. 


11 


0. 


0e+00 (AF121139) RIM2 




sativa] 1 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41213 
85419 
1 

OJ991217_19.0303.C12.ol.np 
1 

6742729 
1..1724 

(AF121139) RIM2 protein 

41213 
85419 
1 

OJ991217_19.0303.C12.ol.tw 
3 

none 

3. .596, 4. .597 



Seq. ID OJ991217_19.0303.C12 
Strand 

End 3352 

Method AAT/NAP 

End 1724 - 

Score 2794 



41213 
85419 
1 

OJ991217_19.0303.C12.o2. 
3 

none 

3. .305, 4. .309, 7. .309, 



[Oryza sativa] 



. Seq. ID OJ991217_19.0303.C12 
Strand 

End 3352 

Method TBLASTX : Wheat 

End 597 

Score 550 



Seq. ID OJ991217_19.0303.C12 
Strand 

3352 

TBLASTX: Cress 
313 
280 



tc 



End 

Method 
End 
Score 
131. .313 



41213 
85419 
1 

OJ991217_19.0303.C12.ol.gs 

117 

none 

117. .2537 

41213 
85419 
1 

OJ991217_19 . 0303 . C12 . o2 . tm 

240 

none 



Seq. ID OJ991217_19.0303.C12 
Strand 

End 3352 

Method GENSCAN 

End 2537 

Score .48 



Seq. ID OJ991217_19.0303.C12 
Strand 

End 3352 

Method TBLASTX: Maize 

End 554 

Score 71 



41304 




rvnn o 
Lj aUUO 


240 470. 240.. 554, 268. 


.543 








41213 




Seq. ID 


OJ991217_19.0303.C12 


Gene No. 


85419 




Strand 


- 


Start 


1 




End 


3352 


Name 


OJ991217 19 0303.C12.o3. 


tw 


Method 


TBLASTX: Wheat 




SQft ~~ 




End 


1008 


V3 J. 






Score 


81 




SQft 6ft4 600 689, 600. 


. 683, 


716. . 928, 


717. .935, 757. .939, 




945 1007. 958 . . 1008 








Seq. No. 


41213 




Seq. ID 


OJ991217_19. 0303.C12 


Gene No. 


85419 




Strand 






1 




End 


3352 


N sine 


OJ991217 19 0303 C12.o2. 


ts 


Method 


TBLASTX : Soybean 


Of- a r +- 
O Lai L 


1041 ~ 




End 


1283 




none 




Score 


216 


Exons 


1041 1283 








Seq. No. 


41213 




Seq. ID 


OJ991217_19.0303.C12 


Gene No. 


85419 




Strand 




u Lai L 






End 


3352 


Name 


O.T991217 19 0303 C12 ol . 


tm 


Method 


TBLASTX: Maize 


O Ldl L 


1113 ~~ 

X X X J 




End 


1571 


C T 


none 




Score 


103 


Exons 


1113 1307 1317 1571, 

X X 1 .J • • 1 JU ' / X -J X / « . X *J r X , 


1317 . 


.1559 




beq. wo. 


4 191^ 




Seq. ID 


OJ991217_19.0303.C12 


Gene No. 


85419 




Strand 




Start 


1 




End 


3352 


IN cULlc: 


OJ991217 19 . 0303 . C12 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Q+- a 


1147 _ 

114 / 




End 


1616 


ul 






Score 


172 


Exons 


1147 1353 1147 1356. 

Ill / • • 1JJ Jf X X *3 ' . • -L KJ f 


1152 . 


.1376, 1356. .1454, 1357. .1449, 




1458 1562 1462. .1551. 


1563. 


.1616, 1564.. 1608 


Seq. No. 


41213 




Seq. ID 


OJ991217_19.0303.C12 


Gene No. 


85419 




Strand 




O Uul L. 


1 




End 


3352 


M -a m o 

LN dillG 


OJ991217 19 0303.C12.ol. 


, tc 


Method 


TBLASTX: Cress 


Of- a rr 


1 404 ~~ 

X *± \J *1 




End 


1752 


r;T 
ul 


nunc 




Score 


88 




1404 1745, 1423.. 1560, 


1600. 


.1752 




Seq. No. 


41213 




Seq. ID 


OJ991217_19.0303.C12 


Gene No. 


85419 




Strand 




OL.Cl.LU 






End 


3352 


Name 


OJ991217 19 0303 C12 ol 


. ts 


Method 


TBLASTX: Soybean 


O Lai. i_ 


1 4ft R ~~ 




End 


1914 


Vjl 


1 LKJi ic 




Score 


121 


Pynn q 


1485. .1781/ 1503.. 1727, 


1776. 


.1838, 1831.. 1914, 1839.. 1913 


Seq. No. 


41213 




Seq. ID 


OJ991217_19.0303.C12 


Gene No. 


85419 




Strand < 




Start 


1 




End " ' :/ 


3352 


Name 


OJ991217 19.0303.C12.o4, 


.tw 


Method 


TBLASTX: Wheat 


Start 


1830 




End 


2186 



41305 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 139 

1830. .2087, 1843. .2085, 1845. .2096, 1846. .2088, 2055. .2186 



41213 
85419 
1 

OJ991217_19.0303.C12.o3. 

2082 

2310235 

2082. .2107, 2398. .2585 

5852182/emb|CAB55420.1| 

sativa] 



gp 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ991217_19.0303.C12 

3352 
AAT/GAP 
2585 
241 



9.0e-13 (AL117265) zhb0012.1 [Oryza 



41213 
85419 
1 

OJ991217_19.0303.C12.o2.np 
2208 
5852182 
2208.. 2537, 3304.. 3352 
(AL117265) zhb0012.1 [Oryza sativa 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217_19.0303.C12 

3352 
AAT/NAP 
3352 
427 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41214 
85420 
11703 

OJ991217_19.0303.C13.ol.np 
11703 
6630696 

11703.. 14181 ^ 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991217 
+ 

14181 
AAT/NAP 
14181 
3771 



19.0303.C13 



41214 
85421 
18091 

OJ991217_19.0303.C13.o3.np 

18091 

6721517 

18091. .18154, 18208. .18362, 



Seq. ID OJ991217_19.0303.C13 

Strand + 

End 20774 

Method AAT/NAP 

End 20774 

Score 3755 
18442. .19194, 19243. .20774 



(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



41214 
85422 
14444 

OJ991217_19.0303.C13.o4.tw 

11598 

none 

11598. .11732, 11615. .11695, 
11783. .11992 

41214 
85422 
14444 

OJ991217_19.0303.C13.o4 .tm 

11752 

none 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991217_19.0303.C13 
18437 

TBLASTX: Wheat 

11992 

133 



11761. .11979, 11771. .11992, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_19.0303.C13 
18437 

TBLASTX: Maize 

12054 

281 



41306 




bxons 


1 1 7S9 1 90S4 1 1 7 5 3 


12052 








Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303. 


C13 


Gene No. 


85422 




Strand 






Of- a •»-+■ 


1 4444 
11111 




End 


18437 




Name 


nTQQi9i7 iq 0303 pi 3 


o 1 . tm 


Method 


TBLASTX: Maize 




Cf -i >-+- 


1 OQ^lfi — 




End 


12942 




GI 


none 




Score 


394 




Exons 


19R38 19882 12561 


12845, 


12562. .12861, 12880. .12942 




Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303. 


C13 


Gene No. 


85422 




Strand 






CM i -v-4- 

otart 


1 4 4 44 
X 1 1 1 *t 




End 


18437 




Name 


O.TQQ1917 IQ 0303 P13 


a S tm 


Method 


TBLASTX: Maize 




o tar t 


1 31 1 3 _ 
1J1 IJ 




• End 


13493 




GI 


none 




Score 


268 




Exons 


13113 13493 13313 


. 13486 








Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303, 


.C13 


Gene No. 


85422 




Strand 






Of 3 r*+- 


1 4444 
±1111 




End 


18437 




Name 


O.TQQ1917 IQ 0303 ri3 


. o7 . tw 


Method 


TBLASTX: Wheat 




otart 


1 "31 'SC ~" 
UlJO 




End 


13328 




GI 


none 




- Score 


254 




Exons 


1 31 36 1 3397 1 31 37 


. 13328 








Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No. 


85422 




Strand 






b tart 


14444 

J. 4 4 4 4 




End 


18437 




Name 


HTQQ1917 IQ 0303 P1 3 


. o2 . ts 


Method 


TBLASTX : Soybean 




C 1 -4- >~4- 

btart 


1 **9ft1 _ 

X O -L 




End 


13679 




GI 


none 




Score 


190 




Exons 


1 ^9ft1 1 34QQ 13983 


. 13501, 


13506. .13679 




Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303,C13 


Gene No. 


85422 




Strand 






Of- -a v>4- 


1 4444 

144*44 




End 


18437 




Name 


fYTQQI 917 1 Q 0303 PI 3 


. ol . tc 


Method 


TBLASTX: Cress 




j Lai L 


1 39Q6 _ 




End 


13772 




GI 


none 




Score 


128 






1 39Qfi 134QQ 1 3S1 S 


. 13703, 


13707. .13772 




Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No. 


85422 




Strand 






o Lai U 


14444 




End 


18437 




Name 


HTQQ1917 IQ 0303 P13 


ol t w 


Method 


TBLASTX: Wheat 




otart 


1 *^39Q _ 




End 


14084 




GI 


none 




Score 


892 




Exons 


1339Q 14084 13337 


. 13834, 


13551. .14075, 13570.. 14079 




OC^i IN \J . 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No. 


85422 




Strand 






Start 


14444 




End 


18437 




Name 


OJ991217 19.0303.C13 


,o2 .np 


Method 


AAT/NAP 




Start 


14444 




End 


18437 




GI 


5295955 




Score 


787 




Exons 


14444. .15023, 15063. 


.15138, 


15218. .15514, 15558. .15684, 





41307 




16365. .16479, 17022 17138, 18286.. 18437 
GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No. 


85423 




Strand 






Start 


18360 




End 


18900 




Name 


OJ991217 19.0303.C13 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18360 




End 


18723 




GI 


none 




Score 


293 




Exons 


18360. .18464, 18364. 


.18723, 


18489. .18722 




Seq. No. 


41214 




Seq. ID 


OJ991217_19. 0303 


.C13 


Gene No. 


85423 




Strand 






Start 


18360 




End 


18900 




Name 


OJ991217 19.0303.C13 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


18604 




End 


18900 




GI 


none 




Score 


205 




Exons 


18604. .18900, 18621. 


.18791 








Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No . 


85424 




Strand 






Start 


19246 




End 


19653 




Name 


OJ991217. 19.0303.C13 


.06. tm 


Method 


TBLASTX : Maize 




Start 


19246 




End 


19566 




GI 


none 




Score 


209 




Exons 


19246. . 19566 










Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No. 


85424 




Strand 






Start 


19246 




End 


19653 




Name 


OJ991217 19.0303.C13 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


19299 




End 


19653 




GI 


none 




Score 


268 




Exons 


19299. .19394, 19300. 


.19653, 


19483. .19617 




Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No . 


85425 




Strand 






Start 


19824 




End 


20760 




Name 


OJ991217 19.0303.C13 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


19824 




End 


20310 




GI 


none 




Score 


539 




Exons 


19824. .20267, 19828. 


.20310, 


19828. .20268 




Seq. No. 


41214 




Seq. ID 


OJ991217_19.0303 


.C13 


Gene No . 


85425 




Strand 






Start 


19824 




End 


20760 




Name 


OJ991217 19.0303.C13 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


19837 




End 


20129 




GI 


none 




Score 


320 




Exons 


19837. .20127, 19839. 


.19910, 


19938. .20129 




Seq. No. 


41214 




Seq. ID 


OJ991217JL9.0303 


.C13 


Gene No. 


85425 




Strand 






Start 


19824 




End ' 


20760 




Name 


OJ991217 19.0303.C13 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


20197 




End 


20697 





41308 






GI 


none 


Score 


157 






Exons 


20197. .20376, 20362.. 20697 










Seq. No. 


41214 


Seq. ID 


OJ991217_19.0303. 


C13 




Gene No. 


85425 


Strand 








Start 


19824 


End 


20760 






Name 


OJ991217 19.0303.C13.ol.ts 


Method 


TBLASTX : Soybean 






Start 


20251 


End 


20646 






GI 


none . 


Score 


57 






Exons 


20251. .20283, 20251. . 20283, 


20287. .20646, 20290 .. 20364 , 








20294. .20428, 20403.. 20645 










Seq. No. 


41214 


Seq. ID 


OJ991217_19.0303. 


.C13 




Gene No. 


85425 


Strand 








Start 


19824 


End 


20760 






Name 


OJ991217 19.0303.C13.o3.tw 


Method 


TBLASTX: Wheat 






Start 


20359 


End 


20760 






GI 


none 


Score 


536 






Exons 


20359. .20760, 20359 .. 20757 , 


20397. .20759 






Seq. No. 


41215 


Seq. ID 


OJ991217_19.0303, 


.C14 




Gene No. 


85426 


Strand 


+ 






Start 


1 


End - 


1786 




r ™ 


Name 


OJ991217 19.0303.C14.ol.np 


Method 


AAT/NAP 




■a ~ 


Start 


1 


End 


1786 






GI 


4680179 


Score 


2874 




|li 


Exons 


1. .1786 








s Li 
? ^ 


GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




h. y 


Seq. No. 


41215 


Seq. ID 


OJ991217_19.0303 


.C14 




Gene No. 


85426 


Strand 


+ 






Start 


1 


End 


1786 




i y 


Name 


OJ991217 19.0303.C14.o4.tw 


Method 


TBLASTX: Wheat 




= 


Start 


1 


End 


224 






GI 


none 


Score 


335 




b r 


Exons 


1..201, 2. .208, 2. .202, 9.. 


224 








Seq. No. 


. 41215 


Seq. ID 


OJ991217_19.0303 


.C14 




Gene No. 


85426 


Strand 


+ 






Start 


1 


End 


1786 




f ^ 


Name 


OJ991217 19.0303.C14.o3.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


208 






GI 


none 


Score 


280 






Exons 


2. .208, 7. .123, 14. .193 










Seq. No. 


41215 


Seq. ID 


OJ991217_19.0303 


.C14 




Gene No.. 


85426 


Strand 


+ 






Start 


1 


End 


1786 






Name 


OJ991217 19.0303.C14.o2.tw 


Method 


TBLASTX: Wheat 






Start 


248 


End 


775 






GI 


none 


Score 


601 






Exons 


248. .775, 314. .769, 391. .774 








. Seq. No. 


41215 


Seq. ID 


OJ991217_19.0303 


-C14 




Gene No. 


85426 


Strand 


+ 






Start 


1 


End 


1786 






Name 


OJ991217 19.0303.C14.ol.tc 


Method 


TBLASTX: Cress 





41309 



Start 473 End 

GI none Score 

Exons 473.-655, 656.. 799, 658.. 798 

Seq. No. 41215 Seq. ID 

Gene No. 85426 Strand 

Start 1 End 

Name OJ991217JL9 . 0303 . C14 . ol . ts Method 

Start 563 End 

GI none Score 

Exons 563.. 823, 568.. 822 



799 
90 



OJ991217_19.0303.C14 
+ 

1786 

TBLASTX: Soybean 

823 

299 



Seq. No. 41215 Seq. ID 

Gene No. 85426 Strand 

Start 1 End 

Name OJ991217JL9 . 0303 . C14 . ol . gs Method 

Start 587 End 

GI none Score 

Exons 587.. 1777 



OJ991217_19.0303.C14 
+ 

1786 
GENSCAN 
1777 
.58 



Seq. No. 41215 Seq. ID 

Gene No. 85426 Strand 

Start 1 End 

Name OJ9912 17_19 . 0303 . C14 . o2 . tm Method 

Start 622 End 

GI none Score 

Exons 622.. 909, 623.. 913 



OJ991217_19.0303.C14 
+ 

1786 

TBLASTX: Maize 

913 

392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41215 Seq. ID 

85426 Strand 

1 End 

OJ991217_19 . 0303 . C14 . ol . tw Method 

782 End 

none Score 
782. .1408, 838. .1407 

41215 Seq. ID 

8542.6 Strand 

1 End 

OJ991217 JL9 . 0303 . C14 . ol . tm Method 

962 End 

none Score 
962. .1123, 968. .1114, 970. .1116, 1121. 
1123. .1218, 1280. .1549,. 1288. .1548 



OJ991217_19.0303.C14 
+ 

1786 

TBLASTX: Wheat 

1408 

665 



OJ991217_19.0303.C14 
+ 

1786 

TBLASTX: Maize 

1549 

226 

.1219, 1121. .1189, 



Seq. No. 41215 Seq. ID 

Gene No. 85426 Strand 

Start 1 End 

Name OJ991217_19 . 0303 . C14 . o3 . tw Method 

Start 1408 End 

GI none Score 

Exons. 1408.. 1545, 1409.. 1741 



OJ991217_19.0303.C14 
+ 

1786 

TBLASTX: Wheat 

1741 

367 



Seq. No. 41215 Seq. ID 

Gene No. 85426 Strand 

Start 1 End 

Name OJ991217 19 . 0303 . C14 . o4 . tm Method 



OJ991217_19.0303.C14 
+ 

1786 

TBLASTX: Maize 



41310 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



GI Descrip. 



1550 End 1750 

none Score 191 

1550.. 1750 

41216 Seq. ID 

85427 Strand 
4412 End 
OJ991217_15 . 0303 . CI . ol . np Method 
4412 End 
7485355 Score 
4412. .4511, 4904. .5059, 5582. .5847, 6937. .7053, 7221. .7340, 
7430. .7524, 7612. .7705, 7926. .8057, 8710. .8822, 8943. .9135, 
9470.. 9681, 10422. .10470, 10963 .. 11045, 11206 11322 , 
11413. .11476, 11577. .11723, 11854 .. 11895 , 11947 .. 12006, 
12563. .12646, 12727 .. 12921, 13027.. 13101 
hypothetical protein F10M6.180 - Arabidopsis thaliana 
gil 2864625 | emb | CAA16972.il (AL021811) putative protein 
[Arabidopsis thaliana] gi | 7270122 | emb | CAB79936. 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



OJ991217_15.0303.C1 
+ 

14382 
AAT/NAP 
13101 
2763 



Seq. No. 41216 Seq. ID 

Gene No. 85427 Strand 

Start 4412 End 

Name OJ991217_15 . 0303 . CI . o2 . gs Method 

Start 4786 End 

GI none Score 
Exons 



OJ991217_15.0303.C1 
+ 

14382 
GEN SCAN 
13130 
.76 



4786.. 5059, 5582.. 5794, 6292.. 6347, 7221.. 7340, 7926.. 8057, 
8710. .8822, 8943. .9160, 9549. .9681, 10422 10470, 10963 .. 11045, 
11179. .11322, 11413. .11476, 11854 .. 12006, 12563 .. 1264 6, 
12727. .12921, 13119.. 13130 



Seq. No. 41216 Seq. ID 

Gene No. 85427 Strand 

Start 4412 End 

Name 0 J991217_15 . 0303 . CI . ol . gp Method 

Start 8689 End 

GI 3107365 Score 

Exons ■ 8689..8822, 8943.. 9084 

GI Descrip. 2864625/emb | CAA16972 | 2.0e-36 (AL021811) putative protein 
[Arabidopsis thaliana] 



OJ991217_15.0303.C1 
+ 

14382 
AAT/GAP 
9084 
481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41216 
85427 
4412 

OJ991217_15.0303.Cl.o2.gp 
11425 

uC-osflm202108h09bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11425. .11476, 11577. .11723, 11854.. 11940 

' 2827619/emb | CAA16571 . 1 1 8.0e-43 (AL021636) hypothetical protein 
[Arabidopsis thaliana] 1 



OJ991217_15.0303.C1 
+ 

14382 
AAT/GAP 
11940 
477 



Seq. No. 41216 Seq. ID 

Gene No. 85427 Strand 

Start 4412 End 

Name OJ991217_15 . 0303 . CI . o3 . gp Method 

Start 11555 End 

GI uC-osflm202108h09bl Score 



OJ991217_15.0303.C1 
+ 

14382 
AAT/GAP 
12019 
531 



41311 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11555. .11723, 11854. .12019 

•2827619/emb| CAA16571.il 8.0e-43 (AL021636) hypothetical protein 
[Arabidopsis thaliana] ■ 



Seq. ID 
Strand 
End - 
, gp Method 
End 

.._ ___ Score 

12814. .12921, 13027. .13098, 13982 .. 14132 , 14269.. 14382 
, 1076625/pir| IS46495 4.0e-ll glucan endo-1 , 3-beta-D-glucosidase 
(EC 3.2.1.39) precursor - common tobacco 

>gi_473102_emb_CAA82271_ (Z28697) beta-1, 3-glucanase [Nicotiana 
tabacum] ' 



41216 
85427 
4412 

OJ991217JL5 . 0303 . CI . o4 
12814 

LIB3432-021-P1-K1-A4 



OJ991217_15.0303.C1 
+ 

14382 
AAT/GAP 
14382 
768 



41216 Seq. ID 

85428 Strand 

18265 End 

OJ991217_15 . 0303 . CI . o3 . np Method 

18265 End 

7208777 Score 



OJ991217_15.0303.C1 

+ . 

20970 
AAT/NAP 
20970 
702 



18265.. 18424, 18810.. 18979, 20419 .. 20810, 20899.. 20970 
(AJ276267) putative PTS protein [Cicer arietinum] 



41216 
85428 
18265 

OJ991217_15.0303.Cl.o5.gs 

20493 

none 

20493. .20810 



.Cl.o7.gp 



Seq. No. 


41216 


Gene No. 


85428 


Start 


18265 


Name 


OJ991217 15. 


Start 


20656 


GI 


LIB3434-037- 


Exons 


20656. .20810 


GI Descrip. 


'3522950/gbl 




[Arabidopsis 


Seq. No. 


41216 


Gene No. 


85429 


Start 


1246 


Name 


OJ991217 15. 


Start 


1246 


GI 


none 


Exons 


1246. .1301, 


Seq. No. 


41216 


Gene No. 


85430 


Start 


14730 


Name 


OJ991217 15. 


Start 


14683 


GI 


5667361 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991217_15.0303.C1 
+ 

20970 
GENSCAN 
20810 
.73 



OJ991217 
+ 

20970 
AAT/GAP 
20970 * 
398 



15. 0303. CI 



P1-K1-G1 
, 20899.. 20970 

AAC34232.1I 2.0e-30 (AC004411) hypothetical protein 
thaliana] f 

Seq. ID OJ991217_15.0303.C1 
Strand 

End 2014 
0303.Cl.ol.gs Method GENSCAN 

End 2014 
Score .91 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_15.0303.C1 

15782 
AAT/GAP 
15021 
641 



41312 



Exons 14683.. 15021 

GI Descrip. 1076625/pir | | S46495 4.0e-ll glucan endo-1 , 3-beta-D-glucosidase 
(EC 3.2.1.39) precursor - common tobacco 

>gi_J73102_emb_CAA82271_ (Z28697) beta-1 , 3-glucanase [Nicotiana 
tabacum] 





41216 


Seq. ID 


OJ991217 


_15.0303.C1 


fionp No . 


85430 


Strand 






Start 


14730 


End 


15782 




Name 


OJ991217 15.0303.Cl.o3.gs 


Method 


GENS CAN 






14730 


End 


15782 




GI 


none 


Score 


1 




Exons 


14730. .15782 








QofT Mo 

t_) \J . L^l w . 


41216 


Seq. ID 


OJ991217 


_15.0303.C1 


flpna Mo 


85430 


Strand 






St" flrf 


14730 


End 


15782 




Name 


OJ991217 15.0303.Cl.o2.np 


Method 


AAT/NAP 




Of- a r f 


14733 


End 


15770 




GI 


1076625 


Score 


826 




Exons 


14733. .15770 








O J. L>C O ^ J — • 


glucan endo-1, 3-beta-D-glucosidase (EC 


3.2.1.39 


) precursor 


common tobacco gi | 473102 | emb | CAA82271 | 


(Z28697) 






UcLd ± f O y -L UOallQoc l inxuu i — La.ua 


tabacum] 








4 1 9 1 £ 


Seq. ID 


OJ991217 


__15.0303.C1 




0 D*± o J. 


Strand 








J. 0 ± I 4 


End 


20970 




Name 


OJ991217 15.0303.Cl.o7.ts 


Method 


TBLASTX: 


Soybean 


Start 


4987 


End 


7056 




GI 


none 


Score 


68 






4987. .5073, 5581. .5667, 5689. 


.5805, 6934.. 7056, 


6936. .7055 


Sea No 


41216 


Seq. ID 


OJ991217 


_15.0303.C1 


f^pne No 


85431 


Strand 






Cf ari - 

O L. ai L. 


16174 


End 


20970 




INCH LLC 


OJ991217 15.0303.Cl.o7.tm 


Method 


TBLASTX: 


Maize 


Sr^rr 

O l_ d -1- l_ 


5742- . . 


End 


7058 




GI 


none 


Score 


83 




Exons 


5742. .5792, 5742. .5798, 5743. 


.5799, 5750.. 5806, 


6290. . 6352, 




6291. .6353, 6295.. 6360, 6934. 


.7053, 6936.. 7058, 


6936. .7049 


Qprr Mn 


41216 


Seq. ID 


OJ991217 


_15.0303.C1 




85431 


Strand 






Start 


16174 


End 


20970 




Name 


OJ991217 15.0303.Cl.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


7218 


End 


8048 




GI 


none 


Score 


195 




Exons 


7218.. 7343, 7218. .7340, 7222. 


.7353, 7223.-7342, 


7424. .7528, 




7427. .7519, 7429.-7524, 7610. 


.7708, 7611. .7703, 


7919. .7978, 




7925. .7966, 7965. .8048, 7966. 


.8046 






Seq. No. 


41216 


Seq. ID 


OJ991217 


_15.0303.C1 


Gene No . . 


85431 


Strand 






Start 


16174 


End 


20970 




Name 


OJ991217 15.0303.Cl.o4.ts 


Method 


TBLASTX: 


Soybean 


Start 


7252 


End 


7663 





41313 



GI 

Exons 



none Score 112 

7252. .7332, 7257. .7343, 7258. .7344, 7259. .7342, 7424. .7528, 
7427.-7495, 7429.-7524, 7610. .7663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41216 
85431 
16174 

OJ991217_15.0303.Cl.o2.ts 

7974 

none 



Seq. ID OJ991217_15.0303.C1 



Strand 
End 

Method 

End 

Score 



20970 

.TBLASTX : Soybean 
9141 
115 



7974. .8060, 8706. .8822, 8707. .8829, 8710. .8829, 8818.. 8853, 
8924. .9136, 8943. .9134, 8944. .9141, 8956. .9135 



Seq. No. 41216 

Gene No. 85431 

Start 16174 

Name OJ991217_15 . 0303 . CI . 06 . tm 

Start 8760 

GI none 

Exons 8760.. 8828, 8760. 

9461.. 9550, 9466. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,8828, 8943. .9134, 8943 
,9552, 9469.. 9552 



OJ991217 15. 0303. CI 



20970 

TBLASTX: Maize 

9552 

100 

9134, 8944. .9141, 



13 
u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41216 
85431 
16174 

OJ991217_15.0303.Cl.o4.tm 

10313 

none 

10313. .10351, 10419. .10469, 

10960. .11043, 10961. .11044, 

11206. .11322, 11208. .11348, 

11411. .11512, 11411. .11482, 

11574. .11723, 11575. .11724, 

11852. .12010, 12560. .12637, 

12563. .12646, 12684 .. 12926, 

13004. .13123, 13004. .13093, 

13976. .14071, 13979.. 14068 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_15.0303.C1 
20970 

TBLASTX: Maize 

14071 

43 



10420. .10470, 10421. .10474, 

10961. .11044, 10963. .11046, 

11382. .11477, 11409. .11480, 

11569. .11721, 11574. .11723, 

11847. .12014, 11848. .12027, 

12561. .12638, 12562 .. 12645, 

12706. .12924, 12970 .. 13116, 

13026. .13130, 13966. .14067, 



Seq. No. 41216 

Gene No. 85431 

Start 16174 

Name OJ991217_15 . 0303 . CI . o5 . ts 

Start 11457 

GI none 

Exons 11457. .11483, 
11876. .11908, 



11574. .11723, 
11911. .11985, 



Seq. ID 

Strand 

End. 

Method 

End 

Score 

11575. 

11913. 



11724, 
11984 



OJ991217_15.0303.C1 
20970 

TBLASTX : Soybean 

11985 

244 

11576. .11722, 



Seq. No. 41216 

Gene No. 85431 

Start 16174 

Name OJ991217_15 . 0303 . CI . o3 . ts 

Start 12724 

GI none 

Exons 12724. .12924, 
13975. .14079, 



12726. .12926, 
13976. .14077 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_15.0303.C1 
20970 

TBLASTX: Soybean 

14079 

260 



13027. .13116, 13029. .13130, 



Seq. No. 



41216 



Seq. ID OJ991217_15.0303.C1 



41314 




(~2_ o n o K7/~^ 


ft ^4 "31 




Strand 




Start 


16174 




End 


20970 


Name . 


OJ991217 15. 0303. CI. 


o5 . tm 


Method 


TBLASTX : Maize 


Start 


14725 




End 


15092 


GI 


none 




Score 


65 


Exons 


14725. .14775, 14727. 


.15092, 


14730. .14786, 14791. .15081 


Seq. No. 


41216 




Seq. ID 


OJ991217_15.0303 


Gene No. 


85431 




Strand 




O Lai. u 


1 61 7 4 




End 


20970 


Name 


OJ991217 15. 0303. CI. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


14736 




End 


15686 


GI 


none 




Score 


120 


Exons 


14736. .14819, 14808. 


.14876, 


14877. .15374, 15396 .. 154 94 , 




15495. .15686 








Seq. No. 


41216 




Seq. ID 


OJ991217_15.0303 


OCllC LNVJ . 


ft S4 ^1 




Strand 




Start 


16174 




End 


20970 


Name 


OJ991217 15. 0303. CI. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


14808 




End 


15260 


GI 


none 




Score 


280 


Exons 


14808. .15260 








Seq. No. 


41216 




Seq. ID 


OJ991217_15.0303 


Gene No. 


85431 




Strand 




Start 


16174 




End 


20970 


Name 


OJ991217 15. 0303. CI. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


15324 




End 


15699 


GI 


none 




Score 


425 


Exons 


15324. .15698, 15331. 


.15699 







Seq. No. 41216 

Gene No. 85431 

Start 16174 

Name OJ991217_15 . 0303. CI. o4 .gs 

Start 16174 

GI none 

Exons 16174. .16323, 
18525. .19029, 



16370. .16520, 
19353. .19540, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17204 

19790 



17435, 
19826 



OJ991217_15.0303.C1 

20970 
GENSCAN 
19826 
.58 

17681. .17857, 



Seq. No. 41216 

Gene No. 85431 

Start . 16174 

Name OJ991217_15.0303.Cl.o6.gp 

Start 18732 

GI uC-osroM202039c02al 

Exons 18732. .18990 

GI Descrip. • 3522950/gb | AAC34232 . 1 | 3. 

[Arabidopsis thaliana] 1 



Seq. ID OJ991217_15.0303.C1 
' Strand 

End 20970 

Method AAT/GAP 

End 18990 

Score 439 

-09 (AC004411) hypothetical protein 



Seq. No. 41216 

Gene No. 85431 

Start 16174 

Name OJ991217_15 . 0303 . CI . ol . tm 

Start 18807 

GI none 



Seq. ID OJ991217_15.0303.C1 
Strand 

End 20970 

Method TBLASTX : Mai ze 

End 20970 

Score 256 



41315 




XmJ v*/ i i> o 


18807. .18986, 18814. .18981, 


20412. .20798, 20416. . 20811, 






20418. .20819, 20893. .20970, 


20895. .20969 




Seq. No. 


41216 


Seq. ID 


OJ991217_15.0303 


.CI 


Gene No. 


85431 


Strand 






Start 


16174 


End 


20970 




Name 


OJ991217 15.0303.Cl.o6.ts 


Method 


TBLASTX : Soybean 




Start 


18810 ~ 


End 


20591 




GI 


none 


Score 


198 




Kvons 


18810. .18986, 18817 .. 18981, 


20411. .20590, 20418.. 20591 




Seq. No. 


41217 


Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85432 


Strand 


+ 




Start 


17066 


End 


17444 




Name 


OJ991217 15. 0303.C2 .oS.gp 


Method 


AAT/GAP 




Start 


17066 " 


End 


17444 




GI 


none 


Score 


754 




Exons 


17066. . 17444 








Sea. No. 


41217 


Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85433 


Strand 


+ 




Start 


21276 


End 


24085 




Name 


OJ991217 15.0303.C2.o3.np 


Method 


AAT/NAP 




Start 


21276 


End 


24085 




GI 


7340860 


Score 


108 




TT von 


21276. .21314, 22096 .. 22272, 


22536. .22658, 24042.. 24085 






(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


41217 


Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85433 


Strand 


+ 




Start 


21276 


End 


24085 




Name 


OJ991217 15.0303.C2.o4.gs 


Method 


GENSCAN 




Start 


■ 21711 


End 


23351 




GI 


none , 


Score 


.92 




Exons 


21711. .22403, 22561. .22716, 


23322. .233.51 




Seq. No. 


41217 


Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85434 


Strand 


+ 




Start 


24684 


End 


25760 




Name 


OJ991217 15.0303.C2.o5.gs 


Method 


GENSCAN 




Start 


24684 


End 


25760 




GI 


none 


Score 


.65 




Exons 


24684. .24726, 25431 25619, 


25633. .25760 




Seq. No. 


41217 


Seq. ID 


OJ991217_15.0303 


.C2 


Gene No . 


85435 


Strand 






Start 


783 


End 


8063 




Name 


OJ991217 15.0303.C2.ol.gp 


Method 


AAT/GAP 




Start 


398 


End 


647 




GI 


13663 1.R1084 


Score 


453 




Exons 


398.-647 








GI Descrip. 


•3522950/gb|AAC34232. 1 1 6.0e 


:-23 (AC004411) hypothetical 


protein 




[Arabidopsis thaliana]*'" 








Seq. No. 


41217 


Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85435 


Strand 







41316 



Start 783 End 8063 

Name OJ991217_15 . 0303 . C2 . o2 . gp Method AAT/GAP 

Start 725 End 3170 

GI 2592_1.R1084 Score 2723 

Exons 725. .1280, 1550. .1651, 1768. .2013, 2227. .2421, 2528. .2821, 

3137. .3170 

GI Descrip. 1 3914005/sp | P93647 | L0N1_MAIZE 1.0e-149 MITOCHONDRIAL LON 

PROTEASE HOMOLOG 1 PRECURSOR >gi_1816586 (U85494) LON1 protease 
[Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41217 Seq. ID 

85435 Strand 

783 End 

OJ991217JL5 . 0303.C2 .ol .gs Method 

783 End 

none Score 



OJ991217 15. 0303. C2 



8063 
GENSCAN 
8063 
.83 

.1651, 1768. 



.2013, 



783. .924, 978.. 1128, 1232.. 1280, 1550. 

2227. .2421, 2528. .2821, 3137. .3350, 3660. .3778, 3981. .4187, 

4271. .4466, 4551. .4678, 4943. .5026, 5139. .5318, 5465. .5556, 

5804. .5973, 6410. .6521, 6635. .6738, 7446.. 7583, 7708.. 8063 



41217 
85435 
783 

OJ991217_15 . 0303 . C2 . ol . np 

1200 

3914005 

1200.. 1280, 1550.. 1651, 
3137. .3350, 3648.-3778, 
4943.. 5026, 5139.. 5318, 
6635.. 6738, 7446.. 7555 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 15. 0303. C2 



1768. .2013, 
3981. .4187, 
5465. .5556, 



8063 
AAT/NAP 
7555 
3680 
2227. .2421, 
4266. .4466, 
5804. .5973, 



2528. .2821, 
4551. .4678, 
6410. .6521, 



MITOCHONDRIAL LON PROTEASE HOMOLOG 
(U85494) LON1 protease [Zea mays] 



1 PRECURSOR gi | 1816586 



OJ991217 15. 0303. C2 



41217 Seq. ID 

85435 Strand 
783 End 8063 

0 J991217_15 . 0303 . C2 . o3 . gp Method AAT/GAP 
4114 End 5934 

43507_1.R1084 Score 1625 

4114. .4187, 4266.-4466, 4551. 
5465.. 5556, 5804.. 5934 

•3914005/sp | P93647 | LONl_MAIZE 1.0e-143 MITOCHONDRIAL LON 
PROTEASE HOMOLOG 1 PRECURSOR >gi_1816586 (U85494) LON1 protease 
[Zea mays] 1 



,4678, 4943.. 5026, 5139.. 5318, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41217 
85435 
783 

OJ991217_15 . 0303 . C2 . o4 . gp 
6377 

24767_1.R1084 
6377.. 6521, 6635.-6738, 7446. 



OJ991217 15. 0303. C2 



Seq. ID _ 
Strand 

End 8063 
Method AAT/GAP 
End 7670 
Score 836 
.7670 

1 3914005/sp | P93647 | L0N1_MAIZE 7.0e-52 MITOCHONDRIAL LON PROTEASE 
HOMOLOG 1 PRECURSOR >gi_1816586 (U85494) LON1 protease [Zea 
mays] ' 



41317 




Seq. No. 41217 Seq. ID OJ991217_15 . 0303 . C2 

Gene No.. 85436 Strand 



Start 


9496 


End 22337 




Name 


OJ991217 15.0303.C2.o2.gs 


Method GEN SCAN 




Start 


9496 


End 17726 




GI 


none 


Score . 68 




Exons 

U Awl i w 


9496.. 9567, 11270 .. 11386, 11604 .. 11706, 12598.. 


12745, 




12751. .12879, 14507. .14674, 


14703. .14889, 15842 


. .15984, 




15989. .16098, 16477. .16670, 


16708. . 16750, 17248 


. .17726 


Seq. No. 


41217 


Seq. ID OJ991217 


_15.0303.C2 


Gene No. 


85436 


Strand 




Start 


9496 


End 22337 




Name 


OJ991217 15.0303.C2.o2.np 


Method AAT/NAP 




Start 


15867 


End 22211 




GI 


6681335 


Score 821 




Exons 


15867. .15984, 17319 .. 17690, 


18886. .19008, 19697 


. .19954, 




21819. .22211 






GI Descrip. 


(AC015985) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


41217 


Seq. ID OJ991217 


_15.0303.C2 


Gene No. 


85436 


Strand 




Start 


9496 


End 22337 




Name 


OJ991217 15.0303.C2.o3.gs 


Method GENS CAN 




Start 


18542 


End 20146 




GI 


none 


Score .86 




Exons 


18542. .18751, 18756 .. 18857 , 


18886. .19008, 19697 


. .19954, 



20108. .20146 



Seq. No. 


41217 








Seq. ID 


OJ991217_15.0303.C2 


Gene No. 


85436 








Strand 




Start 


9496 








End 


22337 


Name 


OJ991217 15. 


0303. 


C2.o6. 


gp 


Method 


AAT/GAP 


Start 


21873 








End 


22337 


GI 


none 








Score 


902 


Exons 


21873. .22337 












Seq. No. 


41217 








Seq. ID 


OJ991217_15.0303.C2 


Gene No. 


85437 








Strand 




Start 


26571 








End 


36948 


Name 


OJ991217 15. 


0303. 


C2.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1215 








End 


2004 


GI 


none 








Score 


58 


Exons 


1215. .1268, 


1541. 


.1624, 


1548. 


.1610, 1583. .1654, 1614. .1649, 




1774. .2004, 


1781. 


.2002 








Seq. No. 


41217 








Seq. ID 


OJ991217_15.0303.C2 


Gene No. 


85437 








Strand 




Start 


26571 








End 


36948 


Name 


OJ991217 15. 


0303. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1625 








End 


2379 


GI 


none 








Score 


43 


Exons 


1625. .1651, 


1626. 


.1652, 


1762. 


.2013, 1763.. 2014, 1770.. 2018, 




1784. .2014, 


2222. 


.2374, 


2222. 


.2371, 2224.. 2379 



Seq. No. 41217 Seq: ID OJ991217_15 . 0303 . C2 

Gene No. 85437 Strand 

41318 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26571 

OJ991217_15.0303.C2.ol.tm 

1810 

none 

1810.. 2013, 1811.. 2014, 1866. 

2245.. 2430, 2528.. 2824, 2528. 

3137.. 3349, 3137.. 3349, 3604. 

3802.. 3867, 3970. .4188, 3980. 

4271. .4474, 4273.-4476 

41217 
85437 
26571 

OJ991217JL5.0303.C2 -o2.ts 

2222 

none 

2222.. 2.431, 2222.. 2428, 2224. 
2529.. 2597, 2603.. 2824, 2606. 
3137. .3349 

41217 
85437 
26571 

OJ991217JL5.0303.C2.o6.tc 

2344 

none 



End 

Method 

End 

Score 



36948 

TBLASTX: Maize 

4476 

278 



.2018, 2237. .2422, 2243. .2431, 

.2824, 2530. .2844, 2551. .2844, 

.3780, 3644.. 3793, 3648.-3779, 

.4087, 3981. .4190, 4262. .4468, 



Seq. ID OJ991217_15.0303.C2 
Strand 

End 36948 

Method TBLASTX : Soybean 

End 3350 

Score 277 

.2430, 2528.. 2563, 2528.. 2602, 
.2824, 2617.. 2829, 3132.. 3350, 



Seq. ID OJ991217_15.0303.C2 
Strand 

End 36948 

Method TBLASTX : Cress 

End 3332 

Score 95 



2344. .2430, 2348.-2422, 2528 .. 2575, 2597 .. 2824 , 2603. .2824, 
2721. .2828, 3132. .3287, 3137. .3295, 3137. .3289, 3290. .3331, 
3294. .3332 



41217 
85437 
26571 

OJ991217_15.0303.C2.ol.ts 

3644 

none 

3644. .3793, 
4263. .4304, 



3648.. 3779, 3981. 
4276.. 4452, 4277. 



Seq. ID OJ991217_15.0303.C2 
Strand 

End 36948 

Method TBLASTX : Soybean 

End 4 4 57 

Score 156 

.4190, 3982. .4188, 4262.-4456, 
.4453, 438.0. .4457 



41217 
85437 
26571 

OJ991217_15.0303.C2.ol.tc 

3981 

none 

3981.. 4190, 3982.. 4188, 3983. 
4271. .4414 

41217 
85437 
26571 

OJ991217_15.0303.C2.o5.tm 
4566 
none 
4566. 
5139. 



OJ991217_15.0303.C2 
36948 

TBLASTX: Cress 

4417 

255 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4189, 4257. .4349, 4262. .4417, 



OJ991217 15. 0303. C2 



4628, 
5306, 
5458. .5556, 



4568. 
5139. 
5459. 



,4681, 4568. 
.5321, 5140. 
.5554, 5805. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4681, 

.5325, 5141.. 5383, 5456. 
.5891, 5806. .5898, 5807. 



36948 

TBLASTX: Maize 
5898 
94 

4940. .5029, 4944. 



5030, 
5545, 
5896 



41319 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41217 
85437 
26571 

OJ991217_15.0303.C2.o7.ts 
4958 
none 



Seq. ID OJ991217_15.0303.C2 
Strand 

End 36948 

Method TBLASTX : Soybean 

End 7 647 

Score 69 



4958. .5029, 4962. .5030, 4986. .5030, 5125. .5319, 5139. .5192, 

5193. .5318, 5447. .5554, 5456.-5542, 5473. .5556, 5805. .5975, 

5806. .5976, .6403. .6477, 6472. .6525, 6666. .6740, 7446. .7562, 
7448.-7543, 7558. .7647 





oeq. wo. 


41217 






Gene No . 


O C A OT 

0 j^t j ' 






Start 


ZOO / 1 






Name 


riTQQ1917 1 ^ O^fi^ C9 


o3 . tw 




otart 


1 ?S74 ~~ 

J. J J / *i 






GI 


none 






Exons 


13574. .13729, 31769. 


.31888, 






32295. .32441 






Seq. No. 


41917 






Gene No. 








Start 


ZOO / 1 




St. 

sJ 


Name 




o2 . tc 


f n 


Start 


1 /o4U 




f \ I 


GI 


none 






Exons 


17340. .17690, 17365. 


.17685, 


U 




19709. .19771 




' z 

SJ 


Seq. No. 


A 1 91 7 




f\ I 


Gene No . 


0 34 j / 






Start 


Z DO / 1 




s 


Name 


O.T991217 15 0303. C2 


o3 . ts 


fj 


Start 


1 / ,34 O 






GI 


none 




M 


Exons 


17343. .17690, 17359 


. .17685, 


*- ^ 


Seq. No. 


41917 
4 ±Z -L / 




~ j 


Gene No. 


85437 






Start 


26571 






Name 


OJ991217 15. 0303. C2 


.o4 . tm 




Start 


17355 






GI 


none 






Exons 


17355. .17693, 17362 


. .17685, 






19709. .19777, 19778 


. .19849, 




Seq. No. 


41217 






Gene No. 


85437 






Start 


26571 






Name 


OJ991217 15. 0303. C2 


.o2.tw 




Start 


17358 






GI 


none 






Exons 


17358. .17690, 17359 


. .17487, 




Seq. No. 


41217 






Gene No. 


85437 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_15.0303.C2 
36948 

TBLASTX: Wheat 

32441 

59 



31913. .32017, 31914. .32015, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_15.0303.C2 
36948 

TBLASTX: Cress 

19771 

168 



18883. .19008, 18884 .. 19000, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_15.0303.C2 
36948 

TBLASTX : Soybean 
18999 
222 

18999, 18884.. 18997 

OJ991217 15. 0303. C2 



36948 

TBLASTX: Maize 

19957 

183 



OJ991217_15.0303.C2 
36948 

TBLASTX: Wheat 

17690 

61 



,17685 



Seq. ID 
Strand 



OJ991217 15. 0303. C2 



41320 



# • 



Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19685 




End 


21938 




GI 


none 




Score 


52 




Exons 


19685. .19846, 19710. 


.19769, 


19751. .19840, 19856. .19912, 






19913. .19957, 19917. 


.19958, 


21852. .21938 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303. 


C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


19706 




End 


21998 




GI 


none 




Score 


213 




Exons 


19706. .19957, 19707. 


.19961, 


19708. .19962, 197 93 .. 19963, 






21876. .21998 










Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303. 


C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2 . 


o8.tc 


Method 


TBLASTX: Cress 




Start 


19794 




End 


22019 




GI 


none 




Score 


125 




Exons 


19794. .19955, 19796. 


.19957, 


21864. .22019 




Seq. No.- 


41217 




Seq. ID 


OJ991217_15.0303. 


C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


21825 




End 


22140 




GI 


none 




Score 


96 




Exons 


21825. .21866, 21876. 


.22088, 


22057. .22140 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303. 


C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o4 . np 


Method 


AAT/NAP 




Start 


26471 




End 


29919 




GI 


7291504 




Score 


105 % 




Exons 


26471. .26495, 28720. 


.28829, 


29572. .29692, 29788.. 29919 




GI Descrip. 


(AE003459) CG9848 gene product [Drosophila melanogaster] 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303. 


C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o6.gs 


Method 


GENSCAN 




Start 


26571 




End 


36948 




GI 


none 




Score 


.73 




Exons 


26571. .26657, 28602. 


.28829, 


29S72..29692, 29788.-29886, 






30294. .30336, 30648. 


.30791, 


31726. .32014, 32304 32470, 






32656. .32803, 32952. 


.33389, 


34184. .34467, 34872 .. 34921, 






35124. .35355, 35367. 


.35700, 


35799.-35885, 36832 .. 36871, 






36920. .36948 










Seq. No. 


• 41217 




Seq. ID 


OJ991217_15.0303. 


C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


06. tm 


Method 


TBLASTX: Maize 





41321 




Start 


28668 




End 


29892 




GI 


none 




Score. 


60 




Exons 


28668.-28832, 29557. 


.29673, 


29564. .29692, 29575 .. 29694 , 






29784. .29885, 29787. 


.29885, 


29788. .29892 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o7.tc 


Method 


TBLASTX: Cress 




Start 


29548 




End 


29921 




GI 


none 




Score 


69 




Exons 


29548. .29673, 29564. 


.29692, 


29787. .29921, 29788.. 29883 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o7 .gp 


Method 


AAT/GAP 




Start 


- 31250 




End 


32471 




GI 


23188 1.R1084 




Score 


1802 




Exons 


31250. .32014, 32304. 


.32471 








GI Descrip. 


'3170525/gb|AAC78298 


.11 4.0e 


s-34 (AF054615) cellulase [Fragaria 




ananassa] 1 










Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


31678 




End 


33162 




GI 


none 




Score 


121 




Exons 


31678. .31824, 31685. 


.32023, 


31767. .32015, 32250 .. 324 68, 






32293. .32472, 32295. 


.32471, 


32648. .32806, 32655 .. 32807, 






32949. .33161, 32949. 


.33161, 


32950. .33162 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


31682 




End 


33300 




GI 


none 




Score 


95 




Exons 


31682. .31888, 31770. 


.31889, 


31889. .32017, 31890 .. 32018, 






32293. .32406, 32295. 


.32468, 


32308. .32469, 32660 .. 32806, 






32661. .32804, 32939. 


.33202, 


32947. .33300, 32949.. 33299 




Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 




Name 


OJ991217 15. 0303. C2. 


oS.tc 


Method 


TBLASTX: Cress 




Start 


31691 




End 


33027 




GI 


none 




Score 


61 




Exons 


31691. .31888, 31702. 


.31821, 


31797. .31889, 31889 32017 , 






31890. .32090, 32125. 


.32175, 


32295. .32462, 32295 .. 32471, 






32308. .32475, 32648. 


.32743, 


32655. .32747, 32914 33027 , 






32949. .33026 










Seq. No. 


41217 




Seq. ID 


OJ991217_15.0303 


.C2 


Gene No. 


85437 




Strand 






Start 


26571 




End 


36948 





41322 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'Method AAT/NAP 
End 35229 
Score 821 
.32470, 32656.-32753, 32926.-33389, 
.35229 

4) F9D16.30 - Arabidopsis thaliana 
gi | 4454025 lemb | CAA23022.il (AL035394) putative cellulase 
[Arabidopsis thaliana] gi | 7269204 | emb | CAB79311 . 1 1 (AL161559) • 
putative cellulase [Arabidopsis thaliana] 



OJ991217_15.0303.C2.o5.np 
31706 
7484855 
31706. .32014, 
34184. .34467, 
cellulase (EC 



32304, 
35124, 
3.2.1, 



41217 Seq. ID 

85437 Strand 

26571 End 

OJ991217_15 . 0303 . C2 . 08 . gp Method 

32947 End 

6523 1.R1084 Score 



OJ991217_15.0303.C2 

36948 
AAT/GAP 
35393 
1873 



32947. .33389, 34184 .. 34467, 35124.. 35393 

M803924/gb|AAD29797.1|AC006264_5 1.0e-09 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] ' 



'41217 
85437 
26571 

OJ991217_15.0303.C2.o3.tc 

33216 

none 

33216. .33389, 34174 .. 34386, 
34388. .34447 

41217 
85437 
26571 

OJ991217_15.0303.C2.o3.tm 
33290 
none 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991217_15.0303.C2 
36948 

TBLASTX: Cress . 

344 47 

206 



34181. .34390, 34182 .. 34391, 



Seq. ID OJ991217_15.0303.C2 
Strand 

End 36948 

Method TBLASTX: Maize 

End 35373 

Score 94 



33290.. 33391, 33291 .. 33389, 33292.-33393, 34181 .. 34468, 
34183. .34392, 34 194 .. 34469, 35123 .. 35179, 35125 .. 35214 , 
35125.. 35187, 35163 .. 35204 , 35236 .. 35373, 35306.. 35368 



41217 
85437 
26571 

OJ991217_15.0303.C2.o5.ts 

33306 

none 

33306. .33392, 33309. . 33389, 
34178. .34468, 34181. . 34468, 

41218 
85438 
4781 

OJ991217_15.0303.C3.o2.np 

4778 

7487841 

4778.. 5003, 6761.. 7008 
hypothetical protein T9A14 
gi I 4490331 1 emb I CAB38613 . 1 1 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33314. .33391, 
35125. .35187, 



OJ991217 15. 0303. C2 



36948 

TBLASTX: Soybean . 
35325 
72 

34122. .34466, 
35248. .35325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217 
+ 

7008 
AAT/NAP 
7008 
531 



15. 0303. C3 



70 - Arabidopsis thaliana 
(AL035656) hypothetical protein 



41323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Arabidopsis thaliana] gi | 7270862 | emb | CAB80542 . 1 | 
hypothetical protein [Arabidopsis thaliana] 



(AL161594) 



41218 Seq. ID OJ991217 

85438 Strand + 

4781 End 7008 

OJ991217_15 . 0303 . C3 . o2 . gs Method GENSCAN 

4781 End 6960 

none Score .54 

4781.. 5003, 6145.. 6261, 6803.. 6960 



15. 0303. C3 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41218 
85438 
4781 

OJ991217_15.0303.C3.ol.gp 
6837 

LIB3434-017-P1-K1-H12 
6837.. 6969 

»4803924/gb|AAD29797.1|AC006264_5 1.0e-42 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] 1 



OJ991217 
+ 

7008 
AAT/GAP 
6969 
208 



15. 0303. C3 



41218 Seq. ID 

85439 Strand 

130 End 

OJ991217_15.0303.C3.ol.np Method 

130 End 

7452427 Score 



OJ991217_15.0303.C3 

2726 
AAT/NAP 
2726 
541 



130.. 627, 1685.. 2182, 2396.-2726 

hypothetical protein F13P17.22 - Arabidopsis thaliana 
gi|3128223|gb|AAC26703.1| (AC004077) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


41218 






Seq. ID 


OJ991217_15.0303.C3 


Gene No. 


85439 






Strand 




Start 


130 






End 


2726 


Name 


OJ991217 


15. 0303. C3. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


184 






End 


499 


GI 


none 






Score 


64 


Exons 


184 . .480, 


226. .309, 


374. .499 






Seq. No. 


41218 






Seq. ID 


OJ991217_15.0303.C3 


Gene No. 


85439 






Strand 




Start 


130 






End 


2726 


Name 


OJ991217 


15. 0303. C3. 


o3.tm 


Method 


TBLASTX: Maize 


Start 


454 






End 


642 


GI 


none 






Score 


212 


Exons 


454. .627, 


455. .628, 


475. .642, 


477. .629 




Seq. No. 


41218 






Seq. ID 


OJ991217JL5.0303.C3 


Gene No. 


85439 






Strand 




Start 


130 






End 


2726 


Name 


OJ991217 


15. 0303. C3. 


o3. tc 


Method 


TBLASTX: Cress 


Start 


550 






End 


1966 


GI 


none 






Score 


50 


Exons 


550. .627, 


1682.. 1753, 1778.. 1966, 1782 


..1835, 1887. .1958 


Seq. No. 


41218 






Seq. ID 


OJ991217_15.0303.C3 



41324 






Gene No. 


85439 








Strand 








Start 


130 








End 


2726 






Name 


OJ991217 15 


. 0303 


.C3.ol. 


as 


Method 


GENSCAN 






Start 


1604 _ 








End 


2611 








none 








■ Score 


. 9 






TT von <? 


1604 2611 
















Seq. No. 


41218 








Seq. ID 


OJ991217_15.0303 


,C3 




Gene No. 


85440 








Strand 








Start 


4792 








End 


6965 






Name 


OJ991217 15 


.0303 


,C3.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


4792 _ 








End 


6951 






(IT 


none 








Score 


300 








4792 .5004, 


4799 


. . 5005, 


6753. 


.6944, 6756. .6941, 6757. .6951 




Seq. No. 


41218 








Seq. ID 


OJ991217_15.0303 


,C3 




Gene No. 


85440 








Strand 








Start 


4792 








End 


6965 






Name 


OJ991217 15 


. 0303 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


4798 ~~ 








End 


6800 






GI 


none 








Score 


332 






IT von ^ 


4798 5004, 


4799 


. .5005, 


6753. 


.6800, 6757.. 6798 




J==5 


Seq. No. 


41218 








Seq. ID 


OJ991217_15.0303 


.C3 


o 


Gene No. 


85440 








Strand 








Start 


4792 








End 


6965 




=. : i 


in diuc 


OJQQ1217 15 


. 0303 


. C3 . ol . 


ts 


Method 


TBLASTX : Soybean 




fy 


Of a r f 

o Lai L. 


4807 ~~ 








End 


6804 




r ^ 




none 








Score 


295 






von q 


4807 5004 


4808 


5005. 


6757 . 


.6804 








Seq. No. 


41218 








Seq. ID 


OJ991217_15.0303 


.C3 


r 


Gene No. 


85440 








Strand 








Start 


4792 








End 


6965 




f ~s 


Name 


OJ991217 15 


. 0303 


. C3 . ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


4816 ~~ 








End 


6942 






GI 


none 








Score 


308 




*! 




4816 5004. 


4817 


. . 5005, 


6753. 


.6941, 6757. .6942 




H 


Seq. No. 


41218 








Seq. ID 


OJ991217_15.0303 


.C3 


u 


Gene No. 


85440 








Strand 








Start 


4792 








End 


6965 






Name 


OJ991217 15 


. 0303 


C3 o2. 


tm 


Method 


TBLASTX: Maize 






Start 


6800 ~~ 








End 


6963 






GI 


none 








Score 


198 








6800 6844. 


6801 


6962, 


6801. 


.6962, 6802.. 6963 






Seq. No. 


41218 








Seq. ID 


OJ991217JL5.0303 


.C3 




Gene No. 


85440 








Strand 








Start 


4792 








End 


6965 






Name 


OJ991217 15 


. 0303 


C3 o2 


ts 


Method 


TBLASTX: Soybean 






Start 


6804 








End 


6965 






GI 


none 








Score 


186 






Exons 


6804. .6965, 


6805 


. .6963 












Seq. No. 


41219 








Seq. ID 


OJ991217_15.0303 


.C4 




Gene No. 


85441 








Strand 


+ 





41325 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991217_15.0303.C4 .ol.np 
1 

4803924 

1..96, 325. .486, 555. .639, 



End 

Method 
End 
Score 
1155. .1299 



3574 
AAT/NAP 
1299 
424 



(AC006264) putative ER lumen protein retaining receptor 
[Arabidopsis thaliana] 



41219 Seq. ID 

85441 Strand 
1 End 
OJ991217_15 . 0303 . C4 . o2 . gp Method 
1144 End 
3762139 Score 
1144.. 1248, 1323.. 1565 

4803924/gb|AAD29797.1|AC006264_5 1.0e-09 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] 



OJ991217_15.0303.C4 
+ 

3574 
AAT/GAP 
1565 
630 



41219 
85441 
1 

OJ991217_15.0303.C4.o2.np 
1278 
7430721 

1278.. 1299, 2803.. 3574 
cytochrome P450 CYP94A1 - 
(AF030260) CYP94A1 [Vicia sativa] 

41219 Seq. ID 

85442 Strand 

9626 End 

OJ991217_15 . 0303 . C4 . o5 . gs Method 

9626 End 

none Score 



Seq. ID OJ991217_15.0303.C4 

Strand + 

End 3574 

Method . AAT/NAP 

End 3574 

Score 343 

spring vetch gi | 4204095 | gb [AAD10204 . 1 | 



OJ991217_15.0303.C4 
+ 

13020 
GENS CAN 
13020 
.48 



9626.. 9637, 9800.. 9936, 10073 10142, 10183 .. 10406, 
10412. .10594, 10643. .10740, 11363 .. 11530, 12153 .. 12322, 
12405. .12573, 12611.. 13020 



41219 
85443 
13409 

OJ991217_15.0303.C4.o6.gs 

13409 

none 



Seq. ID OJ991217_15.0303.C4 

Strand + 

End 19066 

Method GENSCAN 

End 19066 

Score .44 



13409. .13492, 13507 .. 13962, 14486 .. 14612, 15106 .. 15717 , 
15874. .16178, 16251 .. 16601, 16735 .. 16851, 17044 .. 17194 , 
17293. .17527, 17963 .. 18105, 18253.. 19066 

41219 Seq. ID OJ991217_15 . 0303 . C4 

85443 Strand + 

13409 . End 19066 

OJ991217_15 . 0303 . C4 . o3 . np Method AAT/NAP 

17424 End 18968 

7484649 Score 632 

17424. .18968 

reverse transcriptase - beet retrotransposon (fragment) 

gi I 24 62134 |emb| CAA73798.il (Y13368) reverse transcriptase [Beta 



41326 



vulgaris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41219 
85444 
4400 

OJ991217_15.0303.C4.o2.gs 

4400 

none 



Seq. ID OJ991217_15.0303.C4 
Strand 

End 6008 

Method GENS CAN 

End 6008 

Score .91 



4400. .5050, 5176. .5363, 5368.-5598, 5672. .6008 



Seq. ID OJ991217_15.0303.C4 
Strand 

End 7170 

Method GENSCAN 

End 7170 

Score .7 



41219 
85445 
6811 

OJ991217_15.0303.C4.o3.gs 
6811 
none 

6811. .7170 

41219 
85446 
8636 

OJ991217_15 . 0303 . C4 . o2 . tm 
328 
none 

328. .489, 344. /478, 345. .482, 548. .607, 552. .638, 552. .638, 
553. .639, 554. .640, 1097. .1246, 1099. .1248, 1112. .1246, 
1117.. 1248, 1303.. 1392, 1320.. 1376, 1322.. 1432 



Seq. ID OJ991217_15.0303.C4 
Strand 

End 8966 

Method TBLASTX : Mai ze 

End 1432 

Score 240 



Seq. No. 


41219 


Seq. ID 


OJ991217_15.0303.C4 


Gene No. 


85446 


Strand 




Start 


8636 


End 


8966 


Name 


OJ991217 15.0303.C4.o3.tc 


Method 


TBLASTX: Cress 


Start 


328 


End 


483 


GI 


none 


Score 


208 


Exons 


328. .483, 345.-482 






Seq. No. 


41219 


Seq. ID 


OJ991217_15.0303..C4 


Gene No. 


85446 


Strand 




Start 


8636 


End 


8966 


Name 


OJ991217 15.0303.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


345 


End 


1371 


GI 


none 


Score 


209 


Exons 


345. .482, 346. .489, 537. .635, 


552. .638 


, 554. .637, 1099. .1248, 




1112.. 1261, 1116.. 1259, 1303. 


.1371, 1320.. 1367 


Seq. No. 


41219 


Seq. ID 


OJ991217_15.0303.C4 


Gene No. 


85446 


Strand 




Start 


8636 


End 


8966 


Name 


OJ991217 15.0303.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


597 


End 


1388 


GI 


none 


Score 


76 


Exons 


597.. 638, 1112.. 1246, 1117.. 1248, 1303 


..1371, 1320. .1388 


Seq. No. 


41219 


Seq. ID 


OJ991217_15.0303.C4 


Gene No. 


85446 


Strand 




Start 


8636 


End 


8966 


Name 


OJ991217 15.0303.C4.o2.ts 


Method 


TBLASTX : Soybean 



41327 




Start 


2854 








End 


3560 




GI 


none 








Score 


51 




Exons 


2854 . .2910, 


2941. 


.3120, 


3183. 


.3275, 3184.. 3333, 


3352. .3423 




3364 . .3432, 


3452. 


.3526, 


3528. 


.3560 






Sea. No. 


41219 








Seq. ID 


OJ991217 


15. 0303. C4 


Gene No. 


85446 








Strand 






Start 


8636 








End 


8966 




Nanie 


OJ991217 15. 


0303. 


C4.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3106 








End 


.3531 




GI 


none 








Score 


48 




Exons 


3106. .3171, 


3184 . 


.3324, 


3192. 


.3275, 3366.. 3431, 


3367. .3432 




3445. .3531, 


3446. 


.3526 










Seq. No. 


41219 








Seq. ID 


OJ991217 


15. 0303. C4 


Gene No. 


85446 








Strand 


« 




Start 


8636 








End 


8966 




Name 


OJ991217 15. 


0303. 


C4.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3142 








End 


3572 




GI 


none 








Score 


39 




Exons 


3142. .3210, 


3186. 


.3266, 


3187. 


.3336, 3351.. 3428, 


3352. .3429 




3422. .3526, 


3525. 


.3572 










Seq. No. 


41219 








Seq. ID 


OJ991217 


15. 0303. C4 


Gene No. 


85446 








Strand 






Start 


8636 








End 


8966 




Name 


OJ991217 15. 


0303. 


C4 .o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3183 








End 


3551 




GI 


none 








Score 


113 




Exons 


3183. .3266, 


3184 . 


.3336, 


3352. 


.3429, 3352.. 3432, 


3448 . . 3501 


- 


3449. .3526, 


3489. 


.3551, 


3525. 


.3551 






Seq. No. 


41219 








Seq. ID 


OJ991217 


_15.0303.C4 


Gene No. 


85446 








Strand 






Start 


8636 








End 


8966 




Name 


OJ991217 15. 


0303. 


C4.o4. 


as 


Method 


GENSCAN 




Start 


8636 








End 


8966 




GI 


none 








Score 


.6 




Exons 


8636. .8669, 


8833. 


.8966 










Seq. No. 


41219 








Seq. ID 


OJ991217 


_15.0303,C4 


Gene No. 


85447 








Strand 






Start 


17895 








End 


18329 




Name 


OJ991217 15. 


0303. 


C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


17895 








End 


18329 




GI 


none 








Score 


274 




Exons 


17895. .18329, 17939.. 18172 








Seq. No. 


41219 








Seq. ID 


OJ991217 


_15.0303.C4 


Gene No. 


85448 








Strand 






Start 


18405 








End 


19127 




Name 


OJ991217 15. 


0303. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


18405 








End 


18740 




GI 


none 








Score 


100 




Exons 


18405. .18545 


, 18534. .18740 








Seq. No. 


41219 








Seq. ID 


OJ991217 


_15.0303.C4 



41328 




Gene No. 


85448 


Strand 




Start 


18405 


End 


19127 


Name 


OJ991217 15.0303.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


18495 ~ 


End 


18911 


GI 


none 


Score 


389 


Exons 


18495. .18911, 18506. .18910 






Seq. No. 


41219 


Seq. ID 


OJ991217_15.0303.C-4 ' 


Gene No. 


85448 


Strand 




Start 


18405 


End 


19127 


Name 


OJ991217 15.0303.C4 ,o3.tw 


Method 


TBLASTX: Wheat 


Start 


18767 


End 


19043 


GI 


none 


Score 


179 


Exons 


18767. .18994, 18768. .19043 






Seq. No. 


41219 


Seq. ID 


OJ991217_15.0303.C4 


Gene No. 


85448 


Strand 




Start 


18405 


End 


19127 


Name 


OJ991217 15.0303.C4.o5.tm 


Method 


TBLASTX :Maize 


Start 


18912 


End 


19127 


GI 


none 


Score 


201 


Exons 


18912.. 19127 






Seq. No. 


41220 


Seq. ID 


OJ991217 15. 0303. C6 


Gene No . 


85449 


Strand 




Start 


1 


End 


898 


Name 


OJ991217 15.0303.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


898 


GI 


6069646 


Score 


411 


Exons 


1. .898 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


41220 


Seq. ID 


OJ991217_15.0303.C6 


Gene No. 


85449 


Strand 




Start 


1 


End 


898 


Name 


OJ991217 15.0303.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


12 


End 


488 


GI 


none 


Score 


73 


Exons 


12. .140, 180. .488, 298. .381 






Seq. No. 


41220 


Seq. ID 


OJ991217_15.0303.C6 


Gene No. 


85449 


Strand 




Start 


1 


End 


898 


Name 


OJ991217 15.0303.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


333 


End 


713 


GI 


none 


Score 


89 


Exons 


333. .494, 576. .713 






Seq. No. 


41221 


Seq. ID 


OJ991217_15.0303.C7 


Gene No. 


85450 


Strand 




Start 


955 


.End 


1709 


Name 


OJ991217 15.0303.C7.o2.gs 


Method 


GENSCAN 


Start 


955 


End 


1709 



41329 



GI 


none 


Score 


.76 


Exons 


955. .966, 1485. .1709 






Seq. No. 


41222 


Seq. ID 


OJ991217_15.0303.C8 


Gene No. 


85451 


Strand 


4_ 

r 


Start 


7 


End 


420 


Name 


OJ991217 15.0303.C8.ol.gs 


Method 


GEN SCAN . 


Start 


7 


End 


420 


GI 


none 


Score 


.94 


Exons 


7. .420 






Seq. No. 


41222 


Seq. ID 


OJ991217_15.0303.C8 


Gene No. 


85452 


Strand 


+ 


Start 


8509 


End 


8759 


Name 


OJ991217 15-0303. C8.ol.gp 


Method 


AAT/GAP 


Start 


8509 


End 


8759 


GI 


3762139 


Score 


368 


Exons 


8509.. 8759 




-09 (AC006264) putative ER 


GI Descrip. 


4803924/gb | AAD29797 . 1 | AC006264_5 1 . Oe- 


lumen protein retaining receptor [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



41222 
85453 
4 92 

0 J991217_15 . 0303 . C8 . ol . np 
492 

7340881 



Seq. ID OJ991217_15.0303.C8 
Strand 

End ■ 13282 

Method AAT/NAP 
End 5580 
Score 568 



492. .512, 3052,. 3081, 3187. .3320, 4740. .4984, 5040. .5144, 
5224.. 5346, 5494.. 5580 

(AP001551) hypothetical protein [Oryza sativa] 



41222 
85453 
492 

OJ991217_15.0303.C8.o2.gs 
1316 
none 



Seq. ID OJ991217_15.0303.C8 
Strand 

End 13282 

Method GEN SCAN 

End , 13282 

Score .74 



1316.. 1423, 3187.. 3328, 4390.. 4462, 4884.. 4995, 5040.. 5143, 
5224. .5425, 7507. .7639, 7814. .8216, 9153. .9256, 9589. .9629, 
9758. .9879, 9967. .10421, 10524 ... 10879, 11003 .. 11404 , 
11763. .11888, 11960. .12028, 12100 12290, 12386 .. 12455 , 
12554. .12679, 12989.. 13282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ991217_15.0303.C8 
Strand 

End 13282 

Method AAT/NAP 

End 11412 

Score 1429 
10094. .11150, 11283.. 11412 
PROTEIN 82 gi|100685|pir MS25541 heat shock protein 



15.0303.C8.o4.np 



41222 
85453 
492 

OJ991217 
8767 
417154 
8767. .8808, 
HEAT SHOCK 
82 - rice (strain Taichung Native One) 
(Z11920) heat shock protein 82 (HSP82) 



41222 
85453 
492 



Seq. ID 

Strand 

End 



gi| 20256 |emb|CAA77978 | 
[Oryza sativa] 

OJ991217_15.0303.C8 

13282 



41330 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217_15.0303.C8.o3.np Method . AAT/NAP 

9088 End 9840 

6729524 Score 143 

9088.. 9256, 9395.. 9516, 9745.. 9840 
(AL132977) putative protein [Arabidopsis thaliana] 



41222 
85453 
492 

OJ991217_15.0303.C8.ol.tc 

10100 

none 



Seq. ID OJ991217_15.0303.C8 
Strand 

End 13282 
Method TBLASTX : Cress 
End 11407 
Score * 145 



10100. .10276, 10100. .10276, 10256 10306, 10266 .. 10391, 

10283. ;i0387, 10373 .. 10672, 10379 10987 , 10383 .. 10988, 

10733. .10993, 10986. . 11060, 10988 11062, 11174 .. 11224 , 

11330. .11365, 11363.. 11407 



Seq. No. 41222 Seq. ID 

Gene No. 85453 Strand 

Start 4 92 End 

Name OJ991217_15 . 0303 . C8 . ol . tm Method 

Start 10100 End 

GI none Score 
Exons 



OJ991217_15.0303.C8 
13282 

TBLASTX: Maize 

11407 

156 



10100. .10276, 10100. .10276, 10234 .. 104 16, 10256 .. 10306, 

10283.. 10387, 10379.. 10987,' 10380 .. 10595, 10641 .. 10988, 

10730. .10993, 10986. .11060, 10988 .. 11062 , 11174 .. 11224 , 

11330. .11365, 11363.. 11407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41222 Seq. ID 

85453 Strand 

492 End 

OJ991217_15 . 0303 . C8 . ol . tw Method 

10100 End 

none Score 



OJ991217_15.0303.C8 
13282 

TBLASTX: Wheat 

10759 

136 



10100. .10276, 10100. .10276, 10234 .. 10425, 10256 .. 10306, 
10283. .10387, 10373 .. 10672, 10379 10759, 10380 10736, 
10730.. 10759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41222 Seq. ID 

85453 Strand 

492 End 

OJ991217_15.0303.C8.ol.ts Method 

10100 End 

none Score 



OJ991217_15.0303.C8 
13282 

TBLASTX : Soybean 

11401 

99 



10100. .10243, 10101. .10199, 10112 .. 10249, 10256 10306, 
10266. .10391, 10283. .10387, 10379 .. 10516, 10383 .. 10514 , 
10517. .10996, 10521. .11000, 11339 .. 11365, 11363.. 11401 



Seq. No. 41222 Seq. ID 

Gene No. 85453 Strand 

Start 492 End 

Name OJ991217_15 . 0303 . C8 . o2 . tw Method 

Start 10761 End 

GI none Score 

Exons 10761. .10985., 10763.. 10987 



OJ991217_15.0303.C8 
13282 

TBLASTX: Wheat 

10987 

262 



Seq. No. 



41223 



Seq. ID OJ991217_15.0303.C9 



41331 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene .No. 
Start ' 
Name 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



85454 Strand + 

1 End 1232 

OJ991217_15.0303.C9.ol.np Method AAT/NAP 

1 End 1232 

7484961 Score 117 

1..150, 999. .1083, 1190. .1232 

extensin homolog T9E8.80 - Arabidopsis thaliana 
gi|4584539|emb|CAB40769.1| (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376 . 1 | (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



41224 Seq. ID 

85455 Strand 

1 End 

OJ991117_15 . 0331 . C4 . ol . np Method 

1 End 

4836924 Score 
1..580 

(AC007153) Hypothetical protein [Arabidopsis thaliana] 



OJ991117_15.0331.C4 
+ 

580 

AAT/NAP 
580 
382 



41224 
85455 
1 

OJ991117_15.0331.C4.ol.tm 
1 

none 



Seq. ID OJ991117_15.0331.C4 



Strand 
End 

Method 

End 

Score 



+ . 
580 

TBLASTX: Maize 

463 

299 



1..240, 2. .235, 134. .346, 151. .240, 287. .463 



41224 
85455 
1 

OJ991117_15.0331.C4 .ol.ts 
5 

none 

5. .163, 140. .289, 293. .508, 

41224 
85455 
1 

OJ991117_15.0331.C4.ol.gs 
38 

none 
38. .565 



Seq. ID OJ991117_15.0331.C4 



Strand 
End 

Method 
End 
Score 
296. .502 

Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

580 

TBLASTX: Soybean 

508 

66 



OJ991117_15.0331.C4 
+ 

580 

GENS CAN 

565 

.55 



OJ991117 15. 0331. C5 



41225 Seq. ID 

85456 Strand 

1 End 1363 

OJ991117_15 . 0331 .C5.ol.np Method AAT/NAP 

1 End 1288 

7485403 Score 97 
1..26, 1078. .1288 

hypothetical protein F12C20.8 - Arabidopsis thaliana 

gi|3426047|gb|AAC32246.1| (AC005168) putative MADS-box protein 
[Arabidopsis thaliana] 



41225 
85456 



Seq. ID 
Strand 



OJ991117 15. 0331. C5 



41332 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991117_15.0331.C5.ol.gs 
14 

none 

14. .1363 

41226 
85457 
6558 

OJ991117_15.0331.C6.o2.gs 

6558 

none 

6558. .6893 

41226 
85458 
9462 

OJ991117_15.0331.C6.ol.tm 
204 
none 



End 1363 

Method GENS CAN 

End 1363 

Score . 93 



Seq. ID OJ991117_15.0331.C6_ 

Strand + 

End 68 93 

Method GEN SCAN 

End 6893 

Score . 95 



Seq. ID OJ991117_15.0331.C6 

Strand + 

End 10298 

Method TBLASTX : Mai ze 

End 652 

Score 91 

204. .257, 303. .332, 466. .522, 470. .523, 471. .524, 495. .650, 
518. .652, 575. .652 



41226 
85458 
9462 

OJ991117_15.0331.C6.o2.gp 

9462 

none 

9462. .10298 

41227 
85459 
704 

OJ991117_15 . 0331 . C7 . ol . gs 

704 

none 

704. .858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_15.0331.C6 
+ 

10298 
AAT/GAP 
10298 
1591 



OJ991117_15.0331.C7 
+ 

858 

GEN SCAN 

858 

.78 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41227 
85460 
4250 

OJ991117_15 . 0331 . C7 . ol . np 
4250 
7486132 
4250. .4375, 4977. .5156 

hypothetical protein F25G13.60 - Arabidopsis thaliana 
gi|5123938|emb|CAB45496.1| (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7267999 | emb | CAB78339 . 1 1 (AL161535) 
putative protein [Arabidopsis thaliana] 



OJ991117 
+ 

5156 
AAT/NAP 
5156 
227 



15. 0331. C7 



41227 

85461 

11532 

OJ991117 

11532 

none 



15.0331.C7.o4.gs 



Seq. ID OJ991117_15.0331.C7 

Strand + 

End 15005 

Method GENS CAN 

End 15005 

Score .79 



41333 



Exons 



11532. .11708, 11794. .12064, 12306 .. 12425 , 12526 12650, 

12846. .13028, 13144 .. 13173, 13243 .. 13446, 13470 .. 13583, 

13677. .13769, 13850 . . 13989, 14140 14210, 14293 .. 14373, 
14824. .15005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41227 
85461 
11532 

OJ991117JL5 .0331 . C7 . o3 . np 

11558 

3763916 



Seq. ID OJ991117_15.0331.C7 

Strand + . 

End 15005 

Method . AAT/NAP 

End 14568 

Score 763 



11558. .11708, 11794. .12064, 12306 .. 12425, 12526 .. 12662 , 
12834. .13052, 13279. . 13446, 13530 .. 13583, 13677 .. 13769, 
13850. .14019, 14100. .14212, 14436.. 14568 



GI Descrip. (AC004450) unknown protein [Arabidopsis thaliana] 



fee?' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 15. 0331. C7 



174 

AAT/GAP 

174 

139 



41227 
85462 
77 

OJ991117_15.0331.C7.ol.gp 
77 

LIB3477-003-P1-K1-E9 
77. .174 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

41227 Seq. ID OJ991117_15 . 0331 .CI 

854 63 Strand 

922 End 1289 

OJ991117_15 . 0331 . C7 . o2 . gp Method AAT/GAP 

922 End 1289 

59410JL.R1084 Score 582 

922.. 1289 

•2499945/sp|Q42586|PYR5_ARATH 3.0e-51 URIDINE 5 1 ' -MONOPHOSPHATE 
SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 

PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 ' 1 -PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi_1076363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / "■*-' 
orotidine-5' '-phosphate decarboxylase (EC 4.1.1.23) - 
Arabidopsis thaliana >gi_443818_emb_CAA50686_ (X71842) pyrE-F 
[Ara* 



41227 
85464 
1456 

OJ991117_15 . 0331 . C7 . o2 . gs 

1456 

none 



Seq. ID OJ991117_15.0331.C7 



Strand 
End 

Method 

End 

Score 



4351 
GENSCAN 
4351 
.65 



1456.. 1567, 2856.. 2944, 3132.. 3295, 3988.. 4086, 4276.. 4351 



41227 Seq. ID 

85465 Strand 

5620 End 

OJ991117_15 . 0331 . C7 . o3 . tc Method 

4925 End 

none Score 



OJ991117_15.0331.C7 
11233 

TBLASTX: Cress 

5186 

113 



41334 




Exons 


4925. .5149, 


5009. 


.5149, 


5010. 


.5186, 5050. .5169 




Seq. No. 


. 41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5000 








End 


5183 




GI 


none 








Score 


255 




Exons 


5000. .5158, 


5007. 


.5183 










Seq. No. 


41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.o3. 


gs 


Method 


GENSCAN 




Start 


5620 








End 


9891 




GI 


none 








Score 


.49 




Exons 


5620. .5684, 


6213. 


.6280, 


8065. 


.8191, 8514. .9891 




Seq. No. 


41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


8394 








End 


11233 




GI 


4586036 








Score 


841 




Exons 


8394 . .9507, 


9694. 


.9881, 


11191 


. .11233 






GI Descrip. 


(AC007109) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8421 








End 


8770 




GI 


none 








Score 


374 




Exons 


8421. .8765, 


8422. 


.8769, 


8423. 


.8770 






Seq. No. 


41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8461 








End 


8985 




GI 


none 








Score 


352 




Exons 


8461. .8985 














Seq. No. 


41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


8485 








End 


8976 




GI 


none 








Score 


235 




Exons 


8485. .8976 














Seq. No. 


41227 








Seq. ID 


OJ991117_15.0331 


.C7 


Gene No. 


85465 








Strand 






Start 


5620 








End 


11233 




Name 


OJ991117 15 


.0331. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8776 








End 


9930 




GI 


none 








Score 


67 





41335 




Exons 


8776.. 9231, 8861.. 8983, 9283 


;.9489, 9283. .9471, 9283. .9405, 




9295.. 9468, 9307.. 9489, 9364 


..9534, 9400. .9525, 9400. .9516, 




9523.. 9660, 9541.. 9675, 9544 


..9657, 9574.. 9675, 9589.. 9669, 




9685.. 9930, 9740 9883,- 9778 


. .9891 




Seq. No. 


41227 


Seq. ID 


OJ991117_15.0331.C7 


Gene No. 


85465 


Strand . 




Start- 


5620 


End 


11233 


Name 


OJ991117 15.0331.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8857 


End 


9918 


GI 


none 


Score 


117 


Exons 


8857. .9330, 8858. .9241, 9286 


..9480, 9526. .9669, 9685. .9918 


Seq. No. 


41227 


Seq. ID 


OJ991117_15.0331.C7 


Gene No. 


85465 


Strand 




Start 


5620 


End 


11233 


Name 


OJ991117 15 . 0331 .C7 . ol . tc 


Method 


TBLASTX: Cress 


Start 


8977 


End 


9921 


GI 


none 


Score 


109 


Exons 


8977. .9531, 8995. .9417, 9004 


:.9225, 9013. .9228, 9287. .9430, 




9304.. 9483, 9307.. 9483, 9395 


..9532, 9489. .9524, 9544. .9675, 




9547. .9741, 9583.. 9675, 9685 


..9921, 9685. .9867 


Seq. No.. 


41227 


Seq. ID 


OJ991117_-15.0331.C7 


Gene No. 


85465 


Strand 




Start 


5620 


End 


11233 


Name 


OJ991117 15 .0331 .C7 .o5. ts 


Method 


TBLASTX : Soybean 


Start 


9001 


End 


9678 


GI 


none 


Score 


82 


Exons 


9001.. 9180, 9307.. 9522, 9307 


..9522, 9308.. 9523, 9394.. 9531, 




9401.. 9532, 9544.. 9678, 9544 


..9678, 9547. .9606, 9547. .9618, 




9577. .9675 






Seq. No. 


41227 


Seq. ID 


OJ991117_15.0331.C7 


Gene No. 


85466 


Strand 




Start 


11625 


End 


14507 


Name 


OJ991117 15.0331.C7.o4.ts 


Method 


TBLASTX : Soybean 


Start 


11625 


End 


12063 


GI 


none 


Score 


64 


Exons 


11625. .11711, 11672. .11710, 


11793. .12062, 11794.. 12063 


Seq. No. 


41227 


Seq. ID 


OJ991117_15.0331.C7 


Gene No. 


85466 


Strand 




Start 


11625 


End 


14507 


Name 


OJ991117 15.0331.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


11793 


End 


14507 


GI 


none 


Score 


193 


Exons 


11793 .. 12062, 11794 .. 12072, 


12305. .12430, 12522 .. 12653, 




12828. .13055, 12881 .. 13021, 


13279. .13446, 13317 .. 13433, 




13517. .13582, 13524 .. 13616, 


13524. .13586, 13668 .. 13769, 




13669. .13770, 13670 .. 13771, 


13674. .13775, 13676 .. 13777 , 




13843. .13992, 13844 .. 13990, 


14120. .14212, 14334. .14387, 




14430. .14507 






Seq. No. 


41227 


Seq. ID 


OJ991117_15.0331.C7 " 


Gene No. 


85466 


Strand 




Start 


11625 


End 


14507 



41336 





Name 


OJ991117 15.0331.C7.o2..tc 


Method 


TBLASTX: Cress 




Start 


12888 


End 


14375 




GI 


none 


Score 


86 




Exons 


12888. .13055, 13279. . 13446, 


13524. .13586, 13668 .. 13802, 






13674. .13775, 13880 .. 13990, 


13882. .13989, 14 120 .. 142 12, 






14334. .14375 








Seq. No. 


41227 


Seq. ID 


OJ991117_15.0331.C7 




Gene No. 


85466 


Strand 






Start 


11625 


End 


14507 




Name 


OJ991117 15.0331.C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12912 


End 


14212 




GI 


none 


Score 


80 




Exons 


12912. .13055, 13279. .13446, 


13524. .13586, 13668 .. 13802, 






13674. .13775, 13880 .. 13990, 


13882. .13995, 13882 .. 1398 9, 






14120. .14212 








Seq. No. 


41228 


Seq. ID 


OJ991117_15.0331.C8 




Gene No. 


85467 


Strand 


+ 




Start 


1003 


End 


3854 




Name 


OJ991117 15.0331.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


979 


End 


1183 




GI 


none 


Score 


176 




Exons 


979.. 1065, 987.. 1175, 1044.. 


1175, 1052 


..1183, 1058. .1177 


== p 


Seq. No. 


41228 


Seq. ID 


OJ991117_15.0331.C8 


E- : ; 


Gene No. 


85467 


Strand 


+ 


i 5 ! § 


Start 


1003 


End 


3854 


f =| 


Name 


OJ991117 15.0331.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


1000 


End 


2879 




GI 


none 


Score 


141 




Exons 


1000.. 1071, 1002.. 1160, 1047 


..1151, 1052. .1159, 1058. .1177, 






1180.. 1380, 1221.. 1313, 1237 


..1314, 1588. .1866, 1589. .1867, 






1592. .1873, 1593. .1871, 2805 


..2879, 2806. .2877 



Seq. No. 


41228 


Seq. ID 


OJ991117_15.0331 


.C8 


Gene No. 


85467 


Strand 


+ 




Start 


1003 


End 


3854 




Name 


OJ991117 15.0331.C8.ol.gs 


Method 


GENSCAN 




Start 


1003 


End 


3624 




GI 


none 


Score 


.81 




Exons 


1003. .1435, 1591. .1868, 2827. 


.3624 






Seq. No. 


41228 


Seq. ID 


OJ991117_15.0331 


.C8 


Gene No. 


85467 


Strand 


+ 




Start 


1003 


End 


3854 




Name 


OJ991117 15.0331.C8.ol.np 


Method 


AAT/NAP 




Start 


1595 


End 


3621 




GI 


7487578 


Score 


1152 




Exons 


1595.. 1758, 1795.. 1897, 2820. 


.3621 






GI Descrip. 


hypothetical protein T30C3.30 


- Arabidopsis thaliana 





git 5123925 | emb I CAB45513 . 1| (AL079350) putative protein 
[Arabidopsis thaliana] gi | 7269387 | emb | CAB81347 . 1 | (AL161563) 
putative protein [Arabidopsis thaliana] 



Seq. No. 41228 Seq. ID OJ991117_15 . 0331 . C8 

Gene No. 85467 Strand + 



41337 



m • 



Start 


1003 




End 


3854 


Name 


OJ991117 15.0331.C8.-ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1596 




End 


1862 


GI 


none 




Score 


286 


Exons 


1596. .1862 








Seq. No. 


41228 


- 


Seq. ID 


OJ991117_15..0331.C8 


Gene No. 


85467 




Strand 


+ 


Start 


1003 




End 


3854 


Name 


OJ991117 15.0331.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1596 




End 


1876 


GI 


none 




Score 


298 


Exons 


1596. .1862, 1596. .1652, 


1598. 


.1687, 1731. .1862, 1775. .1876 


Seq. No. 


41228 




Seq. ID 


OJ991117_15.0331.C8 


Gene No. 


85467 




Strand 


+ 


Start 


1003 




End 


3854 


Name 


OJ991117 15.0331.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3061 




End 


3333 


GI 


none 




Score 


432 


Exons 


3061.. 3333, 3061.. 3330, 


3062. 


.3331, 3063.. 3332 


Seq. No. 


41228 




Seq. ID 


OJ991117_15.0331.C8 


Gene No. 


85467 




Strand 


+ 


Start 


1003 




End 


3854 


Name 


OJ991117 15.0331.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


3135 




End 


3854 


GI 


12107 1.R1084 




Score 


1319 


Exons 


3135. .3854 








GI Descrip. 


'5123925/emb| CAB45513.il 5.0e 


-57 (AL079350) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


41228 




Seq. ID 


OJ991117_15.0331.C8 


Gene No. 


85467 




Strand 


+ 


Start 


1003 




End 


3854 


Name 


OJ991117 15.0331.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3214 




End 


3603 


GI 


none 




Score 


91 


Exons 


3214. .3285, 3324. .3458, 


3340. 


.3468, 3480.. 3602, 3521.. 3589, 



3529. .3603 



Seq. No. 


41228 








Seq. ID 


OJ991117 


JL5.0331 


.C8 


Gene No. 


85467 








Strand 


+ 






Start 


1003 








End 


3854 






Name 


OJ991117 15 


.0331. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3372 








End 


3623 






GI 


none 








Score 


344 






Exons 


3372. .3494, 


3379. 


.3579, 


3388. 


.3621, 3531.. 3623 






Seq. No. 


41228 








Seq. ID 


OJ991117 


JL5.0331 


.C8 


Gene No. 


85467 








Strand 


+ 






Start 


1003 








End 


3854 






Name 


OJ991117 15 


.0331. 


C8.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3396 








End 


3599 






GI 


none 








Score 


97 






Exons 


3396. .3470, 


3397. 


.3483, 


3529. 


.3591, 3531.. 3599 







41338 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. *v 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41228 
85467 
1003 

OJ991117_15.0331.C8.o3.tm 
3402 
none 



Seq. ID OJ991117_15.0331.C8 

Strand + 

End 3854 

Method TBLASTX : Mai ze 

End . 3624 

Score 380 



3402. .3494, 3403. .3624, 3403. .3591, 3531. .3623 



Seq. ID OJ991117_15.0331.C9 

Strand + 

End 912 

Method GENSCAN 

End 912 

Score .78 



41229 
85468 
655 

OJ991117_15.0331.C9.ol.gs 
655 
none 
655. .912 

41229 
85469 
2267 

OJ991117_15.0331.C9.o2.gs 
2267 
none 

2267. .2290, 4031. .4086, 4847. .4896, 5018. .5895 



Seq. ID OJ991117_15.0331.C9 
Strand 

End 5915 

Method GENSCAN 

End 58 95 

Score . 4 



41229 
85469 
2267 

OJ991117_15.0331.C9.ol.np 

4968 

3157929 



Seq. ID OJ991117_15.0331.C-9 
Strand 

End 5915 

Method AAT/NAP 

End 5915 

Score 232 



4968.. 5551, 5579.. 5705, 5733.. 5915 

(AC002131) Contains similarity to hypothetical protein gb|Z97336 
from A. thaliana. [Arabidopsis thaliana] 



41229 
85470 
6998 

OJ991117_15.0331.C9.ol.ts 
5146 
none 

5146.. 5226, 5326.. 5499 

41229 
85470 
6998 

OJ991117_15.0331.C9.o3.gs 
6998 
none 

6998.. 7170, 7630.. 7768 

41230 
85471 
274 

OJ991117_15. 0331. C10. ol.gs 
274 
none 

274.. 310, 1059.. 1166, 2093.. 2277 



Seq. ID OJ991117_15.0331.C9 
Strand 

End 7768 

Method TBLASTX : Soybean 

End 5499 

Score 138 



Seq. ID OJ991117_15.0331.C9 
Strand 

End 77 68 

Method GENSCAN 

End 7768 

Score .78 



Seq. ID OJ991117_15. 0331. C10 

Strand + 

End 2277 

Method GENSCAN 

-End 2277 

Score .75 



41339 



Seq. No. 


41230 








Seq. ID 


OJ991117 


Gene No. 


85472 








Strand 


+ 


Start 


4019 








End 


8754 


Name 


OJ991117 15 


.0331 


.C10.o2 


.gs 


Method 


GENSCAN 


Start 


4019 








End 


6369 


GI 


none 








Score 


.84 


Exons 


4019. .4080, 


5036 


. .5090, 


5305. 


.5469, 5518. .5566, 


Seq. No. 


41230 








Seq. ID 


OJ991117 


Gene No. 


85472 








Strand 


+ 


Start 


4019 








End 


8754 


Name 


OJ991117 15 


.0331 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


5899 








End 


8739 


GI 


7438233 








Score 


223 


Exons 


5899. .5990, 


6039 


. .6153, 


8548. 


.8739 





15. 0331. C10 



GI Descrip. cysteine proteinase inhibitor, extracellular - carrot 

gi I 2204077 | dbj IBAA20464.il (D85623) extracellular insoluble 
cystatin [Daucus carota] 



Seq. No. 


41230 








Seq. ID 


OJ991117_15. 


0331 


.C10 


Gene No. 


85472 








Strand 


+ 






Start 


4019 








End 


8754 






Name 


OJ991117 15. 


0331 


.C10.o3 


. gs 


Method 


GENSCAN • 






Start 


7571 








End 


8754 






GI 


none 








Score 


. 68 






Exons 


7571. .7875, 


8046 


. .8184, 


8377. 


.8754 








Seq. No. 


41230 








Seq. ID 


OJ991117_15. 


0331 


.C10 


Gene No . 


85473 








Strand 








Start 


8719 








End 


8918 






Name 


OJ991117 15. 


0331 


.ClO.ol 


• gp 


Method 


AAT/GAP 






Start 


8719 








End 


8918 






GI 


3106982 








Score 


374 






Exons 


8719. .8918 
















Seq. No. 


41230 








Seq. ID 


OJ991117_15. 


0331 


.C10 


Gene No. 


85474 








Strand 








Start * 


9404 








End 


9614 






Name 


OJ991117 15. 


0331 


.C10.o4 


. gs 


Method 


GENSCAN 






Start 


9404 








End 


9614 






GI 


none 








Score 


.56 






Exons 


9404. .9438, 


9521 


. .9614 












Seq. No. 


41231 








Seq. ID 


OJ991117_15. 


0331 


.Cll 


Gene No. 


85475 








Strand 








Start 


1 








End 


70 






Name 


OJ991117 15. 


0331 


.Cll.ol 


.gp 


Method 


AAT/GAP 






Start 


1 








End 


70 






GI 


none 








Score 


108 






Exons 


1. .70 
















Seq. No. 


41231 








Seq. ID 


OJ991117_15. 


0331 


.Cll 


Gene No. 


85476 








Strand 








Start 


903 








End 


4248 






Name 


OJ991117 15. 


0331 


.Cll.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


721 








End 


992 







41340 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

721. .843, 741. .842, 918. .992 

41231 Seq. ID 

85476 Strand 

903 End 
OJ991117_15.0331.Cll.ol.np Method 

732 End 

6721161 Score 



128 



OJ991117_15.0331.C11 

4248 
AAT/NAP 
4248 
1619 



732. .842, 921. .1041, 1115. .1261, 1351. .1456, 1523. .1605, 
1741. .1868, 2318. .2404, 2492 . .2601, "3401 3568, 3633. .3717, 
3794. .3910, 4019. .4095, 4187. .4248 

(AC016829) putative O-linked GlcNAc transferase [Arabidopsis 
thaliana] 



41231 

85476 

903 

OJ991 

738 

none 

738. . 

1111. 

1350. 

1720. 

2302. 

2493. 

3495. 

3785. 



117 15.0331.Cll.ol.tm 



Seq. ID 
Strand 
End. 
Method 
End 
Score 



OJ991117 15.0331.C11 



842, 738. .842, 739 

.1269, 1115. .1264, 

.1460, 1351. .1461, 

.1869, 1730.. 1873, 

.2406, 2315. .2407, 

.2567, 2533.. 2604, 

.3569, 3591. .3716, 

.3850, 3790. .3855 



, .843, 
1128. 
1522. 
1735. 
2318. 
2534. 
3592. 



4248 

TBLASTX: Maize 
3855 
91 

918.. 1046, 919.. 1020, 920.. 1030, 
.1265, 1298. .1441, 1330. .1455, 
.1605, 1524. .1607, J.524..1604, 
.1869, 1740.. 1871, 1740. .1874, 
.2428, 2319. .2420, 2492. .2545, 
.2602, 2536. .2604, 3401. .3574, 
.3717, 3610. .3729, 3621. .3731, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41231 
85476 
903 

OJ991117_15. 0331. Cll. ol, 

738 

none 

738. .842, 742. .843, 910, 

1115.. 1261, 1127.. 1303, 

1354.. 1461, 1516.. 1599, 

1738.. 1869, 1740. .1874, 

2492.. 2545, 2533. .2604, 

3401.. 3574, 3591. .3731, 

4019.. 4096, 4021. .4098, 



ts 



.1044 
1334, 
1522. 
2308. 
2534. 
3592. 
4021. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
, 916. 
.1432, 
.1605, 
.2406, 
.2602, 
.3714, 
.4095, 



OJ991117 15.0331.C11 



4248 

TBLASTX : Soybean 
4247 
109 

1020, 918.. 1046, 
1350.. 1460, 1350 
1524. .1604, 
2318. .2428, 
3400. .3570, 
3790. .3912, 



4166. .4246, 



1735, 
2319, 
3400. 
3794, 
4191, 



1111. .1269, 
.1460, 
.1869, 
.2420, 
.3570, 
.3913, 
.4247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41231 Seq. ID OJ991117_15 . 0331 . Cll 

85476 Strand 

903 End 4248 

OJ991117_15. 0331. Cll. ol.gs Method GENSCAN 

903 End 4095 

none Score .83 

903. .1041, 1351. .1605, 1741. .1868, 2318. .2404, 2527. .2601, 
3401. .3568, 3633. .3717, 3794. .3910, 4019. .4095 



Seq. No. 
Gene No. 
Start 
Name 



41231 
85476 
903 

OJ991117 15.0331.Cll.o2.tc 



Seq. ID OJ991117_15. 0331. Cll 
Strand 

End 4248 

Method TBLASTX : Cress 



41341 



Start 
GI 

Exons 



1387 End 2542 

none Score 60 

1387. .1455, 1389. .1454, 1524. .1613, 1527. .1604, 1726. .1869, 

1740. .1874, 2308. .2388, 2318. .2428, 2319. .2402, 2492. .2542 



Seq. No. 41231 

Gene No. 85476 

Start 903 

Name OJ991117_15 . 0331 .Cll . ol . tc 

Start 3401 

GI none 

Exons 3401.. 3496, 3494.. 3574, 3495. 

3785.. 3913, 3790.. 3912, 4019. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 15. 0331. Cll 



4248 

TBLASTX: Cress 
4098 
87 

3569, 3591. .3731, 3592.. 3717, 
4093, 4021.. 4098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41232 Seq. ID 

85477 Strand 

1 End 

OJ991117_15 . 0331 . C12 . o2 . np Method 

1 End 

7508879 Score 



OJ991117_15.0331.C12 
+ 

10324 
AAT/NAP 
10324 
37 



1..21, 4722. .4765, 5924. .6088, 6266. .6443, 10304. .10324 
hypothetical protein W03D2.1 - Caenorhabditis elegans 
gi|1947160|gb|AAC48255.1| (AF000298) weak similarity to 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 



41232 Seq. ID 

85477 Strand 

1 End 
OJ991117_15 . 0331 . C12 . o2 . gs Method 

5745 - End 

none Score 
5745. .6554 



OJ991117_15.0331.C12 
+ 

10324 
GENSCAN 
6554 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41232 Seq. ID 

85478 Strand 

583 End 

OJ991117_15.0331.C12.ol.gs Method 

583 End 

none Score 



OJ991117_15.0331.C12 

4758 
GENSCAN 
4758 
.68 

1516, 1558.. 1592, 



583. .591, 852. .948, 1046. .1211, 1390. 
2522. .2600, 2984. .3103, 3589. .3645, 3993. .4043, 4133. .4231, 
4309. .4758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 



41232 Seq. ID 

85478 Strand 

583 End 
OJ991117_15.0331.C12.ol.np Method 

852 End 

6721161 Score 

852. .948, 1046. .1248, 1390. .1492, 1558 



OJ991117_15.0331.C12 

4758 
AAT/NAP 
4605 
1188 

,.1625, 1726. .1779, 



1861. .1970, 2522. .2600, 2674. .2736, 2984. .3103, 3589. .3645, 

3743. .3859, 3993.. 4043, 4133.. 4231, 4309. .4605 

(AC016829) putative O-linked GlcNAc transferase [Arabidopsis 

thaliana] 



41232 
85478 



Seq. ID 
Strand 



OJ991117 15.0331.C12 



41342 




Start 


583 


End 


4758 


Name 


OJ991117 15.0331.C12.ol.gp 


Method 


AAT/GAP 


Start 


1165 


End 


1598 


GI 


none 


Score 


384 


Exons 


1165.. 1248, 1390.. 1492, 1558.. 


1598 




Seq. No. 


41232 


Seq. ID 


OJ991117_15.0331 


Gene No. 


85479 


Strand 




Start 


7008 


End 


10324 


Name 


OJ991117 15.0331.C12.ol.ts 


Method 


TBLASTX: Soybean 


Start 


852 


End 


3874 


GI 


none 


Score 


84 


Exons 


852. .947, 865.-957, 1045. .1254 


, 1088.. 


1249, 1390.. 1491, 



1391. .1492, 1557. .1628, 1560. .1649, 2984. .3106, 3749. .3874 





Seq. No. 


41232 








Seq. ID 


OJ991117_15.0331.C12 




Gene No. 


85479 








Strand 






Start 


7008 








End 


10324 




Name 


OJ991117 15. 


0331 


.C12.02. 


tm 


Method 


TBLASTX: Maize 




Start 


852 








End 


3874 




GI 


none 








Score 


120 




Exons 


852. .947, 853. .957, 1045 


..1254, 1046.. 


1249, 1048. .1251, 






1390. .1491, 


1391 


. . 1492, 


1557. 


.1622, 1560.:1628, 3749.-3874 


.""=! 


Seq. No. 


'41232 








Seq. ID 


OJ991117_15.0331.C12 




Gene No . 


85479 








Strand 




ill 


Start 


7008 








End 


10324 


i y 


Name 


OJ991117 15. 


0331 


.C12.ol. 


tc 


Method 


TBLASTX: Cress 


f *\ 


Start 


1030 








End 


1485 


s . \ 


GI 


none 








Score 


118 




Exons 


1030. .1251, 


1043 


. .1267, 


1048. 


.1266, 1385. .1477, 1387. .1485 




Seq. No. 


41232 








Seq. ID 


OJ991117_15.0331.C12 




Gene No. 


85479 








Strand 






Start 


7008 








End 


10324 




Name 


OJ991117 15. 


0331 


.C12.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1861 








End 


4455 




GI 


none 








Score 


71 




Exons 


1861. .1971, 


2674 


. .2739, 


3571. 


.3642, 4000. .4044, 4131. .4226, 






4133. .4231, 


4306 


. .4455 










Seq. No. 


41232 








Seq. ID 


OJ991117_15.0331.C12 




Gene No. 


85479 








Strand 






Start 


7008 








End 


10324 




Name 


OJ991117 15. 


0331 


.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1861 








End 


4458 




GI 


none 








Score 


98 




Exons 


1861. .1971, 


1861 


. .1968, 


1900. 


.1971, 2520.. 2606, 2674.. 2742, 






2674. .2739, 


2978 


. .3106, 


2984. 


.3106, 2996.. 3103, 3990.. 4046, 






4126. .4218, 


4128 


. .4223, 


4131. 


.4220, 4133. .4231, 4306. .4422, 






4306. .4458 













Seq. No. 41232 Seq. ID 

Gene No. 85479 Strand 

Start 7008 End 

Name OJ991117_15 . 0331 . C12 . o3 . gs Method 

Start 7008 End 



OJ991117_15.0331.C12 

10324 

GENSCAN 

10255 



41343 





GI 


none 


Score 


.75 




Exons 


7008. .7323, 7908. .7987, 9483. 


.9707, 9815. .9889, 10015 .. 10083, 






10190.. 10255 








Seq. No. 


41232 


Seq. ID 


OJ991117_15.0331.C12 




Gene No. 


85479 


Strand 






Start 


7008 


End 


10324 




Name 


OJ991117 15.0331.C12.o2.gp 


Method 


AAT/GAP 




Start 


8798 


End 


10255 




GI 


4295 1.R1084 


Score 


1646 




Exons 


8798. .9221, 9308. .9401, 9483. 


.9707, 9815. .9889, 10015 .. 10083, 






10190. .10255 








GI Descrip. 


'6041855/gb|AAF02164.1|AC009853 24 3.0e-38 (AC009853) unknown 






protein [Arabidopsis thaliana] " 






Seq. No. 


41232 


Seq. ID 


OJ991117_15.0331.C12 




Gene No . 


85479 


Strand 






Start 


7008 


End 


10324 




Name 


OJ991117 15.0331.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


9151 


End 


10258 




GI 


none 


Score 


73 




Exons 


9151.. 9237, 9169.. 9237, 9309. 


.9410, 9311. .9331, 9336. .9404, 






9346.. 9411, 9480.. 9521, 9481. 


.9525, 9523.. 9579, 9525.. 9581, 






9567.. 9608, 9577.. 9606, 9627. 


.9725, 9628.. 9723, 9803.. 9895, 


. =1 




9811. .9879, 9812.. 9892, 10015 


. . 1008 6, 


10016. .10084, 






10187. .10255, 10187.. 10258 






= y 


Seq. No. 


41232 


Seq. ID 


OJ991117_15-0331.C12 


r ^ 


Gene No. 


85479 


Strand 






Start 


7008 


End 


10324 




Name 


OJ991117 15.0331.C12.o3.np 


Method 


AAT/NAP 


?! = 


Start 


9273 


End 


10324 




GI 


6358773 


Score 


177 


E 


Exons 


9273. .9490, 9741.. 9889, 10015 


. .10083, 


10190. .10324 


H J 


GI Descrip. 


(AC011665) putative DNA-bincling protein [Arabidopsis thaliana 


ll 


Seq. No. 


41232 


Seq. ID 


OJ991117_15.0331.C12 


" =. 


Gene No. 


85479 


Strand 






Start 


7008 


End 


10324 


!_ _J 


Name 


OJ991117 15.0331.C12.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9315 


End 


10258 




GI 


none 


Score 


48 




Exons 


9315. .9392, 9483.-9656, 9840. 


.9890, 9842.-9895, 9845.-9892, 






10015. .10065, 10015. .10086, 10016 .. 10084 , 10184 10258, 






10185. .10211 








Seq. No. 


41232 


Seq. ID 


OJ991117_15.0331.C12 




Gene No. 


85479 


Strand 






Start 


7008 


End 


10324 




Name 


OJ991117 15.0331.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9828 


End 


10258 




GI 


none 


Score 


56 




Exons 


9828.. 9890, 9842.. 9895, 10015 


. .10086, 


10016. .10084, 






10178. .10243, 10187.. 10258 








Seq. No. 


41232 


Seq- ID 


OJ991117_15.0331.C12 




Gene No. 


85479 


Strand 





41344 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7008 End 
OJ991117JL5 . 0331 . C12 . o2 . tc Method 
9842. End 
none Score 
9842.. 9895, 9843.. 9890, 10015 .. 10086, 
10184. .10258, 10185.. 10211 



10324 

TBLASTX: Cress 

10258 

59 

10016. .10084, 



41233 

85480 Strand 
1 End 
OJ991117_15.0331.C13.ol.np Method 
1 End 
6069646 Score 
1..22, 1448. .1614 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thai i ana chromosome II BAG 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ991117_15.0331.C13 



+ 

1617 
AAT/NAP 
1614 
153 

transcriptase 
,11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



41233 
85480 
1 

OJ991117_15.0331.C13.ol.gs 

407 

none 



Seq. ID OJ991117_15.0331.C13 

Strand + 

End 1617 

Method GENSCAN 

End ...1617 

Score * .64 



407. .557, 1280. .1316, 1529. .1617 



41234 
85481 
2056 

OJ991117_15.0331.C15.ol.gs 

2056 

none 

2056. .2181 

41235 
85482 
387 

OJ991117_15.0331.C16.ol.gs 

387 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_15.0331.C15 

2181 
GENSCAN 
2181 
.5 



Seq. ID OJ991117_15.0331.C16 
Strand 

End 3774 

Method GENSCAN 

End 3720 

Score .84 



387. .627, 746. .905, 1686. .1757, 1945. .2049, 2261. .2408, 
2791.. 2853, 3452.. 3501, 3636.. 3720 



41235 
85482 
387 

OJ991117_15.0331.C16.ol.gp 
1181 

4054 1.R1084 



Seq. ID OJ991117_15.0331.C16 
Strand 

End 3774 

Method AAT/GAP 

End 3774 

Score 1809 



1181. .1757, 1945. .2049, 2216. .2306, 2791. .2853, 3452. .3501, 
3636.-3774 

'2129622/pirl IS71237 6 . 0e-57, immunophilin FKBP15-1 - Arabidopsis 
thaliana >gi_1272406 (U52046) immunophilin [Arabidopsis 
thaliana] 1 



41345 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41235 
85482 
387 

OJ991117_15.0331.C16.ol.tm 

1558 

none 



Seq. ID OJ991117_15.0331.C16 
Strand 

End 3774 

Method TBLASTX : Maize 

End 3517 

Score 95 



1558. .1581, 1693. .1758, 1694. .1759, 1696. .1761, 1943. .2050, 
1944. .2051, 2199. .2309, 2213. .2305, 2214. .2306, 2215. .2307, 
2790. .2855, 2791. .2856, 2792. .2854, 3452. .3517, 3456. .3503 



41235 
85482 
387 

OJ991117_15.0331.C16.ol.np 

1678 

2129622 



Seq. ID OJ991117_15.0331.C16 



Strand 
End 

Method 

End 

Score 



3774 
AAT/NAP 
3547 
436 



1678. .1757, 1945. .2049, 2216. .2306, 2791. .2853, 3452. .3547 
immunophilin FKBP15-1 - Arabidopsis thaliana gi 11272406 (U52046) 
immunophilin [Arabidopsis thaliana] 



41235 
85482 
387 

OJ991117_15.0331.C16.ol.tc 

169,4 

none 

1694.. 1759, 1696.. 1758, 1943. 
2199.. 2309, 2215.. 2307, 2791. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2050, 1944. 
.2856, 3452. 



OJ991117_15. 0331.C16 
3774 

TBLASTX: Cress 
3525 
81 



.2054, 1957. 
.3514, 3457. 



,2055, 
.3525 



41235 
85482 
387 

OJ991117_15.0331.C16.ol.ts 
1699 



End 

Method 
End 

none Score 
1699.. 1758, 1943.. 2053, 1943.. 2050, 1944.. 2054, 2199.. 2309, 
2212. .2310, 2214. .2300, 2215. .2307, 2791. .2856, 2792. .2851, 
3452. .3499, 3453. .3521 



Seq. ID OJ991117_15.0331.C16 
Strand 

3774 

TBLASTX: Soybean 
3521 
87 



Seq. No. 41235 
Gene No. 85482 
Start 387 

Name OJ991117_15 . 0331 .C16 . ol . tw 

Start 1952 
GI none 

Exons 1952.. 2050, 1953.. 2051, 1957 

2215.. 2307, 2790.. 2855, 2794.. 2856, 2795.-2854, 3452 
3456. .3503 



Seq. ID OJ991117_15.0331.C16 
Strand 

End 3774 

Method TBLASTX : Wheat 

End 3523 

Score 158 
2052, 2199.. 2306, 2213. 



,2305, 
,3523, 



Seq. No. 41236 Seq. ID 

Gene No. 85483 Strand 

Start 2349 End 

Name OJ991117_15 . 0331 . C17 . ol . gs Method 

Start 2349 End 

GI none Score 

Exons 2349.. 3194 



OJ991117_15.0331.C17 

3194 
GENSCAN 
3194 
.63 



41346 




Seq. No. 


41237 






Seq. ID 


OJ991117_ 


_15. 


0331 


.C18 


Gene No. 


85484 






Strand 


+ 








Start 


19 






End 


1005 








Name 


OJ991117 15. 


0331.C18.ol 


. gs 


Method 


GENSCAN 








Start 


19 






End 


1005 








GI 


none 






Score 


.69 








Exons 


19.. 178, 209 


..405, 955. 


.1005 












Seq. No. 


41237 






Seq. ID 


OJ991l'17_ 


_15. 


0331 


.C18 


Gene No. 


85485 






Strand 










Start 


2129 






End 


3012 








Name 


OJ991117 15. 


0331.C18.o2 


. gs 


Method 


GENSCAN 








Start 


2129 






End 


2928 








GI 


none 






Score 


.95 








Exons 


2129. .2807, 


2825. .2928 














Seq. No. 


41237 






Seq. ID 


OJ991117 


_15. 


0331 


.C18 


Gene No. 


85485 






Strand 










Start 


2129 






End 


3012 








Name 


OJ991117 15. 


0331.C18.ol 


. gp 


Method 


AAT/GAP 








Start 


2662 






End 


3012 








GI 


none 






Score 


614 








Exons 


2662. .3012 
















Seq. No. 


41237 






Seq. ID 


OJ991117 


JL5. 


0331 


.C18 


Gene No. 


85486 






Strand 










Start 


5463 






End 


9038 








Name 


OJ991117 15. 


0331.C18.o2 




Method 


AAT/GAP 








Start 


4924 ~ 






End 


5589 








GI 


5002989 






Score 


1253 








Exons 


4924. .5589 
















Seq. No. 


41237 






Seq. ID 


OJ991117 


_15. 


0331 


.C18 


Gene No. 


85486 






Strand 










Start 


5463 






End 


9038 








Name 


OJ991117 15. 


0331.C18.o3 


. as 


Method 


GENSCAN 








Start 


5463 






End 


9038 








GI 


none 






Score 


.9 








Exons 


5463. . 6127, 


7967. .8092, 


9023. 


.9038 










Seq. No. 


41237 






Seq. ID 


OJ991117 


_15. 


0331 


.C18 


Gene No. 


85486 






Strand 










Start 


5463 






End 


9038 








Name 


OJ991117 15. 


0331.C18.o3 




Method 


AAT/GAP 








Start 


5833 






End 


6143 








GI 


none 






Score 


547 








Exons 


5833. . 6143 
















Seq. No. 


41238 






Seq. ID 


OJ991117 


_15. 


0331 


.C19 


Gene No . . 


85487 






Strand 


+ 








Start 


386 






End 


881 








Name 


OJ991117 15. 


0331.C19.ol 


.gp 


Method 


AAT/GAP 








Start 


386 






End 


881 








GI 


none 






Score 


980 








Exons 


386. .881 
















Seq. No. 


41238 






Seq. ID 


OJ9911I7 


_15. 


0331 


.C19 



41347 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



85488 ' Strand 

873 End 

OJ991117_15 . 0331 . C19 . ol . tm Method 

525 End 

none Score 



3797 

TBLASTX: Maize 

3113 

44 



525. .551, 563. .586, 574. .738, 631. .720, 813. .866, 813. .863, 
864. .1004, 865. .1005, 865. .1005, 1000. .1191, 1002. .1295, 
1019. .1195, 1173. .1283, - 1173. .1364, 1225. .1377, 1236. .1433, 
1336. .1455, 1340. .1441, 1442. .1519, 1442. .1513, 1524. .1679, 
1524. .1682, 1612. .1713, 1659. .1889, 1726. . 1881, . 2072 .. 2254 , 
2098. .2265, 2102. .2314, 3054. .3113, 3066. .3113 



Seq. No. 


41238 








Seq. ID 


OJ991117_15.0331.C19 


Gene No. 


85488 








Strand 




Start 


873 








End 


3797 


Name 


OJ991117 15. 


0331 


C19.o2 


,ts 


Method 


TBLASTX : Soybean 


Start 


870 








End 


1670 


GI 


none 








Score 


99 


Exons 


870. .1049, 874. .981, 1119. .1190, 1173. 


.1343, 1275.. 1406, 




1419. .1601, 


1531 


. 1602, 


1584. 


.1670 




Seq. No. 


41238 








Seq. ID 


OJ991117_15.0331.C19 


Gene No. 


85488 








Strand 




Start 


873 








End 


3797 


Name 


-OJ991117 15. 


0331 


,C19.ol 


. as 


Method 


GENSCAN 


Start 


873 








End ■ 


3692 


GI 


none 








Score 


.87 


Exons 


873. .1883, 2119. 


.2262, 


3054 . . 


3131, 3576.-3692 


Seq. No. 


41238 








Seq. ID 


OJ991117_15.0331.ci9 


Gene No . 


85488 








Strand 




Start 


873 








End 


3797 


Name 


OJ991117 15. 


0331 


.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1671 








End 


3707 


GI 


none 








Score 


90 


Exons 


1671. .1889, 


1715 


. .1852, 


1726. 


.1881, 2098. .2265> 2118. .2243, 




2147.. 2263, 


3054 


. .3140, 


3571. 


.3699, 3571.. 3696, 3576.. 3707 


Seq. No. 


41238 








Seq. ID 


OJ991117_15.0331.C19 


Gene No. 


85488 








Strand 




Start 


873 








End 


3797 


Name 


OJ991117 15. 


0331 


.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1830 








End 


3707 


GI 


none 








Score 


125 


Exons 


1830. .1889, 


2098 


. .2265, 


2102. 


.2305, 3054.. 3134, 3571.. 3696, 




3575.-3682, 


3576 


. .3707, 


3580. 


.3699 




Seq. No. 


41238 








Seq. ID 


OJ991117_15.0331.C19 


Gene No. 


85488 








Strand 




Start 


873 








End 


3797 


Name 


OJ991117 15 


0331 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3571 








End 


3797 


GI 


none 








Score 


79 


Exons 


3571. .3618, 


3572 


. .3619, 


3617. 


.3694, 3618.. 3707, 3619.. 3693, 




3622. .3708, 


3623 


. .3694, 


3773. 


.3796, 3774.. 3797 


Seq. No. 


41239 








Seq. ID 


OJ991217_03.0303.C1 



41348 



Gene No. 


85489 


Strand 


+ 




Start 


10821 


End 


12870 




Name 


OJ991217 03.0303.Cl.o2.gs 


Method 


GENSCAN 




Start 


10821 


End 


12870 




GI 


none 


Score 


.78 




Exons 


10821. .10988, 11529. .12348, 


12434. .12870 




Seq. No. 


41239 


Seq. ID 


OJ991217 


_03.0303 


Gene No. 


85490 


Strand 


+ 




Start 


13750 


End 


15811 




Name 


OJ991217 03.0303.Cl.o4.np 


Method 


AAT/NAP 




Start 


13750 


End 


15811 




GI 


6721561 


Score 


133 




Exons 


13750. .13840, 15774.. 15811 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to 


a region 



of the 

predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



*3 



Seq. No. 


41239 


Seq. ID 


OJ991217 


_03. 0303. CI 


Gene No . 


85491 


Strand 






Start 


1 


End 


9435 




Name 


OJ991217 03.0303.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1776 




GI 


"5689413 


Score 


321 




Exons 


1..286, 374. .484, 1750. .1776 








GI Descrip. 


(AB028961) KIAA1038 protein 


[Homo sapiens] 




Seq. No. 


41239 


Seq. ID 


OJ991217 


_03. 0303. CI 


Gene No. 


85491 


Strand 






Start 


1 


End 


9435 




Name 


OJ991217 03.0303.Cl.ol.gs 


Method 


GENSCAN 




Start 


49 


End 


9435 




GI 


none 


Score 


.67 




Exons 


49. .286, 374. .484, 595. .926, 


1396.. 1530, 1632.. 


1781, 2602. 




5822.. 6120, 7441.. 7505, 8422 


..8557, 8828.-8979, 


9314. .9435 


Seq. No. 


41239 


Seq. ID 


OJ991217 


_03.0303.C1 


Gene No. 


85492 


Strand 






Start 


11485 


End 


12920 




Name 


OJ991217 03.0303.Cl.o2.np 


Method 


AAT/NAP 




Start . 


11485 


End 


12920 




GI 


6815109 


Score 


232 




Exons 


11485. .11774, 11930.. 12920 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41239 


Seq. ID 


OJ991217 


_03.0303.C1 


Gene No. 


85493 


Strand 






Start 


13628 


End 


13717 




Name 


OJ991217 03.0303.Cl.o3.np 


Method 


AAT/NAP 




Start 


13628 


End 


13717 




GI 


4680183 


Score 


126 




Exons 


13.628.. 13717 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


41239 


Seq. ID 


OJ991217 


_03.0303.C1 



.2761, 



41349 




Gene No. 


85494 


Strand 




Start 


14348 


End 


14456 


Name 


OJ991217 03 0303 Cl ol tm 


Method 


TBLASTX: Maize 


<J L Cl i- L. 


2 ~ 


End 


409 


Ox 


none 


Score 


361 


DAUlliJ 


2 289. 3 290. 374 409 






Seq. No-. 


41239 


Seq. ID 


OJ991217_03.0303.C1 


Gene No. 


85494 


Strand 




Start 


14348 


End 


14456 


Name 


OJ991217 03 0303 Cl.ol.ts 


Method 


TBLASTX : Soybean 




45 _ 


End 


484 




none 


Score 


108 


R von ci 


45 287. 53 286. 369. .482, 


377 . . 484 




Seq. No. 


41239 


Seq. ID 


OJ991217_03.0303.C1 


Gene No. 


85494 


Strand 




Start 


14348 


End 


14456 


Name 


OJ991217 03 0303 Cl ol.tc 


Method 


TBLASTX: Cress 




53 ~~ 


End 


484 


GI 


none 


Score 


75 


F* von s 


53.-283, 59.. 262, 369.. 482, 


377 . .484 




Seq. No. 


41239 


Seq. ID 


OJ991217_03.0303.C1 


Gene No . 


85494 


Strand 






14348 

J. 1 J *± u 


End 


14456 


IN dint; 


O.T9Q1 21 1 03 0303 PI ol fw 




TBLASTX • Wheat 


OlClI L 


CO ~~ 

•J *J 


End 


484 




1 L\JL 1KZ 


Score 


64 




53 283 369 482 377 484 






Seq. No. 


41239 


Seq. ID 


OJ991217_03.0303.C1 


Gene No. 


85494 


Strand 




Start 


14348 


End 


14456 


Name 


OJ991217 03.0303.Cl.o2.tm 


Method 


TBLASTX : Mai ze 


Start 


410 


End. 


936 


GI 


none 


Score 


96 


V von q 


410. .484, 411. .485, 564. .923, 579. .929 


, 592 . . 936 


Sea No 


41239 


Seq. ID 


OJ991217 03. 0303- Cl 


Gene No . 


85494 


Strand 




Start 


14348 


End 


14456 


Name 


OJ991217 03.0303.Cl.o2.gp 


Method 


AAT/GAP 


Start 


14348 


End 


14456 


GI 


uC-osflcyp088bl2bl 


Score 


145 


F" von <5 


14348. .14456 






\J J- UCOUi. -L • 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Orvza *5ativa aenomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


41240 


Seq. ID 


OJ991217 03. 0303. C2 


Gene No. 


85495 


Strand 


+ 


Start 


78 


End 


1245 


Name 


OJ991217 03.0303.C2.ol.gs 


Method 


GENS CAN 


Start 


78 


End 


1245 


GI 


none 


Score 


.57 


Exons 


78. .122, 959. .1245 







41350 




Seq. No. 


41240 


Seq. ID 


OJ991217__03. 


0303. C2 


Gene No. 


85496 


Strand 


+ 




Start 


2193 


End 


3055 




Name 


OJ991217 03.0303.C2.o2.gs 


Method 


GENSCAN 




Start 


2193 


End 


3055 




GI 


none 


Score 


.65 




Exons 


2193.. 2260, 2531.. 2802, 2922., 


3055 






Seq. No. 


41240 


Seq. ID 


OJ991217_03. 


0303. C2 


Gene No. 


85497 


Strand 


- 




Start 


585 


End 


677 




Name 


OJ991217 03.0303.C2.o2.gp 


Method 


AAT/GAP 




Start 


585 


End 


677 




GI 


LIB3477-003-P1-K1-E9 


Score 


127 




Exons 


585. .677 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR <ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 41240 

Gene No. 854 98 

Start 3151 

Name OJ991217_03.0303.C2.o3.gs 

Start 3151 

GI none 
Exons 



Seq. ID OJ991217_03.0303.C2 
Strand 

End 10484 

Method GENSCAN 

End 10481 

Score .72 



3151. .3513, 4182. .4385, 4467. .4723, 4814. .4898, 4995. .5079, 

5184. .5530, 5541. .5729, 5949. .5966, 6067. .6091, 6553. .6716, 

8078. .8143, 8298. .8346, 8509. .8576, 8679.'. 8724, 9029. .9122, 

9205. .9267, 9447. .9569, 9676. .9739, 9965. .10090, 10243. .10481 



Seq. No. 41240 

Gene No. 85498 

Start 3151 

Name OJ991217_03. 0303.C2 .ol.np 

Start 4137 

GI 125580 

Exons 4137.. 4385, 4467.. 4723, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4814. .4898, 



OJ991217 03. 0303. C2 



10484 
AAT/NAP 
5761 
1363 
4995. .5079, 



5184. .5761 



PHOSPHORIBULOKINASE PRECURSOR (PHOSPHOPENTOKINASE) (PRKASE) 
(PRK) gi | 100839 |pir | IS15743 phosphoribulokinase (EC 2.7.1.19) 
wheat gi| 5924030 I emb | CAB56544.il (X51608) phosphoribulokinase 
[Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41240 
85498 
3151 

OJ991217_03.0303.C2.ol.tm 

4179 

none 



Seq. ID OJ991217_03.0303.C2 
Strand 

End 10484 

Method TBLASTX : Mai ze 

End 5570 

Score 196 



4179. .4388, 4183. .4311, 4455. .4652, 4465. .4635, 4609. -4761, 
4668. .4724, 4815. .4904, 4816. .4896, 4995. .5015, 4995. .5078, 
5148. .5447, 5186. .5446, 5501. .5569, 5502. .5570 



Seq. No. 41240 Seq. ID 

Gene No. 854 98 Strand 

Start 3151 End 

Name OJ991217_03 . 0303 . C2 . o2 . ts Method 

Start 4179 End 



OJ991217_03.0303.C2 
10484 

TBLASTX: Soybean 
4388 



41351 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4179. .4388, 4183. 



Score 



170 



,4311 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.4347, 4292. .4348 



41240 
85498 
3151 

OJ991217 j)3 . 0303 . C2 . o2 . tc 
4179 
none 

4179. .4340, 4183. .4311, 4198. 

41240 
85498 
3151 

OJ991217JD3 . 0303 . C2 . ol . ts 
4485 
none 

4485. .4652, 4486. .4638, 4668. 
4815. .4904, 4816.. 4899, 4995. 
5499.. 5573, 5501.. 5572 

41240 
85498 
3151 

OJ991217_03 . 0303 . C2 . ol . tc 
4512 
none 

4512. .4652, 4539.-4652, 4668. 
4815. .4904, 4822.. 4899, 4824. 
5160. .5447, 5186.. 5446, 5501.. 5572, 5502.. 5573 



OJ991217_03.0303.C2 
10484 

TBLASTX: Cress 
4348 
180 



OJ991217_03.0303.C2 
10484 

TBLASTX : Soybean 
5573 
133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4724, 4678. .4725, 4811. .4900, 
.5078, 5148. .5447, 5186. .5446, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4724, 4668 
.4904, 4995 



OJ991217 03. 0303. C2 



10484 

TBLASTX: Cress 
5573 
115 

4724, 4678. .4761, 
5078, 4996.. 5106, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



41240 Seq. ID OJ991217_03 . 0303 . C2 

85498 Strand 
3151 End 10484 

OJ991217_03 . 0303 . C2 . o3 . gp Method AAT/GAP 

6906 End 10484 

13390JL.R1084 * Score 2368 

6906.. 7254, 8078.. 8143, 8298.. 8346, 8509.. 8576, 
9029.. 9122, 9205.. 9267, 9447.. 9569, 9676.. 9709, 
9965.. 10090, 10243.. 10484 

'3941289 3.0e-89 (AF018093) similarity to SCAMP37 [Pisum 
sativum] 1 



8679. 
9798. 



8724, 
9860, 



Seq. No. 41240 . 

Gene No. 85498 
Start 3151 

Name OJ991217_03 . 0303 . C2 . o3 . tm 

Start 7118 
GI none 

Exons 7118.. 7177, 7131.. 7178, 7208 

7213.. 7266, 8067.. 8144, 8068 
8284.. 8343, 8295.. 8351, 8299 
8509.. 8577, 8509.. 8577, 8676 
9024.. 9122, 9028.. 9141, 9029 
10243. .10299, 10244 .. 10300, 



Seq. ID OJ991217_03.0303.C2 
Strand 

End 10484 

Method TBLASTX : Mai ze 

End 10469 

Score 4 6 
..7252, 7208. .7258, 7212. .7271, 
..8145, 8068. .8142, 8078. .8155, 
..8349, 8490. .8576, 8502. .8576, 
..8738, 8679.-8756, 9023.. 9160, 
..9142, 9185. .9268, 9207. .9269, 
10423. .10461, 10425.. 10469 



Seq. No. 



41240 



Seq. ID OJ991217_03.0303.C2 



41352 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



85498 Strand 
3151 End 10484 

OJ991217_03 . 0303 . C2 . o2 . np Method AAT/NAP 
7176 End 10305 

7109228 Score 477 

7176. .7254, 8078. .8143, 8298.-8346, 8509. .8576, 8679. .8724, 
9029. .9114, 9197. .9267, 9447.-9569, 9676. .9709, 9798.-9866, 
9965.. 10058, 10217.. 10305 

(AF225920) secretory carrier membrane protein [Arabidopsis 
thaliana] 



Seq. No. 41240 

Gene No. 85498 

Start 3151 

Name OJ991217_03. 0303.C2 .o4 . ts 

Start 8538 

GI none 

Exons 8538.. 8576, 8676.. 8738, 9027.. 9110, 
9203.. 9268, 9204.. 9269, 9445.. 9483 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 03. 0303. C2 



10484 

TBLASTX: Soybean 
9483 
49 

9028. .9117, 9029. .9151, 



Seq. No. 41240 Seq. ID 

Gene No. 85498 Strand 

Start 3151 End 

Name 0 J991217_03 . 0303 . C2 . o2 . tm Method 

Start 9403 End 

GI none Score 
Exons 



OJ991217_03.0303.C2 
10484 

TBLASTX: Maize 

10058 

121 



9403. .9567, 9410. .9568, 9441. .9569, 9444. .9569, 9446. .9571, 
9676. .9711, 9677. .9709, 9806. .9853, 9807. .9851, 9960. .10013, 
9965.. 10012, 9975.. 10058, 10010.. 10057 



Seq. No. 41240 

Gene No. 854 98 

Start 3151 

Name OJ991217_03 . 0303 .C2 . o3 . ts 

Start 9487 

GI none 

Exons 9487.. 9567, 9494.. 9571, 9494. 

9801.. 9860, 9971.. 10006 



OJ991217_03.0303.C2 
10484 

TBLASTX: Soybean 

10006 

121 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9571, 9680. .9718, 9683. .9712, 



Seq. No. 41240 Seq. ID 

Gene No. 854 98 Strand 

Start 3151 End 

Name. . . OJ991217_03 . 0303 . C2 . ol . tw Method 

Start 9532 End 

GI none Score 
Exons 



OJ991217_03.0303.C2 
10484 

TBLASTX: Wheat 

10344 

54 



9532. .9567, 9536. .9571, 9539. .9568, 9669. .9710, 9673. .9711, 
9676. .9711, 9796. .9858, 9797. .9850, 9798. .9860, 9963. .10022, 
9965.. 10021, 10007. .10057, 10008 10055, 10255 .. 1034 4 , 
10256. .10312 



Seq. No. 41241 

Gene No. 854 99 

Start 16994 

Name OJ9912 17_03 . 0303 . C3 . o3 . np 

Start 16994 

GI 4587521 
Exons 



Seq. ID OJ991217_03.0303.C3 



Strand 
End 

Method 

End 

Score 



+ 

22438 
AAT/NAP 
22438 
483 



16994. .17047, 19838 .. 19878, 20542 .. 20682, 2164 1 .. 21818, 



41353 




21873. .22079, 22116. .22192, 22320.. 22438 
GI Descrip. (AC007060) Identical to gb|D88748 AR411 gene from Arabidopsis . 
thaliana. EST gb|T20672 comes from this gene. 



Seq. No. 


41241 


Seq. ID 


OJ991217_03.0303 


.C3 


Gene No. 


85499 


Strand 


+ 




Start 


16994 


End 


22438 




Name 


0J991217 03.0303.C3.o2.gs 


Method 


GENSCAN 




Start 


21717 


End 


22337 




GI 


none 


Score 


.83 




Exons 


21717. .22337 








Seq. No. 


41241 


. Seq. ID 


OJ991217_03.0303 


.C3 


Gene No. 


85500 


" Strand 


- 




Start 


7446 


End 


8618 




Name 


OJ991217 03.0303.C3.o2.np 


Method 


AAT/NAP 




Start 


7446 


End 


8618 




GI 


4680186 


Score 


215 




Exons 


7446. .7869, 8468. .8618 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


41241 


Seq. ID 


OJ991217_03.0303 


.C3 


Gene No. 


85501 


Strand 


_ 




Start 


23779 


End - 


24082 . 




Name 


OJ991217 03.0303.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2208 


End 


2609 




GI 


none 


Score 


319 




Exons 


2208.. 2609, 2216.. 2596, 2394 


. .2609 






Seq. No. 


41241 


Seq. ID 


OJ991217_03.0303 


.C3 


Gene No . 


85501 


Strand 






Start 


23779 


End 


24082 




Name 


OJ991217 03.0303.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


20539 


End 


22187 




GI 


none 


Score 


189 




Exons 


20539. .20574, 20540 20710, 


20572. .20682, 21638 .. 21796, 






21639. .21794, 22122.. 22187 








Seq. No. 


41241 


Seq. ID 


OJ991217_03.0303 


.C3 


Gene No. 


85501 


Strand 






Start 


23779 


End 


24082 




Name 


OJ991217 03.0303.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


20539 


End 


21794 




GI 


none 


Score 


130 




Exons 


20539. .20562, 20609 .". 20710, 


20620. .20682, 21547 .. 21630, 






21638. .21793, 21639.. 21794 








Seq. No. 


41241 


Seq. ID 


OJ991217_03.0303 


.C3 


Gene No. 


85501 


Strand 






Start 


23779 


End 


24082 




Name 


OJ991217 03.0303.C3.o3.gs 


Method 


GENSCAN 




Start 


23779 


End 


24082 




GI 


none 


Score 


.42 




Exons 


23779. .24082 








Seq. No. 


41242 


Seq. ID 


OJ991217_03.0303 


.C4 


Gene No. 


85502 


Strand 


+ 





41354 




Start 


1174 








End 


11570 


Name 


OJ991217 03 


.0303. 


C4.ol. 


gs 


Method 


GEN SCAN 


Start 


1174 






End 


11570 


GI 


none 








Score 


.71 


Exons 


1174. .1240, 


4478. 


.4641, 


4772. 


.4800, 5072. .5142, 5375. .5549, 




6100. .6157, 


6316. 


. 6406, 


6439. 


.6560, 6956.. 7064, 7542.. 7759, 




7765. .8426, 


8504. 


.9298, 


11266 


. .11436, 


11510. .11570 


Seq. No. 


41242 








Seq. ID 


OJ991217_03.0303.C4 


Gene No. 


85502 








Strand 


+ 


Start 


1174 








End 


11570 


Name 


OJ991217 03 


.0303. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


6487 








End 


9299 


GI 


4102839 








Score 


977 


Exons 


6487. .6618, 


7530. 


.7759, 


7846. 


.8426, 8504. .9299 


GI Descrip. 


(AF016713) : 


LeOPTl 


[Lycopersicon esculentum] 


Seq. No. 


41242 








Seq. ID 


OJ991217_03.0303.C4 


Gene No. 


85503 








Strand 


+ 


Start 


12582 








End 


13834 


Name 


OJ991217 03 


.0303. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7511 




- 




End 


7893 


GI 


none 








Score 


192 


Exons 


7511. .7729, 


7526. 


.7723, 


7543. 


.7728, 7813. .7893 


Seq. No. 


41242 








Seq. ID 


OJ991217_03.0303.C4 


Gene No. 


85503 








Strand 


+ 


Start 


12582 








End 


13834 


Name 


OJ991217 03 


.0303. 


C4 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


7544 








End 


9152 


GI 


none 








Score 


108 


Exons 


7544. .7732, 


7810. 


.7902, 


7909. 


.8043, 8068. .8370, 8398.-8427, 




8553. .8708, 


8715. 


.8870, 


8970. 


.9152 




Seq. No. 


41242 








Seq. ID 


OJ991217_03.0303.C4 


Gene No. 


85503 








Strand 


+ 


Start 


12582 








End 


13834 


Name 


OJ991217 03 


.0303. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start. 


7894 








End 


9293 


GI 


none 








Score 


98 


Exons 


7894. .8043, 


8074. 


.8139, 


8143. 


.8358, 8490. .8699, 8567. .8698, 




8715. .8870, 


8967. 


.9293, 


8975. 


.9271 




Seq. No. 


41242 








Seq. ID 


OJ991217_03.0303.C4 


Gene No. 


85503 








Strand 


+ 


Start 


12582 








End 


13834 


Name 


OJ991217 03 


.0303. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7942 








End 


9296 


GI 


none 








Score 


72 


Exons 


7942. .8040, 


8068. 


.8316, 


8088. 


.8303, 8463.. 8558, 8532.. 8687, 




8721. .8870, 


8966. 


.9163, 


8967. 


.9155, 9174.. 9296 


Seq. No. 


41242 








Seq. ID 


OJ991217_03.0303.C4 


Gene No . 


85503 








Strand 


+ 


Start 


12582 








End 


13834 


Name 


OJ991217 03 


.0303. 


C4..ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8967 








End 


9293 



41355 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



none 

8967. .9293, 8972. .9181 



Score 



274 



41242 
85503 
12582 

OJ991217_03.0303.C4.o2.np 
12582 
6907106 
12582. .12888, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13576, 13649.. 13834 
(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991217_03.0303.C4 
+ 

13834 
AAT/NAP 
13834 
397 



13226. 



41242 Seq. ID 

85503 Strand 
12582 End 
OJ9912 17_03 . 0303 . C4 . ol . gp Method 
13307 End 
6547_1.R1084 Score 
13307. .13770 

1 5257255/dbj | AP000364 . 1 1 AP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ991217_03.0303.C4 
+ 

13834 
AAT/GAP 
13770 
721 



41242 
85503 
12582 

OJ991217_03.0303.C4.o2.tm 

13365 

none 

13365. .13601, 13388. .13507, 
13566. .13625, 13592 .. 13648 , 
13690. .13734, 13695.. 13736 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13390. .13512, 13411 
13606. .13644, 13678 



OJ991217_03.0303.C4 
+ 

13834 

TBLASTX: Maize 
13737 
112 

13470, 
13737, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 33.0309.C12 



41243 
85504 
1468 

OJ990527_33.0309.C12.ol.gp 
1468 

6756_1.R1084 
1468. .1612 

, 1351357/sp|P48502|UCR6_SOLTU 2.0e-24 UBIQUINOL-CYTOCHROME C 
REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_633681_emb_CAA55863_ 
(X79276) ubiquinol — cytochrome c reductase [Solanum tuberosum] 1 



1612 
AAT/GAP 
1612 
229 



41244 
85505 
313 

OJ990527_33.0309.C14.ol.tm 
31 

none 



Seq. ID OJ990527_33.0309.C14 
Strand 

End 901 

Method TBLASTX : Mai ze 

End 539 

Score 129 



31. .126, 32. .127, 173. .238, 178. .237, 265. .324, 266. .325, 
426. .482, 438. .518, 438. .509, 450. .518, 516. .539 

41244 Seq. ID OJ990527_33 . 0309 . C14 

85505 Strand 

313 End 901 

OJ990527 33.0309.C14.o2.gp Method AAT/GAP 



41356 



Start 


313 




End 


901 


GI 


none 




Score 


1044 


Exons 


313. .901 








Seq. No. 


41245 




Seq. ID 


OJ990527_33.0309.C20 


Gene No. 


85506 




Strand 




Start 


140 




End 


1207 


Name 


OJ990527 33.0309.C20.ol. 


gp 


Method 


AAT/GAP 


Start 


140 




End 


682 


GI 


3763517 




Score 


954 


Exons 


140. .682 








Seq. No. 


41245 




Seq. ID 


OJ990527_33.0309.C20 


Gene No. 


85506 




Strand 




Start 


140 




End 


1207 


Name 


OJ990527 33 . 0309. C20 . oz . 


gp 


Method 


AAT/GAP 


Start 


477 




End 


1207 


GI 


25600 5.R1084 




Score 


735 


Exons 


477. .650, 673.. 890, 993. 


.1207 






GI Descrip. 


M176420/dbj IBAA37167 | 2 


.Oe-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


41245 




Seq. ID 


OJ990527_33 . 0309.C20 


Gene No. 


85506 




Strand 




Start 


140' 




End' 


1207 


Name 


OJ990527 33.0309.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


559 




End 


1053 


GI 


none 




Score 


36 


Exons 


559. .603, 626. .652, 665. 


.769, 


676. .768, 


784. .891, 785. .892, 




976.. 1053, 992.. 1045 








Seq. No. 


41245 




Seq. ID 


OJ990527_33.0309.C20 


Gene No. 


85506 




Strand 




Start 


140 




End 


1207 


Name 


OJ990527 33.0309.C20.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


664 




End 


1053 


GI 


none 




Score 


94 


Exons 


664. .768, 668. .769, 784. 


.885, 


785. .883, 


864. .884, 990. .1031, 




991. .1053, 992. .1045 








Seq. No. 


41246 




Seq. ID 


OJ990527_33.0309.C22 


Gene No. 


85507 




Strand 




Start 


642 




End 


1066 


Name 


OJ990527 33.0309.C22.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


482 




End 


1062 


GI 


none 




Score 


36 


Exons 


482. .526, 549. .575, 588. 


.692, 


599. .691, 


707. .814, 708. .815, 




922.. 1062, 922.. 984 








Seq. No. 


41246 




Seq. ID 


OJ990527_33.0309.C22 


Gene No. 


85507 




Strand 




Start 


642 




End 


1066 


Name 


OJ990527 33.0309.C22.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


587 




End 


984 


GI ■ 


none 




Score 


90 


Exons 


587. .691, 591. .692, 707. 


.808, 


708. .806, 


922. .984 



41357 






Seq. No. 


41246 


Seq. ID 


OJ990527_33.0309.C22 






85507 


St rand 






Start 


642 


End 


1066 




Name 


OJ990527 33.0309.C22.ol.gp 


Method 


AAT/GAP 




Start 


' 642 


End 


1066 




GI 


2431531 


Score 


435 




Exons 


642. .813, 924. .1066 








Seq. No. 


41247 


Seq. ID 


OJ990527_33.0309.C26 




(?pn o Mo 
OC11C W • 


85508 
o *j *j \j \f 


Strand 


+ 




Start 


257 


End 


948 




Name 


OJ990527 33.0309.C26.ol.gp 


Method 


AAT/GAP 




Start 


257 


End 


948 




GI 


3548940 


Score 


944 




Exons 


257. .948 








Seq. No. 


41248 


Seq. ID 


OJ990527_33.0309.C32 




CZon o Mo 


85509 


Strand 






Start 


3 


End 


223 




Name 


OJ990527 33.0309.C32.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


223 




GI 


none 


Score 


132 




Exons 


3. .164, 3. .107, 150. .206, 155 


. .223 






Seq. No. 


41249 


Seq. ID 


OJ990527_11.0310.C2 


^3 












Start 


59 


End 


561 


f ■ I 


Name 


OJ990527 11.0310.C2.ol.gp 


Method 


AAT/GAP 


in 


Start 


59 


End 


561 




GI 


3767039 


Score 


534 




Exons 


59. .206, 403. .561 






5 U 


Seq. No. 


41249 


Seq. ID 


OJ990527_11.0310.C2 




CLci t> & Mo 


85511 


St rand 




£~ 


Start 


899 


End 


1088 


~. , \ 


Name 


OJ990527 11.0310.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


899 


End 


1088 


? 


GI 


none 


Score 


107 




Exons 


899. .1087, 906. .1088 








Seq. No. 


41250 


Seq. ID 


OJ990527 11.0310.C14 




Gene No. 


85512 


Strand 


+ 




Start 


749 


End 


1539 




Name 


OJ990527 11.0310.C14.ol.gp 


Method 


AAT/GAP 




Start 


749 


End 


1508 




GI 


22048 1.R1084 


Score 


891 




Exons 


749. .967, 1056. .1119, 1209. .1258, 1343. 


.1508 




GI Descrip. 


'4567247/gb|AAD23661.1|AC007070 10 2.0e-32 (AC007070) unknown 






protein [Arabidopsis thaliana] ' 






Seq. No. 


41250 


Seq. ID 


OJ99'0527_11 . 0310 .C14 




Gene No. 


85512 


Strand 


+ 




Start 


749 


End 


1539 




Name 


OJ990527 11.0310.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


770 


End 


1421 




GI 


none 


Score 


98 




Exons 


770. .865, 809.. 883, 905.. 967, 


906. .968, 


1051.. 1110, 1054.. 112; 



41358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1059. .1121, 1208. .1258, 1209. .1256, 1326. .1415, 1333. .1416, 
1334. .1417, 1353. .1421, 1364. .1420 



41250 
85512 
749 

OJ990527_11.0310.C14.ol.ts 

917 

none 



Seq. ID OJ9.90527_11.0310.C14 

Strand + 

End 1539 

Method TBLASTX : Soybean 

End 1539 

Score 82 



917. .964, 918. .968, 1053. .1112, 1054. .1113, 1206. .1256, 
1211. .1258, 1353. .1442, 1364. .1441, 1456. .1539, 1457. .1534 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 11.0310.C15 



41251 
85513 
729 

OJ990527_ll.0310.C15.ol.gp 
729 

8546_2.R1084 
729. .1011 

'5091520/dbj | BAA78755.il 4.0e-59 (AB023482) ESTs 
AU05808ME30812) , AU058365 (E50679) , AU030138 (E50679) correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa] 1 



1011 
AAT/GAP 
1011 
532 



Seq. ID OJ990527_11.0310.C16 
Strand 

End 926 

Method AAT/GAP 

End 926 

Score 314 



41252 
85514 
722 

OJ990527_11.0310.C16.ol.gp 

722 

10341_1.R1084 
722. .926 

'2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



OJ990707_12.0309.C2 
+ 

15339 
AAT/GAP 
15339 
442 



41253 Seq. ID 

85515 Strand 
15068 End 
OJ990707_12 . 0309 . C2 . o3 . gp Method 
15068 End 
61605_1.R1084 Score 
15068. .15339 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 

41253 Seq. ID OJ990707_12 . 0309 . C2 

85516 Strand 

3583 End 3964 

OJ990707_12 . 0309 . C2 . ol . gp Method AAT/GAP 

3583 End 3964 

uC-osflcyp033a04bl Score 655 

3583. .3964 

'6016845/dbj | AP000570. 1 1 AP000570 3 . Oe-59. Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



41359 






41253 








Seq. ID 


' OJ990707_12.0309.C2 


Gene No. 


85517 








Strand 




Start 


7697 








End 


8860 


Naitte 


OJ990707 12 


.0309 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7697 ~~ 








End 


8683 


GI 


none 








Score 


268 


V von <5 


7697 7990, 


7699 


. .7914, 


7910 


..7981, 8001. .8165, 8002. .8181, 




8182 8430, 


8186 


. .8626, 


8471 


..8596, 8657. .8683 


Seq. No. 


41253 








. Seq. ID 


OJ990707_12.0309.C2 


Gene No. 


85517 








Strand 




Start 


7697 








End 


8860 


Name 


OJ990707 12 


. 0309 


,C2.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


7745 ~~ 








End 


7986 




none 








Score 


229 


Exons 

i—> <v w no 


7745. .7984, 


7771 


. .7986 








Seq. No. 


41253 








Seq. ID 


OJ990707_12.0309.C2 


Gene No. j 


85517 








Strand 




Start 


7697 








End 


8860 


Name 


OJ990707 12 


.0309 


.C2 . 08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8001 ~~ 








End 


8410 


GI 


none 








Score 


147 


F. von 


8001 . .8162, 


8002 


. .8187, 


8185 


..8337, 8186. .8341, 8351. .8410 


Seq. No. 


41253 








Seq. ID 


OJ990707_12.0309.C2 


Gene No. 


85517 








Strand 




Start 


7697 








End 


8860 


Name 


OJ990707 12 


. 0309 


. C2 . o3 . 


ts 


Method 


TBLASTX: Soybean 


Start 


8267 ~~ 








End 


8827 


GI 


none 








Score 


170 




8267. .8617, 


8621 


. .8827 








Seq. No. 


41253 








Seq. ID 


OJ990707_12.0309.C2 


Gene No. 


85517 








Strand 




Start 


7697 








End 


8860 


Name 


OJ990707 12 


.0309 


.C2.o7. 


tw 


Method 


/TBLASTX: Wheat 


Start 


8417 ~ 








End 


8860 


GI 


none 








Score 


294 


Rxon 9 


8417 8860, 


8524 


. .8769 








Seq. No. 


41253 








Seq. ID 


OJ990707_12.0309.C2 


Gene No. 


85518 








Strand 




Start 


18550 








End- 


20003 


Name 


OJ990707 12 


.0309 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


18550 








End 


18883 


GI 


none 








Score 


103 




18550. .18882, 18659.. 18883 






Seq. No. 


41253 








Seq. ID 


OJ990707_12.0309.C2 


Gene No. 


85518 








Strand 




Start 


18550 








End 


20003 


Name 


OJ990707 12 


.0309 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


18742 








End 


19325 


GI 


none 








Score 


181 


Exons 


18742. .19092, 18743 .. 19093, 


19035. .19169, 19096. .19170, 



19100. .19174, 19167. .19325, 19171.. 19323 



41360 




Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309. 


C2 


(Zar\a Mo 

OC11C • 


85518 




Strand 






OLai L 


1 8550 




End 


20003 




LNcUllC 


OJ990707 12 0309 C2 


. ol • tw 


Method 


TBLASTX : Wheat 




OLai L 


18883 ~~ 




End 


19508 




(IT 
ol 


■nori ^ 

i 1 Wl 1 c 




Score 


83 




Exons 


18883 19107 18884 


19108 

• . 1 7 1 1/ U , 


19098. .19508,- 19099. .19506 




Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309. 


C2 




85518 




Strand 






o Lai U 


1 8^50 




End 


20003 




Name 


O.T990707 12 0309 P2 


. o4 . tin 


Method 


TBLASTX: Maize 




o Lai u 


19377 ~~ 




End 


19668 




PT 






Score 


138 






19377 19667 19380 

X Z/ ~J f i • i l7Uu / / X Z* *J w \J 


19667, 


19381. .19668 




Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309. 


C2 




85518 




Strand 






OlalL 


1 8550 




End 


20003 






OJ990707 12 0309 C2 


. o2 . ts 


Method 


TBLASTX : Soybean 




Of- -» r 4- 


19470 _ 

1 7 4 / V 




• End 


19724 




PT 

uJ. 






Score 


156 




iiiXons 


1 Q470 1 Q71 5 1 Q471 


1 971 fi 

• • 1 7 s 1 U , 


19491. .19724 




Seq. No. 


. 41253 




Seq. ID 


OJ990707_12.0309. 


C2 


UCilC INvJ • 


8551 8 




Strand 






o Lai U 


18550 




End 


20003 




Name 


O.T9Q0707 12 0309 CO 


n1 tn 
• <ji • i_ 


Method 


TBLASTX: Cress 






1 Q4Q1 

13471 




End 


19730 




ol 


none 




Score 


122 




Exons 


1Q4Q1 1 Q634 1 9492 

17471 « » 170J4 / 1747c 


1 9632 


19635. .19730 




Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309. 


C2 


Gene No. 


85518 




Strand 






O L d.1 L. 


1 8R50 

1U J JU 




End 


20003 






O.T990707 12 0309 C9 


• o4 • tw 


Method 


TBLASTX: Wheat 




O Lai U 


1 951 R ~~ ' 

17J1 J 




End 


20003 




\D 1 


none 




Score 


201 




Hi AUllJ 


19515. .19733, 19519 


. .19758, 


19519. .19734, 19722 .. 19976, 






19734. .20003, 19736 


. .20002 








Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309. 


C2 


UC11C INU • 


85519 




Strand 








20003 




End 


20916 






OJ990707 12.0309.C2.o2.tw 


Method 


TBLASTX: Wheat 




O Lai L. 


20003 




End 


20506 




(IT 

Ol 


none 




Score 


33 






20003. .20506, 20004 


. .20060, 


20085. .20120, 20199.. 20471 




Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309. 


C2 


Gene No. 


85519 




Strand 






Start 


20003 




End 


20916 




Name 


OJ990707 12. 0309. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


20195 




End 


20636 




GI 


none 




Score 


208 




Exons 


20195. .20635, 20208 


. .20636 









41361 






Seq. No. 


41253 




Seq. ID 


OJ990707_12 . 0309 


. C2 




Gene No. 


85519 




Strand 








Start 


20003 




End 


20916 






Name 


OJ990707 12. 0309. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 






Start 


20255 




End 


20500 






GI 


none 




Score 


204 






Exons 


20255. .20500 












Seq. No. 


41253 . 




Seq. ID 


OJ990707JL2.0309 


. C2 




Gene No. 


85519 




Strand 








Start 


20003 




End 


20916 






Name 


OJ990707 12. 0309. C2. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


20507 




End 


20782 






GI 


none 




Score 


258 






Exons 


20507 . .20779, 20523. 


.20777, 


20552. .20782 






Seq. No. 


41253 




Seq. ID 


OJ990707JL2.0309 


-C2 




Gene No. 


85519 




Strand 








Start 


20003 




End 


20916 






Name 


OJ990707 12. 0309. C2. 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


20522 




End 


20916 






GI 


none 




Score 


215 






Exons 


20522. .20782, 20523. 


.20777, 


20552. .20806, 20783 .. 20878 , 




"-^ 




20830. .20880, 20884. 


.20916 










Seq. No. 


41253 ... 




Seq. ID 


OJ990707_12.0309 


.C2 




Gene No . 


85520 




Strand 






L _i 


Start 


20833 




End 


21339 






Name 


OJ990707 12. 0309. C2. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


20833 




End 


21273 






GI 


none 




Score 


375 




r i : 


Exons 


20833. .21273 










f jj 


Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309 


.C2 




Gene No. 


85520 




Strand 








Start 


20833 




End 


21339 






Name 


OJ990707 12. 0309. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


20857 




End 


21339 






GI 


none 




Score 


248 






Exons 


20857. .21339, 20861. 


.21328 










Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309 


.C2 




Gene No . 


85521 




Strand 








Start 


21274 




End 


21436 






Name 


OJ990707 12. 0309. C2. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


21274 




End 


21436 






GI 


none 




Score 


147 






Exons 


21274 . .21435, 21275. 


.21436 










Seq. No. 


41253 




Seq. ID 


OJ990707_12.0309 


.C2 




Gene No . 


85522 




Strand 








Start 


21510 




End 


21846 






Name 


OJ990707 12. 0309. C2. 


olO. tw 


Method 


TBLASTX: Wheat 






Start 


21510 




End 


21846 






GI 


none 




Score 


74 






Exons 


21510. .21632, 21511. 


.21621, 


21512. .21637, 21666 .. 21842 , 





41362 




21682. .21846, 21720 21800, 21766. .21846 



Seq. No. 


41254 


Seq. IP 


OJ990707_12.0309.C4 


Gene No. 


85523 


Strand 




Start 


2 


End 


544 


Name 


OJ990707 12.0309.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


544 


GI 


none " • ' 


Score 


53. 


Exons 


2. .133, 213. .377, 233. .376, 


407. .505, 


422. .544 


Seq. No. 


41255 


Seq. ID 


OJ990707_12.0309.C9 


Gene No. 


85524 


Strand 


+ 


Start 


1189 


End 


1630 


Name 


OJ990707 12.0309.C9.ol.gp 


Method 


AAT/GAP 


Start 


1189 


End 


1630 


GI 


none 


Score 


860 


Exons 


1189. .1630 






Seq. No. 


41256 


Seq. iu 




Gene No. 


85525 


Strand 




Start 


296 


End 


715 


Name 


OJ990707 12.0309.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


296 


End 


715 


GI - 


none 


Score 


58 


Exons 


296.. 352, 297.. 332, 402.. 521 


, 411. .476 


, 419. .520, 624. .683, 




625. .714, 635. .715 






Seq. No. 


41257 


Seq. ID 


OJ990707_12.0309.C13 


Gene No. 


85526 


Strand 




Start 


2280 


End 


2532 


Name 


OJ990707 12.0309.C13.ol.gp 


Method 


AAT/GAP 


Start 


2280 


End 


2532 


GI 


428594 


Score 


405 


Exons 


2280. .2532 







Seq. ID OJ990707_12.0309.C17 
Strand + 
End 1284 
Method AAT/GAP 
End 1284 
Score 229 
Exons 1143.. 1284 

GI Descrip. '3738302 5.0e-31 (AC005309) tubby-like protein [Arabidopsis 
thaliana] >gi_424 9398 (AC006072) putative tubby protein 
[Arabidopsis thaliana] ' 



Seq. No. 


41258 






Seq. ID 


OJ990707_12.0309.C17 


Gene No. 


85528 






Strand 




Start 


1473 






End 


1890 


Name 


OJ990707 12 


0309.C17.ol 


,tw 


Method 


TBLASTX: Wheat 


Start 


1144 






End 


1498 


GI 


none 






Score 


320 


Exons 


1144. .1212, 


1154. .1216, 


1157. 


.1498, 1270. .1374, 1441. .1485 


Seq. No. 


41258 






Seq. ID 


OJ990707_12.0309.C17 


Gene No. 


85528 






Strand 




Start 


1473 






End 


1890 



Seq. No. 41258 

Gene No. 85527 

Start 1143 

Name OJ990707_12 . 0309 . C17 . ol . gp 

Start 1143 

GI 39232 1.R1084 



41363 




Name 


OJ990707 12 0309 


C17 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1144 ~ 






End 


1426 




GI 


none 






Score 


236 




Exnns 


1144. .1206, 1157. 


. 1426, 


1163. 


.1222, 1270.. 1377 




Seq. No. 


41258 






Seq. ID 


OJ990707_12.0309 


.C17 


Gene No. 


85528 






Strand 






Start 


1473 






End 


1890 




Name 


OJ990707 12.0309. 


CI 7 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1145 ~~ 






End 


1737 




GI 


none 






Score 


840 




Exons 


1145. .1732, 1157. 


. 1732, 


1270. 


.1737, 1579.. 1737 




Seq. No. 


41258 






Seq. ID 


OJ990707JL2.0309 


.C17 


Gene No. 


85528 






Strand 






Start 


1473 






End 


1890 




Name 


OJ990707 12.0309. 


C17 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1271 ~ 






End 


1720 




GI 


none 






Score 


96 




Exons 


1271. .1366, 1427. 


. 1720, 


1447. 


.1533, 1454.. 1720 




Seq. No. 


41258 






Seq. ID 


OJ990707_12.0309 


.C17 


Gene No. 


85528 






Strand 






Start 


1473 






End 


1890 




Name 


OJ990707 12 0309 


C17 . ol 


. tc 


Method 


TBLASTX : Cress 




kJ Lai L. 


1437 ~~ 

X *4 -J I 






End 


1717 




GI 


none 






Score 


108 






1437 1667 1439 


.1717, 


1439. 


.1693, 1588.. 1716 




W ^ . ' . 


41258 






Seq. ID 


OJ990707_12.0309 


.C17 


Gene No . 


85528 






Strand 






Start 


1473 






End 


1890 




Name 


OJ990707 12.0309. 


C17.o2 


.gp 


Method 


AAT/GAP 




Start 


1473 






End 


1890 




GI 


41439 1.R1084 






Score 


832 




Exons 

4—1 W W 1 lh2 


1473. .1890 














, 4309738/gb|AAD15508| 1 


. Oe-25 


(AC006439) putative tubby protein 




[Arabidopsis thaliana] 1 










Seq. No. 


41258 






Seq. ID 


OJ990707JL2.0309 


.C17 


Gene No. 


85528 






Strand 






Start 


1473 






End 


1890 




Name 


OJ990707 12.0309. 


C17.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1556 






End 


1735 




GI 


none 






Score 


183 




Exons 


1556.. 1735, 1591. 


.1716 










Seq. No. 


41259 






Seq. ID 


OJ990707_12.0309 


.C25 


Gene No. 


85529 






Strand 


+ 




Start 


974 






End 


1414 




Name 


OJ990707 12.0309. 


C25.o2 


(TO 


Method 


AAT/GAP 




Start 


974 




End 


1414 




GI 


6024955 






Score 


784 




Exons 


974. .1414 












Seq. No. 


41259 






Seq. ID 


OJ990707_12.0309 


.C25 


Gene No. 


85530 






Strand 







41364 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



324 



End 

Method 
End 
Score 



763 

AAT/GAP 
763 
729 



OJ990707_12.0309.C25.ol.gp 
324 

71481_1.R1084 
324. .763 

' 3660464/embi AJ001753 | AT 1134 T 1.0e-20 Arabidopsis thaliana mRNA 
for Inositol 1, 3, 4-Trisphosphate 5/6 Kinase' 



41259 Seq. ID 

85531 Strand 

1457 End 
OJ990707_12 . 0309 . C25 . o3 . gp Method 

1457 End 

3759642 Score 

1457. .1858, 2244. .2368 



OJ990707_12.0309.C25 

2368 
AAT/GAP 
2368 
1018 



Seq. No. 


41259 








Seq. ID 


OJ990707_12.0309.C25 


Gene No. 


85531 








Strand 




Start 


1457 








End 


2368 


Name 


OJ990707 12 


.0309 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1478 








End 


1728 


GI 


none 








Score 


248 


Exons 


1478. .1726, 


1479 


. .1727, 


1486. 


.1728 




Seq. No. 


41259 








Seq. ID 


OJ990707_12.0309.C25 


Gene No. 


85532 








Strand 




Start 


2286 








End 


2516 


Name 


OJ990707 12 


.0309 


.C25.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


' 2286 








End 


2516 


GI 


none 








Score 


43 


Exons 


2286. .2321, 


2287 


. .2322, 


2309. 


.2461, 2311. .2364, 2312. .2401, 




2361. .2453, 


2477 


. .2515, 


2487. 


.2516 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41260 Seq. ID 

85533 Strand 
218 End 
OJ990707_12 . 0309 . C30 . ol . gp Method 
218 End 
101153_1.R1084 Score 
218. .410, 724. .835 

•5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ990707_12.0309.C30 
+ 

835 

AAT/GAP 
835 
518 



41261 Seq. ID 

85534 Strand 

1538 End 
OJ990707_12 . 0309 . C33 . ol . gp Method 

1538 End 

none Score 

1538.. 2281, 2380.. 2462 



OJ990707_12.0309.C33 
+ 

2462 
AAT/GAP 
2462 
1524 



Seq. No. 41261 Seq. ID 

Gene No. 85535 Strand 

Start 2592 End 

Name OJ990707_12.0309.C33.ol.tm Method 

Start 2272 End 

GI none Score 



OJ990707_12.0309.C33 
+ 

3603 

.TBLASTX: Maize 
2747 
38 



41365 



Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2272.-2346, 2370. .2492, 2376. .2495, 2378. .2494, 2586.-2747, 
2597. .2719, 2611. .2724 



41261 
85535 
2592 

OJ990707_12.0309.C33.ol.ts 

2378 

none 

2378.-2494, 2379,. 2495, 2567., 

41261 
85535 
2592 

OJ990707_12.0309.C33.o2.gp 
2592 

30412_1.R1084 

2592.. 2756, 2839.. 2913, 3013. 
■4753658/emb I CAB41934.il l.Oe- 
[Arabidopsis thaliana] ' 

41261 
85535 
2592 

OJ990707_12 . 0309 . C33 . p-2 . tm 

2845 

none 

2845.. 2943, 2845.. 2916, 3001. 
3013. .3222 

41261 
85535 
2592 

OJ990707_12.0309.C33.ol.tc 

3096 

none 

3096.. 3284, 3097.. 3285, 3471. 

41261 
85535 
2592 

OJ990707_12 . 0309 . C33 . o3 . tm 

3225 

none 

3225.. 3281, 3226.. 3285, 3455. 

41262 
85536 
1 

OJ990707_12 . 0309 . C34 . ol . gp 
1 

37430_1.R1084 
1. .272 

M753658/enib | CAB41934.il 3 . Oe 
[Arabidopsis thaliana] 1 



Seq. ID OJ990707_12.0309.C33 

Strand + 

End 3603 

Method TBLASTX : Soybean 

End 3117 

Score 148 

2734, 2598.. 2735, 3013.. 3117 

Seq. ID OJ990707_12.0309.C33 

Strand + 

End 3603 

Method AAT/GAP 

End 3603 

Score 1215 

3285, 3474.. 3603 

■107 (AL04 9751) putative protein 



Seq. ID OJ990707_12.0309.C33 

Strand * + 

End 3603 

Method TBLASTX : Mai ze 

End 3224 

Score 85 

.3219, 3002. .3220, 3006.. 3224, 



Seq. ID OJ990707_12.0309.C33 
Strand + 

3603 

TBLASTX: Cress 
3602 
195 



End 

Method 
End 
Score 
.3602 



Seq. ID OJ990707_12.0309.C33 

Strand + 

End 3603 

Method TBLASTX :Maize 

End 3602 

Score 84 
.3601, 3471.. 3602 

Seq. ID OJ990707_12.0309.C34 
Strand 

End 272 

Method AAT/GAP 

End 272 

Score 544 

-13 (AL04975L) putative protein 



Seq. No. 



41262 



Seq. ID OJ990707_12.0309.C34 



41366 




Gene No . 


85537. 




Strand 




Start 


934 




End 


1390 


Name 


OJ990707 12.0309.C34.o2. 


gp 


Method 


AAT/GAP 


Start 


934 




End 


1390 


GI 


4970 1.R1084 




Score 


889 


F.xon s 

i_J AVI 1 LJ 


934. .1390 








VJX L/C «J w J_ J- v 


, 4 928472/gb|AAD33602.1|AF133302 1 2.0e 


-69 (AF133302) type 2 




oeroxiredoxin TBrassica 


rapa subsp. pekinensis] 1 


Seq. No. 


41262 




Seq. ID 


OJ990707_12.0309.C34 


Gene No. 


85537 




^Strand 




Start 


934 




~End 


1390~ 


Name 


OJ990707 12.0309.C34.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1042 




End 


1390 


GI 


none 




Score 


47 


Exons 


1042 1104. 1047. 1106, 


1100. 


.1390, 1106.. 1390 


Seq. No. 


41262 




Seq. ID 


OJ990707 12.0309.C34 


Gene No. 


85537 




Strand 




Start 


934 




End 


1390 


Name 


OJ990707 12 0309 C34 ol 


tm 


Method 


TBLASTX: Maize 


Start 


1130 _ 




End 


1390 


GI 


none 




Score 


232 


Exons 


1130 1390, 1170 1388. 


1240. 


.1389 




Seq. No. 


41262 




Seq. ID 


OJ990707 12.0309.C34 


Gene No. 


85537 




Strand 




Start 


934 




End 


1390 


Name 


OJ990707 12 0309 C34 ol 


tc 


Method 


TBLASTX: Cress 


Start 


1142 ~~ 




End 


1390 


GI 


none 




Score 


174 


Exons 


1142 1390. 1170.. 1385. 


1184. 


.1387 




Seq. No. 


41262 




Seq. ID 


OJ990707_12.0309.C34 


Gene No. 


85537 




Strand 




Start 


934 




End 


1390 


Name 


OJ990707 12.0309.C34.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1145 "~ 




End 


1390 


GI 


none 




Score 


159 


Exons 


1145 1390. 1170. 1385 








Seq. No. 


41263 




Seq. ID 


OJ990707_12.0309.C35 


Gene No. 


85538 




Strand 




Start 


1 




End 


396 


Name 


OJ990707 12.0309.C35.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


396 


GI 


none 




Score 


757 


Exons 


•1.-396 








Sea. No. 


41263 




Seq. 'ID 


OJ990707_12.0309.C35 


Gene No. 


85539 




Strand 




Start 


933 




End 


1272 


Name 


OJ990707 12.0309.C35.o2. 


gp 


Method 


AAT/GAP 


Start 


933 




End 


1272 


GI 


4970 1.R1084 




Score 


459 


Exons 


933. .1272 








GI Descrip. 


'4928472/gb|AAD33602.1|AF133302_l 2 . Oe 


-69 (AF133302) type 2 



41367 



peroxiredoxin [Brassica rapa subsp. pekinensis] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41264 
85540 
2 

OJ990707_12.0309.C36.ol.tm 
2 



Seq. ID OJ990707_12.0309.C36 
Strand 
End 738 
Method TBLASTX : Mai ze 
End 738 
none Score 186 

2. .157, 3. .146, 5. .154, 408. .449, 467. .625, 467. .625, 471. . 626, 
718. .738 

41265 Seq. ID OJ990707_12 . 0309 . C39 

85541 Strand + 

78 End 629 

OJ990707_12 . 0309 . C39 . ol . gp Method AAT/GAP 

78 End 629 

3898_1.R1084 Score 376 

78. .122, 202. .275, 532. .629 

'5381319/gb|AAD42941.1|AF091621_l 5.0e-81 (AF091621) 
ubiquitin-conjugating enzyme E2 [Catharanthus roseus] 1 



Seq. No. 


41266 




Seq. ID 


OJ990707_12.0309.C41 


Gene No. 


85542 




Strand 




Start 


632 , 




End 


1036 


Name 


OJ990707 12.0309.C41.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


632 




End 


1036 


GI 


none 




Score 


82 


Exons 


632. .745, 635. .748, 670 


. .771, 


745. .1032, 751. .1032, 776. .103 


Seq. No. 


41267 




Seq. ID 


OJ990707_12.0309.C43 


Gene No. 


85543 




Strand 




Start 


1074 




End 


1451 


Name 


OJ990707 12.0309.C43.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


13 




End 


1450 


GI 


none 




Score 


116 


Exons 


13. .66, 917. .1024, 928. 


.1026, 


984. .1028, 1021. .1176, 1024. .1 




1026. .1187, 1257. .1373, 


1262. 


.1351, 1262.. 1450, 1263.. 1373 


Seq. No. 


41267 




Seq. ID 


OJ990707_12.0309.C43 


Gene No. 


85543 




Strand 




Start 


1074 




End 


1451 


Name 


OJ990707 12.0309.C43.ol 


.tc 


Method 


TBLASTX: Cress 


Start . 


905 




End 


1163 


GI 


none 




Score 


168 


Exons 


905. .1156, 919. .1155, 944. .1156, 963.. 


1163 


Seq. No. 


41267 




Seq. ID 


OJ990707_12.0309.C43 


Gene No. 


85543 




Strand 




Start 


1074 




End 


1451 


Name 


OJ990707 12.0309.C43.ol 


.gp 


Method 


AAT/GAP 


Start 


1074 




End 


1451 


GI 


uC-osroM202035f06bl 




Score 


540 


Exons 


1074. .1185, 1262.. 1451 








GI Descrip. 


'3201625 1.0e-34 (AC004669) hypothetical protein [Arabidopsi 




thaliana] ' 








Seq. No. 


41268 




Seq. ID 


OJ990707_12 . 0309 .C58 



41368 




Gene No. 


85544 




Strand 




Start 


1447 




End 


1835 


Name 


OJ990707 12.0309.C58.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1447 




End 


1831 


GI 


none 




Score 


48 


Exons 


1447. .1566, 1448. .1525, 


1521. 


.1559, 1561.. 1650, 1561.. 1650, 




1624.. 1713, 1629.. 1718, 


1722. 


.1796,- 1795.. 1830, 1796.. 1831 


Seq. No. 


41268 




Seq. ID 


OJ990707_12.0309.C58 


Gene No. 


85544 




Strand 




Start 


1447 - " 




End 


1835 


Name 


OJ990707 12.0309.C58.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1450 




End 


1835 


GI 


none 




Score 


55 


Exons 


1450.. 1566, 1512.. 1559, 


1561. 


.1614, 1632. .1718, 1645. .1716, 




1734. .1772, 1734. .1796, 


1779. 


.1835 




Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309.C59 


Gene No. 


85545 




Strand 




Start 


67 




End 


420 


Name 


OJ990707 12.0309.C59.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


67 




End 


420 


GI 


none 




Score 


58 


Exons 


67, .420, 74. .127, 164.. 


391 






Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309.C59 


Gene No. 


85545 




Strand 




Start 


67 




End 


420 


Name 


OJ990707 12.0309.C59.o4 


.tw 


Method 


TBLASTX : Wheat 


Start 


94 




End 


388 


GI 


none 




Score 


132 


Exons 


94. .387, 104. .388 








Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309.C59 


Gene No. 


85546 




Strand 




Start 


415 




End 


979 


Name 


OJ990707 12.0309.C59.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


415 




End 


719 


GI 


none 




Score 


67 


Exons 


415. .582, 464. .565, 582 


. .719, 


608. .67 6 




Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309.C59 


Gene No. 


85546 




Strand 




Start 


415 




End 


979 


Name 


OJ990707 12.0309.C59.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


511 




End 


979 


GI 


none 




Score 


50 


Exons 


511. .579, 585. .716, 720 


. .791, 


783. .890, 


799. .891, 884. .961, 




885. .959, 908. .979 








Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309.C59 


Gene No. 


85547 




Strand 




Start 


993 




End 


1692 


Name 


OJ990707 12.0309.C59.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


993 




End 


1381 


GI 


none 




Score 


126 


Exons 


993. .1220, 994. .1248, 1006. .1257, 1121. 


.1258, 1253.. 1381, 



41369 




1314. .1373 





Seq. No. 


41269 








Seq. ID 


OJ990707_12.0309. 


C59 




Gene No. 


85547 








Strand 








Start 


993 








End 


1692 






Name 


OJ990707 12. 


0309. 


C59.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


1018 








End 


1555 






GI 


none 








Score 


64 * 






Exons 


1018. .1128, 


1153. 


.1254, 


1256. 


.1555, 1317. .1463 






Seq. No. 


41269 








Seq. ID 


OJ990707J.2.0309. 


C59 




Gene No. 


85547 








Strand 








Start 


993 








End 


1692 






Name 


OJ990707 12. 


0309. 


C59.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


1316 








End 


1567 






GI 


none 








Score 


142 






Exons 


1316. .1522, 


1323. 


.1538, 


1508. 


.1567 








Seq. No. 


41269 








Seq. ID 


OJ990707_12.0309. 


C59 




Gene No. 


85547 








Strand 








Start 


993 








End 


1692 






Name 


OJ990707 12. 


0309. 


C59.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


1382 








End 


1692 






GI 


none 








Score 


98 




Q 


Exons 


- 1382.. 1594, 


1382. 


.1606, 


1383. 


.1595, 1615.. 1692, 1626.. 1673, 






1643. .1690 












L S ; 


Seq. No. 


41269 








Seq. ID 


OJ990707_12.0309. 


C59 


~ t~ 


Gene No. 


85548 








Strand 








Start 


1642 








End 


2008 




iJ 


Name 


OJ990707 12. 


0309. 


C59.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


1642 








End 


1905 






GI 


none 








Score 


183 




5 


Exons 


1642. .1905 














r ji 


Seq. No. 


41269 








Seq. ID 


OJ990707_12.0309. 


C59 


"--1 


Gene No. 


85548 








Strand 






jL^ 


Start 


1642 








End 


2008 






Name 


OJ990707 12. 


0309. 


C59.o4 


.ts 


Method 


TBLASTX : Soybean 




~ 


Start 


1768 








End 


1902 




is. 


GI 


none 








Score 


76 






Exons 


1768. .1893, 


1768. 


.1902 












Seq. No. 


41269 








Seq. ID 


OJ990707_12.0309. 


C59 




Gene No. 


. 85548 








Strand 








Start 


1642 








End 


2008 






Name 


OJ990707 12. 


0309. 


C59.o5 


.tw 


Method 


TBLASTX: Wheat 






Start 


1789 








End 


2008 






GI 


none 








Score 


75 






Exons 


1789. .1980, 


1948. 


.1995, 


1952. 


.2008 








Seq. No. 


41269 








Seq. ID 


OJ990707_12.0309. 


C59 




Gene No. 


85549 








Strand 








Start 


4124 








End 


4546 






Name 


OJ990707 12. 


0309. 


C59.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


4124 








End 


4540 






GI 


none 








Score 


51 





41370 






Rvon 9 


4124 . . 4186, 4190. . 4300, 


4196. , 


.4540 








Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309. 


C59 




Gene No. 


85549 




Strand 








Start 


4124 




End 


4546 






Name 


OJ990707 12. 0309.C59.ol, 


,tc 


Method 


TBLASTX: Cress 






Start 


4184 ~ 




End ■ 


4513 








none 




Score 


238 






i_j w i 


4184 . . 4513 












Seq. No. 


41269 




Seq. ID 


OJ990707_12.0309, 


,C59 




Gene No. 


85549 




Strand 








Start 


4124 




End 


4546 






Name 


OJ990707 12.0309.C59.ol, 


. tm 


Method 


TBLASTX: Maize 






Start 


4187 ~~ 




End 


4546 






V7-L 


none 




Score 


278 






R von s 


4187. .4546, 4187. .4354, 


4411. 


.4545 








Seq. No. 


41270 




Seq. ID 


OJ990707_12.0309, 


.C60 




Gene No. 


85550 




Strand 








Start 


479 




End 


959 






Naitie 


OJ990707 12.0309.C60.o3 


. tw 


Method 


TBLASTX: Wheat 






O L. CI J. U 


479 




End 


913 






(IT 


none 




Score 


45 








479. .763, 564. .665, 696 


: .770, 


824. .913 






LI 3 


Seq. No. 


41270 




Seq. ID 


OJ990707_12.0309 


.C60 


f j [ 


Gene No. 


85550 




Strand 








Start 


479 




End 


959 






Mrs mo 


OJ990707 12 . 0309.C60 .ol 


. ts 


Method 


TBLASTX : Soybean 






O L. d J- L. 


536 "~ 




End 


959 




=. ^ 


ox 


none 




Score 


52 




?! i 


F.xon 


536.-784, 558. .659, 699 


. .773, 


821. . 958, 


, 843.-959 




O 


Seq. No. 


41270 




Seq. ID 


OJ990707__12.0309 


.C60 




Gene No. 


85551 




Strand 






' -3 


Start 


1196 




End 


2163 






Name 


OJ990707 12. 0309.C60.o2 


.tw 


Method 


TBLASTX: Wheat 




\J„ 


Start 


1196 ~~ 




End 


1576 




: : 


GI 


none 




Score 


64 






Exons 


1196. .1297, 1292. . 1576. 


1376. 


.1522 








Seq. No. 


41270 




Seq. ID 


OJ990707_12.0309 


.C60 




Gene No. 


85551 




Strand 








Start 


1196 




End 


2163 






Name 


OJ990707 12 . 0309.C60.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1265 ~ 




End 


1696 






GI 


none 




Score 


292 






1_J V./ 11 J 


1265 1696, 1266.. 1607 












Seq. No. 


41270 




Seq. ID 


OJ990707_12.0309 


.C60 




Gene No. 


85551 




Strand 








Start 


1196 




End 


2163 






Name 


OJ990707 12.0309.C60.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


1416 




End 


-1653 






GI 


none 




Score 


81 






Exons 


1416. .1601, 1421. .1651, 


1429. 


.1653 







41371 




O n s*r XT j»v 

beq. WO. 


a i on n 


Gene No. 


85551 


Start 


1196 


Name 


OJ990707 12.0309.C60.ol. 


Start 


1595 


GI 


none 


Exons 


1595. .1696, 1597. .1680, 


beq* no. 


a i on n 


Gene No. 


85551 


Start 


1196 


Name 


OJ990707 12.0309.C60.o2. 


Start 


1697 


GI 


none 


Exons 


1697. .1936, 1702. .1938, 


Seq. No. 


4 ±Z / U 


Gene No. 


85551 


Start 


1196 


Name 


OJ990707 12.0309.C60.o2. 


Start 


1795 


GI 


none 


Exons 


1795. .1929, 1945. .2163 


Seq. No. 


• . 41z /l 


Gene No. 


85552 


Start 


332 


Name 


OJ990707 12.0309.C63.ol. 


Start 


332 


GI 


none 


Exons 


332. .466, 333.. 554, 334. 


Seq. No. 




Gene No. 


85552 


Start 


332 


Name 


OJ990707 12.0309.C63.ol. 


Start 


335 


GI 


none 


Exons 


335. .466, 336. .800, 471. 


Seq. No. 


41271 




o C C CO 


Start 


332 


Name 


OJ990707 12.0309.C63.ol. 


Start 


335 


GI 


5509260 


Exons 


335.. 457, 336.. 665 


GI Descrip. 


- 


Seq. No. 


41271 


Gene No. 


85552 


Start 


332 


Name 


OJ990707 12.0309.C63.o2. 


Start 


-'336 


GI 


none 


Exons 


336.. 680, 353.. 517, 675. 






Seq. ID 


OJ-990707JL2.0309. 


C60 




Strand 








End 


2163 




tw 


Method 


TBLASTX: Wheat 






End 


2001 






Score 


69 




1662. 


.1700, 1702. .2001, 1706. .1996 












Strand 










91 




tm 




TP.T Z1QTY * Ma n -70 






i-i I in 


1 Q4 1 

x -7 *i J. 






Score 


9 4 9 




1702. 


1 Q4 1 








Seq. ID 


OJ990707_12.0309. 


C60 




Strand 










ZIdj 




ts 


Method 


i oLiAb ia: boyoean 






i^nQ 


9 1 £ *3 






Score 


lj / 






Seq. ID 


OJ990707_12.0309. 


C63 




Strand 








tna 






tc 


Method 


i oLiAo ia: tress 














Score 


94 9 
Z4 Z 




.495, 


jj! . . Oft D 








Seq. ID 


OJ990707JL2.0309. 


C63 




Strand 








End 


1564 




tm 


rict.nou 


I D J_lMo 1 A • ria. lZc 








q n n 

o U U 






Score 


^ £9 




.551, 


CQ'7 CQ"7 








beq. id 


ATQQmm i o ri*5no 
ujyyu/u/ iz.uouy. 






Strand 








End 


1564 




ts 


Method 


TBLASTX: Soybean 






End 


665 






Score 


297 ■ 






Seq. ID 


OJ990707_12.0309. 


C63 




Strand 








End 


1564 




tw 


Method 


TBLASTX: Wheat 






End 


1088 






Score 


319 





.881, 1035. .1088 



41372 




Seq. No. 


41271 




Seq. ID 


OJ990707_12.0309.C63 


Qene no • 


85552 




Strand 




Start 


332 




End 


1564 


Name 


OJ990707 12 . 0309.C63.o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


734 ~ 




End 


1085 


GI 


none 




Score 


141 


F.von ^ 

LlAvi U 


734. .898, 735. .893, 893. 


. 1081, 


894.. 1082, 903.. 1085 


Seq. No. 


. 41271 




Seq. ID 


OJ990707_12.0309.C63 


Gene No . 


85552 




Strand 




Start 


332 




End 


1564 


Name 


OJ990707 12.0309.C63.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


861 




End 


1232 


GI 


none 




Score 


350 




861. .1232, 884. .1231 








Seq. No. 


41271 




Seq. ID 


OJ990707_12.0309.C63 


Gene No . 


85552 




Strand 




Start 


332 




End 


1564 


Name 


OJ990707 12.0309.C63.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1089 ~~ 




End 


1564 


GI 


none 




Score 


97 


Rxon s 


1089. .1163, 1094. .1162, 


1178 . . 


1564, 1179.. 1562, 1180.. 1563 


Seq. No. 


41271 




Seq. ID 


OJ990707_12.0309.C63 


fipnp No 


85552 




Strand 




Start 


332 




End 


1564 


Name 


OJ990707 12 . 0309.C63.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1095 ~ 




End 


1436 


GI 


none 




Score 


89 




1095 1208. 1130.. 1198. 


1227 . . 


1436, 1232. .1357 


Seq. No. 


41271 




Seq. ID 


OJ990707_12.0309.C63 


Gene No. 


85553 




Strand 




Start 


1574 




End 


1897 


Name 


OJ990707 12 . 0309.C63.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1574 ~ 




End 


1897 


GI 


none 




Score 


114 


Exons 


1574 . . 1663, 1575 . . 1664, 


1576. , 


1665, 1703. .1846, 1709. .1798, 




1713. .1805, 1714. .1806, 


1853. , 


1897, 1872. .1895 


Seq. No. 


41272 




Seq. ID 


OJ990707_12.0309.C66 


Gene No. 


85554 




Strand 




Start 


439 




End 


908 


Name 


OJ990707 12.0309.C66.ol. 


gp 


Method 


AAT/GAP 


Start 


439 




End 


671 


GI 


61605 1.R1084 




Score 


363 


Exons 


439. .671 








GI Descrip . 


, 5852170/emb IAL117265.il 


OST17804 l.Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804' 


Seq. No. 


41272 




Seq. ID 


OJ990707_12.0309.C66 


Gene No. 


85554 




Strand 




Start 


439 




End 


908 


Name 


OJ990707 12.0309.C66.o2. 


gp 


Method 


AAT/GAP 


Start 


439 




End 


908 



41373 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4107138 Score 701 

439. .908 

5852170/emb|AL117265.1|OST178.04 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone:tl7804 



OJ990707_12.0309.C67 
+ 

1191 
AAT/GAP 
1191 
550 



41273 Seq. ID 

85555 Strand 
907 End 
OJ990707_12 . 0309 . C67 . ol . gp Method 
907 End 
uC-osflM202075h01bl Score 
907. .1191 

, 3915131/sp|Q42443|THIH_ORYSA 8.0e-13 THIOREDOXIN H-TYPE (TRX-H) 
{PHLOEM SAP 13 KD PROTEIN-1) >gi_426442_dbj_BAA04864_ (D21836) 
thioredoxin h [Oryza sativa] >gi_454882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 

OJ990707 12.0309.C68 



41274 Seq. ID 

85556 Strand 

44 94 End 
OJ990707_12 . 0309 . C68 . o3 . tw Method 

4494 End 

none Score 

4494. .4547, 4529. .4861, 4550. .4711/ 4653.-4769, 4754. .4834, 
4791. .4862 



6027 

TBLASTX: Wheat 

4862 

35 



Seq. No. 41274 Seq. ID 

Gene No. 85556 Strand 

Start 44 94 End 

Name OJ990707_12 . 0309 . C68 . o4 . tm Method 

Start 4508 End 

GI none Score 

Exons 4508.. 4699 



OJ990707_12.0309.C68 
6027 

TBLASTX: Maize 

4699 

192 



Seq. No. 41274 

Gene No. 85556 

Start 4494 

Name OJ990707_12 . 0309 . C68 . ol . tm 

Start 4709 

GI none 

Exons 4709.. 5149, 4722.. 5147, 5147. 

Seq. No. 41274 

Gene No. 85556 

Start 4494 

Name OJ990707_12 . 0309 . C68 . ol . tw 

Start 4862 

GI none 

Exons 4862.. 5488, 4863.. 5486 

Seq. No. 41274 

Gene No. 85556 

Start 4494 

Name OJ990707_12 . 0309 . C68 . o2 . tm 

Start 5357 

GI none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5308, 5154.. 5300 



OJ990707_12.0309.C68 
6027 

TBLASTX: Maize 
5308 
243 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method-' 

End 

Score 



OJ990707_12.0309.C68 
6027 

TBLASTX: Wheat 

5488 

366 



OJ990707_12.0309.C68 
6027 

TBLASTX: Maize 

5648 

221 



41374 




Exons 


5357. .5647, 


5361 


. .5648 










Seq. No. 


41274 








Seq. ID 


OJ990707_12.0309. 


C68 


Gene No. 


85556 








Strand 






Start 


4494 








End 


6027 




Name 


OJ990707 12 


.0309 


.C68.0I 


.ts 


Method 


TBLASTX: Soybean 




Start 


5447 








End 


5707 




GI 


none 








Score 


149 




Exons 


5447. .5707, 


5448 


. .5702 










Seq. No. 


41274 








Seq. ID 


OJ990707_12.0309. 


C68 


Gene No. 


85556 








Strand 






Start 


4494 








End 


6027 




Name 


OJ990707 12 


.0309 


.C68.0I 


. tc 


Method 


TBLASTX: Cress 




Start 


5471 








End 


5788 




GI 


none 








Score 


79 




Exons 


5471. .5614, 


5472 


. .5612, 


5615. 


.5788 






Seq. No. 


41274 








Seq. ID 


OJ990707_12.0309. 


C68 


Gene No. 


85556 








Strand 






Start 


4494 








End 


6027 




Name 


OJ990707 12 


.0309 


.C68.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


5495 








End 


6027 




GI 


none 








Score 


236 




Exons 


5495.. 6022, 


5496 


. .5750, 


5501. 


.5941, 5824.. 6027 * 




Seq. No. 


41274 








Seq. ID 


OJ990707_12.0309. 


C68 


Gene No. 


85557 








Strand 






Start 


6050 








End 


6209 




Name 


OJ990707 12 


.0309 


.C68 .o3 


.tm 


Method 


TBLASTX: Maize 




Start 


6050 








End 


6208 




GI 


none 








Score 


65 




Exons 


6050. . 6208, 


6062 


. .6208 










Seq. No. 


41274 








Seq. ID 


OJ990707_12.0309. 


C68 


Gene No. 


85557 








Strand 






Start 


6050 








End 


6209 




Name 


OJ990T07 12 


.0309 


.C68 .o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


6062 








End 


6209 




GI 


none 








Score 


93 




Exons 


6062. .6208, 


6062 


. .6208, 


6144. 


.6209 






Seq. No. 


41275 








Seq. ID 


OJ990707_12.0309. 


C69 


Gene No. 


85558 








Strand 






Start 


2 








End 


817 




Name 


OJ990707 12 


.0309 


.C69.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2 








End 


394 




GI 


none 








Score 


162 




Exons 


2. .376, 9.. 


263, 


314.. 358, 362 


..394, 363..392 




Seq. No. 


41275 








Seq. ID 


OJ990707_12.0309. 


C69 


Gene No. 


85558 








Strand 






Start 


2 








End 


817 




Name 


OJ990707 12 


.0309 


.C69.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 








End 


286 




GI 


none 








Score 


220 




Exons 


2. .286, 9.. 


266 













41375 






Seq. No. 


41275 




Seq. ID 


OJ990707_12 .0309. 


C69 




Gene No. 


85558 . 




Strand 








Start 


2 




End 


817 






Name 


OJ990707 12.0309.C69.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


5 




End 


265 






GI 


none 




Score 


58 






Exons 


5. .172, 5.-265, 12. .254 












Seq. No. 


41275 




Seq. ID 


OJ990707_12 . 0309. 


C69 




Gene No. 


85558 




"Strand 








Start 


2 




End 


817 






Name 


OJ990707 12.0309.C69.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


281 




End 


748 






GI 


none 




Score 


128 






Exons 


281. .748, 315. .677 












Seq. No. 


41275 




Seq. ID 


OJ990707_12 . 0309 . 


C69 




Gene No. 


85558 




Strand 








Start 


2 




End 


817 






Name 


OJ990707 12.0309.C69.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


335 




End 


817 






GI 


none 




Score 


254 






Exons 


335. .817, 378. .713 












Seq. No. 


41275 




Seq. ID 


OJ990707_12 . 0309. 


C69 




Gene No. 


85558 




Strand 








Start 


2 




End 


817 




i y 


Name 


OJ990707 12.0309.C69.o2 


. ts 


Method 


TBLASTX : Soybean 




13 


Start 


463 




End 


781 




1 y 


GI 


none 




Score 


63 






Exons 


463. .639, 467. .781, 468 


. .665 










Seq. No. 


41275 




Seq. ID 


OJ990707_12 . 0309- 


C69 




Gene No. 


85559 




Strand 






[3 


Start 


979 




End 


1398 ' 






Name 


OJ990707 12.0309.C69.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


979 




End 


1395 




, s= 


GI 


none 




Score 


105 






Exons 


979. .1164, 980. .1135, 980. .118.6, 1186. 


.1395, 1247. .1345 






Seq. No. 


41275 




Seq. ID 


OJ990707_12 . 0309. 


C69 




Gene No. 


85559 




Strand 








Start 


979 




End 


1398 






Name 


OJ990707 12.0309.C69.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


1078 




End 


1398 






GI 


none 




Score 


66 






Exons 


1078.. 1398, 1253.. 1345 












Seq. No. 


41275 




Seq. ID 


OJ990707_12.0309. 


C69 




Gene No. 


85560 




Strand 








Start 


1913 




End 


2288 






Name 


OJ990707 12.0309.C69.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


1913 




End 


2288 






GI 


none 




Score 


41 






Exons 


1913.. 1960, 1914.. 1961, 


1960. 


.2271, 1967. .2146, 2171. .2275, 



2172. .2288 



41376 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41276 
85561 
1734 

OJ990707_12.0309.C70.ol.gp 
1734 

61605_1.R1084 
1734. .2006 

•5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA f chromosome 4, BAC clone : t 17 804 ' 



Seq. ID OJ990707_12.0309.C70 

Strand + 

End 2006 

Method AAT/GAP 

End 2006 

Score 430 



Seq. ID OJ990707_12.0309.C73 
Strand 

End 713 

Method AAT/GAP 

End 713 

Score 683 



41277 
85562 
226 

OJ990707_12.0309.C73.ol.gp 
226 

uC-osflcypl62a07al 
226. .458, 558. .713 

, 4680179/gb|AAD27547.1|AF111709JL 2.0e-40 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 1 



41277 
85562 
226 

OJ990707_12 . 0309 . C73 . ol . tw 

299 

none 

299. .646, 307. .477, 514. .645 



Seq. ID OJ990707_12.0309.C73 
Strand 

End 713 

Method TBLASTX: Wheat 

End 64 6 

Score 279 



Seq. ID OJ990707_12.0309.C87 
Strand 

1179 
AAT/GAP 
1179 
352 



41278 
85563 
978 

OJ990707_12.0309.C87.ol.gp 
978 

10346_1.R1084 
978. .1179 

•3128218 2.0e-48 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



41279 
85564 
629 

OJ990707_12.0309.C88.ol.tc 
1 

none 



Seq. ID OJ990707_12.0309.C88 
Strand 

End 1638 

Method TBLASTX : Cress 

End 1575 

Score 152 



1..201, 29. .202, 919. .1035, 920. .1036, 924. .1025, 1353. .1511, 
1441. .1497, 1494. .1574, 1495. .1575 



Seq. No. 41279 

Gene No. 85564 

Start 629 

Name OJ990707_12 . 0309 .C88 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990707_12.0309.C88 
Strand 

End 1638 

Method TBLASTX : Mai ze 

End 1638 

Score 269 



1..201, 2. .202, 913. .1026, 920. .1036, 922. .1026, 924. .1034, 
1425. .1628, 1434. .1598, 1438. .1638, 1438. .1608 



41377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41279 
85564 
629 

OJ990707_12.0309.C88.ol.ts 

2 

none 



Seq. ID OJ990707_12.0309.C88 
Strand 

End 1638 

Method TBLASTX : Soybean 

End 1012 

Score 168 



2. .202, 7. .198, 922. .1005, 923. .1006, 923. .1012, 924. .1010 



Seq. ID OJ990707_12.0309.C88 
Strand 

End 1638 

Method AAT/GAP 

End 1099 

Score 808 



41279 
85564 
629 

OJ990707_12 . 0309 . C88 . ol . gp 
629 

uC-osflm202113a05bl 
629. .1099 

'3128218 7.0e-12 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990707_12.0309.C89 
Strand 

End 1268 

Method AAT/GAP 

End 1268 

Score . 172 



41280 
85565 
523 

OJ990707_12.0309.C8 9.ol.gp 
523 

LIB3433-035-P1-K1-D2 
523.. 611, 1229.. 1268 

'3128218 2.0e-58 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990707_12.0309.C89 
Strand 

End 2425 
Method TBLASTX : Soybean 
End 2425 
Score : 133 

524. .613, 525. .614, 526. .612, 1228. .1293, 1229. .1297, 
1230.. 1304, 2059.. 2226, 2096.. 2224, 2112.. 2252, 2114.. 2227, 
2308.. 2370, 2319.. 2372, 2330.. 2425, 2335.-2424 



41280 
85566 
2119 

OJ990707_12.0309.C89.ol.ts 

524 

none 



41280 
85566 
2119 

OJ990707_12 . 0309 . C8 9 . ol . tm 

525 

none 



Seq. ID OJ990707_12.0309.C89 
Strand 

End 2425 

Method TBLASTX: Maize 

End 2373 

Score 132 



525. .614, 526. .612, 527. .613, 1229. .1297, 1230. .1304, 
2112.. 2225, 2112.. 2222, 2114.. 2224, 2319.. 2372, 2320.. 2373 



Seq. ID OJ990707_12.0309.C89 
Strand 

End 2425 

Method AAT/GAP 

End 2384 

Score 220 



41280 
85566 
2119 

OJ990707_12.0309.C89.o2.gp 
2119 

50029JL.R1084 
2119. .2222, 2320. .2384 

'3128218 1.0e-09 (AC004077) putative endl3 protein [Arabidopsis 
thaliana] ' 



41378 




Seq. No. 


41281 


Seq. ID 


OJ990727 


_03.0321. 


C3 


i^ene wo . 


OjjD/ 


c+- v- -a nH 


1 






Start 


1645 


End 


1998 






Name 


OJ990727 03.0321.C3.ol.gs 


Method 


GENSCAN 






Start 


1645 


End 


1998 






GI 


none 


Score 


.7 






Exons 


1645.. 1998 










Seq. No. 


41282 


Seq. ID 


OJ990727 


_03.0321. 


C4 


Gene No. 


85568 


Strand 


+ 






O Ldit 


13034 


End 


21939 






Name 


OJ990727 03.0321.C4.o2.np 


Method 


AAT/NAP 






Start 


13034 


End 


21939 






GI 


6358808 


Score 


1926 






Exons 


13034. .13193, 14617. .14834, 


20509. .21939 






GI Descrip. 


(AC010675) nitrate transporter (NTL1) 


[Arabidopsis thaliana 


Seq. No. 


41282 


Seq. ID 


OJ990727 


U J . U JZ X . 




Gene No. 


85569 


Strand 


+ 






O U Cti. L. 


23605 . 


End 


24753 






Name 


OJ990727 03.0321.C4.o3.np 


Method 


AAT/NAP 






Start 


23605 


End 


24753 






GI 


7523517 


Score 


229 






Exons 


23605. .23916, 24067 .. 24111, 


24705. .24753 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41282 


Seq. ID 


OJ990727 






Gene No. 


85570 


Strand 








oldXl 


5777 


End 


25290 






Name 


OJ990727 03.0321.C4.ol.np 


Method 


AAT/NAP 






Start 


5777 


End 


9581 






GI 


6721547 


Score 


92 






Exons 


5777.. 5862, 9489.. 9581 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB0134 


48) 


Seq. No. 


41282 - 


Seq. ID 


OJ990727 


_03.0321. 


C4 


Gene No. 


85570 


Strand 








Start 


5777 


End 


25290 






Name 


OJ990727 03.0321.C4.o2.gs 


Method 


GENSCAN 






Start 


7572 


End 


25290 








none 


Score 


.6 






Exons 


7572.. 7618, 12952 13261, 13347 13480, 13567.. 


13702, 






13909. .14250, 14676 .. 14831, 


16414. .16545, 17238 


. .17385, 






17541. .17602, 19262. .19330, 


19933. .20033, 20055 


. .20285, 






20472. .21896, 23606 .. 23751, 


24002. .24113, 24170 


. .24285, 






25220. .25290 










Seq. No. 


41282 


Seq. ID 


OJ990727 


JD3.0321. 


C4 


Gene No. 


85570 


Strand 








Start 


5777 


End 


25290 






Name 


OJ990727 03.0321.C4.ol.gp 


Method 


AAT/GAP 






Start 


18899 


End 


18966 






GI 


LIB3477-003-P1-K1-E9 


Score 


75 






Exons 


18899. .18966 











GI Descrip. • 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



41379 



Seq. No. 


41282 




Seq. ID 


OJ990727_03.0321.C4 


Gene No. 


85570 




Strand 




Start 


5777 




End 


25290 


Name 


OJ990727 03. 0321. C4. 


o2.gp 


Method 


AAT/GAP 


Start 


21592 




End 


22224 


GI 


4715500 




Score 


1068 


Exons 


21592. .22224 








GI Descrip. 


3377517/gb|AAC28086. 


11 2.0e- 


25 (AF073361) nitrate transporter 




NTL1 [Arabidopsis thaliana] 






Seq. No. 


41282 




Seq. ID 


OJ990727_03.0321.C4 


Gene No. 


85571 




Strand 




Start 


32062 




End 


32831 


Name 


OJ990727 03. 0321. C4. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


13087 




End 


21938 


GI 


none 




Score 


137 


Exons 


13087. .13191, 13112. 


.13192, 


14 615. .14728, 14 616. .14 834, 




20499. .20570, 20509. 


.20565, 


20586. .20939, 20587 .. 20940, 




21118. .21930, 21138. 


.21938 






Seq. No. 


41282 




Seq. ID 


OJ990727_03.0321.C4 


Gene No. 


85571 




Strand 




Start 


32062 




End 


32831 


Name 


OJ990727 03.0321. C4. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


20524 




End 


21927 


GI 


none 




Score 


46 


Exons 


20524. .20565, 20578. 


.20760, 


20628. .20723, 20794 .. 20940, 




20799. .20933, 21180. 


.21665, 


21181. .21807, 21814. .21927 


Seq. No. 


41282 




Seq. ID 


OJ990727_03.0321.C4 


Gene No . 


85571 




Strand 




Start 


32062 




End 


32831 


Name 


OJ990727 03. 0321. C4. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


20586 




End 


20940 


GI 


none 




Score 


498 


Exons " 


20586. .20939, 20587. 


.20940 






Seq. No. 


41282 




Seq; ID 


OJ990727_03.0321.C4 


Gene No. 


85571 




Strand 




Start 


32062 




End 


32831 


Name 


OJ990727 03. 0321. C4 . 


o3. ts 


Method 


TBLASTX : Soybean 


Start 


21181 




End 


21542 


GI 


none 




Score 


259 


Exons 


21181. .21492, 21276. 


.21542 







Seq. No. 


41282 


Seq. ID 


OJ990727_03.0321 


.C4 


Gene No. 


85571 


Strand 






Start 


32062 


End 


32831 




Name 


OJ990727 03.0321.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


21631 


End 


21935 




GI 


none 


Score 


363 




Exons 


21631. .21930, 21633.. 21935 








Seq. No. 


41282 


Seq. ID 


OJ990727JD3.0321 


-C4 


Gene No. 


85571 


Strand 






Start 


32062 


End 


32831 





41380 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method GENS CAN 
End 32831 
Score .76 
32737. .32831 



OJ990727_03 . 0321 . C4 . o5 . gs 
32062 
none 

32062. .32186, 32577 .. 32692, 

41283 
85572 
240 

OJ990727_03 . 0321 .C5.ol.gs 
240 
none 

240. .824, 1088. .1213 

41284 
85573 
3649 

OJ990727_03.0321.C6.o2.np 
3649 
4680186 
3649. .3853 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_03.0321.C5 
+ 

1213 
GENSCAN 
1213 
.55 



OJ990727_03.0321.C6 
+ 

3853 
AAT/NAP 
3853 
199 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727 03. 0321. C6 



3946 
AAT/NAP 
3946 
1080 



41284 
85574 
1 

OJ990727_03.0321.C6.ol.np 
1 

7248394 

1..55, 969. .2031, 3897. .3946 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41284 Seq. ID 

85574 Strand 
1 End . 

OJ990727_03.0321.C6.ol.gp Method 
3397 End 
uC-osflcyp033a04bl Score 
3397. .3782 

? 6016845/dbj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P0711E10 1 



OJ990727_03.0321.C6 

3946 
AAT/GAP 
3782 
665 



Oe-59 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



41284 
85575 
4250 

OJ990727_03.0321.C6.o2.ts 
47 

none 

47. .328, 48. .191 

41284 
85575 
4250 

OJ990727 03.0321.C6.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990727_03.0321.C6 
6153 

TBLASTX : Soybean 

328 

59 



OJ990727_03.0321.C6 
6153 

TBLASTX : Maize 



41381 




Start 


101 




End 


457 


GI 


none 




Score 


211 


Rxons 


101. .457 








Seq. No. 


41284 




Seq. ID 


OJ990727_03.0321.C6 


Gene No. 


85575 




Strand 




Start 


4250 




End 


6153 


Name 


OJ990727 03 


.0321.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


698 




End 


1108 


GI 


none 




Score 


78 


Rxons 


698. .850, 863. .949, 865. .948, 


956.. 1108, 970.. 1107 


Sea No. 


41284 




Seq. ID 


OJ990727_03.0321.C6 


Gene No. 


85575 




Strand 




Start 


4250 




End 


6153 


Name 


OJ990727 03 


.03211C6.o3.ts 


Method 


TBLASTX: Soybean 


Start 


1257 




End 


1719 


GI 


none 




Score 


84 


Exons 


1257. .1445, 


1294. .1401, 1446. 


.1622, 1526.. 1690, 1528.. 1692, 




1594. .1719 








Seq. No. 


41284 




Seq. ID 


OJ990727_03.0321.C6 


Gene No. 


85575 




Strand 




Start 


4250 




End 


6153 


Name 


OJ990727 03 


.0321.C6.ol.tm . 


Method 


TBLASTX: Maize 


Start 


1416 




End 


1875 


GI 


none 




Score 


75 


TT von q 


1416. .1631, 


1417. .1557, 1594. 


.1875, 1594.. 1875 


Seq. No. 


41284 




Seq. ID 


OJ990727_03.0321.C6 


Gene No. 


85575 




Strand 




Start 


4250 




End 


6153 


Name 


OJ990727 03 


.0321.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1744 




End 


2068 


GI 


none 




Score 


151 


Exons 


1744. .2064, 


1744. .2067, 1787. 


.2068 




Seq. No. 


41284 




Seq. ID 


OJ990727_03.0321.C6 


Gene No. 


85575 




Strand 




Start 


4250 




End 


6153 


Name 


OJ990727 03 


.0321.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


1876 




End 


2068 


GI 


none 




Score 


116 


Exons 


1876. .2067, 


1877.. 2068, 1892. 


.2068 




Seq. No. 


41284 




Seq. ID 


OJ990727_03.0321.C6 


Gene No . 


85575 




Strand 




Start 


4250 




End 


6153 


Name 


OJ990727 03 


.0321.C6.o3.np 


Method 


AAT/NAP 


Start 


4250 




End 


6153 


GI 


6907087 




Score 


1042 


Exons 


4250. .4351, 


4891. .5589, 5777. 


.6153 




GI Descrip. 


(AP001129) 


ESTs C72771 (E2215) ,AU082313 


(E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 








Seq. No. 


41285 




Seq. ID 


OJ990727_03.0321.C7 



41382 



Gene No. 85576 Strand 

Start 485 End 1407 

Name OJ990727_03.0321.C7.ol.np Method AAT/NAP 

Start 485 End 1407 

GI 7248394 Score 680 

Exons 485.. 1407 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene. -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 





Seq. No. 


41285 


Seq. ID 


OJ990727_03.0321.C7 




Gene No. 


85576 


Strand 


- 




Start 


485 


End 


1407 




Name 


OJ990727 03.0321.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


925 


End 


1263 




GI 


none 


Score 


200 




Exons 


925. .1263 








Seq. No. 


41286 


Seq. ID 


OJ990727_03.0321.C8 




Gene No. 


85577 


Strand 


- 




Start 


99 


End 


1934 




Name 


OJ990727 03.0321.C8.ol.gs 


Method 


GEN SCAN 




Start 


99 


End 


1791 




GI 


none 


Score 


.76 


Ell 


Exons 


99. .693, 752.. 1081, 1187.. 1269, 1472.. 


1791 


fed 


Seq. No. 


41286 


Seq. ID 


OJ990727_03.0321.C8 




Gene No. 


85577 


Strand 


- 


va 


Start 


99 


End 


1934 




Name 


OJ990727 03.0321.C8.o2.np 


Method 


AAT/NAP 


ry 


Start 


1220 


End 


1934 




GI 


7248393 


Score 


366 




Exons 


1220. .1509, 1572. .1934 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41286 


Seq. ID 


OJ990727_03.0321.C8 




Gene No. 


85578 


Strand 




r ^ 


Start 


1987 


End 


2384 




Name 


OJ990727 03-0321. C8.o3.np 


Method 


AAT/NAP 




Start 


1987 


End 


2384 




GI 


7340868 


Score 


49 




Exons 


1987. .2105, 2337. .2384 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41287 


Seq. ID 


OJ990727_03.0321.C9 




Gene No. 


85579 


Strand 


+ 




Start 


76 


End 


3868 




Name 


OJ990727 03.0321.C9.ol.gs 


Method 


GENS CAN 




Start 


76 


End 


3868 




GI 


none 


Score 


.6 




Exons 


76. .127, 603. .736, 871. .957, 


973. .1396 


, 1592. .1818, 1830. .2137, 






2182. .2500, 2584. .2700, 2721. 


.3149, 3225.. 3386, 3630.. 3727, 






3741. .3868 








Seq. No. 


41288 


Seq. ID 


OJ990727_03.0321.C13 



41383 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



85580 Strand + 

1 End 2563 

OJ990727_03.0321.C13.ol.np Method AAT/NAP 
1 End 2563 

7106528 Score 79 

1..22, 2434. .2563 

(AP001278) EST D40774 (S2920) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



41288 Seq. ID 

85580 Strand 

1 End 
OJ990727_03.0321.C13.ol.gs Method 

550 End 

none Score 
550.. 587 



OJ990727_03.0321.C13 
+ 

2563 
GENSCAN 
587 
.53 



41289 
85581 
3938 

OJ990727_03.0321.C14.ol.np 
3938 
2505868 

3938.-3964, 5338.. 5446, 5943.. 5999 

(Y12227) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_ 
+ 

9381 
AAT/NAP 
5999 
80 



03.0321.C14 



Seq. . ID 
Strand 
End 

Method 
End 
Score 

6884, 7000.. 7082 
, 2505868/emb|CAA72906| 2.0e-21 (Y12227) hypothetical protein 
[Arabidopsis thaliana] ' 



41289 
85581 
3938 

OJ990727_03.0321.C14.ol.gp 
5190 

12131_1.R1084 

5190. .5446, 5943. .5994, 6811 



OJ990727_03;0321.C14 
+ 

9381 
AAT/GAP 
7082 
814 



Seq. No. 


41289 




Seq. ID 


OJ990727_03.0321.C14 


Gene No. 


85581 




Strand 


+ 


Start 


3938 




End 


9381 


Name 


OJ990727 03.0321.C14.o2 


.np 


Method 


AAT/NAP 


Start 


6492 




End 


9381 


GI 


2065019 




Score 


179 


Exons 


6492.. 6530, 6807. .6884, 


7000. 


.7101, 7600. .7743, 8652. .8703, 




9307. .9381 








GI Descrip. 


(Y09823) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


41289 




Seq. ID 


OJ990727_03.0321.C14 


Gene No. 


85581 




Strand 


+ 


Start 


3938 




End 


9381 


Name 


OJ990727 03.0321.C14.o2 


.gp 


Method 


AAT/GAP 


Start 


7596 




End 


9381 


GI 


2289 1.R1084 




Score 


474 


Exons 


7596.. 7743, 8652.. 8703, 


9307. 


.9381 




GI Descrip. 


'4521193/dbj IAB013450.1 


IAB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 1 






Seq. No. 


41289 




Seq. ID 


OJ990727_03.0321.C14 



41384 





Gene No. 


85582 








Strand 








Start 


3452 








End 


9380 






Name 


OJ990727 03. 


0321. 


C14.o.l 


.gs 


Method 


GENSCAN 






Start 


3452 








End 


5489 






GI 


none 








Score 


.57 






Exons 


3452. .3548, 


3656. 


.3792, 


4142. 


.4258, 4574. .4701, 


4898. .5489 




Seq. No. 


41289 








Seq. ID 


OJ990727_ 


03.0321.C14 




Gene No. 


85582 








Strand 








Start 


3452 








End 


9380 






Name 


OJ990727 03. 


0321. 


C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5307 








End 


9380 






GI 


none 








Score 


156 






Exons 


5307. .5453, 


5308 . 


.5448, 


5349. 


.5447, 5375. .5449, 


5935. .5997, 






5942. .5995, 


5944. 


.5994, 


6805. 


.6882, 6805.. 6882, 


6811. .6882, 






6812. .6901, 


6813. 


.6884, 


6956. 


.7096, 6998.. 7069, 


6998. .7057, 






7589. .7783, 


7592. 


.7750, 


7634. 


.7786, 8652. .8705, 


8653. .8703, 






8653. .8703, 


8653. 


.8706, 


9292. 


.9378, 9292..9378, 


9305. .9379, 






9306. .9380, 


9306. 


.9380 












Seq. No. 


41290 








Seq. ID 


OJ990727_ 


03.0321.C15 




Gene No. 


85583 








Strand 


+ 






Start 


972 








End 


1071 






Name 


OJ990727 03. 


0321. 


CIS.ol 


. gs 


Method 


GENSCAN 




3 


Start 


972 








End 


1071 




3 


GI 


none 








Score 


.45 




n 

I; 


Exons 


972. .1071 
















Seq. No. 


41291 








Seq. ID 


OJ990727_ 


03.0321.C16 




Gene No. 


85584 








Strand 






u 


Start 


2642 








End 


4460 




=? 


Name 


OJ990727 03. 


0321.C16.ol 


.gs 


Method 


GENSCAN 






Start 


2642 








End 


4460 






GI 


none 








Score 


.65 




Si 


Exons 


2642. .2815, 


2852. 


.2946, 


3394. 


.3611, 3629.-3842, 


3926. .4460 


s 


Seq. No. 


41291 








Seq. ID 


OJ990727_ 


03.0321.C16 




Gene No. 


85585 








Strand 








Start 


4856 








End 


8333 






Name 


OJ990727 03. 


0321. 


C16.ol 


.gp 


Method 


AAT/GAP 






Start 


4856 








End 


5265 






GI 


LIB3432-012- 


■Pl-Kl 


-B6 




Score 


776 






Exons 


4856. .5265 
















GI Descrip. 


'2130082/pirl IA57676 1. 


Oe-13 


protein ', 


kinase Xa21 


. (EC 2.7.1. 



■) 

rice >gi_1122443 (U37133) receptor kinase-like protein [Oryza 
sativaj >gi_2586085 (U72723) receptor kinase-like protein [Oryza 

longistaminata] >gi_1586408_prf 2203451A receptor kinase-like 

protein [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41291 
85585 
4856 

OJ990727_03.0321.C16.ol.np 

4859 

2130082 



Seq. ID OJ990727_03.0321.C16 
Strand 

End 8333 

Method AAT/NAP 

End 8333 

Score 1773 



4859.-5274, 5441. .7585, 7940. .8333 

protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 



41385 




receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 l.prf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 

Seq. No. 41291 Seq. ID OJ990727JD3 . 0321 . C16 

Gene No. 85585 Strand 



Start 


4856 










End 


8333 






Name 


OJ990727 03 


.0321. 


C16.ol 


.tc 


Method TBLASTX: 


Cress 




Start 


4934 










End 


8276 






GI 


none 










Score 


67 






Exons 


4934. 


.5017, 


5168. 


.5275, 


5520. 


.5678, 


5530. .5667, 


6231. 


.6341, 




6240. 


.6623, 


6285. 


.6617, 


6285. 


.6617, 


6285. .6617, 


6288. 


.6617, 




6288. 


.6557, 


6291. 


.6632, 


6291. 


.6617, 


6291. . 6617, 


6291. 


.6623, 




6291. 


.6560, 


6291, 


.6617, 


6294. 


.6617, 


6301. . 6618, 


6424. 


.6618, 




6507. 


.6572, 


6621. 


.6809, 


6627. 


.6809, 


6646. . 6894, 


6873. 


.6995, 




6981. 


.7064, 


6999, 


.7058, 


7110. 


.7292, 


7161. .7292, 


7164. 


.7268, 




7269. 


.7376, 


7296, 


.7592, 


7299. 


.8138, 


7302. .7583, 


7302. 


.7583, 




7308. 


.7598, 


7311, 


.7598, 


7314. 


.7592, 


7521. .8210, 


7590. 


.7934, 




7596. 


.8222, 


7596, 


.8075, 


7596. 


.8219, 


7597. .7773, 


7668. 


.8219, 




' 7671. 


.8225, 


7741, 


.8043, 


7761. 


.8225, 


7947. .8210, 


8079. 


.8189, 




8241. 


.8276 

















Seq. No. 


41291 










Seq. 


ID 


OJ990727 


_03.0321.C16 


Gene No. 


85585 










Strand 






Start 


4856 










End 




8333 




Name 


OJ990727 03 


n??i 




. L.XLL 


Method 


TBLASTX: 


Ma i ze 


Start 


4940 










End 




5302 




GI 


none 










Score 




99 




Exons 


4940. 


.5020, 


5093. 


.5302, 


5102. 


.5275, 


5118. .5300 




Seq. No. 


41291 










Seq. 


ID 


OJ990727 


_03.0321.C16 


Gene No. 


85585 










Strand 






Start 


4856 










End 




8333 




Name 


OJ990727 03 


.0321. 


C16.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5138 










End 




8222 




GI 


none 










Score 




76 




Exons 


5138. 


.5275, 


5520. 


.5690, 


5524. 


.5688, 


5724. .5792, 


5805. .5870, 




6231. 


.6611, 


6276. 


.6617, 


6285. 


.6632, 


6285. .6617, 


6285. .6617, 




6291. 


.6812, 


6291. 


.6731, 


6333. 


.6617, 


6360. .6617, 


6436. .6645, 




6624. 


.6815, 


6627. 


.6815, 


6627. 


.6815, 


6645. .6812, 


6649. .6843, 




6654. 


.6815, 


6778. 


.6897, 


6870. 


.7067, 


6870. .6989, 


7110. .7172, 




7164. 


.7565, 


7164. 


.7388, 


7164. 


.7286, 


7164. .7259, 


7257. .7607, 




7275. 


.7592, 


7299. 


.7430, 


7299. 


.7589, 


7302. .7565, 


7312. .7479, 




7383. 


.7598, 


7479. 


.7598, 


7545. 


.8210, 


7587. .8222, 


7593. .7793, 




7596. 


.8186, 


7596. 


.8123, 


7596. 


.8039, 


7597. .7824, 


7668. .8075, 




7729. 


.8010, 


7948. 


.8121, 


7950. 


.8219 








Seq. No. 


41291 










Seq. 


ID 


OJ990727 


_03.0321.C16 


Gene No. 


85585 










Strand 






Start 


4856 










End 




8333 




Name 


OJ990727 03 


.0321. 


C16.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5448 










End 




5897 




GI 


none 










Score 




257 




Exons 


5448. 


.5897, 


5455. 


.5892 












Seq. No. 


41291 










Seq. 


ID 


OJ990727 


_03.0321.C16 



41386 




Gene No. 


85585 








Strand 






Start 


4856 








End 


8333 




Name 


.OJ990727 03 


.0321. 


C16.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5694 








End 


6032 




GI 


none 








Score 


140 




Exons 


5694. .6032, 


5701. 


. 6027 










Seq. No. 


41291 








Seq. ID 


OJ990727 


_03.0321.C16 


Gene No . 


85585 








Strand 






Start 


4856 








End 


8333 




Name 


OJ990727 03 


.0321. 


C16.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6285 ~ 








End 


8222 




GI 


none 








Score 


80 




Exons 


6285. .6617, 


6288. 


.6617, 


6291. 


.6488, 6345. .6617, 


6445. . 6615, 




64 98. .6611, 


6627. 


.6809, 


6645. 


.6809, 6721. .6897, 


6796. .6984, 




6867. .6989, 


6867. 


.6974, 


6867. 


.6971, 6870. .6995, 


6870. .6992, 




7158. .7259, 


7299. 


.7583, 


7302. 


.8066, 7312. .7551, 


7594 . .7695, 




7597. .7764, 


7659. 


.8138, 


7669. 


.8040, 7728. .8222, 


7735. .7995, 




7866. .8132, 


7956. 


.8222, 


8013. 


.8210 






Seq. No. 


41291 








Seq. ID 


OJ990727 


03.0321.C16 


Gene No. 


85585 








Strand 






Start 


4856 








End 


8333 




Name 


OJ990727 03 


.0321. 


C16.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


6627 








End 


8006 




GI 


none 








Score 


140 




Exons 


6627. .6716, 


6886. 


.7071, 


6888. 


.7070, 6907. .7071, 


7071. .7157, 




7076. .7165, 


7078. 


.7161, 


7185. 


.7376, 74' 


53. .7535, 


7902. .8006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41292 
85586 
308 

OJ990727_03 . 0321 .C17 . ol . gs 

308 

none 



Seq. ID OJ990727_03.0321.C17 

Strand + 

End 10574 

Method GENSCAN 

End 10574 

Score .45 



308. ,353, 541. .595, 2998. .3204, 4648. .4804, 7204. .7345, 
7671. .7704, 8466. .8541, 8818. .8867, 9485.-9544, 10549. .10574 



41293 
85587 
1013 

OJ990727_03 . 0321 . C18 . ol . gs 

1013 

none 

1013.. 1127, 1266.. 1345 



Seq. ID OJ990727_03.0321.C18 

Strand + 

End 1345 

Method GENSCAN 

End 1345 

Score . 63 



Seq. No. 41294 Seq. ID OJ990727_03 . 0321 . C19 

Gene No. 85588 Strand + 

Start 311 End 4860 

Name OJ990727_03. 0321 .C19.ol .np Method AAT/NAP 

Start 311 End 4860 

GI 7340884 Score 154 

Exons 311.. 448, 4711.. 4860 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 41294 Seq. ID OJ990727_03 . 0321 . C19 

41387 



Gene No. 


85588 




Strand 


+ 


Start 


311 




End 


4860 


Name 


OJ990727 03.0321.C19.ol 


. gs 


Method 


GENS CAN 


Start 


667 




End 


1146 


GI 


none 




Score 


.98 


Exons 


667. .749, 1098. .1146 








Seq. No. 


41294 




Seq. ID 


OJ990727 


Gene No. 


85588 




Strand 


+ 


Start 


311 




End 


A Q CCS 


Name 


OJ990727 03.0321.C19.o2 


.np 


Method 


AAT/NAP 


Start 


1945 




End 


3186 


GI 


6721543 




Score 


100 


Exons 


1945. .2071, 3126. .3186 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


41294 




Seq. ID 


OJ990727 


Gene No. 


85589 




Strand 




Start 


1875 




End 


4860 


Name 


OJ990727 03.0321.C19.o2 


. gs 


Method 


GEN SCAN 


Start 


1875 




End 


4218 


GI 


none 




Score 


.67 


Exons 


1875. .1944, 2618. .2744, 


2895. 


.3097, 3102.. 3149, 




3435.. 3472, 3538.. 3720, 


.3813. 


.407!, 4148.. 4218 


Seq. No. 


41294 




Seq. ID 


OJ990727 


Gene No. 


85589 




Strand 




Start 


1875 




End 


4860 


Name 


OJ990727 03.0321.C19.ol 


• gp 


Method 


AAT/GAP 


Start 


2306 




End 


2759 


GI 


LIB3431-045-P1-N1-A10 




Score 


888 


Exons 


2306. .2759 









GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3213. .3344, 



1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727 03.0321.C19 



4860 
AAT/NAP 
4860 
251 



41294 
85589 
1875 

OJ990727_03.0321.C19.o3.np 
2560 
7228442 
2560. .2744, 4717. .4860 

(AP001366) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

41294 Seq. ID OJ990727_03 . 0321 . C19 

85589 Strand 

1875 End 4860 

OJ990727_03 . 0321 . CI 9 . o4 . np Method AAT/NAP 

2863 End 4253 

5441880 Score 1222 

2863. .3097, 3213. .3344, 3435. .3458, 34 95 .. 3568 , 3813 .. 4071, 
4148. .4253 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



41388 




Seq. No. 


41294 




Seq. ID 


OJ990727 


_03.0321. 


C19 


Gene No. 


85589 




Strand 








Start 


1875 




End 


4860 






Name 


OJ990727 03.0321.C19.o5. 


np 


Method 


AAT/NAP 






Start 


3638 




End 


4860 






GI 


6721543 




Score 


86 






Exons 


3638:. 3680, 4751... 4860 












GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41294 




Seq. ID 


OJ990727 


_03.0321. 


C19 


Gene No. 


85589 




Strand 








Start 


1875 




End 


4860 






Name 


OJ990727 03.0321.C19.o2. 


gp 


Method 


AAT/GAP 






Start 


3821 




End 


4253 






GI 


LIB3475-007-P1-K1-G8 




Score 


641 






Exons 


3821. .4071, 4148. .4253 












GI Descrip. 


• 544 1880/dbj IBAA82378.il 


5.0e- 


75 (AP000367) EST 


C28952 (C629 




corresponds to a region 


of the 


i predicted gene.; 


Similar 


to 




transposon MuDR mudrA protein. 


(AC003981) [Oryza sativa] 


f 


Seq. No. 


41294 




Seq. ID 


OJ990727 


_03.0321. 


C19 


Gene No. 


85589 




Strand 








Start 


1875 




End 


4860 






Name 


OJ990727 03.0321.C19.o3. 


gp 


Method 


AAT/GAP 






Start 


4717 




End 


4860 






GI 


7406 1.R1084 




Score 


223 






Exons 


4717 . .4860 












GI Descrip. 


'1122315/emb |CAA63901| 7 


.Oe-lC 


(X94191 


heat shock protein 




[Pennisetum glaucum] 1 












Seq. No. 


41295 




Seq. ID 


OJ990727 


_03.0321. 


C20 


Gene No. 


85590 




Strand 


+ 






Start 


2847 




End 


5892 






Name 


OJ990727 03.0321.C20.o2. 


gs 


Method 


GENS CAN 






Start 


2847 




End 


5892 






GI 


none 




Score 


.67 






Exons 


2847. .3196, 3801. .3904, 


5825. . 


5892 








Seq. No. 


41296 




Seq. ID 


OJ990727 


_03.0321. 


C22 


Gene No. 


85591 




Strand 


+ 






Start 


113 




End 


1199 






Name 


OJ990727 03.0321.C22.ol. 


gs 


Method 


GENSCAN 






Start 


113 




End 


1199 






GI 


none 




Score 


.51 






Exons 


113. .166, 1110. .1199 












Seq. No. 


41297 




Seq. ID 


OJ990727 


_03.0321. 


C23 


Gene No. 


85592 




Strand 








Start 


114 




End 


2856 






Name 


OJ990727 03.0321.C23.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1 




End 


260 






GI 


none 




Score 


173 






Exons 


1..162, 3. .158, 218. .250 


, 219. 


.260 








Seq. No. 


41297 




Seq. ID 


OJ990727 


J)3.0321. 


C23 


Gene No. 


85592 




Strand 









41389 



Start 114 ' End 2856 

Name OJ990727JD3 . 0321 .C23 .ol.np Method AAT/NAP 

Start 114 End 2856 

GI 6815097 Score 2315 

Exons ' 114.. 827, 967.. 2624, 2739. .2856 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 41297 Seq. ID 

Gene No. 85592 Strand 

Start 114 End 

Name OJ990727_03 . 0321 . C23 . o2 . ts Method 

Start 260 End 

GI none Score 

Exons 260.. 622 



OJ990727_03.0321.C23 
2856 

TBLASTX : Soybean 

622 

188 



Seq. No. 41297 Seq. ID 

Gene No. 85592 Strand 

Start 114 End 

Name OJ990727_03 . 0321 . C23 . ol . tm Method 

Start 281 End 

GI none Score 

Exons 281. .436, 281. .604, 282. .593 

Seq. No. 41297 Seq. ID 

Gene No. 85592 Strand 

Start 114 End 

Name OJ990727_03 . 0321 . C23 . o3 . tm Method 

Start 936 End 

GI none Score 

Exons 936.. 1073, 1113.. 1346 



OJ990727_03.0321.C23 
2856 

TBLASTX: Maize 

604 

60 



OJ990727_03.0321.C23 
2856 

TBLASTX: Maize 

1346 

141 



Seq. No. 


41297 




Seq. ID 


OJ990727_03.0321.C23 


Gene No. 


85592 




Strand 




Start 


114 




End 


2856 


Name 


OJ990727 03 


.0321.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


994 




End 


1439 


GI 


5509260 




Score 


82 


Exons 


994. .1074, 


1002. .1073, 1101.. 


1187, 1233. .1436, 1254. .1439 


GI Descrip. 










Seq. No. 


41297 




Seq. ID 


OJ990727_03.0321.C23 


Gene No. 


85592 




Strand 




Start 


114 




End 


2856 


Name 


OJ990727 03 


.0321.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1008 




End 


1384 


GI 


none 




Score 


45 


Exons 


1008. .1073, 


1105. .1188, 1107. 


.1358, 1233.. 1352, 1268.. 1384 


Seq. No. 


41298 




Seq. ID 


OJ990727_03 . 0321 .C24 


Gene No. 


85593 




Strand 




Start 


1 




End 


1713 


Name 


OJ990727 03 


. 0321. C24. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1665 


GI 


6815097 




Score 


505 


Exons 


1..429, 765 


. .1665 






GI Descrip. 


(AP001081) 


Similar to putative copia polyprotein (AC006248) 



41390 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41298 
85593 
1 

OJ990727_03.0321.C24.ol.gs 

809 

none 

809. .1239, 1674. .1713 

41299 
85594 
360 

OJ990727_03.0321.C25.ol.gs 

360 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



360. .431, 490. .606, 3245. .4168, 4387. 



OJ990727_03.0321.C24 

1713 
GENSCAN 
1713 
.46 



OJ990727_03.0321.C25 
+ 

4949 
GENSCAN 
4911 
.83 

4543, 4795.. 4911 



41299 
85594 
360 

OJ990727_03.0321.C25.ol.np 
3284 
5902448 
3284.. 4177 

(AB030283) orf3 [Oryza sativa] 

41299 
85594 
360 

OJ990727_03.0321.C25.ol.tw 
3404 
none 

3404. .3694 



Seq. ID OJ990727_03.0321.C25 

Strand + 

End 4 94 9 

Method AAT/NAP 

End 4177 

Score 1608 



Seq. ID OJ990727_03.0321.C25 

Strand + 

End 4 94 9 

Method TBLASTX : Wheat 

End 3694 

Score 217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41299 Seq. ID 

85594 Strand 
360 End 
OJ990727_03. 0321X25. o2.np Method 
4267 End 
5902447 Score 
4267. .4949 

(AB030283) orf4 [Oryza sativa] 

41300 Seq. ID 

85595 Strand 
1 End 

0 J990727_03 . 0321 . C26 . ol . np Method 
1 End 
6691716 Score 
1..176, 252. .363, 514. .618, 691. .1136 
(AP0004 92) hypothetical protein [Oryza 
gi I 6691717 | dbj IBAA89397.il (AP000570) 
[Oryza sativa] 



OJ990727_ 
+ 

4 94 9 
AAT/NAP 
4949 
1119 



OJ990727_ 
+ 

1139 
AAT/NAP 
1136 
863 



03.0321.C25 



03.0321.C26 



41300 
85595 



Seq. ID 
Strand 



sativa] 
hypothetical protein 



OJ990727_03.0321.C26 
+ 



41391 




Start 


1 








End 


1139 






Name 


OJ990727 03 


.0321. 


C26.ol 


as 


Method 


GENSCAN 






Start 


246 








End 


1139 






GI 


none 








Score 


. 99 






Exons 


246. .441, 514. .618, 691 


. .1139 










Seq. No, 


41300 








Seq. ID 


OJ990727 


_03.0321 


.C26 


Gene No. 


85596 








Strand 








Start 


1455 








End 


2686 






Name 


OJ990727 03 


.0321. 


C26.o2 


. as 


Method 


GENSCAN 






Start 


1455 








End 


2288 






GI 


none 








Score 


. 97 






Fxons 


1455. .2288 
















Seq. No. 


41300 








Seq. ID 


OJ990727 


03.0321 


.C26 


Gene No. 


85596 








Strand 








Start 


1455 








End 


2686 






Name 


OJ990727 03 


.0321. 


C2 6.o2 


.np 


Method 


AAT/NAP 






Start 


1458 








End 


2686 






GI 


5902445 








Score 


1705 






Exons 


1458. .2686 
















GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


41300 . 








Seq. ID 


OJ990727 


_03.0321 


.C26 


Gene No. 


85596 








Strand 








Start 


1455 








End 


2686 






Name 


OJ990727 03 


.0321. 


C26.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1467 








End 


2081 






GI 


none 








Score 


75 






Rxon s 
j_j \*/ 1 1 


1467. .1604, 


1590. 


.1748, 


1803. 


.2081, IE 


J19. .1926, 


1972. .2061 


Seq. No. 


41300 








Seq. ID 


OJ990727 


_03.0321 


.C26 


Gene No. 


85596 








Strand 








Start 


1455 








End 


2686 






Name 


OJ990727 03 


.0321. 


C26.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1504 








End 


1739 






GI 


none 








Score 


104 






Exons 


1504. .1608, 


1506. 


.1607, 


1587. 


.1739 








Seq. No. 


41300 








Seq. ID 


OJ990727 


_03.0321 


.C26 


Gene No. 


85596 








Strand 








Start 


1455 








End 


2686 






Name 


OJ990727 03 


.0321. 


C26.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2050 








End 


2433 






GI 


none 








Score 


89 






Exons 


2050. .2193, 


2052. 


.2165, 


2160. 


.2426, 2176.. 2433 






Seq. No. 


41300 








Seq. ID 


OJ990727 


_03.0321 


.C26 


Gene No. 


85596 








Strand 








Start 


1455 








End 


2686 






Name 


OJ990727 03 


.0321. 


C26.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2088 








End 


2445 






GI 


none 








Score 


226 






Exons 


2088. .2444, 


2089. 


.2445 . 












Seq. No. 


41301 








Seq. ID 


OJ990727 


_03.0321 


,C27 


Gene No. 


85597 








Strand 


+ 







41392 




Start 


317 




End 


394 




Name 


OJ990727 03.0321.C27.ol 


.gs 


Method 


GENSCAN 




Start 


317 




End 


394 




GI 


none 




Score 


.87 




Exons 


317. .394 










Seq. No. 


41301 




Seq. ID 


OJ990727_03 


0321. C27 


Gene No. 


85598 




Strand 


+ 




Start 


443 




End 


695 




Name 


OJ990727 03.0321.C27.ol 


.gp 


Method 


AAT/GAP 




Start 


443 




End 


695 




GI 


LIB3477-003-P1-K1-E9 




Score 


140 




Exons 


443.-544, 672.-695 










GI Descrip. 


•24 98586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)" 


>gi_ 


JL173557 (U31771) Ory s 


1 [Oryza 



sativa] 1 



Seq. No. 


41302 






Seq. ID 


OJ990607_01.0303.C3 


Gene No. 


85599 






Strand 




Start 


197 






End 


579 


Name 


OJ990607 


01. 0303. C3 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


197 






End 


579 


GI 


none 






Score 


66 


Exons • 


197. .262, 


198. .263, 


311. .490, 


334. .483, 


480. .578, 481. .579 


Seq. No. 


41302 






Seq. ID 


OJ990607_01.0303.C3 


Gene No. 


85599 






Strand 




Start 


197 






End 


579 


Name 


OJ990607 


01. 0303. C3 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


388 






End 


579 


GI 


none 






Score 


108 


Exons 


388. .474, 


389. .475, 


471. .578, 


484. .579 





Seq. No. 41303 Seq. ID 

Gene No. 85600 Strand 

Start 638 End 

Name OJ990607_01 . 0303 .C5.ol.tm Method 

Start 638 End 

GI none Score 

Exons 638.. 769, 639.. 764, 640.. 765 



OJ990607_01.0303.C5 
769 

TBLASTX: Maize 

769 

173 



Seq. No. 41304 

Gene No. 85601 

Start 896 

Name OJ990607_01 . 0303 . C6 . ol . tm 

Start 896 

GI none 
Exons 



Seq. ID OJ990607_01.0303.C6 



Strand 
End 

Method 

End 

Score 



1567 

TBLASTX: Maize 

1297 

120 



896. .1027, 896. .1027, 1039. .1101, 1040. .1297, 1067. .1297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41304 Seq. ID 

85601 Strand 

896 End 

OJ990607_01. 0303. C6. ol.ts Method 

1067 End 

none Score 

1067. .1291, 1158. .1292, 1325. .1489 



OJ990607_01.0303.C6 
1567 

TBLASTX : Soybean 

1489 

101 



41393 





Seq. No. 


41304 


Seq. ID 


OJ990607_01.0303.C6 




Gene No. 


85601 


Strand 






Start 


896 


End 


1567 




Name 


OJ990607 01.0303.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1136 


End 


1567 




GI 


none 


Score 


107 




Exons 


1136.. 1183, 1187.. 1297, 1328. 


.1417, 1421. .1552, 1424. .1567 




Seq. No. 


41305 


Seq. ID 


OJ990oQ7 01. 0303. Co 




Gene No. . 


85602 


Strand 


+ 




Start 


1 


End 


C C *3 

oo3 




Name 


OJ990o07 01 . 0303 . Co . Ol . gp 


Method 


AAT / GAP 




Start 


1 


End 






GI 


426199 


Score 


419 




Exons 


1..127, 559. .663 








GI Descrip. 


1001263/dbj IBAA10507 | 2.0e-ll 


(D64003) 


hypothetical protein 






[Synechocystis sp.] 








Seq. No. 


41306 


Seq. ID 


OJ990607 01.0303.C17 




Gene No. 


85603 


Strand 


+ 




Start 


1144 


' End 


1606 




Name 


OJ990607 01.0303.C17.ol.gp 


Method 


AAT / GAP 




Start 


1144 


End 


1606 




GI 


52613 1.R1084 


Score 


O C A 

864 




Exons 


1144.. 1606 








GI Descrip. 


'1001263/dbj |BAA10507| 2.0e-ll (D64003) 


hypothetical protein 


i y 




[Synechocystis sp.] 1 








Seq. No. 


41306 


Seq. ID 


OJ990607 01.0303.C17 




Gene No. 


85603 


Strand 


+ 




Start 


1144 


End 


1606 


'i — : 


Name 


OJ990607 01.0303. C17.ol.tc 


Method 


TBLASTX : Cress 


: Li 


Start 


1280 


End 


1 C A "3 

1603 


£ 


GI 


none 


Score 


ACQ 

458 


f 1 


Exons 


1280.. 1603, 1291.. 1602 








Seq. No. 


41306 


Seq. ID 


y^TAAA^AT A 1 AOAO 1 "7 

OJ990607_01 . 0303 . CI 7 


j. 


Gene No. 


85603 


Strand 


+ 




Start 


1144 


End 


1606 


1. .-2 


Name 


OJ990607 01.0303.C17.ol.tw 


Method 


TBLASTX : Wheat 




Start 


1280 


End 


1597 




GI 


none 


Score 


424 




Exons 


1280.. 1597, 1291.. 1596 








Seq. No. 


41306 


Seq. ID 


OJ990607_01,0303.C17 




Gene No. 


85603 


Strand 


+ 




Start 


1144 


End 


1606 




Name 


OJ990607 01.0303.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


1283 


End 


1600 




GI 


none 


Score 


455 




Exons 


1283.. 1600, 1291.. 1596 








Seq. No. 


41306 


Seq. ID 


OJ990607_01.0303.C17 




Gene No. 


85603 


Strand 


+ 




Start 


1144 


End 


1606 




Name 


OJ990607 01.0303.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1283 


End 


1603 



41394 



GI 


4291127 




Score 


444 


Exons 


1283.. 1603, 1291. .1602 








GI Descrip. 


1854443/dbj_BAA12160_ 1 


.Oe-54 


(D83970) 


CPRD8 protein [Vigna 




unguiculata] 








Seq. No. 


41307 




Seq. ID 


OJ990607_01.0303.C21 


Gene No. 


85604 




Strand 


+ 


Start 


2006 




End 


2775 


Name 


OJ990607 01.0303.C21.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1332 




End 


2527 


GI 


none 




Score 


4 68 


Exons 


1332. .1685, 1334. .1684, 


1769. 


.1837, 1784. .1840, 1853. .2209, 




1864.. 2178, 2213.. 2527, 


2290. 


.2355, 2297.-2524 


Seq. No. 


41307 




Seq. ID 


OJ990607__01.0303.C21 


Gene No. 


85604 




Strand 


+ 


Start 


2006 




End 


2775 


Name 


OJ990607 01.0303.C21.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1358 




End 


2554 


GI 


none 




Score 


434 


Exons 


1358.. 1675, 1359.. 1676, 


1784. 


.1837, 1789.. 1836, 1856. .2209, 




1859. .1966, 1864. .2205, 


2189. 


.2248, 2213. .2554, 2279. .2530 


Seq. No. 


41307 




Seq. ID 


OJ990607_01.0303.C21 


Gene No. 


85604 




Strand 


+ 


Start 


2006 




End 


2775 


Name 


OJ990607 01.0303.C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1361 




End 


1825 


GI 


none 




Score 


418 


Exons 


1361. .1678, 1362. .1679, 


1781. 


.1825 




Seq. No. 


41307 




Seq. ID 


OJ990607_01.0303.C21 


Gene No. 


85604 




Strand 


+ 


Start 


2006 




End 


2775 


Name 


OJ990607 01.0303.C21.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1364 




End 


2536 


GI 


none 




Score 


447 


Exons 


1364.. 1678, 1365.. 1682, 


1769. 


.1837, 1783.. 1824, 1856.. 2206, 




1864.. 2199, 2189.. 2536, 


2205. 


.2501, 2213. .2533 ' '\ . 


Seq. No. 


41307 




Seq. ID 


OJ990607_01.0303.C21 


Gene No. 


85604 




Strand 


+ 


Start 


2006 




End 


2775 


Name 


OJ990607 01.0303.C21.ol 


• gp 


Method 


AAT/GAP 


Start 


2006 




End 


2775 


GI 


16410 2.R1084 




Score 


970 


Exons 


2006. .2775 








GI Descrip. 


•3882356/gb IAAC78441.il 


2.0e- 


39 (U924 60) 12-oxophytodienoat 




reductase OPR2 [Arabidopsis thaliana] ■ 




Seq. No. 


41308 




Seq. ID 


OJ990607_01.0303.C27 


Gene No. 


85605 




Strand 




Start 


1060 




End 


1488 


Name 


OJ990607 01.0303.C27.ol 


.gp 


Method 


AAT/GAP 


Start 


40.60 




End 


1488 


GI 


uC-6sflcyp!43h03bl 




Score 


485 


Exons 


1060. .1211, 1273. .1488 









41395 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



•3386598 3.0e-38 (AC004665) putative cytochrome p450 
[Arabidopsis thaliana] ' 



41309 
85606 
579 

OJ990607_01.0303.C53.ol.tc 

579 

none 



Seq. ID OJ990607_01.0303.C53 
Strand 

End 2415 

Method TBLASTX : Cres s 

End 2410 

Score 127 



579. .692, 580. .690, 907. .1014, 909. .1016, 909. .1016, 910. .1026, 
1467. .1571, 1468. .1578, 1651. .1728, 1652. .1726, 1818. .1868, 
1825. .1866, 1830. .1937, 1883. .1945, 2016. .2117, 2027. .2125, 
2028. .2081, 2304. .2375, 2305. .2409, 2306. .2410 



41309 
85606 
579 

OJ990607_01.0303.C53.ol.ts 

1651 

none 



Seq. ID OJ990607_01.0303.C53 
Strand 

End 2415 

Method TBLASTX : Soybean 

End 2415 

Score 37 



1651. .1698, 1652. .1693, 1824. .1868, 1825. .1869, 1848. .1946, 
1860. .1946, 2027. .2125, 2028. .2087, 2305. .2415, 2306. .2410 



41309 
85606 
579 

OJ990607_01.0303.C53.ol.tm 

1824 

none 



Seq. ID OJ990607_01.0303.C53 
Strand 

End 2415 

Method TBLASTX : Mai ze 

End 2410 

Score 90 



1824. .1868, 1872. .1946, 1883. .1945, 2010. .2114, 2027. .2125, 
2028.. 2078, 2305.. 2409, 2306.. 2410 

41310 Seq. ID OJ990607_01 . 0303 . C70 

85607 Strand 

195 End 1032 

OJ990607_01 . 0303 . C70 . ol . gp Method AAT/GAP 
195 End 1032 

100868_1.R1084 Score 1346 

195. .839, 941. .1032 

f 902200/emb 1X86563 | CHZMXX 7.0e-09 Z.mays complete chloroplast 
genome 1 

41310 Seq. ID OJ990607_01 . 0303 . C70 

85608 Strand 

1450 End 1845 

OJ990607_01 . 0303 . C70 . o2 , gp Method AAT/GAP 
1450 End 1845 

5900747 Score 708 

1450. .1845 

902200/emb 1X86563 | CHZMXX 7.0e-09 Z.mays complete chloroplast 
genome 



41310 
85609 
2172 

OJ990607_01.0303.C70.ol.tm 
541 



Seq. ID OJ990607_01.0303.C70 
■-.Strand 

•End 2799 

Method TBLASTX : Maize 

End . 2629 



41396 



GI 

Exons 



none Score 57 

541. .642, 543. .641, 592. .654, 594. .653, 616. .699, 671. .841, 
679. .753, 706. .840, 746. .880, 754. .852, 939. .1016, 942. .1016, 
2253.. 2336, 2253.. 2336, 2255.-2338, 2582.. 2629 



Seq. No. 41310 Seq. ID OJ990607_01 . 0303 . C70 

Gene No. 85609 Strand 

Start 2172 End 2799 

Name OJ990607_01.0303.C70.o3.gp Method AAT/GAP 

Start 2172 End 2781 

GI 31700JL.R1084 Score 488 

Exons 2172.. 2336, 2581.. 2781 

GI Descrip. ' 6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 





Seq. No. 


41310 




Seq. ID 


OJ990607_01.0303 


.C70 




Gene No. 


o c c c\ a 




Strand 








Start 


2172 




End 


2799 






Name 


OJ990607 01.0303.C70.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


2582 




End 


2799 






GI 


none 




Score 


116 






Exons 


2582.. 2782, 2582.. 2782, 


2650. 


.2784, 2683. .2799 






Seq. No. 


41310 




Seq. ID 


OJ990607_01.0303 


.C70 




Gene No . 


oc con 

85609 




Strand 






=_1 5 


Start 


2172 




End 


2799 




~ ; ; 


Name 


OJ990607 01.0303.C70.ol 


.ts 


Method 


TBLASTX: Soybean 




f =T 


Start 


2582 




End 


2796 




" ~ 


GI 


none 




Score 


203 






Exons 


2582.. 2782, 2633.. 2782, 


2650. 


.2796, 2650.. 2784 




fy 


Seq. No. 


41310 




Seq. ID 


OJ990607_01.0303 


.C70 




Gene No. 


oobuy 




Strand 






f i 


Start 


2172 




End 


2799 






Name 


OJ990607 01.0303.C70.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2654 




End 


2799 






GI 


none 




Score 


176. 






Exons 


*2654.. 2782, 2656.. 2784, 


2659. 


.2799 






C3 


Seq. No. 


41311 




Seq. ID 


OJ990607J)1.0303 


.C74 




Gene No. 


85610 




Strand 


+ 






Start . 


621 




End 


1290 






Name 


OJ990607 01.0303.C74.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


277 




End 


645 






GI 


none 




Score 


358 






Exons 


277. .426, 298. .645, 396 


. .527 










Seq. No. 


41311 




Seq. ID 


OJ990607_01.0303 


.C74 




Gene No. 


85610 




Strand 


+ 






Start 


621 




End 


1290 






Name 


OJ990607 01.0303.C74.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


295 




End 


648 






GI 


none 




Score 


341 






Exons 


295. .576, 298. .648 












Seq. No. 


41311 




Seq. ID 


OJ990607_01.0303 


.C74 



41397 



Gene No. 


85610 




Strand 


+ 


Start 


621 




End 


1290 


Name 


OJ990607 01.0303.C74 


.ol . tw 


Method 


TBLASTX: Wheat 


Start 


298 




End 


579 


GI 


none 




Score 


278 


Exons 


298. .579, 390. .527 








Seq. No. 


41311 




Seq. ID 


OJ990607_01.0303.C74 


Gene No. 


85610 




Strand 


+ 


Start 


621 




End 


1290 


Name 


OJ990607 01.0303.C74 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


376 




End 


1272 


GI 


none 




Score 


665 


Exons 


376. .777, 376. .798, 


378. .797, 


1173.. 1226, 1177.. 1266, 1177.. 1272 


Seq. No. 


41311 




Seq. ID 


OJ990607_01.0303.C74 


Gene No. 


85610 




Strand 


+ ■ 


Start 


621 




End 


1290 


Name 


OJ990607 01.0303.C74 


.ol.gp 


Method 


AAT/GAP 


Start 


621 




End 


1290 


GI 


2312727 




Score 


458 


Exons 


621.. 798, 1180.. 1290 








GI Descrip. 


5306252/gb|AAD41985. 


1|AC006438_17 l.Oe- 


-39 (AC006438) putative 



cyclophilin-type peptidyl-prolyl cis-trans isomerase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41312 
85611 
1 

OJ990607_01. 0303. C96. ol.gp 
1 

426199 

1..108, 183. .241 

1001263/dbj | BAA10507 | 2.0e-ll 

[Synechocystis sp. ] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990607_ 
+ 

241 

AAT/GAP 

241 

295 



01.0303.C96 



(D64003) hypothetical protein 



Seq. No. 


41312 


Seq. ID 


OJ990607_01.0303 


.C96 


Gene No. 


85612 


Strand 






Start 


386 


' End 


580 




Name 


OJ990607 01. 0303. C96. ol.tm 


Method 


TBLASTX: Maize 




Start 


386 


End 


580 




GI 


none 


Score 


275 




Exons 


386. .580, 387. .566, 397. .570 






Seq. No. 


41313 


Seq. ID 


OJ990917_03.0310 


.C4 


Gene No. 


85613 


Strand 


+ 




Start 


2986 


End 


4680 




Name 


OJ990917 03.0310.C4.ol.np 


Method 


AAT/NAP 




Start 


2986 


End * 


4680 




GI 


7487536 


Score 


174 




Exons 


2986. .3299, 4426. .4680 








GI Descrip. 


hypothetical protein T29H11 


.60 - Arabidopsis thaliana 






gi I 467834 6 temb ICAB41156.il 


(AL049659) 


putative protein 






[Arabidopsis thaliana] 








Seq. No. 


41314 


Seq. ID 


OJ990917_03.0310 


.C5 


Gene No. 


85614 


Strand 


+ 





41398 






Start 


1048 




End 


2055 




Name 


OJ990917 03.0310.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1048 




End 


2055 




GI 


7487536 




Score 


258 




Exons 


1048. .1209, 1720. .1786, 


2035. 


.2055 






GI Descrip. 


hypothetical protein T29H11.60 - Arabidopsis thaliana 






gi| 4 67834 61 emb|CAB41156 


.11 (AL049659) 


putative protein 






[Arabidopsis thaliana] 










Seq. No. 


41314 




Seq. ID 


OJ990917__03.0310.C5. 




Gene No. 


85614 




Strand 


+ 




Start 


1048 




End 


2055 




Name 


OJ990917 03.0310.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1048 




End 


1792 




GI 


none 




Score 


86 




Exons 


1048. .1209, 1048. .1203, 


1049. 


.1210, 1050. .1211, 1337. .1375, 






1712.. 1792, 1723. .1788 










Seq. No. 


41314 




Seq. ID 


OJ990917_03.0310.C5 




Gene No. 


85614 




Strand 


+ 




Start 


1048 




End 


2055 




Name 


OJ990917_03.0310.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1048 




End 


1799 




GI 


none 




Score 


263 




Exons - 


1048.. 1212, 1049.. 1210, 


1049. 


.1213, 1712. .1792, 1712. .1783, 


— ■ - 




1714. .1785, 1764. .1799 










Seq. No. 


41314 




Seq. ID 


OJ990917_03.0310.C5 




Gene No. 


85614 




Strand 


+ 


§ : I 


Start 


1048 




End 


2055 




Name 


OJ990917 03.0310.C5.ol. 


tc 


Method 


TBLASTX: Cress 


r 1 1 


Start 


1048 




End 


1210 




GI 


none 




Score 


229 


- 


Exons 


1048.. 1203, 1049.. 1210, 


1049. 


.1204 




~. . S 


Seq. No. 


'41314 




Seq. ID 


OJ990917_03.0310.C5 




Gene No. 


85614 




Strand 


+ 




Start 


1048 




End 


2055 




Name 


OJ990917*03.0310.C5.ol. 


gs 


Method 


' GENS CAN 




Start 


1073 




End 


1786 


1:3 


GI 


none 




Score 


.59 




Exons 


1073. .1209, 1720. .1786 










Seq. No. 


41314 




Seq. ID 


OJ990917_03.0310.C5 




Gene No. 


85614 




Strand 


+ 




Start 


1048 




End 


2055 




Name 


OJ990917 03.0310.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


1106 




End 


2055 




GI 


LIB3432-010-P1-K1-C4 




Score 


318 




Exons 


1106. .1209, 1720. .1786, 


2035. 


.2055 






GI Descrip. 


M678346/emb|CAB41156.1 


I 6.0e 


-53 (AL049659) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


41315 




Seq. ID 


OJ990917_03.0310.C6 




Gene No. 


85615 




Strand 


+ > . 




Start 


1 




End 


11116 




Name 


OJ990917 03.0310.C6.ol. 


np 


Method 


AAT/NAP 



41399 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1 End 11116 

7487536 Score 231 

1..27, 406. .452, 832. .912, 2907. .3054, 11033. .11116 

hypothetical protein T29H11.60 - Arabidopsis thaliana 

gi | 4678346 | emb | CAB41156.il (AL049659) putative protein 

[Arabidopsis thaliana] 



41315 Seq. ID 

85615 Strand 

1 End 

OJ990917_03.0310.C6.ol.gs Method 

406 End 

none Score 

406. .452, 832. .912, 1220. .1348, 1423. 



OJ990917_03.0310.C6 
+ 

11116 
GENS CAN 
11063 
.69 

1525, 2253. .2362, 



2907. .3021, 3999. .4190, 4304. .4734, 5397. .5527, 7747. .7937, 
8069.. 8149, 8196.. 10707, 10826.. 11063 



41315 
85615 
1 

OJ990917_03.0310.C6.ol.gp 
406 

3116 3.R1084 



Seq. ID OJ990917_03.0310.C6 

Strand + 

End 11116 

Method AAT/GAP 

End 3285 

Score 938 



406. .452, 832;. 912, 2907. .3285 

, 4678346/emb|CAB41156.1| 2.0e-67 (AL049659) putative protein 
[Arabidopsis thaliana] ' 



41315 
85615 . 
1 

OJ990917_03.0310.C6.o3.tm 
406 
none 



Seq. ID OJ990917_03.0310.C6 

Strand + 

End 11116 

Method TBLASTX : Mai ze 

End 3030 

Score 66 



406. .447, 830. .913, 832. .915, 833. .910, 2902. .3030, 2908. .3024 



41315 
85615 
1 

OJ990917_03.0310.C6.o2.tm 
1311 
none 



Seq. ID OJ990917_03.0310.C6 

Strand + 

End 11116 

Method TBLASTX : Mai ze 

End 1771 

Score 66 



1311. .1406, 1325. .1408, 1341. .1415, 1445. .1483, 1501. .1563, 
1550.. 1771, 1563.. 1769 



41315 
85615 
1 

OJ990917_03.0310.C6.ol.tw 

1358 

none 



Seq. ID OJ990917_03.0310.C6 

Strand + 

End 11116 

Method TBLASTX : Wheat 

End 1748 

Score 85 



1358. .1408, 1461. .1499, 1527. .1748, 1565. .1708 



41315 
85615 
1 

OJ990917_03.0310.C6.o2.tw 
2256 



Seq. ID OJ990917_03.0310.C6 

Strand + 

End 11116 

Method TBLASTX : Wheat 

End 24 95 



41400 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2256. .2495 

41315 
85615 
1 

OJ990917_03.0310.C6.ol.tm 

4949 

none 

4949. .5170, 
5278. .5325, 



Score 



177 



4972. .5172, 4972. 
5280.. 5324, 5317. 



Seq. ID OJ990917_03.0310.C6 

Strand + 

End 11116 

Method TBLASTX : Mai ze 

End 534 6 

Score 304 

.5172, . 5258. .5281, 5277. .5324, 
.5346, 5321. .5341 



41315 Seq. ID 

85615 Strand 

1 End 

OJ990917_03.0310.C6.ol.tc Method 

4 972 End 

none Score 

4972. .5085, 4978. .5079, 4982. .5110, 5071. .5151, 5079. .5153, 
5080. .5154 



OJ990917_03.0310.C6 
+ 

11116 

TBLASTX: Cress 

5154 

142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41315 Seq. ID 

85615 Strand 
1 End 
0 J990917_03 . 0310 . C6 . o2 . np Method 
4 972 End 
140291 Score 
4972. .5151 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 82541 | pir | | S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf | I1603356AQ ORF 185 [Oryza sativa] 



OJ990917J)3.0310.C6 
+ 

11116 
AAT/NAP 
5151 
252 



41315 Seq. ID 

85615 Strand 
1 End 
OJ990917_03 . 0310 . C6 . o2 . gp Method 
4 972 End 
7528_2.R1084 Score 
4972. .5028 

»140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 1 jpir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



OJ990917_03.0310.C6 

+ • 

11116 
AAT/GAP 
5028 
95 



41315 
85615 



Seq. ID OJ990917_03.0310.C6 
Strand + 



End 

Method 
End 
Score 



11116 
AAT/GAP 
5347 
567 



OJ990917_03.0310.C6.o3.gp 
5034 

2653_1.R1084 
5034. .5347 

, 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 
>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



41315 
85615 



Seq. ID OJ990917_03.0310.C6 
Strand + 



41401 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



11116 
AAT/NAP 
5952 
256 



OJ990917_03.0310.C6.o3.np 
5185 
11998 

5185.. 5348, 5862.. 5952 

(X15901) ORF85 [Oryza sativa] gi | 226619 | prf || 1603356AR ORF 85A 
[Oryza sativa] 



OJ990917_03.0310.C6 
+ 



41315 Seq. ID 

85615 Strand 
1 End 11116 

OJ990917_03 . 0310 . C6 . o4 . np Method AAT/NAP 

5751 End 11116 

7485155 Score 293 

5751. .5893, 7923. .8045, 8163. .8432, 8511. .8626, 8669. .9308, 
11055. .11116 

hypothetical protein - Arabidopsis thaliana 
gi|2244963|emb|CAB10384.1| (Z97340) hypothetical protein 
[Arabidopsis thaliana] gi | 7268354 | emb | CAB78647 . 1 | (AL161543) 
hypothetical protein [Arabidopsis thaliana] 



41315 Seq. ID 

85615 Strand 

1 End 

OJ990917_03 . 0310 . C6 . o2 . tc Method 

8151 End 

none Score 
8151. .8339 



OJ990917_03.0310.C6 
+ 

11116 

TBLASTX: Cress 

8339 

201 



41316 Seq. ID 

85616 Strand 
2298 End 
OJ990917_03.0310.C8.ol.gp Method 
2298 End 
608_1.R1084 Score 
2298.. 2813, 3454.. 3638 

'4895248/gb|AAD32833.1|AC007659_15 5.0e-54 (AC007659) putative 
mitochondrial elongation factor G [Arabidopsis thaliana] ' 



OJ990917_03.0310.C8 
+ 

7154 
AAT/GAP 
3638 
1259 



41316 Seq. ID 

85616 Strand 

2298 End 

OJ990917_03 . 0310 . C8 . ol . gs Method 

2403 End 

none Score 

2403. .2813, 3454. .3675, 3851. .3889, 5034. .5155, 5248. .5398, 
7015. .7110 



OJ990917_03.0310.C8 
+ 

7154 
GEN SCAN 
7110 
.87 



41316 
85616 
2298 

OJ990917_03.0310.C8.ol.np 
2409 
4895248 
2409. .2813, 
7015. .7154 



3454.. 3675, 5034. 



Seq. ID OJ990917_03.0310.C8 

Strand + 

End 7154 

Method AAT/NAP 

End 7154 

Score 1152 

.5155, 5248.. 5398, 6651.. 6722, 



GI Descrip. (AC007659) putative mitochondrial translation elongation factor 



41402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



G [Arabidopsis thaliana] 

41316 
85616 
2298 

OJ990917 _03 . 0310 . C8 . o2 . tm 

2451 

none 

2451. .2474, 2552. .2725, 2562. 

41316 
85616 
2298 

OJ990917_03.0310.C8.ol.tc 

2549 

none 



Seq. ID OJ990917_03.0310.C8 

Strand + 

End 7154 

Method TBLASTX : Maize 

End 272 9 

Score 41 
.2729 



Seq. ID OJ990917_03.0310.C8 
Strand 
End 

Method 
End 
Score 



+ 

7154 

TBLASTX: Cress 

2804 

354 



2549. .2803, 2583. .2801, 2606. .2803, 2610.. 2804 



41316 
85616 
2298 

OJ990917_03. 

2582 

none 

2582. .2803, 

41316 
85616 
2298 

OJ990917_03. 

2733 

none 

2733. .2825, 

41316 
85616 
2298 

OJ990917_03. 

3430 

none 

3430. .3633, 

41316 
85616 
2298 

OJ990917_03. 

3634 

none 

3634. .3675, 
5251. .5295, 
7009. .7113 



0310.C8.ol.ts 
2583..282S, 2610. 

0310.C8.o3.tm 
3430. .3642, 3454. 

0310.C8.o3.ts 
3456.-3632 

0310.C8.o2.ts 



5031.. 5156, 5031. 
5301.. 5384, 6648, 



Seq. ID OJ990917__03.0310.C8 

Strand + 

End 7154 

Method TBLASTX : Soybean 

End 2825 

Score 389 
.2825' 

Seq. ID OJ990917_03.0310.C8 

Strand + 

End 7154 

Method TBLASTX : Maize 

End 3642 

Score 80 
.3534, 3456. .3641 

Seq. ID OJ990917_03.0310.C8 

Strand + 

End 7154 

Method TBLASTX : Soybean 

End 3633 

Score 218 



Seq. ID OJ990917_03.0310.C8 

Strand + 

End 7154 

Method TBLASTX : Soybean 

End 7113 

Score 78 

.5147, 5033. .5155, 5249. .5398, 
.6722, 6650.. 6724, 6650.. 6721, 



Seq. No. 41316 Seq. ID 

Gene No. 85616 Strand 

Start 2298 End 

Name OJ990917_03 . 0310 . C8 . ol . tm Method 

Start 3643 End 



OJ990917J)3.0310.C8 
+ 

7154 

TBLASTX: Maize 
7135 



41403 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none . Score 63 

3643. .3675, 5031. .5156, 5031. .5153, 5032. .5154, 5246. .5404, 

5249. .5398, 6648. .6722, 6648.-6722, 6650.. 6724, 7009. .7113, 

7013. .7135, 7013. .7117 



41316 
85616 
2298 

OJ990917_03.0310.C8.o2.gp 

5.344 

2310002 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5344. .5398, 6651. .6722, 7015. .7154 

4895248/gb|AAD32833.1|AC007659_15 5.0e-54 (AC007659) putative 
mitochondrial elongation factor G [Arabidopsis thaliana] 



OJ990917_03.0310.C8 
+ 

7154 
AAT/GAP 
7154 
390 



41317 
85617 
1 

OJ990917_03.0310.C9.ol.np 
1 

4895248 



Seq. ID OJ990917_03.0310.C9 
Strand + 

11343 
AAT/NAP 
9100 
1386 



End 

Method 
End 
Score 

1..45, 269. .364, 483. .549, 1612. .1650, 1784. .1844, 1987. .2096, 
2181. .2255, 2329. .2397, 4541. .4662, 6097. .6222, 6312. .6432, 
6548. .6648, 6979. .7039, 7974. .8027, 8999. .9100 

(AC007659) putative mitochondrial translation elongation factor 
G [Arabidopsis thaliana] 



41317 
85617 
1 

OJ990917_03.0310.C9.ol.gs 

232 

none 



Seq. ID OJ990917_03.0310.C9 

Strand + 

End 11343 

Method GEN SCAN 

End 11343 

Score .82 



232. .364, 483. .549, 1612. .1650, 1784. .1844, 1987. .2096, 
2181. .2255, 2329. .2397, 3277. .3324, 4541. .4662, 6097. .6222, 
6312. .6432, 6548.-6648, 6979. .7039, 7974. .8027, 8999. .9099, 
10299. .10410, 11296. .11343 



Seq. ID OJ990917_03.0310.C9 
Strand + 
End 11343 
Method AAT/GAP 
End 1825 
Score 357 
274. .364, 483.-549, 1612. .1651, 1784. .1825 

4895248/gb|AAD32833.1|AC007659_15 5.0e-54 (AC007659) putative 
mitochondrial elongation factor G [Arabidopsis thaliana] 



41317 
85617 
1 

OJ990917_03.0310.C9.ol.gp 
274 

2310002 



41317 
85617 
1 

OJ990917_03.0310.C9.o2.gp 
1808 

17823 1.R1084 



Seq. ID OJ990917_03.0310.C9 

Strand + 

End 11343 

Method AAT/GAP 

End 9108 

Score 1703 



1808. .1844, 1987. /2096, 2181. .2255, 2329.-2397, 4541. .4662, 
6097. .6222, 6312. .6432, 6548.-6648, 6979. .7039, 7974. .8027, 
8999.. 9108 



41404 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'4895248/gb|AAD32833.1|AC007659_15 1.0e-163 (AC007659) putative 
mitochondrial elongation factor G [Arabidopsis thaliana] ' 



41317 
85618 
9017 

OJ990917_03.0310.C9.o3.gp 

9017 

none 

9017. .9402 

41317 
85619 
11548 

OJ990917_03.0310.C9.ol.tm 

265 

none 

265.-363, 273. .350, 275. .364, 
1606.. 1650, 1607.. 1684, 1611. 
1778. .1837, 1784. .1846, 1981. 
1986.. 2111, 2177.. 2251, 2178. 
2180.. 2251, 2326.. 2400, 2327. 
4539.. 4631, 4540.. 4632, 4540. 
4637. .4663 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_03.0310.C9 

9402 
AAT/GAP 
9402 
581 



Seq. ID OJ990917_03.0310.C9 
Strand 

End 12109 
Method TBLASTX : Mai ze 
End 4 670 

Score 124 

275, .364, 480.. 551, 481.. 552, 
1676, 1613.. 1678, 1776.. 1802, 
2094, 1985.. 2095, 1985.. 2110, 
2255, 2179.. 2256, 2179. .2250, 
2398, 2328.. 2399, 4538. .4612, 
4629, 4541. .4633, 4635. .4670, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41317 
85619 
11548 

OJ990917_03.0310.C9.o2.tc 

273 

none 

273. .350, 275. .364, 331. .363, 
1612.. 1650, 1777.. 1845, 1778. 
1985.. 2101, 1986.. 2111, 2178. 
2232.. 2255, 2326.-2349, 2345. 
4555.. 4626, 4556.-4648 

41317 
85619 
11548 

OJ990917_03.0310.C9.ol.ts 

1964 

none 

1964.. 2092, 1964.. 2101, 1986. 
2179.. 2256, 2180.. 2251, 2325. 

41317 
85619 
11548 

OJ990917_03.0310.C9.o2.ts 

4539 

none 

4S39..4652, 4540. .4626, 4541. 
6310.. 6378, 6312.. 6377, 6375. 
6547.-6597 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990917 03. 0310. C9 



12109 

TBLASTX: Cress 
4648 
98 

435. .551, 481. .552, 1611. .1655, 
1846, 1784. .1846, 1981. .2094, 
2234, 2180.. 2233, 2186.. 2251, 
2380, 2346.-2396, 2347.. 2397, 



Seq. ID OJ990917_03.0310.C9 
Strand 

End 12109 

Method TBLASTX : Soybean 

End 2363 

Score 92 

.2111, 2177. .2251, 2178. .2255, 
.2360, 2325.-2363, 2326.. 2361 

Seq. ID OJ990917_03.0310.C9 
Strand 

End 12109 

Method TBLASTX : Soybean 

End 6598 

Score 73 

.4663, 6097.. 6201, 6098.. 6217, 
.6431, 6382. .6432, 6545. .6598, 



Seq. No. 



41317 



Seq. ID OJ990917_03.0310.C9 



41405 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



85619 
11548 

OJ990917__03.0310.C9.ol.tc 
6071 



none 
6071. 
6547. 
8996. 



Strand 
End 

Method 
End 
Score 

6220, 6095. .6226, 6310. .6429, 6312. .6428, 6536. .6649, 
6648, 6974. .7042, 7973. .8026, 7974.. 8033, 8995.. 9102, 
9103 



12109 

TBLASTX: Cress 

9103 

167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41317 
85619 
11548 

OJ990917_03.0310.C9.o2.tm 
6187 



Seq. ID OJ990917_03.0310.C9 
Strand 

12109 

TBLASTX: Maize 
9106 
59 



End 

Method 
End 

none Score 
6187. .6222, 6188. .6220, 6325. .6432, 6328. .6432, 6329.-6436, 
6536.-6649, 6538. .6648, 6539. .6652, 6540. .6653, 6963. .7040, 
6974. .7042, 7959. .8033, 7973. .8023, 8995. .9105, 8996. .9106, 
8996. .9082, 8998. .9102 



Seq. No. 
Gene No. 
Start 
fj Name 
Start 
GI 

Exons 



tj 
i 1 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41317 
85619 
11548 

OJ990917_03.0310.C9.o2.gs 

11548 

none 

11548. .11676, 12062.. 12109 

41318 
85620 
1 

OJ990917_03. 0310. C10. ol.gp 
1 

11210_1.R1084 

1..65, 172. .242, 554. .617, 
'4038034 2.0e-29 (AC005936) 
thaliana] r 



Seq. ID OJ990917_03.0310.C9 
Strand 

End 12109. 

Method GEN SCAN 

End 12109 

Score .87 



Seq. ID OJ990917JD3. 0310. C10 
Strand 

End 1585 

Method AAT/GAP 

End 1393 

Score 506 
703. .748, 837. .909, 



1318. .1393 



unknown protein [Arabidopsis 



■3 ~ 



OJ990917 03. 0310. C10 



Seq. No. 41318 Seq. ID 

Gene No. 85620 Strand 

Start 1 End 

Name 0 J990917_03 . 0310 . C10 . ol . np Method 

Start 1 End 

GI 7262697 Score 

Exons 1..104, 183. .242, 554. .617, 703. .744, 833. .909, 1318. .1389, 

1493. .1585 

GI Descrip. (AC012188) Contains similarity to an unknown protein from 

Arabidopsis thaliana gb | AC005936 . 2 . EST gb|AI 997527 comes from 
this gene 



1585 
AAT/NAP 
1585 
235 

833.. 909, 1318, 



Seq. No. 41319 Seq. ID 

Gene No. 85621 Strand 

Start 1681 End 
Name . . OJ990917_03. 0310 . Cll . ol . np Method 

Start 1681 End 

GI 7485647 Score 

Exons 1681.. 1895 



OJ990917_03. 0310. Cll 

2096 
AAT/NAP 
1895 
100 



41406 



GI Descrip. hypothetical protein F17L22.250 - Arabidopsis thaliana 
gi| 4455287 | emb | CAB36823.il (AL035527) putative protein 
[Arabidopsis thaliana] gi | 7268976 | emb I CAB81286 . 1 | (AL161555) 
putative protein [Arabidopsis thaliana] 



Seq. No. 41319 Seq. ID 

Gene No. 85621 Strand 

Start 1681 End 

Name OJ990917_03 . 0310 . Cll . ol . gp Method 

Start 1732 End 

GI none Score 

Exons 1732.. 2096 



OJ990917_03. 0310. Cll 

2096 
AAT/GAP 
2096 
687 



Seq. No. 41320 Seq. ID 

Gene No. 85622 Strand 

Start 237 End 

Name OJ990917_03 . 0310 . C13 . ol . gs Method 

Start 237 End 

GI none Score 

Exons 237.. 4 94 



OJ990917_03.0310.C13 
+ 

494 

GENS CAN 

494 

.67 



Seq. No. 41320 Seq. ID 

Gene No. 85623 Strand 

Start 1593 End 

Name " OJ990917_03 . 0310 .C13 . o2 . gs Method 

Start 1593 End 

GI none Score 

Exons 1593.. 1717 



OJ990917_03.0310.C13 
1717 

GEN SCAN - 

1717 

.41 



Seq. No. 41321 Seq. ID 

Gene No. 85624 Strand 

Start 147 End 

Name OJ990917_03 . 0310 . C19 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147.. 299 



OJ990917_03.0310.C19 
299 

GENSCAN 

299 

.4 



Seq. No. 41322 Seq. ID OJ990917_03 . 0310 . C22 

Gene No. 85625 Strand + 

Start 1 End 1181 

Name OJ990917_03. 0310.C22 .ol .np Method AAT/NAP 

Start 1 End 1181 

GI 7019666 Score 131 

Exons 1..121, 707.. 793, 881.. 989, 1089.. 1181 

GI Descrip. (AL132954) putative protein [Arabidopsis thaliana] 



Seq. No. 41322 Seq. ID 

Gene No. 85625 Strand 

Start 1 End 

Name OJ990917_03 . 0310 . C22 . ol . tm Method 

Start 705 End 

GI none Score 
Exons 



OJ990917_03.0310.C22 
+ 

1181 

TBLASTX: Maize 

1139 

98 



705. .779, 706. .804, 712. .777, 878. .904, 880. .906, 906. .989, 
909. .989, 1097. .1138, 1098. .1139 



Seq. No. 
Gene No. 



41323 
85626 



Seq. ID OJ990917_03.0310.C23 
Strand + 



41407 



Start 
Name 
Start 
GI 

Exons 



280 End 722 

OJ990917_03 . 0310 . C23 . ol . gs Method GENSCAN 

280 End 722 

none Score .79 
280. .331, 700. .722 



Seq. No. 41323 Seq. ID OJ990917_03 . 0310 . C23 

Gene No. 85627 Strand + 

Start 796 End - 1292 

Name OJ990917_03 . 0310 .C23 . ol ,gp Method AAT/GAP 

Start 796 End 1292 

GI LIB3477-003-P1-K1-E9 Score 134 

Exons 796.. 860, 1245.. 1292 

GI Descrip. 1 2498586/sp | Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' s 



Seq. No. 


41324 




Seq.. ID 


OJ990917_03. 


0310. C24 


Gene No. 


85628 




Strand 


+ 




Start 


92 




End 


390 




Name 


OJ990917 03.0310.C24.ol 


. gs 


Method 


GENSCAN 




Start 


92 




End 


390 




GI 


none 




Score 


.71 




Exons 


92. .390 










Seq. No. 


41324 




Seq. ID 


OJ990917_03. 


0310. C24 


Gene No. 


85629 




Strand 


+ 




Start 


2109 




End 


2202 




Name 


OJ990917 03.0310.C24.ol 


• gp 


Method 


AAT/GAP 




Start 


2109 




End 


2202 




GI 


LIB3477-003-P1-K1-E9 




Score 


122 




Exons 


2109. .2202 










GI Descrip. 


'24 9858 6/sptQ40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 


S 1 PRECURSOR (ORY S I)' 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


41324 




Seq. ID 


OJ990917JD3. 


0310. C24 


Gene No. 


85630 




Strand 


+ 




Start 


11649 




End 


12905 




Name 


OJ990917 03.0310.C24.o2 


.np 


Method 


AAT/NAP 




Start 


11564 




End 


12825 




GI 


6721562 




Score 


1186 




Exons . 


11564. .12825 











GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi|6815087|dbj |BAA90373.1t (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. ID OJ990917_03.0310.C24 



Seq. No. 41324 

Gene No. 85630 Strand + 

Start 11649 End 12905 

Name OJ990917_03.0310.C24 .o4 .gs Method GENSCAN 

Start 11649 End 12793 

GI none Score .89 

Exons 11649. .11845, 11995 .. 12427, 12607.. 12793 



41408 



Seq. No. 41324 Seq. ID 

Gene No. 85630 Strand 

Start 11649 End 

Name OJ990917_03 . 0310 . C24 . o3 . np Method 

Start 12682 End 

GI 7242907 Score 

Exons 12682. .12905 

GI Descrip. (AP001383) Similar to prpol . (AF049110) [Oryza sativa] 



OJ990917_03.0310.C24 
+ 

12905 
AAT/NAP 
12905 
228 



Seq. No. 41324 Seq. ID 

Gene No. 85631 Strand 

Start 2983 End 

Name OJ990917_03 . 0310 . C24 . o2 . gp Method 

Start 2973 End 

GI none Score 

Exons 2973.-3287, 3526.. 3652 



OJ990917_03.0310.C24 

5784 
AAT/GAP 
3652 
797 



Seq. No. 


41324 


Seq. ID 


OJ990917_ 


_03. 


0310. 


C24 


Gene No. 


85631 


Strand 










Start 


2983 


End 


5784 








Name 


OJ990917 03.0310.C24.o2.gs 


Method 


GENSCAN 








Start 


2983 


End 


5784 








GI 


none 


Score 


.78 








iH Exons 


2983.-3287, 3526.-4298, 4481. 


.5784 










?S Sec 3- No - 


41324 


Seq. ID 


OJ990917 


_03. 


0310. 


C24 


;;! Gene No. 


85631 


Strand 










Start 


2983 


End 


5784 








%J Name 


OJ990917 03.0310.C24.ol.np 


Method 


AAT/NAP 








1J Start 


4384 


End 


5777 








1 5 GI 


7485155 


Score 


287 








?™3 Exons 


4384. .5029, 5071. .5187, 5251. 


.5540, 5667.. 5777 








s ~ GI Descrip. 


hypothetical protein - Arabidopsis thaliana 









gi 12244963 | emb | CAB10384 . 1| (Z97340) hypothetical protein 
[Arabidopsis thaliana] gi | 7268354 | emb | CAB78647 . 1 | (AL161543) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


41324 




Seq. ID 


OJ990917_03.0310 


Gene No. 


85631 




Strand 




Start 


2983 




End 


5784 


Name 


OJ990917 03.0310.C24 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


5344 




End 


5571 


GI 


none 




Score 


197 


Exons 


5344. .5571 








Seq. No. 


41324 




Seq. ID 


OJ990917_03.0310 


Gene No. 


85632 




Strand 




Start 


12231 




End 


12624 


Name 


OJ990917 03.0310.C24 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12231 




End 


12624 


GI 


none 




Score 


37 


Exons 


12231. .12311, 12283. 


.12384, 


12287. .12385, 12353 .. 12454, 




12456. .12506, 12456. 


.12590, 


12457. .12624 


Seq. No. 


41325 




Seq. ID 


OJ990917_03.0310 


Gene No. 


85633 




Strand 


+ 


Start 


1 




End 


11637 



41409 



Name OJ990917_03. 0310.C25.ol.np Method AAT/NAP 

Start 1 End 11634 

GI 7228457 Score 5440 

Exons 1..1110, 1174.. 1257, 5286.. 6037, 6160.. 6270, 6849.. 7164, 

9272.. 10018, 10085.. 11634 
GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
^*.. r ; sativa] 



Seq. No. 


41325 


Seq. ID 


uj y yu y ± /_ 






Gene No. 


85633 


Strand 


+ 






Start 


1 


End 


11637 






Name 


OJ990917 03.0310.C25.ol.gs 


Method 


GENSCAN 






Start 


86 


End 


1173 






GI 


none 


Score 


.95 






Exons 


86. .326, 456. .1173 










Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85633 


Strand 


+ 






Start 


1 


End 


11637 






Name 


OJ990917 03.0310.C25.o2.gs 


Method 


GENSCAN 






Start 


2310 


End 


2922 






GI 


none 


Score 


1 






Exons 


2310.. 2370, 2816.. 2922 










Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85633 


Strand 


+ 






Start 


1 


End 


11637 






Name 


OJ990917 03.0310.C25.o4.gs 


Method 


GENSCAN 






Start 


5694 


End 


7388 






GI 


none 


Score 


.44 






Exons 


5694. .5873, 6592. .6644, 6888 


..7004, 7009.. 7196, 


7300. .7388 


Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85633 


Strand 


+ 






Start 


1 


End 


11637 






Name 


OJ990917 03.0310.C25.o5.gs 


Method 


GENSCAN 






Start 


8722 


End 


.11637 






GI 


none 


Score 


.48 






Exons 


8722. .8743, 9296.-9777, 9829 


. .11369, 


11406. .11637 




Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85634 


Strand 


+ 






Start 


20652 


End 


21923 






Name 


OJ990917 03.0310.C25.o7.gs 


Method 


GENSCAN 






Start 


20652 


End 


21923 






GI 


none 


Score 


.6 






Exons 


20652. .20735, 20774 .. 20943, 


21899. .21923 






Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85635 


Strand 


+ 






Start 


27814 


End 


33131 






Name 


OJ990917 03.0310.C25.o9.gs 


Method 


GENSCAN 






Start 


27814 


End 


33131 






GI 


none 


Score 


.74 






Exons 


27814. .27854, 28593. .28655, 


28788. .28918, 29223 


. .29373, 






30002. .30379, 30895 .. 31384 , 


32772. .33131 
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Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No . 




Strand 


+ 






Start 


27814 


End 


33131 






Name 


OJ990917 03.0310.C25.o4.np 


Method 


AAT/NAP 






Start 


30779 


End 


33128 






GI 


2760835 


Score 


935 






Exons 


30779. .31384, 32772.. 33128 










GI Descrip. 


(AC003105) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


41325 


Seq. ID 




_03.0310 


.C25 


Gene No. 


85636 


- Strand 








Start 


1969 


End 


2350 






Name 


OJ990917 03.0310.C25.ol.gp 


Method 


AAT/GAP 






Start 


1969 


End 


2350 






GI 


uC-osflcyp033a04bl 


Score 


667 






Exons 


1969.. 2350 










GI Descrip. 


•6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


-C25 


Gene No. 


85637 


Strand 








Start 


3234 


End 


4504 






Name 


OJ990917 03.0310.C25.o3.gs 


Method 


GEN SCAN . 






Start 


3234 


End - 


450.4 






GI 


none 


Score 


.48 






Exons 


3234.. 3306, 3456.. 4235, 4241.. 4399, 4419.. 4504 






Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85638 


Strand 








Start 


12307 


End 


16862 






Name 


OJ990917 03.0310.C25.o6.gs 


Method 


GEN SCAN 






Start 


12307 


End 


16862 






GI 


none 


Score 


.62 






Exons 


12307. .13048, 13084 .. 13762, 


14047. .14294, 14608 


. .15285, 






15320. .15485,- 15506. . 15678, 


16072. .16228, 16748 


. .16862 




Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85638 


Strand 








o tart 


12307 


End 


16862 






Name 


OJ990917 03.0310.C25.o2.np 


Method 


AAT/NAP 






Start 


12337 


End 


15884 






GI 


6907089 


Score 


1969 






Exons 


12337. .13083, 13161 13289, 


13383. .14404, 14567 


. .14852, 






14880. .15884 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41325 


Seq. ID 


OJ990917 


_03.0310 


.C25 


Gene No. 


85639 


Strand 








Start 


22619 


End 


26279 






Name 


OJ990917 03.0310.C25.o8.gs 


' Method 


GEN SCAN 






Start 


22619 


End 


26255 






GI 


none 


Score 


.83 






Exons 


22619. .22739, 22871 22905, 


22963. .23088, 23378 


. .23446, 





23526.-23573, 23706 23787, 23876 .. 23955, 24 057 . . 24 128 ■ 
24205. .24299, 25688 25769, 25896.. 26255 
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Seq. No. 41325 Seq. ID OJ990917_03 . 0310 .C25 ■ 

Gene No. 85639 Strand 

Start 22619 End 26279 

Name OJ990917_03 . 0310 .C25 ,o3.np Method AAT/NAP 

Start 22974 End 26279 

GI 6449448 Score 373 

Exons 22974. .23088, 23378 23446, 23526 .. 23573, 23706 .. 23787, 

23876.-23955, 24057 24128 , 24205 24299, 25688 .. 2577 1, 

25855. .26279 





GI Descrip. 


(AF094825) 


RNA-binding protein homolog 


[Brassica napus] 






Seq. No. 


41325 






Seq. ID 


OJ990917_03. 0310 


.C25 




Gene No . 


85640 






Strand 








Start 


32634 






End 


37015 






Name 


OJ990917 03 


.0310 


.C25.ol.tw 


Method 


TBLASTX: Wheat 






Start 


544 






End 


1260 






GI 


none 






Score 


426 






Exons 


544 . . 1074, 


555. . 


716, 738. .1055, 1051.. 


1260, 1137.. 1259 






Seq. No. 


41325 






Seq. ID 


OJ990917_03.0310 


.C25 




Gene No . 


85640 






Strand 








Start 


32634 






End 


37015 






Name 


OJ990917 03 


.0310 


.C25.o2.tw 


Method 


TBLASTX: Wheat 




f i 


Start 


5280 ~~ 






End 


5672 






GI 


none 






Score 


479 






Exons 


5280. .5672, 


5285 


. . 5671 










Seq. No. 


41325 






Seq. ID 


OJ990917_03.0310 


.C25 




Gene No . 


85640 






Strand 






Id 


Start 


32634 






End 


37015 




j=. 


Name 


OJ990917 03 


.0310 


.C25.ol.tm 


Method 


TBLASTX: Maize 






Start 


5340 






End 


5696 




i y 


GI 


none 






Score 


372 




= 


Exons 


5340. .5696, 


5381 


. .5683 










Seq. No. 


41325 






Seq. ID 


OJ990917J33.0310 


.C25 


i& 


Gene No . 


85640 






Strand 








Start 


32634 






End 


37015 






Name 


OJ990917 03 


.0310 


.C25.o3.tm 


Method 


TBLASTX: Maize 




O 


Start 


5723 






End 


6108 






GI 


none 






Score 


276 






Exons 


5723. .6001, 


5724 


-.6002, 5997. 


.6089, 5998.. 6108 






Seq. No. 


41325 






Seq. ID 


OJ990917_03.0310 


.C25 




Gene No. 


85640 






Strand 








Start 


32634 






End 


37015 






Name 


OJ990917 03 


.0310 


.C25.o5.ts 


Method 


TBLASTX: Soybean 






Start 


5757 






End 


5993 






GI 


none 






Score 


198 






Exons 


5757. .5993, 


5876 


..5992 










Seq. No. 


41325 






Seq. ID 


OJ990917_03.0310 


.C25 




Gene No. 


85640 






Strand 








Start 


32634 






End 


37015 






Name 


OJ990917 03 


.0310 


.C25.o3.tw 


Method 


TBLASTX'fVtfheat 






Start 


5781 






End 


6206 






GI 


none 






Score 


273 
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Exons 


5781. .6002, 5784.. 5993, 5786 


..6001, 5994. .6206, 5995. .6180 


Seq. No. 


41325 


Seq. ID 


OJ990917_03.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


32634 


End 


37015 




Name 


OJ990917 03.0310.C25.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9547 


End 


9996 




GI 


none 


Score 


220 




Exons 


9547. .9771, 9567 .. 9773, 9844 


..9996, 9855.. 9995 




Seq. No. 


41325 


Seq. ID 


OJ990917_03.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


32634 


End 


37015 




Name 


OJ990917 03.0310.C25.o6.ts 


Method 


TBLASTX: Soybean 




Start 


9670 


End 


10097 




GI 


none 


Score 


90 




Exons 


9670.. 9783, 9678.. 9767, 9858 


..9926, 9859. .10095, 9978.. 


i a n q n 
1UU y / 


Seq. No. 


41325 


Seq. ID 


OJ990917JD3.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


32634 


End 


37015 




Name 


OJ990917 03.0310.C25.o7.tw 


Method 


TBLASTX : Wheat 




Start 


10030 


End 


"1 O O 

10326 




GI 


none 


Score 


1 ft c 

195 




Exons 


10030.. 10326 








Seq. No. 


41325 


Seq. ID 


OJ990917_03.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


32634 


End 


37015 




Name 


OJ990917 03.0310.C25.o2.tm 


Method 


TBLASTX: Maize 




Start 


10504 


End 


10827 




GI 


none 


Score 


330 




Exons 


10504. .10827, 10617.. 10814 








Seq. No. 


41325 


Seq. ID 


OJ990917_03.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


32634 


End 


37015 




Name 


^ OJ990917 03.0310.C25.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10641 


End 


11009 




GI 


none 


Score 


364 




Exons 


10641. .11009, 10642.. 10995 








Seq. No. 


41325 


Seq. ID 


OJ990917_03.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


32634 


End 


37015 




Name 


OJ990917 03.0310.C25.o4.tw 


Method 


TBLASTX: Wheat 




Start 


11016 


End 


11625 




GI 


none 


Score 


47 




Exons 


11016. .11126, 11017. .11469, 


11028. .11126, 11162. .11485, 






11166. .11297, 11499. .11621, 


11500. .11625 




Seq. No. 


41325 


Seq. ID 


OJ990917JD3.0310 


.C25 


Gene No. 


85640 


Strand 






Start 


. 32634. 


End 


37015 




Name ' 


*OJ99tf917 03-.0310.C25-.o3.ts 


Method 


- TBLASTX : Soybean 




Start 


30953 


-End 


31153 




GI 


none 


Score 


233 
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Exons 


30953. .31153, 30958.. 


31137 


Seq. No. 


41325 




Gene No. 


85640 




Start 


32634 




Name 


OJ990917 03.0310.C25. 


ol.tc 


Start 


30953 






none 






30953. .31243, 30958. . 


31242, 




41325 




Gene No. 


85640 




Start 


32634 




Name 


OJ990917 03.0310.C25. 


oS.np 


Start 


32634 




fit 


6606266 






32634. .32700, 33822.. 


34197, 


GI Descrip. 


(AF158634) Vrgal [Triticum t 


Seq. No. 


41325 




Gene No. 


85640 




Start 


32634 




Name 


OJ990917 03.0310.C25. 


ol.ts 




32790 




GI 


none 




Exons 


32790. .33125, 32790. 


33131, 


Seq. No. 


41325 




Gene No. 


85640 




Start 


32634 




Name 


OJ990917 03.0310.C25 


. olO.gs 




33743 




GI 


none 




Exons 


33743. .37015 






41325 




Gene No. 


85640 




Start 


32634 




Name 


OJ990917 03.0310.C25 


.o2. ts 


Start 


35081 




GI 


none 




Exons 


35081. .35290, 35096. 


.35215, 




35609. .35743, 35765. 


.35866 


Seq. No. 


41325 




Gene No. 


85640 




Start 


32634 




Name 


OJ990917 03.0310.C25 


.o4. tm 


Start 


35528 




GI 


none 




Exons 


35528. .35761, 35759. 


.36019 


Seq. No. 


41325 




Gene No.. 


85640 




Start 


32634 




.Name 


OJ990917 03.0310.C25 


.o4 .ts 


Start 


35870 





Seq. ID OJ990917_03.0310.C25 
Strand 

End 37015 

Method TBLASTX : Cress 

End 31300 

Score 314 



Seq. ID OJ990917_03.0310.C25 
Strand 

End 37015 

Method AAT/NAP 

End 36810 

Score 1110 



Seq. ID OJ990917_03.0310.C25 
Strand 

End 37015 

Method TBLASTX : Soybean 

End. 33131 

Score 4 56 



Seq. ID OJ990917_03.0310.C25 
Strand 

End 37015 

Method GEN SCAN 

End 37015 

Score . 6 



Seq. ID OJ990917_03.0310.C25 
Strand 

End 37015 

Method TBLASTX : Soybean 

End 35866 

Score 63 



Seq. ID OJ990917_03.0310.C25 
Strand 

End 37015 

Method TBLASTX : Mai ze 

End 36019 

Score 134 



Seq. ID - OJ990917_03.0310.C25 
Strand . - 
'End ' 37015 

Method TBLASTX : Soybean 
End 36358 
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GI 

Exons 



none Score 67 

35870.. 36085, 35985.. 36062, 36107 .. 36214 , 36218 .. 36307, 

36311.. 36358 



Seq. No. 41326 Seq. ID OJ990917_03 . 031O.C26 

Gene No. 85641 Strand 

Start 1 End 4348 

Name OJ990917_03.0310.C26.ol.gp Method AAT/GAP 

Start 1 End 2117 

GI 7747JL.R1084 Score 991 

Exons 1..161, 789. .875, 954. .1121, 1860. .1979, 2087. .2117 

GI Descrip. 1 3097266/emb| CAA76677 1 5.0e-63 (Y17186) translation initiation 
factor [Pisum sativum] 1 



Seq. No. 41326 

Gene No. 85641 

Start 1 

Name OJ990917_03.0310.C26.ol.tw 

Start 31 

GI none 
Exons 



Seq. ID OJ990917_03.031O.C26 
Strand 

End 4348 

Method TBLASTX : Wheat 

End 1124 

Score 159 



31. .162, 39. .161, 715. .876, 783. .878, 787. .837, 789. .878, 
952. .1122, . 954. .1124, 955. .1119 

Seq. No. 41326 Seq. ID OJ990917_03.03ia.C26 

Gene No. 85641 Strand 

Start 1 End 4348 

Name OJ990917_03 . 0310 . C2 6 . ol . ts Method TBLASTX : Soybean 

Start 36 End 4136 

GI none Score 141 

Exons 36. .161, 37. .165, 787. .837, 789. .878, 796. .876, 954. .1124, 

955. .1119, 1857.. 1982, 1857.. 1979, 2073.. 2198, 2087.. 2200, 
2088.. 2195, 2096.. 2197, 2901.. 2972, 2911.. 2967, 3065.. 3301, 
3067.. 3306, 3079.. 3306, 3206.. 3310, 3860.. 4135, 3861.. 4010, 
4056. .4136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



41326 
85641 
1 

OJ990917_03 . 0310 . C2 6 . o2 . tm 
43 

none 



Seq. ID OJ990917_03.0310.C26 
Strand 

End 4348 

Method TBLASTX : Mai ze 

End 2973 

Score 162 



43. .174, 47. .178, 48. .161, 715. .876, 783. .878, 787. .837, 
789. .878, 954. .1124, 955. .1119, 1857. .1982, 1857. .1979, 
2049. .2195, 2070. .2198, 2086. .2196, 2087. .2200, 2093. .2197, 
2901. .2972, 2902. .2973 

Seq. No. 41326 Seq. ID OJ990917_03.031O.C26 

Gene No. 85641 Strand 

Start 1 End 4348 

Name OJ990917_03.0310.C26.ol.gs Method GENSCAN 

Start 48 End 4348 

GI none Score .84 

Exons 48. .161, 789. .875, 984. .1121, 1860. .1979, 2087. .2194, 
. 3067.. 33.07, 3861.. 4348 



41326 
85641 



Seq. ID OJ990917_03.031O.C26 
Strand 



41415 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 



OJ990917_03.0310.C26.ol.tc 
48 

none 



End 

Method 

End 

Score 



4348 

TBLASTX: Cress 

4156 

145 



48. .161, 52. .162, 56. .181, 57. .173, 789. .878, 790. .876, 
954. .1124, 955. .1110, 958. .1146, 962. .1123, 1851. .1979, 
1851.. 1979, 1858.. 1980, 2049. .2195, 2087.. 2200, 2096.. 2197, 
2901.. 2996, 2903.. 2983, 2911.. 2985, 3065.. 3301, 3079.. 3306, 
3860. .4156, 3873. .4010, 4059. .4130 



Seq. ID OJ990917_03.0310.C26 
Strand 

End 434 8 

Method AAT/NAP 
End 4117 
Score 1598 
1121, I860.. 1979, 2087.. 2194, 
3861. .4117 

EUKARYOTIC INITIATION FACTOR 4A-3 (EIF-4A-3) 

gi|100276|pir| IS22579 translation initiation factor eIF-4A - 
curled-leaved tobacco gi 1 19699 1 emb| CAA43514 . 1 1 (X61206) 
nicotiana eukaryotic translation initiation factor 4A 
[Nicotiana plumbaginifolia] 



41326 
85641 
1 

OJ990917_03.0310.C26.ol.np 
51 

1170507 

51. .161, 789. .875, 954. 
2904. .2984, 3067. .3307, 



41326 
85641 
1 

OJ990917 
1857 
none 



03.0310.C26.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_03.0310.C26 
4348 

TBLASTX: Wheat 

2200 

80 



1857. .1982, 1857. .1979, 2087. .2200, 2088. .2183, 2093. .2197 



41326 
85641 
1 

OJ990917_03.0310.C26.o2.gp 

2872 

3767925 

2872. .2984, 3067. .3307, 3861. 
30972 66/emb | CAA76677 | 5.0e-63 
factor [Pisum sativum] 

41326 
85641 
1 

OJ990917_03.0310.C26.o3.tw 

2928 

none 

2928.-2984, 2931.. 2984, 2941. 
3112. .3303 



41326 
85641 
1 

OJ990917 

3072 

none 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3948 
(Y17186) 



OJ990917_03.0310.C26 

4348 
AAT/GAP 
3948 
750 

translation initiation 



Seq. ID OJ990917_03.0310.C26 
Strand 

End 4348 

Method TBLASTX : Wheat 

End 3303 

Score 52 

.2985, 3038.. 3301, 3079.. 3303, 



03.0310.C26.ol.tm 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ990917_03.0310.C26 
4348 

TBLASTX: Maize 

4181 

47 



41416 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3072. .3110,' 3079. .3111, 3079.. 3111, 3085.. 3306, 3113.. 3301, 
3115.. 3306, 3206.. 3310, 3860.. 4129, 3861.. 4130, 4124.. 4165, 
4140.. 4181 



41326 
85641 
1 

OJ990917_03.0310.C26.o2.tw 

3899 

none 

3899.. 4129, 3900.. 4130 



Seq. ID OJ990917_03.0310.C26 
Strand 

End 4348 

Method TBLASTX : Wheat 

End 4130 

Score 272 



Seq. No. 


41327 






Seq. ID 


OJ990917_03.0310. 


,C27 


Gene No. 


85642 






Strand 






Start 


181 






End 


4459 




Name 


OJ990917 03.0310. 


C27.ol 


.gs 


Method 


GENSCAN 




Start 


181 






End 


4459 




GI 


none 






Score 


.46 




Exons 


181. .257, 370.. 569, 702 


. .904, 


2173. .2343, 2414. .2478, 






2625.. 2714, 4264. 


.4459 










Seq. No. 


41327 






Seq. ID 


OJ990917_03.0310, 


.C27 


Gene No. 


85643 






Strand 






Start 


6419 






End 


9860 




Name 


OJ990917 03.0310. 


C27.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6344 






End 


6928 




GI 


none 






Score 


72 




Exons 


6344.. 6460, 6563. 


. .6928, 


6642. 


.6770 






Seq. No. 


41327 






Seq. ID 


OJ990917_03.0310 


.C27 


Gene No. 


85643 






Strand 






Start 


6419 






End 


9860 




Name 


OJ990917 03.0310. 


■C27.ol 


.np 


Method 


AAT/NAP 




Start 


6419 






End 


9860 




GI 


6815097 






Score 


4682 




Exons 


6419.. 7185, 7325, 


. .9057, 


9172. 


.9860 






GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 












Seq. No. 


41327 






Seq. ID 


OJ990917_03.0310 


.C27 


Gene No. 


85643 






Strand 






Start 


6419 






End 


9860 




Name 


OJ990917 03.0310, 


,C27.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


6575 






End 


6820 




GI 


none 






Score 


83 




Exons 


6575.. 6820, 6600 


. .6785 










Seq. No. 


41327 






Seq. ID 


OJ990917_03.0310 


.C27 


Gene No. 


85643 






Strand 






Start 


6419 






End 


9860 




Name 


OJ990917 03.0310 


.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


6587 






End 


6940 




GI 


none 






Score 


236 




Exons 


6587.. 6910, 6588 


. .6911, 


6902. 


.6940 






Seq. No. 


41327 






Seq. ID 


OJ990917_03.0310 


.C27 


Gene No. 


85643 






Strand 







41417 




Start 


6419 




End 


98 60 




Name 


OJ990917 03 0310 C27.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


.6899 ~~ 




End 


7702 




GI 


none 




Score 


98 




Exons 


6899. .6973, 7347. .7433, 


7451 


..7702, 7476.-7682 




Seq. No. 


41327 




Seq. ID 


OJ990917_03.0310. 


C27 


Gene No. 


85643 




Strand 






Start 


6419 




End 


9860 




Name 


OJ990917 03.0310.C27.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7241 ~~ 




End 


7694 




GI 


none 




Score 


61 




Evon s 


7241. . 7327, 7311. . 74 33, 


7469 


..7693, 7611. .7694 




Seq. No. 


41327 




Seq. ID 


OJ990917_03.0310. 


C27 


Gene No. 


85643 




Strand 






Start 


6419 




End 


9860 




Name 


OJ990917 03.0310.C27.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7362 ~~ 




End 


7759 




GI 


5509260 

W xV V — ^ b XV W 




Score 


75 






7362.. 7433, 7442.. 7759, 


7611 


..7739, 7658. .7741 




fiT DescriD. 












cpn Mo 

W V-J . I 1 ! . 


41328 




Seq. ID 


OJ990917_03.0310. 


C28 


Gene No . 


85644 




Strand 


+ 




Start 


72 




End 


730 




Name 


OJ990917 03.0310.C28.o2 


.gp 


Method 


AAT/GAP 




Start 


72 




End 


586 




GI 


LIB34 32-01 1-P1-K1-D9 




Score 


747 




F von q 


72 260 334 586 










GT Dp^rrio 


' 417 6420/dbn 1 BAA37167 1 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










Sea No 


41328 




Seq. ID 


OJ990917_03.0310. 


C28 


Gene No. 


85644 




Strand 


+ 




Start 


72 




End 


730 




Name 


OJ990917 03.0310.C28.ol 


.np 


Method 


AAT/NAP 




Start 


76 




End 


423 




GI 


4038034 




Score 


140 




Exons 

X-J /VV X X 


76. .260, 334. .423 










GI DescriD. 


(AC005936) unknown protein [Arabidopsis thaliana] 




Seo. No. 


41328 




Seq. ID 


OJ990917_03.0310. 


C28 


Gene No. 


85644 




Strand 


+ 




Start 


72 




End 


730 




Name 


OJ990917 03.0310.C28.ol 


.gp 


Method 


AAT/GAP 




Start 


182 




End 


730 




GI 


11210 1.R1084 




Score 


672 




Exons 

■LJ XV X X *mJ 


182. .260, 334. .730 










GI DescriD. 


'4038034 2.0e-29 (AC005936) 


unknown protein [Arabidopsis 




thaliana] ? 










Seq. No. 


41328 




Seq. ID 


OJ990917_03.0310. 


C28 


Gene No. 


85644 . . 




Strand 


+ 




Start 


72 




End * 


730 




Name 


OJ990917 03.0310.C28.ol 


. gs 


Method 


GENS CAN 




Start 


189 




End 


260 





41418 




GI 


none 


Score 


.77 




Exons 


189. .260 








Seq. No. 


41328 


Seq. ID 


OJ990917_03.0310 


.C28 


Gene No. 


85644 


Strand 


+ 




Start 


72 • 


End 


730 




Name 


OJ990917 03-0310. C28.ol.ts 


Method 


TBLASTX : Soybean 




Start 


189 


End 


426 




GI 


none 


Score 


95 




Exons 


189. .281, 198. .272, 333. .425, 


334. .426 






Seq. No. 


41329 


Seq. ID 


OJ990524JL2.0310 


.C2 


Gene No. 


85645 


Strand 


+ 




Start 


1 


End 


850 




Name 


OJ990524 12.0310.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


850 




GI 


2139 1.R1084 


Score 


916 




Exons 


1..44, 402. .850 








GI Descrip. 


'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


41329 


Seq.- ID 


OJ990524_12.0310 


.C2 


Gene No. 


85645 


Strand 


+ 




Start 


1 


End 


850 




Name 


OJ990524 12.-0310.C2 .ol. tc 


Method 


TBLASTX: Cress 




Start 


371 ~~ 


End 


634 




GI 


none 


Score 


252 




Exons 


371. .493, 402. .632, 525.-569, 


590. .634 






Seq. No. 


41329 


Seq. ID 


OJ990524 12.0310 


.C2 


Gene No. 


85645 


Strand 


+ 




Start 


1 


End 


850 




Name 


OJ990524 12.0310.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


392 


End 


632 




GI 


none 


Score 


272 




Exons 


392. .631, 402. .632 








Seq. No. 


41329 


Seq. ID 


OJ990524_12.0310 


.C2 


Gene No. 


85645 


Strand 


+ 




Start 


1 


End 


850 




Name 


OJ990524 12.0310.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


401 


End 


637 




GI 


none 


Score 


291 




Exons 


401. .637, 402. .632 








Seq. No. 


41329 


Seq. ID 


OJ990524JL2.0310 


.C2 


Gene No. 


85645 


Strand 


+ 




Start 


1 


End 


850 




Name 


OJ990524 12.0310.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


402 


End 


634 




GI 


none 


Score 


229 




Exons 


402. .632, 528. .569, 578. .634 








Seq. No. 


41330 


Seq. ID 


OJ990524JL2.0310 


.C9 


Gene bio. 


85646'. 


Strand 






Start 


160 


End 


724 




Name 


OJ990524 12.0310.C9.ol.tc 


Method 


TBLASTX: Cress 





41419 



Start 


160 


End 


582 




GI 


none 


Score 


84 




Exons 


160. .354, 245. .355, 442. .480, 


490. .582 






Seq. No. 


41330 


Seq. ID 


OJ990524_12.0310. 


C9 


Gene No. 


85646 


Strand 






Start 


160. 


End 


724 




Name 


OJ990524 12.0310.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


259 


End 


724 




GI 


none 


Score 


127 




Exons 


259.-354, 260. .355, 439. .489, 


455. .493, 


484. .582, 485. .583, 




698. .724 








Seq. No. 


41331 


Seq. ID 


OJ990524_12.0310. 


,C10 


Gene No. 


85647 


Strand 


- 




Start 


132 


End 


418 




Name 


OJ990524 12.0310-C10-ol.gp 


Method 


AAT/GAP 




Start 


132 


.End 


418 




GI 


426253 


Score 


440 




Exons 


132.. 418 








Seq. No. 


41332 


Seq. ID 


OJ990524_12.0310. 


,C21 


Gene No. 


85648 


Strand 






Start 


5 


End 


187 




Name 


OJ990524 12.0310.C21.ol.tm 


Method 


TBLASTX : Maize 




Start 


5 


End 


187 




GI 


none 


Score 


227 




Exons 


5. .160, 5. .187 








Seq. No. 


41333 


Seq. ID 


OJ990524_12.0310 


.C28 


Gene No. 


85649 


Strand 






Start 


49 


End 


612 




Name 


OJ990524 12.0310.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


49 


End 


612 




GI 


none 


Score 


207 




Exons 


49. .213, 54. .212, 310. .387, 427. .612 






Seq. No. 


41334 


Seq. ID 


OJ990524_12.0310 


.C36 


Gene No. 


85650 


Strand 






Start 


1 


End 


444 




Name 


OJ990524 12.0310.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


384 




GI 


none 


Score 


290 




Exons 


1..261, 3.-257, 6. .269, 325.. 


378, 334. 


.384 




Seq. No. 


41334 


Seq. ID 


OJ990524JL2.0310 


.C36 


Gene No. 


85650 


Strand 






Start 


1 


End 


444 




Name 


OJ990524 12.0310.C36.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


444 




GI 


none 


Score 


242 




Exons 


1..264, 3.-257, 11. .259, 325. 


.423, 334 


..444, 347. .442 




Seq. No. 


41334 


Seq. ID 


OJ990524_12.0310 


.C36 


Gene N6: 


85650 


Strand 






Start 


1 


End 


444 




Name 


OJ990524 12.0310.C36.ol.tc 


Method 


TBLASTX: Cress 





41420 




Start 


12 






End 


385 




GI 


none 






Score 


189 




Exons 


12. .257, 22. .264, 


334 . . 


384, 347.. 385 






Seq. No. 


41334 






Seq. ID 


OJ990524_12.0310 


.C36 


Gene No. 


85651 






Strand 






Start 


386 






End 


724 




Name 


OJ990524 12.0310. 


C36.o2 


,tc 


Method 


TBLASTX: Cress 




Start 


386 






End 


724 




GI 


none 






Score 


81 




Exons 


386. .493, 387. .470, 388 


. .495, 


539. .721, 


563. .724 




Seq. No. 


41334 






Seq. ID 


OJ990524_12.0310 


.C36 


Gene No. 


85652 






Strand 






Start 


633 






End 


832 




Name 


OJ990524 12.0310. 


C36.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


633 






End 


832 




GI- 


none 






Score 


151 




Exons 


633.. 716, 635.. 778, 635 


. . 832 , 


799. .831 






Seq. No. 


41335 






Seq. ID 


OJ990524_12.0310 


.C42 


Gene No. 


85653 






Strand 






Start 


3 






End 


305 




Name 


OJ99052.4 12.0310. 


C42.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End. 


305 




GI 


none 






Score 


72 




Evon 


3. .65, 3. .104, 4. 


. Ill, 


73. .258, 75. .257, 254. .301, 261. 


.305 


Sprr No 

W V_J • w . 


41335 






Seq. ID 


OJ990524_12.0310 


.C42 


Gene No. 


85654 






Strand 






Start 


1945 






End 


3164 




Name 


OJ990524 12.0310. 


C42 . ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1945 






End 


2421 




GI 


none 






Score 


133 




Exons 


1945. .2058, 1980. 


.2330, 


1983. 


.2330, 2152.. 2331, 2346.. 2420, 




2348. .2419, 2350. 


.2421 










Seq. No. 


41335 






Seq. ID 


OJ990524_12.0310 


.C42 


Gene No. 


85654 






Strand 






Start 


1945 






End 


3164 




Name 


OJ990524 12.0310. 


C42.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2073 






End 


2414 




GI 


none 






Score 


83 




Exons 


2073.. 2282, 2152. 


.2277, 


2301. 


.2414, 2308.. 2388 




Seq. No. 


41335 






Seq. ID 


OJ990524_12.0310 


.C42 


Gene No. 


85654 






Strand 






Start 


1945 






End 


3164 




Name 


OJ990524 12.0310. 


C42.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2277 






End 


2616 




GI 


none 






Score 


206 




Exons 


2277. .2615, 2278. 


.2616 










Seq. No. 


41335 






Seq. ID 


OJ990524_12.0310 


.C42 


Gene No. 


85654' 






Strand 






Start 


1945 






End 


3164 




Name 


OJ990524 12.0310. 


C42.ol 


.ts 


Method 


TBLASTX: Soybean 





41421 




Start 


2427 








End 


2772 


GI 


none 








Score 


124 




2427 . . 2771, 


2572 . 


. 2772 








Seq. No. 


41335 








Seq. ID 


OJ990524_12.0310.C42 


Gene No. 


85654 








Strand 




Start 


1945 








End 


3164 


Name 


, OJ990524 12 


.0310. 


C42.o2 


. tw 


Method 


TBLASTX: Wheat 


Start. 


2625 ~ 








End 


3155 


GI 


none 








Score 


48 


F.von *5 
i-j *\ w 1 1 


2625 . . 2831, 


2635. 


. 2757, 


2826. 


.3155, 2E 


150. .3023, 3130. .3153 


Seq. No. 


41335 








Seq. ID 


OJ990524_12.0310.C42 


Gene No. 


85654 








Strand 




Start 


1945 








End 


3164 


Name 


OJ990524 12 


.0310. 


C42.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2706 ~ 








End 


3164 


GI 


none 








Score 


129 


Exons 


2706. .3164, 


2809. 


. 3156 








Seq. No. 


41335 








Seq. ID 


OJ990524_12.0310.C42 


Gene No. 


85654 








Strand 




Start 


1945 








End 


31 64 


Name 


OJ990524 12 


.0310. 


C42 ,o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2790 _ 








End 


3134 


rir 


none 








Score 


109 




2790 3134. 


2796. 


. 3029, 


2851. 


.3120 




Seq. No. 


41335 








Seq. ID 


OJ990524_12.0310.C42 


Gene No. 


85654 








Strand 




Start 


1945 








End 


3164 


Name 


OJ990524 12 


.0310. 


C42.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


2952 ~ 








End 


3164 


GI 


none 








Score 


75 


Exons 


2952. .3164, 

fa — ' fa • • W J £ f 


3040. 


.3153 








Seq. No.- 


41336 








Seq. ID 


OJ990524_12.0310.C45 


Gene No. 


85655 








Strand 




Start 


2776 








End 


3170 


Name 


OJ990524 12 


.0310. 


C45.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2776 ~~ 








End 


3155 


GI 


none 








Score 


43 


Exons 


2776. .2802, 

1 W \J + * fa W W fa f 


2884 . 


.2931, 


2893. 


.2934, 2985. .3155, 2989. .3150 


Seq. No. 


41336 








Seq. ID 


OJ990524_12.0310.C45 


Gene No. 


85655 








Strand 




Start 


2776 








End 


3170 


Name 


OJ990524 12 


.0310. 


C45 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2971 ~~ 








End 


3170 


GI 


5753597 








Score 


75 


Rxons 


2971 3126. 


2985. 


. 3170, 


2988 . 


.3134, 2989. .3147 


GI Descrip. 














Seq. No. 


41336 








Seq. ID 


OJ990524_12.0310.C45 


Gene No. 


85655 








Strand 




Start 


2776 








End 


3170 


Name 


OJ990524 12 


.0310. 


C45.ol 


.tc 


Method 


TBLASTX: Cress 



41422 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



2985 
none 

2985. .3170, 2995. .3147 



End 3170 
Score 133 



OJ990524 12.0310.C56 



41337 Seq. ID 

85656 Strand 
1564 End 1774 

OJ990524_12 . 0310 . C56 . ol . gp Method AAT/GAP 
1564 End 1774 

LIB3477-003-P1-K1-E9 . Score 145 

1564. .1601, 1707. .1774 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


41338 




Seq. ID ■ 


OJ990524_12.0310 


.C62 


Gene No. 


85657 




Strand 






Start 


247 




End 


997 




Name 


OJ990524 


_12.0310.C62.ol.tw 


Method 


TBLASTX: Wheat * 




Start 


247 




End 


682 




GI 


none 




Score 


238 




Exons 


247. .489, 


248. .499, 533. .682, 


542. .679, 


544. .681 




Seq. No. 


41338 




Seq. ID 


OJ990524JL2.0310 


.C62 


Gene No. 


85657 




Strand 






Start 


247 




End 


997 




Name 


OJ990524 


12.0310.C62.ol.ts 


Method 


TBLASTX : Soybean 




Start 


371 




End 


937 




GI 


5666795 




Score 


68 




Exons 


371. .469, 


545.. 682, 737.. 937 








GI Descrip. 


4206306 2 


.0e-10 (AF049110) prpol [Zea mays] 





Seq. No. 41338 Seq. ID 

Gene No. 85657 Strand 

Start 247 End 

Name OJ990524_12 . 0310 .C62 . o3 . tw Method 

Start 685 End 

GI none Score 

Exons 685.. 861, .737.. 997 

Seq. No. 41338 Seq. ID 

Gene No. 85658 Strand 

Start 1193 End 

Name OJ990524_12 . 0310 . C62 . o2 . tw Method 

Start 1193 End 

GI none Score 

Exons 1193.. 1549, 1234.. 1506 

Seq. No. 41338 Seq. ID 

Gene No. 85658 Strand 

Start 1193 End 

Name OJ990524_12 . 0310 . C62 . ol . tm Method 

Start 1199 End 

GI none Score 

Exons 1199.. 1513, 1234. .1500 



OJ990524_12 . 0310 .C62 
997 

TBLASTX: Wheat 

997 

184 



OJ990524_12 . 0310 . C62 
1549 

TBLASTX: Wheat 

1549 

306 



OJ990524_12.0310.C62 
1549 

TBLASTX: Maize 

1513 

350 



Seq. No. 



41339 



Seq. ID OJ990524__12.0310.C65 



41423 



Gene No. 


85659 






Strand 


Start 


479 






End 


Name 


OJ990524 


12.0310.C65.ol 


.tc 


Method 


Start 


479 






End 


GI 


none 






Score 


Exons 


479. . 667, 


479.. 667, 502 


. .669 




Seq. No. 


41339 






Seq. ID 


Gene No. v: 


85659 






Strand 


Start 


479 






End 


Name 


OJ990524 


12.0310.C65.ol 


.tin 1 


Method 


Start 


503 






End 


GI 


none 






Score 


Exons 


503. .673, 


503.. 673, 505 


. .711, 


671. . 694 


Seq. No. 


41339 






Seq. ID 


Gene No. 


85659 






Strand 


Start 


479 






End 


Name 


OJ990524 


12.0310.C65.ol 


.ts 


Method 


Start 


509 






End 


GI 


none 






Score 


Exons 


509. .667, 


511. .669 






Seq. No. 


41340 






Seq. ID 


Gene No. 


85660 






Strand 


Start 


407 






End 


Name 


OJ990524 


12.0310.C66.ol 


. tw 


Method 


Start 


407 






End 


GI 


none 






Score 


Exons 


407. .703, 


417. .626, 719 


. . 901 




Seq. No. 


41340 






Seq. ID 


Gene No. 


85660 






Strand 


Start 


407 






End 


Name 


OJ990524 


12.0310.C66.ol 


.ts 


Method 


Start 


509 






End 


GI 


none 






Score 


Exons 


509. .700, 


683. .889 






Seq. No. 


41341 






Seq. ID 


Gene No. 


85661 






Strand 


Start 


63 






End 


Name 


OJ990524 


12.0310.C72.ol 


.tm 


Method 


Start 


63 






End 


GI 


none 






Score 


Exons 


63. .437, 


76. .438 






Seq. No. 


41341 






Seq. ID 


Gene No. 


85661 






Strand 


Start 


63 






End 


Name 


OJ990524 


12 .0310.C72.o2 


. tw 


Method 


Start 


93 






End 


GI 


none 






Score 


Exons 


. 93. .437, 


117. .290 • 






Seq. No. 


41341 






Seq. ID 


Gene No. 


85661 






Strand 



711 

TBLASTX: Cress 

669 

219 



OJ990524_12.0310.C65 
711 

TBLASTX: Maize 

711 

266 



OJ990524_12.0310.C65 
711 

TBLASTX: Soybean 

669 

209 



OJ990524_12.0310.C66 
901 

TBLASTX: Wheat 

901 

70 



OJ990524_12.0310.C66 
901 

TBLASTX : Soybean 

889 

116 



OJ990524_12.0310.C72 
572 

TBLASTX: Maize 

438 

133 



OJ990524_12.0310.C72 
572 

TBLASTX: Wheat 

437 

90 



41424 




Start 


63 


End 


C ^ O 


Name 


OJ990524 12.0310.C72.ol.ts 


Method 


TBLASTX : Soybean 


Start 


108 


End 


572 


GI 


5509260 


Score 


57 


Exons 


108. .572, 127. .180, 253. .477 






GI Descrip. 








Seq. No. 


41341 


Seq. ID 


OJ990524_12.0310.C72 


Gene No. 


85661 


Strand 




Start 


63 


End 


572 


Name 


OJ990524 12.0310.C72.ol.tc 


Method 


TBLASTX: Cress 


Start 


219 


End 


479 


GI 


none 


Score 


110 


Exons 


219. .479, 307. .477 






Seq. No. 


41341 


Seq. ID 


OJ990524_12.0310.C72 


Gene No. 


85662 


Strand 




Start 


492 


End 


869 


Name 


OJ990524 12.0310.C72.ol.tw 


Method 


TBLASTX: Wheat 


Start 


492 


End 


869 


GI 


none 


Score 


237 


Exons 


492. .869, 492. .866, 802. .867 






Seq. No. 


41342 


Seq. ID 


OJ990524_12.0310.C80 


Gene No. 


85663 


Strand 




Start 


935 


End 


1603 


Name 


OJ990524 12-0310. C80.ol.tw 


Method 


TBLASTX: Wheat 


Start 


935 


End 


1603 


GI 


none 


Score 


57 


Exons 


935. .991, 945. .992, 1345. .1599, 1357.. 


1593, 1403.. 1603 


Seq. No. 


41342 


Seq. ID 


OJ990524_12.0310.C80 


Gene No. 


85663 


Strand 




Start 


935 


End 


1603 


Name 


OJ990524 12.0310.C80.ol.tm 


Method 


TBLASTX: Maize 


Start 


1297 


End 


1563 


GI 


none 


Score 


85 


Exons 


1297.. 1563, 1363.. 1563 






Seq. No. 


41342 


Seq. ID 


OJ990524_12.0310.C80 


Gene No. 


85663 


Strand 




Start 


935 


End 


1603 


Name 


OJ990524 12.0310.C80.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1363 


End 


1563 


GI 


none 


Score 


85 


Exons 


1363.. 1563, 1363.. 1563 






Seq. No. 


41343 


Seq. ID 


OJ990624_10.0303.C6 


Gene No. 


85664 


Strand 


+ 


Start 


1467 


End 


1712 


Name 


OJ990624 10.0303.C6.ol.gp 


Method 


AAT/GAP 


Start 


1467 


End 


1712 


GI 


5816568 


Score 


247 


Exons 


1467.. 1489, 1553.. 1712* 






GI Descrip. 


5441881/dbj |BAA82379.1| 4 . Oe 


-10 (AP000367) Similar to putative 



receptor kinase (AC002332) [Oryza sativa] 



41425 




Seq. No. 


41344 








Seq. ID 


OJ990624_10.0303 


.C18 


Gene No. 


85665 








Strand 






Start 


1204 








End 


1462 




Name 


OJ990624 10. 


0303 


,C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1204 








End 


1462 




GI 


none 








Score 


41 




Exons 


1204. .1461, 


1213 


. .1284, 


1325. 


.1462 






Seq. No. 


41344 








Seq. ID 


OJ990624_10.0303 


.C18 


Gene No. 


85665 








Strand 






Start 


1204 








End 


1462 




Name 


OJ990624 10. 


0303 


.C18.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


1210 








End 


1461 




GI 


none - 








Score 


51 




Exons 


1210. .1278, 


1210 


. .1461, 


1262. 


.1459 






Seq. No. 


41344 








Seq. ID 


OJ990624_10.0303 


.C18 


Gene No. 


85665 








Strand 






Start 


1204 








End 


1462 




Name 


OJ990624 10. 


0303 


.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1222 








End 


1461 




GI 


none 








Score 


84 




Exons 


1222. .1461, 


1339 


. .1461 










Seq. No. 


41344 








Seq. ID 


OJ990624_10.0303 


.C18 


Gene No. 


85665 








Strand 






Start 


1204 








End 


1462 




Name 


OJ990624 10. 


0303 


.C18.ol 


,tc 


Method 


TBLASTX: Cress 




Start 


1243 








End 


1462 




GI 


none 








Score 


75 




Exons 


1243. .1461, 


1325 


. .1462 











Seq. No. 41345 

Gene No. 85666 

Start 1711 

Name OJ990624_10 . 0303 . C25 . o3 . tm 

Start 38 

GI none 

Exons 38.. 58, 155.. 199, 250.. 411, 
529. .582 



Seq. ID OJ990624_10.0303.C25 

Strand + 

End 2625 

Method TBLASTX : Mai ze 

End 583 

Score 36 

282. .401, 521. .580, 527. .583, 



Seq. No. 


41345 




Seq. ID 


OJ990624_10.0303.C25 


Gene No. 


85666 




Strand 


+ 


Start 


1711 




End 


2625 


Name 


OJ990624 10.0303.C25.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


379 




End 


1684 


GI 


none 




Score 


41 


Exons 


379. .411, 527. .718, 529. 


.717, 


1344. .1439, 1345. .1677, 1346. 


Seq. No. 


41345 




Seq. ID 


OJ990624_10.0303.C25 


Gene No. 


85666 




Strand 


+ 


Start 


1711 




End 


2625 


Name 


OJ990624 10.0303.C25.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


566 




End 


2625 


"G-r 


none 




Score 


196 * 


Exons 


566. .718, 568. .717, 1345 


..1677, 1346.. 


1807, 1367. .1810, 




1759.. 1815, 1903.. 2067, 


1905. 


.2066, 2134.. 2283, 2135.. 2275, 



41426 






2272.. 2352, 2273. 


.2353, 


2335. 


.2481, 2351. .2488, 2596.-2625 


Seq. No. 


41345 






Seq. ID 


OJ990624_10.0303.C25 




85666 

KJ *J \J SJ \J 






Strand 


+ 


Start 


1711 






End 


2625 


Name 


OJ990624 10.0303. 


C25.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1344 






End 


1662 


GI 


none - 






Score 


4 92 


Exons 


1344. .1427, 1345. 


.1662, 


1346. 


. 1660 




Seq. No. 


41345 






Seq. ID 


OJ990624_10.0303.C25 


Gene No. 


85666 






Strand 


+ 


Start 


1711 






End 


2625 


Name 


OJ990624 10.0303. 


C25.01. 


gp 


Method 


AAT/GAP 


Start 


1711 






End 


2341 


GI 


uC-osflcypl23al2bl 




Score 


810 


Exons 


1711.. 1806, 1905. 


.2063, 


2134. 


.2341 




GI Descrip. 


f 5441881/dbj 1BAA82379.il 


4.0e 


-10 (AP000367) Similar to putative 




receptor kinase. 


(AC002332) [Oryza sativa] ■ 


Seq. No. 


41345 






Seq. ID 


OJ990624_10.0303.C25 


Gene No. 


O *J \J \J \J 






Strand 


+ 


Start 


1711 






End 


2625 " 


Name 


OJ990624 .10.0303. 


C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


1904 






End 


2347 


GI 


none 






Score 


146 


Exons 


1904.. 2065, 1905. 


.2066, 


1906. 


.2067, 1906.. 2067, 1943.. 2068, 




2066.. 2344, 2133. 


.2345, 


2134. 


.2346, 2135.. 2347 


Seq. No. 


41345 






Seq. ID 


OJ990624_10.0303.C25 


Gene No. 


85666 






Strand 


+ 


Start 


1711 






End 


2625 


Name 


OJ990624 10.0303. 


C25.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1969 






End 


2488 


GI 


none 






Score 


135 


Exons 


1969.. 2067, 1971. 


.2066, 


2087. 


.2272, 2133. .2273, 2134.. 2274, 




2135.. 2275, 2273. 


.2353, 


2273. 


.2344, 2380. .2481, 2381.. 2488 


Seq. No. 


41345 






Seq. ID 


OJ990624_10.0303.C25 


Gene No . 


85666 






Strand 


+ 


Start 


1711 






End 


2625 • 


Name 


OJ990624 10.0303. 


C25.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2386 






End 


2621 


GI 


none 






Score 


191 


Exons 


2386.. 2487, 2387. 


.2488, 


2568. 


.2612, 2571.. 2621 


Seq. No. 


41346 






Seq. ID 


OJ990624_10.0303.C32 


Gene No. 


85667 






Strand 




Start 


376 






End 


1220 


Name 


OJ990624 10.0303.C32.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


376 






End 


1128 


GI 


none 






Score 


115 


Exons 


376. .498, 378. .506, 378. 


.503, 


739. .873 


, 739. .873, 975. .1001, 




976.. 1128, 1005.. 


1037, 1044.. 


1127 




Seq. No. 


41346 






Seq. ID 


OJ990624_10.0303.C32 


Gene No. 


85667 






Strand 





41427 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



376 End 

OJ990624_10.0303.C32.ol.ts Method 

37 6 End 

none Score 



1220 

TBLASTX : Soybean 

1220 

116 



376. .498, 378. .503, 739. .870, 752. .871, 975. .1001, 976. .1002, 
1005. .1220, 1006. .1155 



Seq. ID OJ990624_10.0303.C32 
Strand 

End 1220 

Method TBLASTX: Cress 

End 1187 

none Score 8 6 

378. .500, 379. .495, 739. .873, 752. .835, 975. .1001, 1054. .1128, 
1062. .1187 



41346 
85667 
376 

OJ990624_10.0303.C32.ol.tc 
378 



41346 
85667 
376 

OJ990624JL0 . 0303 . C32 . ol . tw 
405 
none 



Seq. ID OJ990624_10.0303.C32 
Strand 

End 1220 

Method TBLASTX : Wheat 

End 1115 

Score 69 



405. .494, 405. .503, 406. .513, 724. .861, 725. .829, 736. .882, 
975.. 1001, 1005.. 1115, 1006.. 1107 



41347 
85668 
2580 

OJ990624_10 . 0303 . C36 . ol . tm 

1064 

none 

1064.. 1264, 1065.. 1247 



Seq. ID OJ990624_10.0303.C36 

Strand + 

End 3316 

Method TBLASTX : Maize 

End 1264 

Score 203 



41347 
85668 
2580 

OJ990624_10.0303.C36.ol.gp 
2580 

101153_1.R1084 
2580. .2619, 3067. .3316 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ990624_10.0303.C36 
Strand + 

3316 
AAT/GAP 
3316 
377 



End 

Method 

End 

Score 



Seq. ID OJ990624_10.0303.C59 

Strand + 

End 4 40 

Method AAT/GAP 

End 440 

Score 657 



41348 
85669 
13 

OJ990624_10.0303.C59.ol.gp 
13 

4878407 
13. .440 

6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



41349 
85670 
5 

OJ990624 10.0303.C67.ol.tm 



Seq. ID OJ990624_10.0303.C67 

Strand • 

End 175 

Method TBLASTX : Mai ze 



41428 



Start 5 

GI none 

Exons 5.. 175, 6.. 173 

Seq. No. 41350 

Gene No. 85671 

Start 703 

Name OJ990604_07 . 0310 . CI . ol . tc 

Start 81 

GI none 

Exons 81.. 263, 81.. 242 

Seq. No. 41350 

Gene No. 85671 

Start 703 

Name OJ990604_07 . 0310 . CI . ol . tm 

Start 81 

GI none 
Exons 



End 
Score 



175 
175 



Seq. ID OJ990604_07.0310.C1 

Strand + 

End 1991 

* Method TBLASTX : Cress 

End 263 

Score 250 



Seq. ID OJ990604_07.0310.C1 

Strand + .,• 

End 19'91 

Method TBLASTX : Maize 

End 742 

Score 360 



81. .293, 81. .293, 82. .294, 82. .294, 140. .301, 639. .740, 
640. .741, 641. .742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41350 
85671 
703 

OJ990604J)7.0310.Cl.ol.ts 

639 

none 



Seq. ID OJ990604_07.0310.C1 

Strand + 

End 1991 

Method TBLASTX: Soybean 

End 1013 

Score 83 

639. .740, * 640. .738, 640. .741, 641. .742, 846. .1013, 846. .1001, 
851. .1012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990604_07.0310.C1 

Strand + 

End 1991 

Method AAT/GAP 

End 1991 

Score 986 
703. .742, 849. .1154, 1815. .1991 

, 3559805/emb|CAA07251| 3.0e-21 (AJ006787) putative phytochelatin 
synthetase [Arabidopsis thaliana] 1 



41350 
85671 
703 

OJ990604_07 . 0310 . CI . ol . gp 
703 

38270 1.R1084 



41350 
85671 
703 

OJ990604_07.0310.Cl.o2.tm 

846 

none 



Seq. ID OJ990604_07.0310.C1 

Strand + 

End 1991 

Method TBLASTX : Maize 

End 1093 

Score 337 



846. .1082, 851. .1078, 857. .1093, 925. .1092 



41351 
85672 
841 

OJ990604_07. 0310 . C2 . ol . gp 
841 

32946_1.R1084 
841. .918 

'1354849/gb|AAB02006| 2.0e-38 (U57350) epoxide hydrolase 
[Nicotiana tabacum] ■ 



Seq. ID OJ990604_07.0310.C2 

Strand + 

End 918 

Method AAT/GAP 

End 918 

Score 152 



41429 




Seq. No. 


41352 




Seq. ID 


OJ99Q604_U / . UolU 


. C J 


Gene No. 


85673 




Strand 






Start 


1 




End 


203 




Name 


OJ990604 07. 0310. C3 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


203 




GI 


none 




Score 


249 




Exons 


1..192, 1..192, 6.. 


203 








Seq. No. 


41352 




Seq. ID 


ojyyuoU4 u/.uoiu 




Gene No. 


85673 




Strand 






Start 


1 




End 


203 




Name 


OJ990604 07. 0310. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4 




End 


183 




GI 


none 




Score 


203 




Exons 


4. .183, 9. .179 










Seq. No. 


41353 




Seq. ID 


ojyyubU4 u/.Uoiu 




Gene No. 


85674 




Strand 






Start 


219 




End 


4 62 




Name 


OJ990604 07. 0310. C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


219 




End 


456 




GI 


none 




Score 


241 




Exons 


219. .455, 244. .456 










Seq. No. 


41353 




Seq. ID 


OJ990604_07 .0310 


. C4 


Gene No. 


85674 




Strand 






Start 


219 




End 


4 62 




Name 


OJ990604 07. 0310. C4 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


237 




End 


4 62 




GI 


none 




Score 


204 




Exons 


237. .404, 237. .407, 


238. .405, 


429. .455, 


430. .462 




Seq. No. 


A *1 O C A 

41354 




Seq. ID 


OJ990604_07.0310 


. Co 


Gene No. 


85675 




Strand 


+ 




Start 


1064 




End 


1399 




Name 


OJ990604 07. 0310. C5 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


608 




End 


1027 




GI 


none 




Score 


100 




Exons 


608. .688, 611. .682, 


630. .689, 


767. .1027, 771. .1016, 773 


. .1024 


Seq. No. 


41354 




Seq. ID 


OJ990604_07.0310 


. Co 


Gene No. 


85675 




Strand 


+ 




Start 


1064 




End 


1399 




Name 


OJ990604 07. 0310. C5 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


608 




End 


895 




GI 


none 




Score 


90 




Exons 


608.. 682, 608.. 688, 


609. .692, 


630. .689, 


767. .895, 771.. 


893 


Seq. No. 


41354 




Seq. ID 


OJ990604_07.0310 


.C5 


Gene No. 


85675 




Strand 


+ 




Start 


1064 




End 


1399 




Name 


OJ990604 07. 0310. C5 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


896 




End 


1259 




GI 


none 




Score 


207 




Exons 


896. .1156, 897. .1139, 1178. .1246, 1188. 


.1259 





41430 




Seq. No. 


41354 


Seq. ID 


OJ990604_07 . 0310 .C5 


Gene No. 


85675 


Strand 


+ 


Start 


1064 


End 


1399 


Name 


OJ990604 07.0310.C5.ol.gp 


Method 


AAT/GAP 


Start 


1064 


End 


1399 


GI 


uC-osflM202089e01bl 


Score 


639 


Exons 


1064. .1399 






GI Descrip. 


• 4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


41355 


Seq. ID 


OJ990604_07.0310.C6 


Gene No. 


85676 


Strand 




Start 


102 


End 


347 


Name 


OJ990604 07.0310.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


102 


End 


347 


GI 


none 


Score 


177 


Exons 


102. .269, 103. .270, 103. .270, 


263. .337, 


267. .347, 268. .345 


Seq. No. 


41356 


Seq. ID 


OJ990604_07.0310.C7 


Gene No. 


85677 


Strand 




Start 


2888 


End 


3340 


Name 


OJ990604 07.0310.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


2888 


End 


3340 


GI 


none 


Score 


69 


Exons 


2888. .3004, 2891. .3013, 3014. 


.3190, 3020.. 3184, 3055.. 3339, 




3056. .3340 






Seq. No. 


41356 


Seq. ID 


OJ990604_07.0310.C7 


Gene No. 


85677 


Strand 




Start 


2888 


End 


3340 


Name 


OJ990604 07.0310.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3070 


End 


3340 


GI 


none 


Score 


437 


Exons 


3070. .3339, 3071. .3340, 3077. 


.3340 




Seq. No. 


41357 


Seq. ID 


OJ990604_07.0310.C16 


Gene No. 


85678 


Strand 




Start 


2 


End 


319 


Name 


OJ990604 07.0310.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


319 


GI 


none 


Score 


127 


Exons 


2. .298, 2. .292, 128. .247, 245 


. .319 




Seq. No. 


41358 


Seq. ID 


OJ990604_07.0310.C17 


Gene No. 


85679 


Strand 




Start 


933 


End 


1085 


Name 


OJ990604 07.0310.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


177 


GI 


none 


Score 


203 


Exons 


1..177, 3. .176 






Seq. No. 


41358 


Seq. ID 


OJ990604_07.0310.C17 


Gene No. 


85679 


Strand 




Start 


933 


End 


1085 


Name 


OJ990604 07.0310.C17.ol.tw' 


Method 


TBLASTX: Wheat 


Start 


1 


End 


168 


GI 


none 


Score 


152 



41431 




Exons 


1..93, 3. .83, 44. .94, 76. .165 


, 82. .168 




Seq. No. 


41358 


Seq. ID 


OJ990604_07.0310.C17 


Gene No. 


85679 


Strand 




Start 


933 


End 


1085 


Name 


OJ990604 07.0310.C17.ol.gp 


Method 


AAT/GAP 


Start 


933 


End 


1085 


GI 


2798111 


Score 


306 


Exons 


933.. 1085 






Seq. No. 


41358 


Seq. ID 


OJ990604_07.0310.C17 


Gene No. 


85680 


Strand 




Start 


1026 


End 


2178 


Name 


OJ990604 07.0310.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


1026 


End 


2178 


GI 


none 


Score 


56 


Exons 


1026.. 1097, 1028.. 1093, 1170. 


.1271, 1171.. 1272, 1171. .1272, 




1172.. 1273, 1616.. 1741, 1620. 


.1742, 2115. .2177, 2116. .2178 


Seq. No. 


41359 


Seq. ID 


OJ990604_07.0310.C22 


Gene No. 


85681 


Strand 


+ 


Start 


277 


End 


789 


Name 


OJ990604 07.0310.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


76 


End 


627 


GI 


none 


Score 


86 


Exons 


76. .216, 274. .540, 291. .440, 


543. .614, 


547. .627 


Seq. No. 


41359 ' 


Seq. ID 


OJ990604_07.0310.C22 


Gene No. 


85681 


Strand 


+ 


Start 


277 


End 


789 


Name 


OJ990604 07.0310.C22.ol.gp 


Method 


AAT/GAP 


Start 


277 


End 


632 


GI 


uC-osflcypl39cl2al 


Score 


589 


Exons 


277. .632 







GI Descrip. • 5295971/dbj | BAA81872 . 1 | 3.0e-44 (AB026295) EST D24315 (R1718 ) 



corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 


41359 








Seq. ID 


OJ990604_07.0310 


.C22 


Gene No. 


85681 








Strand 


+ 




Start 


277 








End 


789 




Name 


OJ990604 


07.0310.C22 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


279 








End 


705 




GI 


none 








Score 


700 




Exons 


279. .704, 


283. .705 












Seq. No. 


41359 








Seq. ID 


OJ990604_07.0310 


.C22 


Gene No. 


85681 








Strand 


+ 




Start 


277 








End 


789 




Name 


OJ990604 


07.0310.C22 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


310 








End 


789 




GI 


none 








Score 


348 




Exons 


310. .618, 


315. .605, 


643. 


.789 








Seq. No. 


41359 








Seq. ID 


OJ990604_07.0310 


.C22 


Gene No. 


85681 








Strand 


+ 





41432 



Start 


277 




End 


789 


Name 


OJ990604 07.0310.C22.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


325 




End 


765 


GI 


none 




Score 


203 


Exons 


325. .621, 375. .407, 465. 


.611, 


643. .765 




Seq. No. 


41360 




Seq. ID 


OJ990604_07 . 0310 .C23 


Gene No. 


85682 




Strand 




Start 


1 




End 


314 


Name 


OJ990604 07.0310.C23.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


314 


GI 


86158 1.R1084 




Score 


409 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..161, 186. .314 

, 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 

41360 Seq. ID OJ990604_07 . 0310.C23 

85683 Strand 

410 End 1749 

OJ990604_07 . 0310 . C23 . o2 . gp Method AAT/GAP 

410 End 1654 

LIB3431-026-P1-K1-D11 Score 383 

410. .523, 1419. .1478, 1587. .1654 

'2688839 3.0e-54 (AF003347) ATP phosphoribosyltransf erase 
[Thlaspi goesingense] ' 



41360 
85683 
410 

OJ990604_07.0310.C23.ol. tm 

413 

none 



Seq. ID OJ990604_07.0310.C23 
Strand 

End . 1749 

Method TBLASTX : Maize 

End 1749 

Score 157 



413. .523, 414. .521, 417. .527, 1416. .1484, 1423. .1479, 
1582. .1749, 1587. .1748 



Seq. No. 41361 

Gene No. 85684 

Start 178 . 

Name OJ990604_07 . 0310 . C25 . ol . tm 

Start 178 

GI none 
Exons 



Seq. ID OJ990604_07.0310.C25 
Strand 

End 729 

Method TBLASTX: Maize 

End 534 

Score 83 



178. .309, 203. .241, 210. .260, 268. .534, 289. .381, 294. .533, 
427. .534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No: 
Gene No. 
Start 
Name 



41361 Seq. ID OJ990604_07 . 0310 . C25 

85684 Strand 

178 End 729 

OJ990604_07 . 0310 . C25 . ol . ts Method TBLASTX : Soybean 

274 End 729 
none Score 93 

274. .396, 369.-395, 417. .515, 418. .516, 504. .707, 505. .729, 
661. .729 

41362 Seq. ID OJ990604_07 . 0310 . C28 

85685 Strand 

275 End 570 

OJ99O604 07.0310.C28.ol.ts Method TBLASTX: Soybean 



41433 






76 






End 


570 


\J X 


none 






Score 


91 


DA vi 1 0 


76 321 86 325, 87 


. 332, 


201. .329, 408. .437, 447. .569, 




454 . . 570 










Seq. No. 


41362 






Seq. ID 


OJ990604 07.0310.C28 


Gene No. 


85685 






Strand 




Start 


275 






End 


570 --*' 


Naine 


OJ990604 07 . 0310.C28 . 


ol • tm 




Method 


TBLASTX : Maize 


u Lai L 


86 ~~ 






End 


325 


\J X 


none 






Score 


212 




86. .325, 87. .320, 95. 


. 325 










41362 






Seq. ID 


OJ990604 07.0310.C28 


Gene No. 


85685 






Strand 




Start 


275 






End 


570 


Nam. 6 


OJ990604 07.0310.C28. 


ol. tw 




Method 


TBLASTX: Wheat 


Start 


117 






End 


513 


\3 X 


none 






Score 


196 


F.xon s 


117. .320, 119. .325, 123. .329, 


124. .339 


, 391. .510, 407. .511, 




408. .512, 409. .513 










Seq. No. 


41362 






Seq. ID 


OJ990604_07 .0310.C28 


Gene No . 


85685 






Strand 




Start 


275 






End 


570 


Name 


OJ990604 07 0310 C28 


ol.gp 




Mpthod 


AAT/GAP 




275 ~ 






End 


568 


ox 


32946 1 R1084 






Score 


367 




275 322. 405 568 












'1354849/abl AAB02006 1 


2.0e- 


38 


(U57350) 


epoxide hydrolase 




[Nicotiana tabacum] • 










Seq. No. 


41363 






Seq. ID 


OJ990604_07.0310.C31 


Gene No. 


85686 






Strand 




Start 


136 






End 


610 


Name 


OJ990604 07.0310.C31. 


ol . tw 




Method 


TBLASTX: Wheat 


Start 


2 






End 


279 


GI 


none 






Score ■ 


74 


Exons 


2. .112, 6. .116, 156.. 


278, 162 


..278, 163. .279 


Seer No. 


41363 






Seq. ID 


OJ990604_07.0310.C31 


Gene No. 


85686 






Strand 




Start 


136 






End 


610 


Name 


OJ990604 07.0310.C31. 


ol. tm 




Method 


TBLASTX: Maize 


Start 


14 






End 


610 


GI 


none 






Score 


59 


1_J A V>/1 1 O 


14. .85, 162. .287, 211 


. .279, 


272. .448, 


273. .431, 482. .610, 




504. .602 










Sea No 


41363 






Seq. ID 


OJ990604_07.0310.C31 


Gene No. 


85686 






Strand 




Start 


136 






End 


610 


Name 


OJ990604 07.0310.C31. 


ol.gp 




Method 


AAT/GAP 


Start 


136 




End 


567 


GI 


5701669 






Score 


837 


Exons 


136.. 567 











GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 



41434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID OJ990604_07.0310.C32 
Strand 

End 394 

Method AAT/GAP 

End 394 

Score 634 



41364 
85687 
1 

OJ990604_07 . 0310 . C32 . ol . gp 
1 

7406_1.R1084 
1. .394 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 

41365 
85688 
472 

OJ990604_07 . 0310 . C37 . ol . gp 
472 

LIB3431-033-P1-K1-H1 
472 . .594 

•584741/sp|Q05753|AKR_ARATH 3.0e-36 ANKYRIN REPEAT PROTEIN 

(AKRP) >gi_3224 61_pir JQ1729 ankyrin-repeat protein - 

Arabidopsis thaliana >gi_166744 (M82883) ankyrin 
repeat-containing protein [Arabidopsis thaliana] ' 



Seq. ID 


OJ990604__07.0310.C37 


Strand 




End 


594 


Method 


AAT/GAP 


End 


594 


Score 


211 



41366 Seq. ID 

85689 Strand 
840 End 
OJ990604_07 . 0310 . C4 6 . ol . gp Method 
840 End 
2801015 Score 
840. .1176 

4926866/gb|AAD32946.1|AC007509_l 8.0e-14 (AC007509) putative 
amp-binding protein [Arabidopsis thaliana] 



OJ990604_07 . 0310. C4 6 
+ 

1176 
AAT/GAP 
1176 
627 



41367 
85690 
2262 

OJ990604_07 . 0310 . C52 . ol . tm 
2262 
none 

2262.. 2363, 2263.-2364, 
2751.. 2867, 4110.. 4196, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_07.0310.C52 
4389 

TBLASTX: Maize 

4200 

89 



2444. .2647, 2451. .2648, 2737. .2889, 
4110. .4199, 4111. .4200 



41367 
85690 
2262 

OJ990604_07 . 0310 . C52 . ol . ts 
2289 . 
none 



Seq. ID OJ990604_07.0310.C52 
Strand 

End 4389 

Method TBLASTX : Soybean 

End 2852 

Score 63 



2289.-2363, 2295. .2360, 2296.-2364, 2444.-2647, 2447. .2575, 
2451. .2648, 2737.-2844, 2740. .2844, 2741. .2851, 2751. .2852, 
2780. .2851 



41367 
85690 
2262 



Seq. ID 

Strand 

End 



OJ990604 07.0310.C52 



4389 



41435 



Name 


OJ990604 07.0310.C52.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2298 




End 


4379 


GI 


none 




Score 


70 


Exons 


2298..2363, 2308.. 2364, 


2444. 


.2557, 2451. .2543, 2612. .2647, 




2737.. 2868, 2751.. 2867, 


4113. 


.4205, 4114. .4206, 4284. .4376, 




4293. .4379 








Seq. No. 


41367 




Seq. ID 


OJ990604_07.0310.C52 


Gene No. 


85690 




Strand 




Start 


2262 




End 


4389 


Name 


OJ990604 07.0310.C52.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4110 




End 


4389 


GI 


none 




Score 


118 


Exons 


4110. .4208, 4110. .4208, 


4111. 


.4209, 4278.-4376, 4290. .4388, 




4291. .4389 








Seq. No. 


41368 




Seq. ID 


OJ990604_07.0310.C53 


Gene No. 


85691 




Strand 




Start 


686 




End 


1041 


Name 


OJ990604 07.0310.C53.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


686 




End 


1041 


GI 


none 




Score 


374 


Exons 


686. .1033, 698. .859, 705. .1037, 714. .1037, 715. .1041 


Seq. No. 


41369 




Seq. ID 


-OJ990604_07 . 0310.C60 


Gene No. . 


85692 




Strand 




Start 


68 




End 


280 - 


Name 


ojyyubU4 u / . uoiu . uou . oz 


. tw 


Metinoa 


IdLiAo i a : wneat 


Start 


68 




End 


280 


GI 


none 




Score 


236 


Exons 


68. .280, 70. .255 








Seq. No. 


41369 




Seq. ID 


OJ990604_07.0310.C60 


Gene No. 


85693 




Strand 




Start 


226 




End 


733 


Name 


OJ990604 07.0310.C60.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


226 




End 


610 


GI 


none 




Score 


359 


Exons 


226. .591, 227. .610 








Seq. No. 


41369 




Seq. ID 


OJ990604_07.0310.C60 


Gene No. 


85693 




Strand 




Start 


226 




End 


733 


Name 


OJ990604 07.0310.C60.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


283 




End 


703 


GI 


none 




Score 


478 


Exons 


283. .696, 284. .703 








Seq. No. 


41369 




Seq. ID 


OJ990604_07.0310.C60 


Gene No. 


85693 




Strand 




Start 


226 




End 


733 


Name 


OJ990604 07.0310.C60.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


332 




End 


733 


GI 


none 




Score 


272 


Exons 


332. .733, 379.-522 • 








Seq. No. 


41370 




Seq. ID 


OJ990604_07.0310.C63 



41436 



Gene No. 


85694 






Strand 




Start 


387 






End 


808 


Name 


OJ990604 


07.0310.C63.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


387 






End 


806 


GI 


none 






Score 


158 


Exons 


387. .512, 


388. .513, 623. 


.805, 


630. .806, 


630. .806 


Seq. No. 


41370 






Seq. ID 


OJ990604_07.0310.C63 


Gene No. 


85694 






Strand 




Start 


387 






End 


808 


Name 


OJ990604 


07.0310.C63.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


387 






End 


808 


GI 


none 






Score 


55 


Exons 


387. .503, 


387. .506, 388. 


.510, 


388. .510, 


630. .806, 638. .808 


Seq. No. 


41370 






Seq. ID 


OJ990604_07.0310.C63 


Gene No. 


85694 






Strand 




Start 


387 






End 


808 


Name 


OJ990604 


07.0310.C63.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


414 






End 


806 


GI 


none 






Score 


151 


Exons 


414. .512, 


415. .513, 630. 


.806, 


642. .806 




Seq. No. 


41370 






Seq. ID 


OJ990604_07.0310.C63 


Gene No. 


85694 






Strand 




Start 


387 






End 


808 


Name 


OJ990604 


07.0310.C63.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


630 






End 


806 


GI 


none 






Score 


186 


Exons 


630. .806, 


630. .806 








Sea. No. 


41371 






Seq. ID 


OJ990604 07.0310.C66 


Gene No . 


85695 






Strand 




Start 


105 






End 


3527 


Name 


OJ990604 


07.0310.C66.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


105 






End 


2520 


GI 


none 






Score 


92 


Exons 


105. .167, 


105. .251, 107. 


.265, 


107. .262, 


261. .368, 267. .368, 




286. .369, 


360. .479, 360. 


.479, 


472. .552, 


474. .554, 478.-552, 




532. .765, 


533. .769, 558. 


.770, 


558. .776, 


859. .960, 862. .957, 




863. .961, 


866.. 961, 2138 


..2203, 2138.. 2203, 2139.. 2204, 




2139.. 2234, 2207.. 2263, 


2208. 


.2264, 2379.. 2504, 2380.. 2511, 




2381.. 2518, 2503.. 2520 








Seq. No. 


41371 






Seq. ID 


OJ990604_07.0310.C66 


Gene No. 


85695 






Strand 




Start . 


105 






End 


3527 


Name 


OJ990604 


07.0310.C66.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


555 






End 


960 


GI 


none 






Score 


254 


Exons 


555. .770, 


566. .682, 582. 


.785, 


859. .960, 


863. .958 


Seq. No. 


41371 






Seq. ID 


OJ990604_07.0310.C66 


Gene No. 


fc 85695 






Strand 




Start 


105 






End 


3527 


Name 


OJ990604 


07.0310.C66.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


564 






End 


946 



41437 






GI 


none 








Score 


222 






Exons 


564. .767, 566. .676, 582. 


.815, 


863. . 946 








Sea. No. 


41371 








Seq. ID 


OJ990604 


_07.0310.C66 




Gene No. 


85695 








Strand 








Start 


105 








End 


3527 






Name 


OJ990604 07 


.0310. 


C66.0I. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2138 








End 


2778 






GI 


none 








Score 


158 






Exons 


2138. .2263, 


2139. 


.2264, 


2374 . 


.2556, 2381.. 2557, 


2381. .2557, 






2719. .2778 
















Seq. No. 


41371 








Seq. ID 


OJ990604 


_07.0310.C66 




Rene No . 


85695 








Strand 








Start 


105 








End 


3527 






Name 


OJ990604 07 


. 0310. 


C66.0I. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2165 








End 


3306 






GI 


none 








Score 


151 






Exons 


2165. .2263, 


2166. 


. 2264, 


2379. 


.2555, 2381.. 2557, 


2393. .2557, 






2715. .2837, 


2718. 


.2855, 


2719. 


.2862, 2725. .2856, 


2726. .2869, 






2726. .2857, 


3097. 


.3306, 


3105. 


.3305 








Seq. No. 


41371 








Seq. ID 


OJ990604 


_07.0310.C66 


u 


Gene No. 


85695 








Strand, 






^ 3 


Start 


105 








End 


3527 






Name 


OJ990604 07 


.0310. 


C66.0I. 


tw 


Method 


TBLASTX: 


Wheat 


%n 


Start 


2381 








End 


2829 








none 








Score 


186 




f =s 
J". 


Exon s 


2381. .2557, 


2725. 


.2829, 


2733. 


.2828 








Seq. No. 


41371 








Seq. ID 


OJ990604 


_07 .0310.C66 




Gene No. 


85695 








Strand 






= - 


Start 


105 








End 


3527 






Name 


OJ990604 07 


.0310. 


C66.o2. 


tm 


Method 


TBLASTX: 


Maize 


*- =r 


Start 


2717 








End 


3527 






GI 


none 








Score 


164 






Exons 


2717. .2854, 


2718. 


.2855, 


2719. 


.2862, 2719. .2856, 


3096. .3299, 


h = 
a 3 




3097 . .3315, 


3103. 


.3300, 


3378. 


.3521, 3402.. 3527, 


3403. .3525 


C3 


Seq. No. 


41371 








Seq. ID 


OJ990604 


_07.0310.C66 




Gene No. 


85695 








Strand 








Start 


105 . 








End 


3527 






Name 


OJ990604_07 


.0310. 


C66.o3. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2779 








End 


3317 






GI 


none 








Score 


101 






Exons 


2779. .2862, 


3103. 


.3315, 


3103. 


.3300, 3111.. 3317 






Sea No. 


41372 








Seq. ID 


OJ990604 


_07.0310.C67 




Gene No - 


85696 








Strand 


+ 






Start 


3067 








End 


3772 






Name 


OJ990604 07 


.0310. 


C67.ol, 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1212 








End 


3325 






GI 


none 








Score 


141 






Exons 


1212. .1328, 


1242. 


.1328, 


1886. 


.2071, 1918. .2073, 


2060. .2419, 






2080. .2370, 


2782. 


.2961, 


2805. 


.2963, 2805. .2960, 


3031. .3270, 






3069. .3275, 


3071. 


.3325, 


3071. 


.3322 







41438 




Seq. No. 


41372 








Seq. ID 


OJ990604_07.0310.C67 


Gene No. 


85696 








Strand 


+ 


Start 


3067 








End 


3772 


Name 


OJ990604_07 


.0310. 


C67.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1242 








End 


3729 


GI 


none 








Score 


73 


Exons 


1242. .1328, 


1243. 


.1314, 


1249. 


.1332, 1251.. 1328, 1886.. 2065, 




1918. .2064, 


2060. 


.2419, 


2071. 


.2415, 2782. .2934, 2801. .2929, 




2802. .2939, 


2805. 


.2933, 


3068. 


.3325, 3068. .3316, 3106.. 3330, 




3520. .3630, 


3525. 


.3608, 


3634. 


.3729, 3655. .3729 


Seq. No. 


41372 








Seq. ID 


OJ990604_07.0310.C67 


Gene No. 


85696 








Strand 


+ 


Start 


3067 








End 


3772 


Name 


OJ990604 07 


. 0310 . 


C67 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1954 








End 


3729 


GI 


none 








Score 


158 


Exons 


1954. .2064, 


1955. 


.2065, 


2060. 


.2443, 2080. .2415, 2779. .2961, 




2803. .2910, 


3124. 


.3321, 


3125. 


.3325, 3130.. 3330, 3520.. 3624, 




3525. .3596, 


3637. 


.3729, 


3684. 


.3728 




Seq. No. 


41372 








Seq. ID 


OJ990604_07.0310.C67 


Gene No. 


85696 








Strand 


+ 


Start 


3067 








End 


3772 


Name 


OJ990604 07 


.0310. 


C67.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2871 








End 


3259 


GI 


none 








Score 


110 


Exons 


2871. .2963, 


2872. 


.2961, 


3019. 


.3258, 3020.. 3259, 3068.. 3259 


Seq. No. 


41372 








Seq. ID 


OJ990604_07.0310.C67 


Gene No. 


85696 








Strand 


+ 


Start 


3067 








End 


3772 


Name 


OJ990604 07 


.0310. 


C67.o2. 


gp 


Method 


AAT/GAP 


Start 


3067 








End 


3344 


GI 


3107389 








Score 


541 


Exons 


3067. .3344 












GI Descrip. 


3559805/emb 


ICAA07251I 3. 


Oe-21 


(AJ006787) putative phytochelatin 




synthetase 


[Arabidopsis 


thaliana] 




Seq. No. 


41372 








Seq. ID 


OJ990604_07 . 0310 .C67 


Gene No. 


85696 








Strand 


+ 


Start 


3067 








End 


3772 


Name 


OJ990604 07 


.0310. 


C67.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3517 








End 


3772 


GI 


none 








Score 


142 


Exons 


3517. .3624, 


3521. 


.3622, 


3522. 


.-3623, 3524.. 3634, 3637.. 3729, 




3641. .3772, 


3652. 


.3729 








Seq. No. 


41373 








Seq. ID 


OJ990604_07.0310.C69 


Gene No. 


85697 








Strand 


+ 


Start 


412 








End 


596 


Name 


OJ990604 07 


.0310. 


C69.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5 








End 


355 


GI 


none 








Score 


98 


Exons 


5. .178, 33. 


.179, 


49. .18C 


, 275 


..355, 276. .338, 307. .342 


Seq. No. 


41373 








Seq. ID 


OJ990604_07.0310.C69 



41439 




Gene No. 


85697 








Strand 


+ 




Start 


412 








End 


596 




Name 


OJ990604 


07 


.0310.C69. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14 








End 


343 




GI 


none 








Score 


94 




Exons 


14. .178, 


18 


..179, 275 


. .343 








Seq. No. 


41373 








Seq. ID 


OJ990604_07.0310 


.C69 


Gene No. 


85697 








Strand 


+ 




Start 


412 








End 


596 




Name 


OJ990604 


07 


.0310.C69. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


32 








End 


373 




GI 


none 








Score 


72 




Exons 


32. .166, 


33 


..149, 44. 


.184, 


254. .373, 255. .338 




Seq. No. 


41373 








Seq. ID 


OJ990604 07.0310 


.C69 


Gene No. 


85697 








Strand 


+ 




Start 


412 








End 


596 




Name 


OJ990604 


07 


♦0310.C69, 


ol . gp 


Method 


AAT/GAP 




Start 


412 








End 


596 




GI 


none 








Score 


358 




Exons 


412. .596 














Seq. No. 


41374 








Seq. ID 


OJ990604_07 .0310 


.C71 


Gene No. 


85698 








Strand 






Start 


628 








End 


884 




Name 


OJ990604 


07 


.0310.C71. 


ol . qp 

_J It 


Method 


AAT/GAP 




Start 


628 








End 


884 




GI 


3762144 








Score 


447 




Exons 


628. .884 














Seq. No. 


41374 








Seq. ID 


OJ990604_07 .0310 


.C71 


Gene No. 


85699 








Strand 






Start 


834 








End 


1094 




Name 


OJ990604 


07 


.0310.C71. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


834 








End 


1094 




GI 


none 








Score 


287 




Exons 


834. .1088 




835. .1092, 


960. . 


1094 






Seq. No. 


41374 








Seq. ID 


OJ990604_07.0310 


.C71 


Gene No. 


85699 








Strand 






Start 


834 








End 


1094 




Name 


OJ990604 


07 


.0310.C71. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


840 








End 


1065 




GI 


none 








Score 


140 




Exons 


840. .1058 




841. . 1065 










Seq. No. 


41375 








Seq. ID 


OJ990604_07.0310 


.C73 


Gene No. 


85700 








Strand 


+ 




Start 


977 








End 


2304 




Name 


OJ990604 


07 


.0310.C73. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


382 








End 


908 




GI 


none 








Score 


103 




Exons 


382. .474, 


383. .445, 669. .908, 685.. 900, 


731. .907 - 




Seq. No. 


41375 








Seq. ID 


OJ990604_07.0310 


.C73 


Gene No. 


85700 








Strand 


+ 





41440 



Start 


977 


End 


2304 


Name 


OJ990604 07.0310.C73.ol.tm 


Method 


TBLASTX: Maize 


Start 


734 


End 


1022 


GI 


none 


Score 


305 


Exons 


734. .1015, 734. .781, 735. .1022, 964.. 


1017 


Seq. No. 


A 1 ^7 R 
ft X -5 / 0 


Seq. ID 


OJ990604_07.0310.C73 


Gene No. 


0 D i UU 


Strand 


+ 


Start 


Q"7*7 


End 


2304 


Name 




Method 


AAT/GAP 


Start 


Q77 


End 


1766 


GI 




Score 


643 


Exons 


977. .1212, 1624. .1766 






GI Descrip. 


'4325342/gb|AAD17341| 1.0e-19 


(AF128393) No definition line 


1UUUU [nldmuupblo Lild JLXcilla. J 






Seq. No. 


A 1 ^7 S 
ft J. J / D 


Seq. ID 


OJ990604_07.0310.C73 


Gene No. 


ft ^7nn 


Strand 


+ 


Of ^ v-4- 

b tar u 


Q77 


End 


2304 


Name 


Uu jjUDU'i U / .UjIU.L / J1O4. LIU 


Method 


TBLASTX: Maize 


Start 


1 ± X / 


End 


2304 


GI 


none 


Score 


93 


Exons 


1117.. 1215, 1122.. 1157, 1158. 


.1217, 1621. .1800, 1623. .1799, 




2263.. 2304, 2265.. 2303, 2266. 


.2304 




Seq. No. 


A 1 "37 R 


Seq. ID 


OJ990604_07 .0310.C73 


Gene No. 


oj /uu 


Strand 


+ 


Start 


Q7 7 


End 


2304 


Name 


ujyyuoUfi u/,ujiu.t/j.oz. is 


Method 


TBLASTX: Soybean 


Start 


v iDOU 


End 


2304 


GI 




Score 


212 


Exons 


1660.. 1800, 1662.. 1799, 2263. 


.2304, 2265.. 2303 


GI Descrip. 


4325342/gb_AAD17341_ 3.0e-31 


(AF128393) No definition line found 




[Arabidopsis thaliana] 






Seq. No. 


41376 


Seq. ID 


OJ990604 07.0310.C74 


Gene No. 


85701 


Strand 


+ 


Start 


939 


End 


1300 


Name 


OJ990604 07.0310.C74.o2.gp 


Method 


AAT/GAP 


Start 


939 


End 


1300 


GI 


LIB3479-006-Q6-K1-B11 


Score 


493 


Exons 


939. .1300 






GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 1 . Oe 


-110 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. . 


41376 


Seq. ID 


OJ990604_07.0310.C74 


Gene No. 


85702 


Strand 




Start 


1 


End 


278 


Name 


OJ990604 07.0310.C74 .ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


278 


GI 


25586 1.R1084 


Score 


556 


Exons 


1. .278 






GI Descrip. 


M325342/gb|AAD17341| 1.0e-ll 


(AF128393) No definition line 




found [Arabidopsis thaliana] 1 






Seq. No. 


41377 


Seq. ID 


OJ990604_07.0310.C77 


Gene No. 


85703 


Strand 





41441 




Start 


2781 








End 


3388 




Name 


OJ990604 07 


.0310 


.C77.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2781 








End 


2918 




GI 


none 








Score 


114 




Exons 


2781. .2918, 


2794 


. .2913 










Seq. No. 


41377 








Seq. ID 


OJ990604 


_07.0310.C77 


Gene No. 


85703 








Strand 






Start 


2781 








End 


3388 




Name 


OJ990604 07 


.0310 


.C77.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2787 








End 


3388 




GI 


none 








Score 


81 




Exons 


2787. .2912, 


2791 


. .2913, 


3078. 


.3248, 3097.. 3387, 


3104. .3388, 




3105. .3248, 


3285 


. .3383, 


3325. 


.3384 









Seq. No. 


41377 








Seq. ID 


OJ990604_07.0310.C77 




Gene No. 


85704 








Strand 






Ofarf 
O Lai U 


J _J O -7 








End 


3907 




Name 


OJ990604 07 


.0310 


.C77.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3389 








End 


3770 




GI 


none 








Score 


169 




Exons 


3389. .3769, 


3420 


. .3668, 


3428. 


.3673, 3714.. 3770 




Seq. No. 


41377 








Seq. ID 


OJ990604_07.0310.C77 




Gene No. 


85704 








Strand 






Start 


3389 








End 


3907 




Name 


OJ990604 07 


.0310 


.C77.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3584 








End 


3907 


C3 


GI 


none 








Score 


204 




Exons 


3584. .3907, 


3597 


. .3878 










Seq. No. 


41377 








Seq. ID 


OJ990604_07.0310.C77 




Gene No. 


85705 








Strand 






Start 


4100 








End 


4412 




Name 


OJ990604 07 


.0310 


.C77.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4100 








End 


4412 




GI 


none 








Score 


77 




Exons 


4100. .4360, 


4101 


. .4412 








E_ j 


Seq. No. 


41377 








Seq. ID 


OJ990604_07.0310.C77 




Gene No. 


85706 








Strand 






Start 


4415 








End 


4790 




Name 


OJ990604 07 


.0310 


.C77.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


4415 








End 


4790 




GI 


none 








Score 


88 




Exons 


4415. .4564, 


4416 


. .4553, 


4598. 


.4663, 4608. .4664, 4698. .4790, 



4699.-4782 



Seq. No. 


41378 


Seq. ID 


OJ990604_07.0310 


-C78 


Gene No. 


85707 


Strand 






Start 


614 


End 


1121 




Name 


OJ990604 07.0310.C78.ol.ts 


Method 


TBLASTX: Soybean 




Start 


614 


End 


1015 




GI 


none 


Score 


87 




Exons 


614. .1015, 825. .968 








Seq. No. 


41378 


Seq. ID 


OJ990604_07.0310 


.C78 



41442 



Gene No, 85707 Strand 

Start 614 End 

Name OJ990604_07 . 0310 . C78 . ol . tw Method 

Start 644 End 

GI none Score 

Exons 644.. 1063, 651.. 1064 



1121 

TBLASTX: Wheat 

1064 

312 



Seq. No. . 41378 Seq. ID 

Gene No. . 85707 Strand 

Start 614 . End 

Name OJ990604_07 . 0310 . C78 . ol . tm Method 

Start 737 End 

GI none Score 

Exons 737.. 1120, 756.. 1121 



OJ990604_07.0310.C78 
1121 

TBLASTX: Maize 

1121 

230 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



41378 Seq. ID 

85708 Strand 

1148 End 
OJ990604_07 . 0310 . C78 . o2 . tm Method 

1148 End 

none Score 

1148. .1408, 1148. .1411, 1158. .1424 



OJ990604_07.0310.C78 
1424 

TBLASTX: Maize 

1424 

115 



en 

T I ~ 
Ij 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41378 Seq. ID 

85708 Strand 

1148 End 
OJ990604_07 . 0310 . C78 . o2 . tw Method 

1172 End 

none Score 

1172. .1408, 1178. .1408, 1179. .1409 



OJ990604_07.0310.C78 
1424 

TBLASTX: Wheat 

1409 

130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41379 Seq. ID 

85709 Strand 

57 End 

OJ990604_07 . 0310 . C80 . ol . tm Method 

57 End 

none Score 



OJ990604_07.0310.C80 
1721 

TBLASTX: Maize 

1628 

184 



57. .509, 57. .284, 63. .194, 105. .614, 209. .676, 210. .719, 
231. .707, 239. .403, 315. .818, 426. .929, 525. .1034, 651. .1139, 
735. .1202, 755. .1036, 840. .1328, 944. .1045, 951. .1454, 
1050.. 1574, 1155.. 1622, 1260.. 1628, 1346.. 1471 



41379 
85709 
57 

OJ990604_07.0310.C80.ol.ts 
57 

none 



Seq. ID OJ990604_07.0310.C80 
Strand 

End 1721 

Method TBLASTX : Soybean 

End 1721 

Score 148 



57. .326, 57.-626, 60. .131, 63. .641, 65. .439, 72. .440, 86. .310, 
105. .287, 186. .1046, 279. .641, 315. .488, 396. .1268, 501. .1277, 
594. .803, 702. .1070, 774. .965, 833. .1012, 837. .1586, 840. .1013, 
846. .1481, 857. .1171, 887. .1042, 920. .1048, 945. .1118, 
1026. .1634, 1028. .1162, 111.6. .1550, 1119. .1550, 1254.. 1721, 
1356. .1649, 1359. .1478, 1359 .. 1622, 1383 .. 1559 



Seq. No. 
Gene No. 



41379 
85709 



Seq. ID 
Strand 



OJ990604 07.0310.C80 



41443 






Start 


57 


End 


1721 




Name 


OJ990604 07.0310.C80.ol.tc 


Method 


TBLASTX : Cress 




Start 


60 


End 


1589 




GI 


none 


Score 


146 




Exons 


60.. 326, 63.. 440, 63.. 239, 66 


..239, 66. 


.230, 71. .436, 81. .161, 




83.-235, 129. .341, 143. .301, : 


174. .536, 


188. .499, 228. .437, 






243. .362, 266. .409, 291. .668, 


387. .749, 


485. .583, 486. .674, 






489. .878, 521. .802, 564. .791, 


597. .965, 


663. .1070, 774. .1001, 






804. .1190, 885. .1094, 906. .992, 921. .1277, 972. .1211, 






1011.. 1076, 1026.. 1376, 1026. 


.1094, 1089. .1286, 1106. .1303, 






1121. .1210, 1131. .1478, 1158. 


.1421, 1172. .1423, 1254. .1586, 






1299. .1514, 1359. .1589 








Seq. No. 


41380 


Seq. ID 


OJ990604JD7 . 0310 .C81 




Gene No. 


85710 


Strand 






Start 


43 


End 


381 




Name 


OJ990604 07.0310.C81.ol.tm 


Method 


TBLASTX: Maize 




Start 


43 


End 


381. 




GI 


none 


Score 


275 




Exons 


43. .111, 44. .337, 47. .334, 181. .336, 361. .381 




Seq. No. 


41381 


Seq. ID 


OJ990604_07 . 0310 . C84 




Gene No. 


85711 


Strand 






Start 


519 


End 


739 , 


, ^ 


Name 


OJ990604 07.0310.C84.ol.tc 


Method 


TBLASTX: Cress 




Start 


519 


End 


701 


x 1 : 


GI 


none 


Score 


250 


f u 
— =. 


Exons 


519. .701, 519. .680 






i j 


Seq. No. 


41381 


Seq. ID 


OJ990604_07.0310.C84 




Gene No. 


85711 


Strand 




= ■ ; 


Start 


519 


End 


739 


S is? 


Name 


OJ990604 07.0310.C84.ol.tm 


Method 


TBLASTX: Maize 


= 


Start 


519 


End 


739 




GI 


none 


Score 


360 


~ us 


Exons 


519.. 731, 519.. 731, 520. .732, 


520. .732, 


, 587. .739, 668. .733 




Seq. No. 


41382 


Seq. ID 


OJ990604_07. 0310.C85 




Gene No. 


85712 


Strand " 


■ ■■+ 




Start 


2410 


End 


2698 




Name 


OJ990604 07.0310.C85.o2.tm 


Method 


TBLASTX: Maize 




Start 


854 


End 


1021 




GI 


none 


Score 


188 




Exons 


854. .1021, 856. .1020, 890. .934, 962.. 1018 




Seq. No. 


41382 


Seq. ID 


OJ990604_07.0310.C85 




Gene No. 


85712 


Strand 


+ 




Start 


2410 


End 


2698 




Name 


OJ990604 07.0310.C85.ol.tc 


Method 


TBLASTX: Cress 




Start 


857 


End 


2189 




GI 


none 


Score 


74 




Exons 


857. .943, 857. .955, 857. .925, 


857. .931 


, 959.. 1039, 965.. 1030, 



971.. 1009, 1025.. 1291, 1028.. 1204, 1028.. 1405, 1031.. 1204, 
1031. .1195, 1036. .1401, 1046. .1126, 1048. .1200, 1094. .1306, 
1108. .1266, 1139.. 1501, 1153. .1464, 1193. .1402, 1208. .1327, 
1231. .1374, 1256. .1633, 1256. .1402, 1352. .1714, 1451. .1639, 
1454. .1843, 1493. .1756, 1513. .1632, 1634. .1759, 1739. .1906, 



41444 



1769. .1906, 1911. .2150, 1911. .2009, 1914. .2177, 1917. .2129, 
1965.. 2153, 2028.. 2189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41382 
85712 
2410 

OJ990604_07 . 0310 . C85 . ol . 

857 

none 

857. .955, 857. .955, 962. 
1022.. 1591, 1025.. 1096, 
1051.. 1275, 1070.. 1252, 
1346. .1711, 1559. .1768, 
1911. .2189, 1911. .2102, 



Seq. ID OJ990604_07.0310.C85 

Strand + 

End 2698 
ts Method TBLASTX: Soybean 

End 2189 

Score 61 
.1006, 968. .1030, 1022. .1291, 
1028. .1606, 1030. .1404, 1037. .1405, 
1151. .1906, 1244. .1606, 1280. .1453, 
1739. .1897, 1742. .1783, 1911. .2057, 
1914.. 2180, 1941.. 2180, 1965.. 2162 



41382 
85712 
2410 

OJ990604_07-.0310.C85.ol.tm 
1022 
none 
1022. 
1175. 
1490. 



,1474, 1022.. 1249, 1028, 
,1690, 1196.. 1672, 1204, 
,1906, 1914. .2186, 1914, 



41382 
85712 
2410 

OJ990604_07.0310.C85.ol.gp 

2410 

426253 

2410. .2698 



Seq. ID OJ990604_07.0310.C85 

Strand + 

End 2698 

Method TBLASTX : Mai ze 

End 2186 

Score 184 

.1159, • 1070. .1585, 1174. .1632, 
.1368, 1280. .1783, 1391. .1894, 
.2180, 1914. .2078, 1995. .2180 

Seq. ID OJ990604_07.0310.C85 

Strand + 

End 2698 

Method AAT/GAP 

End 2698 

Score 534 



Seq. No. 


41383 




Seq. ID 


OJ990604_07.0310 


.C86 


Gene No. 


85713 




Strand 


+ 




Start 


42 




End 


101 




Name 


OJ990604 


07.0310.C86. 


ol.gp Method 


AAT/GAP 




Start 


42 




End 


101 




GI 


426253 




Score 


90 




Exons 


42. .101 










Seq. No. 


41383 




Seq. ID 


OJ990604_07.0310 


.C86 


Gene No. 


85714 




Strand 






Start 


611 




End 


1042 




Name 


OJ990604 


07.0310.C86. 


ol.tm Method 


TBLASTX: Maize 




Start 


611 




End 


1042 




GI 


none 




Score 


71 




Exons 


611. .769, 


701. .1042, 


703. .1014 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41384 Seq. ID 

85715 Strand 

3134 End 

OJ990604_07.0310.C87.ol.ts Method 

112 End 

none Score 



OJ990604_07.0310.C87 
+ 

5534 

TBLASTX : Soybean 

1507 

72 



112. .315, 196. .324, 229. .321, 334. .468, 343. .525, 357. .476, 
575. .949, 584. .856, 587. .1054, 587. .1063, 619. .789, 623. .1336, 



41445 





626. .799, 


632. . 1267, 


643. . 957 


, 665. .919, 673. .948, 707.. 1063, 




731. .904, 


812. .1435, 


814 . . 948 


, 905.. 1348, 916.. 1242, 1040.. 1507 


Seq. No. 


41384 






Seq. ID 


OJ990604_07 . 0310 .C87 


Gene No. 


85715 






Strand 


+ 


Start 


3134 






End 


5534 


Name 


OJ990604 


07.0310.C87 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


112 






End 


477 


GI 


none 






Score 


68 


Exons 


112. .222, 


213. .470, 


214. .477, 


232 . . 477 




Seq. No. 


41384 






Seq. ID 


OJ990604_07.0310.C87 


Gene No. 


85715 






Strand 


+ 


Start 


3134 






End 


5534 


Name 


OJ990604 


07.0310.C87 


,ol. tc 


Method 


TBLASTX: Cress 


Start 


133 






End 


1375 


GI 


none 






Score 


91 


Exons 


133. .297, 


208. .318, 


229. .315, 


334. .516, 


340. .510, 343. .477, 



343. .510, 346. .384, 379. .510, 575. .787, 575. .856, 590. .976, 
671. .880, 707. .1063, 758. .997, 812. .1162, 875. .1102, 892. .1089, 
917. .1255, 944. .1207, 958. .1209, 1085. .1276, 1145. .1375 





Seq. No. 


41384 


Seq. ID 


OJ990604_07.0310.C87 




Gene No. 


85715 


Strand 


+ 




Start 


3134 


End 


5534 




Name 


OJ990604 07.0310.C87.o2.tm 


Method 


TBLASTX: Maize 




Start 


575 


End 


1489 


Li 


GI 


none 


Score 


62 




Exons 


575. .718, 764. .1057, 1085.. 


1243, 1175. 


.1489, 1177. .1488 


'•zr 


Seq. No. 


41384 


Seq. ID 


OJ990604_07.0310.C87 


u 


Gene No. 


85715 


Strand 


+ 




Start 


3134 


End 


5534 




Name 


OJ990604 07.0310.C87.ol.gp 


Method 


AAT/GAP 




Start 


3134 


End 


4030 


*=- 


GI 


uC-osflcyp081e03bl. 


Score 


835 


j_ 


Exons 


3134.. 3339, 3674.. 3757, 3850.. 4030 






GI Descrip. 


•4249402 2.0e-84 (AC006072) 


unknown protein [Arabidopsis 






thaliana] 1 







Seq. No. 
Gene No. 



41384 
85715 



Seq. ID OJ990604_07.0310.C87 
Strand ■ + 



Start 


3134 










End 


5534 






Name 


OJ990604 07 


.0310. 


C87.ol 


.tm 


Method TBLASTX: 


Maize 




Start 


3671 










End 


5534 






GI 


none 










Score 


52 








Exons 


3671. 


.3766, 


3675. 


.3782, 


3676. 


.3750, 


3677. 


.3760, 


3841. 


.4098, 




3849. 


.4133, 


3849. 


.4097, 


4201. 


.4341, 


4202. 


.4390, 


4202. 


.4339, 




4203. 


.4340, 


4204. 


.4341, 


4278. 


.4328, 


4281. 


.4340, 


4286. 


.4459, 




4329. 


.4457, 


4345. 


.4461, 


4357. 


.4458, 


4360. 


.4455, 


4363. 


.4458, 




4364. 


.4459, 


4365. 


.4454, 


4365. 


.4457, 


4366. 


.4455, 


4366. 


.4458, 




4366. 


.4461, 


4366. 


.4446, 


4366. 


.4458, 


4367. 


.4459, 


4367. 


.4459, 




4367. 


.4459, 


4367. 


.4447, 


4367. 


.4459, 


4367. 


.4471, 


4369. 


.4476, 




4369. 


.4458, 


4378. 


.4437, 


4459. 


.4533, 


4462. 


.4557, 


4462. 


.4545, 




4462. 


.4557, 


4462. 


.4533, 


4462. 


.4530, 


4462. 


.4530, 


4463. 


.4543, 




4463. 


.4540, 


4 4 63. 


.4549, 


4463. 


.4549, 


4464 . 


.4550, 


4464 . 


.4550, 




4464 . 


.4526, 


4465. 


.4509, 


4466. 


.4540, 


4468. 


.4554, 


4469. 


.4549, 



41446 



4469. .4516, 4470. .4550, 4470. .4550, 5475. .5534, 5480. .5530. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41385 
85716 
455 

OJ990604_07. 0310. C88.0I. tin 

306 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

306. .365, 311.. 367, 326. .367, 370. .444, 383. .454, 383. .466, 
473. .565, 478. .558, 480. .566, 569. .622, 574. .624, 1035. .1115, 
1058. .1117, 1058. .1108, 1217. .1318, 1218. .1319, 1367. .1564, 
1393.. 1554 



OJ990604_07.0310.C88 
+ 

1826 

TBLASTX : Maize 

1564 

81 



Seq. ID OJ990604_07.0310.C88 



Seq. No. 41385 

Gene No. 85716 Strand + 

Start 455 End 1826 

Name OJ990604_07 . 0310 . C88 . ol . gp Method AAT/GAP 

Start 455 End 1826 

GI none Score 1174 

Exons 455.. 622, 1061.. 1116, 1200.. 1292, 1391.. 1826 



Seq. No. 


41386 




Seq. ID 


OJ990604_07.0310.C91 


Gene No. 


85717 




Strand 




Start 


886 




End 


1807 


Name 


OJ990604 07.0310.C91.ol 


. tm 


Method 


TBLASTX: Maize 


Start ■ 


1 




End 


213 


GI 


none 




Score 


336 


Exons 


1..213, 3. .209 








Seq. No. 


41386 




Seq. ID 


OJ990604_07.0310.C91 


Gene No. 


85717 




Strand 




Start 


886 




End 


1807 


Name 


OJ990604 07.0310.C91.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


228 


GI 


none 




Score 


258 


Exons 


1..228, 1..180, 3. .221 








Seq. No. 


41386 




Seq. ID 


OJ990604_07.0310.C91 


Gene No. 


85717 




Strand 




Start 


886 




End 


1807 


Name • 


OJ990604 07.0310.C91.ol 


• gp 


Method 


AAT/GAP 


Start 


886 




End 


1476 


GI 


uC-osroM202031e06bl 




Score 


856 


Exons 


886. .1267, 1397. .1476 








GI Descrip. 


'4454471/gb|AAD20918| 2 


.0e-21 


(AC006234) putative G protein 



coupled receptor [Arabidopsis thaliana] 1 



Seq. No. 41386 

Gene No. 85717 

Start 886 

Name OJ990604_07 . 0310 . C91 . o2 . tm 

Start 1019 

GI none 

Exons 1019.. 1120, 1027.. 1233, 1034. 

1388.. 1657, 1422.. 1634, 1427. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990604 07.0310.C91 



1807 

TBLASTX: Maize 
1657 
74 

1129, 1156. .1230, 1387.. 1632, 
1648 



Seq. No. 41386 Seq. ID OJ990604_07 . 0310 . C91 

41447 




Gene No. 


85717 




Strand 






Start 


886 




End 


1807 




Name 


OJ990604 07.0310.C91.ol 


. ts 


Method 


TBLASTX: Soybean * 




Start 


1174 




End 


1635 




GI 


none 




Score 


212 




Evons 


1174 . . 1239, 1394 .. 1480, 


1396. 


.1632, 1397. .1633, 1399. .1635, 




1512. . 1634 










Seq. No. 


41386 -. 




Seq. ID 


OJ990604 07.0310 


.C91 


Gene No. 


85717 




Strand 


_ 




Start 


886 




End 


1807 




Name 


OJ990604 07.0310.C91.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1427 




End 


1807 




GI 


none 




Score 


196 




Exons 


1427. .1648, 1429. .1632, 


1775. 


.1807 






Seq. No. 


41387 




Seq. ID 


OJ990604_07.0310 


.C92 


Gene No. 


85718 




Strand 






Start 


1- 




End 


1174 




Name 


OJ990604 07.0310.C92.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


152 




GI 


none 




Score 


141 




Exons 


1..141, 8. .151, 12. .152 










Seq. No. 


41387 




Seq. ID 


OJ990604_07 .0310 


.C92 


Gene No . 


85718 




Strand 






Start 


1 




End 


1174 




Name 


OJ990604 07 . 0310.C92 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2 — 




End 


1030 




GI 


none 




Score 


542 




Exons 


2. .526, 5. .709, 6. .710, 


599. . 


1030, 647 


..805, 695. .1027 




Seq. No. 


41387 




Seq. ID 


OJ990604_07.0310 


.C92 


Gene No. 


85718 




Strand 






Start 


1 




End 


1174 




Name 


OJ990604 07.0310.C92.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2 ~~ 




End 


532 




GI 


none 




Score 


208 .; - 




Exons 


2. .358, 5. .388, 12. .398 


, 272. 


.448, 296 


..472, 410. .532 




Seq. No. 


41387 




Seq. ID 


OJ990604_07.0310 


.C92 


Gene No. 


85718 




Strand 






Start 


1 




End 


1174 




Name 


OJ990604 07.0310.C92.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


152 ~ 




End 


1033 




GI 


none 




Score 


470 




Exons 


152. .355, 188. .520, 278 


. . 625, 


332. .619 


, 380. .520, 425.. 


505, 




434. .1033, 483. .1031 










Seq. No. 


41387 




Seq. ID 


OJ990604_07.0310 


.C92 


Gene No. 


85718 




Strand 






Start 


1 




End 


1174 




Name 


OJ990604 07.0310.C92.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


644 




End 


1174 




GI 


none 




Score 


124 




Exons 


644 . .769, 698. .820, 796 


. .945, 


797. .982 


, 798. .974, 926.. 


1030 



965. .1174, 975. .1100 



41448 




Seq. No. 


41387 


Seq. ID 


OJ990604_07 . 0310 .C92 


Gene No. 


85718 


Strand 




Start 


1 


End 


1174 


Name 


OJ990604 07.0310.C92.o2.tm 


Method 


TBLASTX: Maize 


Start 


1031 


End 


1165 


GI 


none 


Score 


94 


Exons 


1031.. 1165, 1035.. 1100, 1094. 


.1156 




Seq. No. 


41388 


Seq. ID 


OJ990604 07.0310.C100 


Gene No. 


85719 


Strand 


- 


Start 


1069 


End 


1499 


Name 


OJ990604 07.0310.C100.ol.gp 


Method 


AAT/GAP 


Start 


1069 


End 


1499 


GI 


32946 1.R1084 


Score 


572 


Exons 


1069. . 1289, 1383. . 1499 






GI Descrip. 


1 1354849/gb|AAB02006| 2.0e-38 


(U57350) 


epoxide hydrolase 




[Nicotiana tabacum] 1 






Seq. No. 


41388 


Seq. ID 


OJ990604_07.0310.C100 


Gene No. 


85720 


Strand 




Start 


2802 


End 


3296 


Name 


OJ990604 07.0310.C100.ol.tm 


Method 


TBLASTX: Maize 


Start 


5 


End 


3296 


GI ". 


none 


Score 


220 


Exons 


5. .307, 73. .312, 3031. .3258, 


3042. .3296, 3045. .3296 


Seq. No. 


41388 


Seq. ID 


OJ990604_07.0310.C100 


Gene No. 


85720 


Strand 




Start 


2802 


End 


3296 


Name 


OJ990604 07.0310-C100.ol.ts 


Method 


TBLASTX : Soybean 


Start 


73 


End 


3287 


GI 


none 


Score 


191 


Exons 


73. .312, 74. .313, 76. .321, 188. .316, 390. .419, 447. .545, 




451. .552, 3189. .3287 






Seq. No. 


41388 


Seq. ID 


OJ990604_07.0310.C100 


Gene No. 


85720 


Strand 




Start 


2802 


End 


32^ 


Name 


OJ990604 07,0310. C100.ol.tw 


Method 


TBLASTX: Wheat 


Start 


104 


End 


495 


GI 


none 


Score 


201 


Exons 


104. .307, 106. .312, 384. .479, 


390. .491 


, 391. .495 


Seq. No. 


41388 


Seq. ID 


OJ990604_07.0310.C100 


Gene No. 


85720 


Strand 




Start 


2802 


End 


3296 


Name 


OJ990604 07.0310.C100.o2.tm 


Method 


TBLASTX : Maize 


Start 


391 


End 


1461 


GI 


none 


Score 


37 


Exons 


391. .417, 393. .419, 447. .551, 


448. .549 


, 1072. .1299, 1166. .12 




1195.. 1293, 1376.. 1411, 1413. 


.1460, 1414. .1461 


Seq. No. 


41388 


Seq. ID 


OJ990604_07.0310.C100 


Gene No. 


85720 


•Strand ■ 




Start 


2802 


End 


3296 


Name 


OJ990604 07.0310.C100.o2.ts 


Method 


TBLASTX: Soybean 



41449 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene - No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1069 
none 

1069. .1275, 

41388 
85720 
2802 

OJ990604_07. 
1087 
none 

1087. .1290, 
1381. .1413, 

41388 
85720 
2802 

OJ990604_07. 
2802 
none 

2802. .3146 

41389 
85721 
1002 

OJ990604_07. 
1002 
3762144 
1002. .1258 

41389 
85722 
2689 

OJ990604_07. 

1208 

none 

1208. .1462, 
2105. .2335 

41389 
85722 
2689 

OJ990604_07. 

1364 

none 

1364. .1441, 
2475. .2579 

41389 
85722 
2689 

OJ990604_07, 

2129 

none 

2129. .2335, 

41389 
85722 



1204.. 1272, 1223. 



0310.C100.o2.tw 



1166.. 1270, 1195. 
1413. .1475, 1414. 



0310.C100.o2.gp 



End 1412 

Score 84 
.1330, 1362.. 1412 

Seq. ID OJ990604_07.0310.C100 
Strand 

End 3296 

Method TBLASTX : Wheat 

End 1475 

Score 140 

.1293, 1221.. 1292, 1376.. 1411, 
.1473 

Seq. ID OJ990604_07.0310.C100 
Strand 

End 3296 

Method AAT/GAP 

End 3146 

Score 639 



Seq. ID OJ990604_07.0310.C101 
Strand 

End 1258 



0310.C101.ol. gp 



0310.C101.o2.tm 
1209.. 1466, 1334, 



0310.C101.ol.ts 
2098. .2340, 2105. 



0310.C101.ol.tw 
2131.. 2340, 2433. 



Method AAT/GAP 
End 1258 
Score 447 



Seq. ID OJ990604_07.0310.C101 
Strand 

End 3150 

Method TBLASTX: Maize 

End 2337 

Score 287 

.1468, 2098.. 23,37, 2101.. 2298, 



Seq. ID OJ990604_07.0310.C101 
Strand 

End . 3150 

Method TBLASTX : Soybean 

End 2580 

Score 145 

.2341, 2433.-2453, 2464. .2580, 

Seq. ID OJ990604_07.0310.C101 
Strand 

End 3150 

Method TBLASTX : Wheat 

End 2538 

Score 130 
.2528, 2437.. 2538 

Seq. ID OJ990604_07.0310.C101 
Strand 



41450 




Start 


2689 




End 


3150 


Name 


OJ990604 07.0310.C101.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2433 




End 


3009 


GI 


none 




Score 


347 


Exons 


2433. .2453, 2451.. 2588, 


2452. 


.2793, 2640. .2798, 2700. .2804, 




2702. .2803, 2896.. 3009, 


2921. 


.2980, 2929. .3006 


Seq. No. 


41389 




Seq. ' ID 


OJ990604_07.0310.C101 


Gene No. 


85722 




Strand* 




Start 


2689 




End 


3150 


Name 


OJ990604 07.0310.C101.ol 


.tc 


Method 


TBLASTX : Cress 


Start 


2502 




End 


3015 


GI 


none 




Score. 


92 


Exons 


2502. .2579, 2640.. 2786, 


2650. 


.2781/' 2899. .3015 


Seq. No. 


41389 




Seq. ID 


OJ990604_07.0310.C101 


Gene No. 


85722 




Strand 




Start 


2689 




End 


3150 


Name 


OJ990604 07.0310.C101.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2637 




End 


2988 


GI 


none 




Score 


170 


Exons 


2637. .2798, 2647. .2793, 


2700. 


.2804, 2702.. 2803, 2896.. 2988, 




2921.. 2980 








Seq. No. . 


41389 




Seq. ID 


OJ990604_07.0310.C101 


Gene No. 


85722 




Strand 




Start 


2689 




End 


3150 


Name 


OJ990604 07.0310.C101.o2 


• gp 


Method 


AAT/GAP 


Start 


2689 




End 


3150 


GI 


uC-osroM202010h09bl 




Score 


601 


Exons 


2689. .2800, 2925.. 3150 








GI Descrip. 


■407938 4-0e-10 (U02494) 


epoxide hydrolase [Solanum tuberosui 


Seq. No. 


41390 




Seq. ID 


OJ990604_07.0310.C103 


Gene No. 


85723 




Strand 




Start 


1 




End 


655 


Name 


OJ990604 07.0310.C103.ol 


■ gp 


Method 


AAT/GAP 


Start 


1 




End 


380 


GI 


25586 1.R1084 




Score 


508 


Exons 


1..149, 266. .380 








GI Descrip. 


M325342/gb|AAD17341| 1. 


0e-ll 


(AF128393) No definition line 




found [Arabidopsis thaliana] 1 






Seq. No. 


41390 




Seq. ID 


OJ990604_07.0310.C103 


Gene No. 


85723 




Strand 




Start 


1 




End 


655 


Name 


OJ990604 07.0310.C103.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


655 


GI 


none 




Score 


90 


Exons 


1..84, 3. .83, 3. .98, 4.. 


99, 80.. 151, 91.. 150, 102.. 152, 




105. .161, 266. .421, 270. 


.419, 


422. .652 


, 424. .654, 425. .655 


Seq. No. 


41390 




Seq. ID 


OJ990604_07.0310.C103 


Gene No. 


85723 




Strand 




Start 


1 




End 


655 


Name 


OJ990604 07.0310.C103.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


569 



41451 



GI 

Exons 



none Score 127 

1..150, 1..150, 3. .152, 266. .415, 266. .451, 270. .431, 494. .568, 
506. .559, 525. .569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41390 
85723 
1 



Seq. ID OJ990604_07.0310.C103 

Strand 

End 655 



OJ990604 07.0310.C103.ol.tw Method - TBLASTX : Wheat 



102 
none 



End 
Score 



630 
71 



102. .152, 103. .150, 105. .152, 266. .514, 270. .515, 270. .515, 
271. .516, 517. .630, 518. .628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41391 
85724 
2 



Seq. ID OJ990604_07.0310.C107 

Strand 

End 8 90 



OJ990604 07.0310.C107.ol.tw Method TBLASTX : Wheat 



2 

none 



End 
Score 



890 
98 



2. .121, 3. .122, 101. .160, 102. .164, 167. .211, 168. .209, 
206. .889, 222. .890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41391 
85724 
2 



Seq. ID OJ990604_07.0310.C107 

Strand 

End 890 



OJ990604 07.0310.C107.ol.tc Method TBLASTX : Cress 



389 
none 



End 
Score 



840 
89 



389. .538, 389. .832, 393. .836, 399. .836, 658. .840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41392 
85725 
751 



Seq. ID OJ990604_07.0310.C109 

Strand 

End 839 



OJ990604 07.0310.C109.ol.tm Method TBLASTX : Mai ze 



423 
none 



End 
Score 



839 
44 



423. .452, 524. .580, 525. .644, 540. .617, 684. .716, 686. .715, 
720. .839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41392 
85725 
751 



Seq. ID OJ990604_07.0310.C109 
Strand 

End 839 



OJ990604_07.0310.C109.ol.gp Method AAT/GAP 
751 End 834 

5667191 Score 135 

751. .834 

4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 41393 Seq. ID OJ990604_07 . 0310 . C113 

Gene No. 85726 Strand + 

Start 140 End 2648 

Name OJ990604_07 . 0310 . C113 . o2 . tm Method TBLASTX : Maize 

Start 64 End 1165 

GI none Score 4 9 

Exons 64. .105, 75. .104, 108. .134, 109. .150, 188. .226, 305. .388, 
305.. 388, 1056.. 1163, 1056.. 1163, 1057.. 1164, 1057.. 1164, 



41452 



1058. .1165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41393 Seq. ID 

85726 Strand 

140 End 

OJ990604_07.0310.C113.ol.gp Method 

140 End 

5667191 Score 



OJ990604_07.0310.C113 
+ 

2648 
AAT/GAP 
2358 
1137 



140. .213, 304. .388, 1058. .1188, 1289. .1391, 2006. .2151, 
2274.. 2358 

4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] 



41393 
85726 
140 

OJ990604_07.0310.C113.ol.ts 

1060 

none 

1060.. 1134, 1061.. 1135, 1132. 
1288.. 1320, 1325.. 1393, 1326. 
2017. .2124, 2272. .2340 

41393 
85726 
140 

OJ990604_07.0310.C113.ol.tm 

1166 . 

none 

1166.. 1189, 1166.. 1189, 1282. 
1291.. 1395, 2003.. 2152, 2003. 
2274. .2468, 2275. .2490, 2591. 

41393 
85726 
140 

OJ990604_07.0310.C113.ol.tc 

1344 

none 

1344.. 1400, 2003.. 2122, 2005. 
2307.. 2396, 2361.. 2450, 2398. 



Seq. ID OJ990604_07.0310.C113 

Strand + 

End 2648 

Method TBLASTX : Soybean 

End 2340 

Score 102 

.1179, 1133. .1189, 1284. .1322, 
.1400, 1326. .1400, 1994. .2131, 



Seq. ID *OJ990604_07.0310.C113 

Strand + 

End 2648 

Method TBLASTX: Maize 

End 2648 

Score 41 

.1392, 1286. .1399, 1290. .1394, 
.2155, 2029. .2157, 2273.-2479, 
.2644, 2592.-2648, 2595. .2645 

Seq. ID OJ990604_07.0310.C113 

Strand + 

End 2648 

Method TBLASTX : Cress 

End 2475 . 

Score 74 

.2121, 2173. .2211, 2284. .2397, 
.2460, 2398.. 2475 



41394 Seq. ID 

85727 Strand 

451 End 

OJ990604_07.0310.C119.ol.gp Method 

451 End 

uC-osflm202106f07bl Score 
451. .549 

'4249402 4.0e-10 (AC006072) unknown protein [Arabidopsis 
thaliana] 1 



OJ990604_07.0310.C119 
+ 

549 

AAT/GAP 
549 
157 



41395 Seq. ID 

85728 Strand 

164 End 

OJ990604_07 . 0310 .C120 .ol .gp Method 

164 End 



OJ990604_07.0310.C120 
+ 

583 

AAT/GAP 
583 



41453 






uC-osroM202016f 07al 


Score 


749 


IT von s. 


164. .583 








' 1354849/ab 1 AAB02006 i 1.0e-ll 


(U57350) 


epoxide hydrolase 


[Nicotiana tabacum] 1 






Seq. No. 


41395 ' 


Seq. ID 


OJ990604_07.0310.C120 


Gene No. 


85729 


Strand 




Start 


1610 


End 


2106 


Name 


OJ990604 07.0310.C120.ol.tm 


Method 


TBLASTX: Maize 


Cfart 


325 ~~ 


End 


906 




none 


Score 


217 


Pyr\n o 


325.. 552, 336.. 590, 336.. 590, 


656. .901, 


667. . 906, 676. .906 


QofT Mn 

l_) ^ V»J . Liu. 


41395 


Seq. ID 


OJ990604 07.0310.C120 


Gene No. 


85729 


Strand 


- 


Start 


1610 


End 


2106 


Name 


OJ990604 07.0310.C120.ol. ts 


Method 


TBLASTX : Soybean 


Start 


483 


End 


1147 


ox 


none 


Score 


51 




483 581. 484.. 537. 660.. 758, 


667. .906, 


668. .913, 670. .915, 




985. .1014, 1042. .1140, 1046.. 


1147 




Seq. No. 


41395 


Seq. ID 


OJ990604_07.0310.C120 


Gene No. 


85729 


Strand 




tD U CL J. U 


1610 


End . 


2106 




OJ990604 07 . 0310.C120.ol . tw 


Method 


TBLASTX: Wheat 


O Lai L. 


698 ~~ 


End 


1089 




none 


Score 


249 


DAUllO 


698. .901, 700. .906, 813. .920, 


926.. 1087, 979.. 1089, 985.. 1086 


Q pkO" No 

O C IJ . LNU • 


41395 


Seq. ID 


OJ990604_07.0310.C120 


Gene No. 


85729 


Strand 




Start 


1610 


End 


2106 


Name 


OJ990604 07.0310.C120.o2.gp 


Method 


AAT/GAP 


Start 


1610 


End 


2106 


(IT 


uC-osroM202016f 07bl 


Score 


654 


P. von c: 


1610. .1780, 1935. .2106 






fiT Dpsrr in 

O X LsG O .1- . 


' 135484 9/gb | AAB02006 | 3 . Oe-23 


(U57350) 


epoxide hydrolase 


[Nicotiana tabacum] 1 






Sea. No. 


41395 


Seq. ID 


OJ990604_07 . 0310 . C120 


Gene No. 


85729 


Strand 




Start 


1610 


End 


2106 


Name 


OJ990604 07.0310.C120.o2. tw 


Method 


TBLASTX: Wheat 


Start 


1632 


End 


2031 


GI 


none 


Score 


191 


F von q 


1632.. 1781, 1645.. 1782, 1710. 


.1784, 1712. .1783, 1933. .2031, 




1934 . . 1984 






Seq. No. 


41395 


Seq. ID 


OJ990604_07.0310.C120 


Gene No. 


85729 


Strand 




Start 


1610 


End 


2106 


Name 


OJ990604 07.0310.C120.o2.tm 


Method 


TBLASTX: Maize 


Start 


1635 


End 


1998 


GI 


none 


Score 


187 


Exons 


1635. .1781, 1645. .1782, 1933. 


.1998, 1934.. 1984 



41454 





Seq. No. 


41396 


Seq. ID 


OJ990604_07 . 0310. C121 




Gene No. 


85730 


Strand 






Start 


1155 


End 


1412 




IN dlLlC 


OJ990604 07 . 0310 . C121 . ol . tm 


Method 


TBLASTX: Maize 




u Lai t 


1155 ~" 


End 


1412 




PT 


none 


Score 


212 




TTvAn c 


1155. .1412, 1162.. 1383, 1170. 


.1406 






Seq. No. 


41396 


Seq. ID 


OJ990604_07 .0310.C121 




Gene No. 


85730 


Strand 






qf art 

o u a. -L u 


1155 


End • 


1412 




IN dlllC 


OJ990604 07 . 0310.C121 .ol . ts 


Method 


TBLASTX: Soybean 




Ofa r f 
OLai L 


1161 ~~ 


End 


1388 




u J. 


none 


Score 


104 






1161. .1358, 1176. .1388, 1195. 


.1383 








41397 


Seq. ID 


OJ990604_07.0310.C123 




Gene No. 


85731 


Strand 


+ 




Start 


314 


End 


777 




Name 


OJ990604 07.0310.C123.ol.gp 


Method 


AAT/GAP 




Start 


314 


End 


777 




(IT 


32946 1.R1084 


Score 


711 




Pyrin'! 


314. .412, 560. .777 






ST 


vjj J. UcoLJ. -*~tr * 


1 135484 9/gb | AAB02006 | 2 .0e-38 


(U57350) 


epoxide hydrolase 


3 


[Nicotiana tabacum] 1 








O C V-J . i>i . 


41397 


Seq. ID 


OJ990604_07.0310.C123 


U 


Gene No. 


85731 


Strand 


+ 


J 


Start 


314 


End 


777 




XT -a m O 


OJ990604 07 . 0310 .C123.ol . tw 


Method 


TBLASTX: Wheat 




Of art 
O Lai. L 


384 ~ 


End 


759 


J 


ox 


none 


Score 


98 


y 




384 410. 400 474. 400. .462, 


402. .473, 556.-759, 557. .658, 






559. .723 








Seq. No. 


41397 


Seq. ID 


OJ990604_07.0310.C123 


=== 


Gene No. 


85731 


Strand 


+ 




Start 


314 


End 


777 


3 


Name 


OJ990604 07 . 0310 . C123 . ol . tm 


Method 


TBLASTX :Maize 




Start 


403 ~~ 


End 


717 




VJX 


none- 


Score 


97 




Hi AUHO 


403. .474, 411. .473, 558. .701, 


559. .717 






Seq. No. 


41397 


Seq. ID 


OJ990604_07.0310.C123 




Gene No. 


85731 


Strand 


+ 




Start 


314 


End 


777 




IN CL1UC 


OJ990604 07 0310 . C123 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


409 ~ 


End 


711 






none 


Score 


61 




Exons 


409.. 474, 570. .689, 571.. 711 








Seq. No. 


41398 


Seq. ID 


OJ990604_07.0310.C133 




Gene No. 


85732 


Strand 






Start 


1 


End 


315 




Name 


OJ990604 07.0310.C133.ol.gp 


Method 


AAT/GAP . 




Start 


1 


End 


315 




GI 


uC-osflcyp033a04bl 


Score 


562 



41455 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

Start . ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



1. .315 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e 
DNA, chromosome 1, clone : P0711E10 1 

41399 Seq. ID 

85733 Strand 

180 End 

QJ990604_07.0310.C134.ol.tw Method 

180 / End 

none Score 
180. .329, 309. .515 

41399 Seq. 10 

85733 Strand 

180 End 

OJ990604_07 . 0310 . C134 . ol . tm Method 

261 End 

none Score 
261. .686, 261. .419, 287. .685 



-59 Oryza sativa genomic 



OJ990604_07.0310.C134 
686 

TBLASTX.: Wheat , - 

515 ' " ' 
84 



OJ990604_07.0310.C134 
686 

TBLASTX: Maize 

686 

458 



41400 
85734 . 
61 

OJ991115_03.0404.Cl.ol.gs 
61 

none 
61. .268 



Seq. ID OJ991115._03.0404.C1 

Strand + 

End 268 

Method GENSCAN 

End 268 

Score .81 



41401 
85735 
12741 

OJ991115_03.0404.C2.o4.gs 
12741 
none 

12741. .12816, 14059. .14411, 14543. .14743 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 
+ 

14743 
GENSCAN 
14743 
.49 



03. 0404. C2 



41401 
85736 
15199 

OJ991115_03.0404.C2.o5.gs 

15199 

none 

15199. .18225, 18427.. 19515 



Seq.. ID OJ991115_03.0404.C2 
Strand + 

19515 
GENSCAN 
19515 



End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 03. 0404. C2 



41401 
85736 
15199 

OJ991115_03.0404.C2.o2.np 
15421 
7228446 
15421.. 18533, 18621.. 19491 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAL 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



19515 
AAT/NAP 
19491 
3626 



41401 
85737 



Seq. ID OJ991115_03.0404.C2 
' Strand + 



41456 



O L. CI i- u 


19903 


End 


23426 






Name 


OJ991115 03 0404 . C2 . o2 . ap 


Method 


AAT/GAP 








19903 ~~ 


End 


23426 








*± O V " — ' 


Score 


794 








19903 19947, 22873 23098. 


23233.-23426 








41401 


Seq. ID 


OJ991115_ 


03.0404. 


C2 


ran £3 Mn 


85738 


Strand '. 


+ 






Start 


24769 


End 


32894 






Name 


OJ991115 03.0404.C2.o4.np 


Method 


AAT/NAP 






O LCll L. 


24769 


End 


32894 






u-L 


4680203 


Score 


3145 


.31640, 






24769. .24987, 26427. .27491, 


30649. .31256, 31410. 






31918 32894 












(AF114171) TNP2-like protein 


t [Sorghum bicolor] 






Can Mn 


41401 


Seq. ID 


OJ991115_ 


_03.0404 


.C2 


Gene No. 


85738 


Strand 


+ 






Start 


-24769 


End 


32894 






Name 


OJ991115 03.0404.C2.o4.gp 


Method 


AAT/GAP 






O LCti L. 


29558 


End 


29939 








uC-osflcyp033a04bl 


Score 


659 








29558. .29939 












•6016845/dbj I AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 


DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


41401 


Seq. ID 


OJ991115_ 


_03.0404 


.C2 


Gene No. 


85739 


Strand 


+ 






OLdl U 


35807 


End 


43238 






Name 


OJ991115 03.0404.C2.o8.gs 


Method 


GENSCAN 








35807 


End 


36481 






ul 


none 


Score 


.89 








35807. .36481 - 










OCLj • Vt \J . 


41401 


Seq. ID 


OJ991115_ 


_03.0404 


,C2 


Cono Mn 


85739 


Strand 


+ 






Start 


35807 


End 


43238 






Name 


OJ991115 03.0404.C2.o5.np 


Method 


AAT/NAP 






Start 


35831 


End 


39529 








4680204 


Score 


940 






DAU1IO 


35831. .37267, 37363.-38442, 


38547. .38726, 38817 


. .38945, 






39302. .39529 










OX L>CZ O o x x. ks . 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


41401 


Seq. ID 


OJ991115 


_03.0404 


.C2 


Gene No. 


85739 


Strand 


+ 






Start 


35807 


End 


43238 






Name 


OJ991115 03.0404.C2.o9.gs 


Method 


GENSCAN 








36602 


End 


37856 








none 


Score 


.75 








36602. .37267, 37363 .. 37504 , 


37651. .37856 






Seq. No. 


41401 


Seq. ID 


OJ991115 


J33.0404 


.C2 


Gene No. 


85739 


Strand 


+ 






Start 


35807 


End 


43238 






Name 


OJ991115 03.0404.C2.ol0.gs 


Method 


GENSCAN 






Start 


38045 


End 


38443 







41457 



PT 


none 




Score 


. 94 


Rvnn s 

I_J A 1 1 


38045. .38443 










41401 




Seq. ID 


OJ991115_03.0404 


Gene No . 


85739 




Strand 


+ 


Start 


35807 




End 


43238 


Name 


OJ991115 03. 0404. C2. 


oil . gs 


Method 


GEN SCAN 


Start 


38554 




. End 


43238 


GI 


none 




Score 


' .45 


Exons 


38554.-38865, 39179. 


.39281, 


41445. .41593, 4 1641 .. 41747, 




41991. .42125, 42427. 


.42611, 


42688. .43238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq,. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41401 
85739 
35807 

OJ991115_03.0404.C2.o7. 
41465 
6630699 
41465. .41799 

(AP000969) hypothetical protein [Oryza sativa] 

gi | 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



OJ991115 
+ 

43238 
AAT/NAP 
41799 
95 



03. 0404. C2 



41401 
85740 
46604 

OJ991115_03.0404.C2.ol2.gs 

46604 

none 

46604. .46938, 47509 .. 47824 , 
54650. .54716, 55644 .. 55677 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
50259. .50291, 
55739. .55824, 



OJ9911.15_03.0404, 
+ 

56447 
GENS CAN 
56447 
.64 

53639. .53916, 
56328. .56447 



C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

53639. .53933, 54522. .54811 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



41401 
85740 
46604 

OJ991115_03.0404.C2.ol0.np 
53287 
6815062 

53287. .53405, 53471 53568 , 



OJ991115 
+ 

56447 
AAT/NAP 
54811 
318 



03. 0404. C2 



41401 
85741 
1 

OJ991115_03.0404.C2.ol.np 
1 

7434320 

1..327, 815. .952, 1302. .1389, 
protein kinase MEK1 (EC 2.7.1 
gi I 2737973 | gb | AAC83393.il 
mays] 

41401 
85741 
1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1889. .1962 
-) - maize 



OJ991115 03. 0404. C2 



2249 
AAT/NAP 
1962 
711 



(U83625) protein kinase ZmMEKl [Zea 



Seq. ID 

Strand 

End 



OJ991115 03. 0404. C2 



2249 



41458 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

j Gene No. 

3 Start 

s Name 

]l Start 

y GI 

J Exons 



* Method GENSCAN 
End 1962 
none Score .78 

103. .327, 815.. 952, 1302.. 1389, 1889.. 1962 



OJ991115_03 . 0404 . C2 . ol . gs 
103 



41401 
85741 

1 - - ■ * . ' 

OJ991115_03.0404.C2.61.gp 

230 

36232 1.R1084 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 224 9 

Method AAT/GAP 

End 224 9 

Score 1211 



230. .327, 815. .952, 1302. .1389, 1889. .2249 

'2737973 2.0e-38 (U83625) protein kinase ZmMEKl [Zea mays]' 



41401 
85742 
3348 

OJ991115_03. 0404 .C2.o2.gs 
3348 
none 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 4 654 

Method GENSCAN 

End 4 654 

Score . 6 



3348.-3669, 3701. .3981, 4346. .4399, 4448. .4654 



41401 ■ 

85743 

5803 

OJ991115_03. 0404.C2.o3.gs 
5803 - 
none 



Seq. ID OJ991115_03.0404 .C2 
Strand 

End 1194 9 

Method GENSCAN 

End 11949 
Score 



5803.. 6026, 6141.. 6268, 6307.. 6470, 6546.-6625, 7986.. 8077, 
8628.. 8941, 9033.. 9182, 9264.. 9397, 10869.. 11949 



u 


Seq. No. 


41401 


Seq. ID 


OJ991115_03.0404.C2 




Gene No. 


85744 


Strand 






Start 


20142 


End 


21532 




Name 


OJ991115 03.0404.C2.o3.np 


Method 


AAT/NAP 


4 


Start 


20142 


End 


21532 




GI 


4008006 


Score 


44 


as 


Exons 


20142. .20288, 21462.. 21532 






3 


GI Descrip. 


(AF084034) receptor-like protein kinase [Arabidopsis thalxana] 




Seq. No. 


41401 


Seq. ID 


OJ991115_03.0404.C2 




Gene No. 


85745 


Strand 






Start 


-32534 


End 


32978 




Name 


OJ991115 03.0404.C2.o5.gp 


Method 


AAT/GAP 




Start 


32534 


End 


32978 




GI 


LIB3431-028-P1-N1-A10 


Score 


750 




Exons 


32534. .32880, 32908.. 32978 








GI Descrip. 


, 4 680203/gb|AAD27566.1|AF114171_7 3.0e- 


-33 (AF114171) TNP2-like 






protein [Sorghum bicolor] ' 








Seq. No. 


41401 


Seq. ID 


OJ991115_03.0404.C2 




Gene No. 


85746 


Strand 






Start 


33723 


End 


34794 




Name 


OJ991115 03.0404.C2.o7.gs 


Method 


GENSCAN 




Start 


33723 


End 


34794 




GI 


none 


Score 


.98 




Exons 


33723. .34670, 34720.. 34794 







41459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



41401 Seq. ID OJ991115JD3 . 0404 . C2 

85747 Strand 

37590 End 44891 

OJ991115 03.0404.C2.o9.np Method AAT/NAP 

37590 End 44891 

7508657 Score 179 

37590. .37826, 42452.-42988, 44813.. 44891 

hypothetical protein T28C6.1 - Caenorhabditis elegans 

gi I 3880303 | emb| CAA90992.il (Z54238) T28C6.1 [Caenorhabditis 

elegans] 



OJ991115_03.0404.C2 

44891 
AAT/NAP 
43708 
104 



41401 Seq. ID 

85747 Strand 
37590 End 
OJ991115_03 . 0404 .C2 . 08 . np Method 
41938 End 
5922620 Score 
41938. .42069, 43581.. 43708 

(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



41401 
85748. 
57168 

OJ991115_03.0404.C2.ol3.gs 
57168 



none 
57168. 
58607. 
59905, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 03. 0404. C2 



.57278, 57364.-57652, 
.58845, 59051. .59402, 
.60209 



60209 
GENSCAN 
60209 
.74 

57735. .57905, 57 984 .. 58495, 
59481. .59654, 59660 .. 59705, 



41401 
85749 
60562 

OJ991115_03.0404.C2.o5. 
82 

none 

82.. 339, 100.. 330, 101. 
1293.. 1394, 1304. .1381, 

41401 
85749 
60562 

OJ991115_03.0404 .C2.o6. 
82 

none 

82. .339, 101. .319, 121. 

41401 
85749 
60562 

OJ991115_03.0404.C2.o6 
82 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

tm Method TBLASTX: Maize 

End 1966 

Score 289 

.340, 803. .952, 805. .945, 810. .950, 
1888. .1965, 1889. .1966 

Seq. ID OJ991115J)3.0404.C2 
Strand 

End 61039 

ts Method TBLASTX: Soybean 

End 1394 

Score 159 

.321, 803. .940, 1302. .1394 

Seq. ID OJ991115_03.0404.C2 
Strand 

End • 61039 

,tc Method TBLASTX: Cress 

End 1394 



41460 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 156 

82. .339, 101. .316, 211. .339, 803. .940, 810. .932, 1320. .1394 



Seq. ID OJ991115_03. 0-404. C2 
Strand 

End 61039 
Method TBLASTX : Soybean 
End 20079 * 

none Score 219 

14249. .14422, 14250 .. 14417 , 14489 .. 14557, 144 90 .. 1454 6, 
14540. .14734, 14545 .. 14730, 20022 .. 20078 , 20026.. 20079 



41401 
85749 
60562 

OJ991115_03.0404.C2.ol.ts 
14249 . ' 



41401 
85749 
60562 

OJ991115_03.0404 .C2.ol.tm 
14250 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Mai ze 

End 14731 

none Score 258 

14250. .14417, 14252. .14413, 1448 9 .. 14557 , 144 90 .. 14546, 
14540. .14731, 14548. .14730 

Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX: Cress 

End 14417 

Score 228 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Cress 

End 20091 

Score 215 





Seq. No. 


A 1 A C\ 1 






bene wo . 


O D / *i -/ 




IB? 


*Start 








Name 


OJ991115 03. 0404. C2 . 


o4 . tc 


i ? 


Start 


14250 




i : 


GI 


none 




XX 
3 


Exons 


1 AO^H 14417 149^9 
14ZDU . • 1 4 *± -L / , L t ±£.D£.» 


1 441 0 


set 
, H 




41401 






Gene No. 


85749 




: t 


Start 


60562 






Name 


OJ991115 03. 0404. C2 . 


08. tc 




Start 


14540 




J 


GI 


none 




. 3 


Exons 


14540. .14731, 14563. 


.14727, 


s= 


Seq. No. 


41401 






Gene No. 


85749 






Start 


60562 






Name 


OJ991115 03. 0404. C2. 


ol2.tm 




Start 


15595 






GI 


none 






Exons 


15595. .15888, 15771. 


.15869 




Seq. No. 


41401 






Gene No. 


85749 






Start 


60562 






Name 


OJ991115 03. 0404. C2 . 


,o9. tm 




Start 


16341 






GI 


none 






Exons 


16341. .16517, 16342, 


. .16641, 




Seq. No. 


41401 






Gene No. 


85749 






Start 


60562 






Name 


OJ991115 03. 0404. C2 . 


.o7 . tw 



Seq. ID . OJ991115_03 . 0404 . C2 
Strand 

End 61039 

Method TBLASTX: Maize 

End 15888 

Score 213 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX: Maize 

End 16746 

Score 254 



Seq.. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX: Wheat 



41461 






Start 


1 CO c~> 




End 


16812 






GI 


none 




Score 


227 






Exons 


IdjD^ . .100 /!/ IbODJ. 


1 CCA 1 
. X Ob4 X , 


16642. .16725, 16644. .16727, 








1 b / JZ . . 1 bo XZ f Xb/J4. 


i CQ i i 
. X DO X X 










Seq. No. 


4X4UX 




Seq. ID 


OJ991115_03.0404 


CO 




Gene No. 


85749 




Strand 








* ; Start 


- 60562 . * 




. End 


61039 






Name 


UUyyXXXO U J • U ft U 4 • CZ • 


OZ • LW 


Method 


TBLASTX: Wheat 






Start 


xbyuo 




End 


17445 






GI 


none 




Score 


328 






Exons 


l byuo . . i / J4 y , loy^o. 


• X /ZZ O, 


17097. .17333, 17356 .. 174 45, 








1 / JOZ . . 1 / 4 JJ 












Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 








Q4 1 v4- 

otart 






End 


61039 






Name 


ujyyxxxD uj.u4U4.cz. 


Oj . tm 


Method 


TBLASTX: Maize 






Start 


1 T ft GO 

i / uyz 




End 


17517 






GI 


none 




Score 


397 






Exons 


i TnQQ 1*74/49 1 T1 Hfl 
x / u yz . . X / 4 4 Z , X/XUD. 


. X / 4 4 X , 


17449. .17517, 17457.. 17501 






Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 








start 


bUObZ 




End 


61039 




n 


Name 


atooi 1 i c n *j f\ a r\ a r*o 

ojyyiiio uj.U4U4.cz. 


oz . ts 


Method 


TBLASTX : Soybean 






Start 


17119 




End 


17598 






GI 


none 




Score 


421 






Exons 


17119 1759o , 1/1Z4. 


1 "7 VI 1 VI 

.1/414, 


17457. .17597 






Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 


Gene No. 


85749 




Strand 








start 


oUobZ 




End 


61039 






Name 


ujyyxxxo uj.u4U4.cz. 


rt "3 4- 

OJ . tc 


Method 


TBLASTX: Cress 






Start 


X / X J4 




End 


17580 




, 3 




none 




Score 


251 






Exons 


I / X J4 . . X / joU 










3 


beq. wo. 


A 1 A fi1 
4 X 4 U X 




Seq. ID 


OJ991115_03.0404 


CO 




Gene No. 


85749 




Strand 








Start 


60562 




End 


61039 






Name 


ujyyxxxo uj.u4U4.cz. 


rt "3 +- e 


Method 


TBLASTX : Soybean 






otart 


x / yz b 




End 


18453 








oouyz du 




Score 


420 






Exons 


1 / yzb . . Xo40J, XoU/o. 


. X04ZZ 










GI Descrip. 














Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 








btar z 


bUobZ 




End 


61039 






Name 


A7QQ1 i i r m r\ a c\ a r*o 

ujyyixio uj.u4U4.cz. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


17983 




End 


18300 






GI 


none 




Score 


411 






Exons 


17983. .18300, 17991. 


.18299 










Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 







41462 






Start 


60562 




End 


61039 






Name 


OJ991115 03. 0404. C2 . 


o2 . tc 


Method 


TBLASTX: Cress 






Start 


18075 




End 


18339 








none 




Score 


264 








18075. . 18251, 18076. 


.18339, 


18091. .18339 






Seq. No. 


41401 




Seq. ID 


OJ991115J33.0404. 


C2 




Gene No. 


: 85749 




Strand 








Start 


60562 




End 


'61039 






Name 


OJ991115 03. 0404. C2. 


o3.tw 


Method . 


TBLASTX: Wheat 






Start 


18120 




End 


18786 






GI 


none 




Score 


308 






T? von •=! 


18120. . 18251, 18121. 


.18465, 


18250. .18417, 18276. .18419, 








18457. .18672, 18664. 


.18786 










Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404. 


C2 




Gene No. 


85749 




Strand 








Start 


60562 




End 


61039 






Name 


OJ991115 03. 0404. C2 . 


o2.tm 


Method 


TBLASTX: Maize 






Start 


18553 




End 


18942 






GI 


none 




Score 


454 






Exons 


18553. .18678, 18555. 


.18938, 


18556. .18942 






Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 






fH 


Start 


60562 




End 


61039 






Name 


OJ991115 03. 0404. C2 


o7.tc 


Method 


TBLASTX: Cress 




I Li 


Start 


18802 




End 


19473 




fl 


GI 


none 




Score 


167 




l7i 

is? 


P von <$ 


18802. .18993, 18808 


. .18957, 


19018. .19104, 19082. .19207, 




^! 




19222. .19473, 19263 


. .19433 








iu 


Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 






f i 


Start 


60562 




End 


61039 






Name 


OJ991115 03. 0404. C2 


. o4 . ts 


Method 


TBLASTX: Soybean 






Start 


18829 




End 


19509 






GI 


none 




Score 


130 




1 -i 


Exons 


18829. .i8990, 18997 


. .19509 










Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 








Start 


60562 




End 


61039 






Name 


OJ991115 03. 0404. C2 


.olO.tw 


Method 


TBLASTX: Wheat 






Start 


19024 




End 


19443 






GI 


none 




Score 


105 






Exons 


19024. .19227, 19225 


. .19443 










Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 




Gene No. 


85749 




Strand 








Start 


60562 




End 


61039 






Name 


OJ991115 03. 0404. C2 


.06. tm 


Method 


TBLASTX: Maize 






Start 


19086 




End 


19470 






GI 


none 




Score 


308 






Exons 


19086. .19469, 19087 


. .19470 










Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 



41463 





Gene No. 


85749 






Start 


60562 






LN CU.LIC- 


OJ991115 03. 0404. C2. 


o7 . tm 




O Lai L 


24091 








none 






Exons 


24091. .24462 






Seq. No. 


41401 






Gene No. 


85749 






Start 


60562 






LN dillC 


OJ991115 03. 0404. C2. 


o9. tw 




O l_O.X L 


24289 






\J X 


none 






Exons 


24289. .24480, 24337. 


.24654, 




Seq. No. 


41401 






Gene No. 


85749 






Start 


60562 






a.iLi~ 


OJ991115 03. 0404. C2. 


oll.tm 




OLaL L 


24732 








none 






Exons 


24732.-24839, 24733. 


.25026, 




o e q * in u • 


41401 




re; 


Gene No. 


85749 




n 


Start 


60562 






Name 


OJ991115 03. 0404. C2. 


06. tw 


u 


oiai L 


26733 




3 


VJ-L 


none 




% 




26733. .26885, 26752. 


.26871, 


z 




26877. .27134, 26879. 


.27121, 


u 


Seq. No. 


41401 






Gene No. 


85749 




i 


Start 


60562 






Name 


OJ991115 03. 0404. C2 


. o5 . ts 


— 


O L-CLX, L. 


27051 ~~ 






ox 


none 




j 


Exons 


27051. .27125, 27126 


. .27188, 


i 


Seq. No. 


41401 






Gene No. 


85749 






Start 


60562 






Name 


OJ991115 03. 0404. C2 


. o5 . tc 




O L. d x u 


27212 ~~ 






w X 


none 






Exons 


27212. .27364, 27219 


. .27491, 




Can Mr* 


41401 








85749 






Start 


60562 






Name 


OJ991115 03. 0404. C2 


. o5. tw 




Start 


27348 






GI 


none 






. Exons 


27348. .27404, 27356 


. .27400, 






27402. .27497, 30646 


. .30663, 






30684. .30764, 30765 


. .30968, 



Strand 
End 

Method 

End 

Score 



61039 

TBLASTX: Maize 

24462 

295 



Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Wheat 

End 24656 

Score 150 
24402. .24656, 24553.-24654 

Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Mai ze 

End 25026 

Score 228 
24733. .24921, 24864. .25025 

Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Wheat 

End 27134 

Score 92 
26868. .27119, 26876 .. 27118, 
26887. .27129 

Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Soybean 

End 27487 

Score 98 
27183. .27479, 27215.. 27487 

Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Cress 

End 27491 

Score 227 
27413. .27490 

Seq. ID OJ991115_03.0404.C2 
Strand 

End 61039 

Method TBLASTX : Wheat 

End 30973 

Score 66 
27401. .27493, 27402 .. 27491, 
30677. .30763, 30678 .. 30764 , 
30767. .30973 



41464 




Seq. No. 


A 1 A rt 1 

41401 




Seq. ID 


OJ991115_03.0404 




Gene No . 


85749 




Strand 






Start 


60562 




End 


61039 




Name 


OJ991115 03. 0404. C2. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


30643 




End 


31007 




GI 


none 




Score 


52 




Exons 


30643. .30684, 30678. 


.30803, 


30813.. 31007 




Seq. No. 


A 1 A rt 1 

41401 




Seq. ID 


OJ991115_03.0404 




Gene No. 


85749 




Strand 






Start 


60562 




End 


61039 




Name 


OJ991115 03. 0404. C2 . 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


30837 




End 


31079 




GI 


none 




Score 


210 




Exons 


30837. .31079, 30842. 


.31021 








Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 


Gene No. 


OCT j ft 

oo 749 




Strand 






Start 


60562 




End 


61039 




Name 


OJ991115 03. 0404. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


31112 




End 


31522 




GI 


none 




Score 


77 




Exons 


31112. .31162, 31113. 


.31175, 


31187. .31363, 31188 .. 31403, 






. 31436. .31522, 31437. 


.31520 








Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 


Gene No. 


85749 




Strand 






Start 


60562 




End 


61039 




Name 


T rt rt "1 1 "1 C rt O f\ A f\ A O 

OJ991115 03. 0404. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


31523 




End 


32840 




GI 


none 




Score 


435 




Exons 


31523. .31879, 31524. 


.31880, 


31531. .31881, 31884 . .32153, 






31885. .32442, 32110. 


.32427, 


32450. .32479, 32451 .. 32480, 






32457. .32480, 32483. 


.32578, 


32487. .32546, 32525 32665, 






32526. .32666, 32676. 


.32759, 


32748. .32840 




Seq. No. 


A 1 A rt 1 

41401 




Seq. ID 


OJ991115_03.0404 




Gene No. 


85749 




Strand 






Start 


60562 




End 


61039 




Name 


OJ991115 03. 0404. C2. 


08 . tm 


.Method 


TBLASTX: Maize 




Start 


31566 




End 


31883 




GI 


none 




Score 


291 




Exons 


31566. .31883, 31577. 


.31879 








Seq. No. 


41401 




Seq. iD 


OJ991115_03.0404 


.C2 


Gene No. 


8574 9 




Strand 






Start 


60562 




End 


61039 




Name 


OJ991115 03. 0404. C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


31811 




End 


32259 




GI 


none 




Score 


69 




Exons 


31811. .31879, 31815. 


.31880, 


31884 . .32153, 31885 .. 32259, 






32110. .32259 










Seq. No. 


41401 




Seq. ID.. 


OJ991115_03.0404 


.C2 


Gene No. 


85749 




Strand 






Start 


60562 




End 


61039 





41465 




Name 


OJ991115 03. 0404. C2. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


36474 




End 


59351 




GI 


none 




Score 


179 . 




Exons 


36474. .36584, 36476. 


.36709, 


36536.-36625, 36577 .. 36717 , 






36707. .36877, 36772. 


.36876, 


59295. .59351 




Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 


Gene No. 


85749 ■ ■ ' 




Strand 






Start 


60562 




End " 


61039 ' 




Name 


OJ991115 03. 0404. C2. 


oll.tw 


Method 


TBLASTX : Wheat 




Start 


36878 




End 


58825 




GI 


none 




Score 


65 




Exons 


36878.-36958, 37199. 


.37273, 


37357.-37575, 58613.. 58825 




Seq. No. 


41401 




Seq. ID 


OJ991115_03.0404 


.C2 


Gene No. 


85749 




Strand 






Start 


60562 




End 


61039 




Name 


OJ991115 03. 0404. C2. 


ol4 . gs 


Method 


GENSCAN 




Start 


60562 




End 


61039 




GI 


none 




Score 


1 




Exons 


60562. .61039 










Seq. No. 


41402 




S.eq. ID 


OJ991115_03.0404 


.C3 


Gene No. 


85750 




Strand 


+ 




Start 


6957 




End 


9747 




Name 


OJ991115 03. 0404. C3. 


o2.gs 


Method 


GENSCAN 




Start 


6957 




End 


9747 




GI 


none 




Score 


.54 




Exons 


6957. .6972, 7616. .7765, 8012. .8167, 8344.-8396, 9535.-9747 


Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


.C3 


Gene No. 


85751 




Strand 


+ 




Start 


10196 




End 


15982 




Name 


OJ991115 03. 0404. C3. 


o3.gs 


Method 


GENSCAN 




Start 


10196 




End 


15982 




GI 


none 




Score 


.54 




Exons 


10196. .10297, 10474. 


.10601, 


11027. .11109, 12522. .12626, 





13020. .13247, 13270 .. 13367 , 13524 .. 13712, 13781 .. 13839, 
13920. .14259, 14374. . 14558 , 14818 .. 14 963, 15100 .. 15585, 
15846.. 15982 



Seq. No. 


41402 


Seq. ID 


OJ991115_03. 


0404. 


C3 


Gene No. 


85752 


Strand 








Start 


421 


End 


3645 






Name 


OJ991115 03.0404.C3.ol.np 


Method 


AAT/NAP 






Start 


265 


End 


3531 






GI 


4680203 


Score 


1939 






Exons 


265. .1200, 1477. .1720, 1880.. 


3531 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


41402 


Seq. ID 


OJ991115__03. 


0404. 


C3 


Gene No. 


85752 


Strand 








Start 


421 


End 


3645 






Name 


OJ991115 03.0404. C3.ol.gs 


Method 


GENSCAN 






Start 


421 


End 


3645 






GI 


none 


Score 


.61 






Exons 


421. .879, 997. .2016, 2116. .2375, 2610. 


.2781, 3302.. 


3531, 





41466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3633. .3645' 

41402 Seq. ID 

85753 Strand 
16844 End 
OJ991115JD3.0404 .C3.o2.np Method 
16202 End 
7228457 Score 
16202. .17722, 17789 .. 18850, 20258 20825, 20859 .. 22429, 
24063. .24114 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ991115_03.0404.C3 

26379 
AAT/NAP 
24114 
2810 





Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


,C3 




Gene No. 


85753 




Strand 








Start 


16844 




End 


26379 






Name 


OJ991115 03. 0404. C3. 


o4 .gs 


Method 


GEN SCAN 






Start 


16844 




End 


26379 






GI 


none 




Score 


.51 






Exons 


16844. .17384, 17415. 


.17663, 


17817. .18846, 19927 .. 19970, 








20220. .20719, 20888. 


.21424, 


21455. .21626, 21685 .. 22812, 








22908. .23471, 23499. 


.23928, 


25979.-26267, 26296.-26379 






Seq. No. 


41402 - 




Seq. ID 


OJ991115_03.0404 


,C3 


3 


Gene No. 


85753 




Strand 








Start 


16844 




End 


26379 




u 


Name 


OJ991115 03. 0404. C3. 


o3.np 


Method 


AAT/NAP 




_l 


Start 


22265 




End 


24383 






GI 


7523517 




Score 


276 






Exons 


22265. .22307, 23883. 


.23928, 


24073. .24383 




3 
y 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


.C3 




Gene No. 


85754 




Strand 








Start 


26701 




End 


28027 






Name 


OJ991115 03. 0404. C3. 


ol. tw 


Method 


TBLASTX: Wheat 






Start 


343 




End^ 


1581 






GI 


none 




Score 


68 






Exons 


343. .462, 463. .567, 


464. .568, 586. .639 


, 640. .690, 706.. 


846, 






707. .832, 844. .1044, 


968. .1018, 1049.. 


1549, 1051.. 1581 






Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


,C3 




Gene No. 


85754 




Strand 








Start 


26701 




End 


28027 






Name 


OJ991115 03. 0404. C3. 


o3.ts 


Method 


TBLASTX: Soybean 






Start 


406 




End 


654 






GI 


none 




Score 


88 






Exons 


406. .654, 416. .652 












Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


.C3 




Gene No. 


85754 




Strand 








Start 


26701 




End 


28027 






Name 


OJ991115 03. 0404. C3. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


880 




End 


1306 






GI 


none 




Score 


182 






Exons 


880.. 1044, 1049.. 1306, 1051 


. .1302 







41467 



Seq. No. 


41402 






beq. iu 


n tqqi ii 1 ^ rn 0404 


C3 


Gene No. 


85754 






Strand 






Start 


26701 






End 


28027 




Name 


OJ991115 03. 


0404. 


C3.o4 .tm 


Method 


TBLASTX: Maize 




Start 


1237 






End 


1552 




GI 


none 






Score 


152 




Exons 


1237.. 1551, 


1256. 


.1552 . 








Seq. No. 


41402 






dorr t n 


H.TQQ1 IIS 03 0404 


C3 


Gene No. 


85754 






Strand 






Start 


26701 






End 


28027 




Name 


OJ991115 03. 


0404. 


C3.o5.ts 


Method 


TBLASTX : Soybean 




Start 


1249 






End 


1632 




GI 


none 






Score 


66 




Exons 


1249. .1386, 


1252. 


.1494, 1504. 


.1632 






Seq. No. 


41402 






Seq. ID 


OJ991115_03.0404. 


C3 


Gene No. 


85754 






Strand 






Start 


26701 






End 


28027 




Name 


OJ991115 03. 


0404. 


C3.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


1720 






End 


1924 




GI 


none 






Score 


83 




Exons 


1720. .1803, 


1804 


.1923, 1807. 


.1923, 1808. .1924 




Seq. No. 


41402 






Seq. ID 


OJ991115_03.0404 




Gene No. 


85754 






Strand 






Start 


26701 






End 


28027 




Name 


OJ991115 03 


0404 


,C3.o6. tm 


Method 


TBLASTX: Maize 




Start 


1729 






End 


1944 




GI 


none 






Score 


82 




Exons 


1729. .1920, 


1730 


..1918, 1744. 


.1944 






Seq. No. 


41402 






Seq. ID 


OJ991115_03.0404 


.C3 


Gene No. 


85754 






Strand 






Start 


- 26701 






End 


28027 




Name 


OJ991115 03 


.0404.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


2104 






End 


2553 




GI 


none 






Score 


86 




Exons 


2104. .2298, 


2120 


..2299, 2305. 


.2547, 2321.. 2494, 2422.. 2553 


Seq. No. 


41402 






Seq. ID 


OJ991115_03.0404 


.C3 


Gene No.. 


85754 






Strand 






Start 


26701 






End 


28027 




Name 


OJ991115 03 


.0404 


.C3.o9.tw 


Method 


TBLASTX: Wheat 




Start 


2143 






End 


2484 




GI 


none 






Score 


75 




Exons 


2143. .2298, 


2144 


..2392, 2342. 


.2437, 2344.-2439, 2452.. 2484 


Seq. No. 


41402 






Seq. ID 


OJ991115_03.0404 


.C3 


Gene No. 


85754 






Strand 






Start 


26701 






End 


28027 




Name 


OJ991115 03 


.0404 


.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


2392 






End 


2742 




GI 


none 






Score 


110 




Exons 


2392. .2742, 


2393 


. .2548, 2585. 


.2734 







41468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41402 
85754 
26701 

OJ991115_03.0404 .C3.ol.ts 
2464 
none 



Seq. ID OJ991115_03.0404.C3 
Strand 

End 28027 

Method TBLASTX : Soybean 

End 2871 

Score 120 



2464. .2742, 2492.-2728, 2761. .2871 



41402 
85754 
26701 

OJ991115_03.0404 .C3.o4 .tw 
2488 
none 



Seq. ID OJ991115_03.0404.C3 
Strand 

End 28027 

Method TBLASTX : Wheat 

■End 3172 

Score 40 



2488. .2613, 2531.. 2617, 2620.. 2739, 2633.-2722, 2758.-2859, 
2873.. 3172, 2883.. 3083 



41402 



Seq. ID OJ991115_03.0404.C3 



o D i Oh 




Strand 






Z o f Ul 




End 


28027 






Oj * lW 


Method 


TBLASTX: Wheat 




1 fi?1 1 — 




End 


16819 




none 




Score 


67 




16211. .16339, 16212. 


.16337, 


16367. .16819, 16563. .16670 




A 1 A no 




'Seq. ID 


OJ991115_03.0404 


.C3 


Q CL~? C A 
OJ / J4 




Strand 






ZD /Ul 




End 


28027 




f\ tQQI 1 1 Q m f\AC\A 


OO . "CW 


Method 


TBLASTX: Wheat 




i ^fi/ii ~~ 

lDOft-L 




End 


17195 




none 




Score 


166 




1 £841 1 71 Q4 1 fifi SI 


. 17093, 


17139. .17195 




41402 




Seq. ID 


OJ991115_03.0404 


.C3 


85754 




Strand 






26701 




End 


28027 




OJ991115 03. 0404. C3 


o5. tm 


Method 


TBLASTX: Maize 




17021 




End 


17308 




none 




Score 


126 




17021. .17248, 17022 


.17249, 


17249. .17308 




41402 




Seq. ID 


OJ991115_03.0404 


.C3 


85754 




Strand 






26701 




End 


28027 




OJ991115 03. 0404. C3 


.oll.tw 


Method 


TBLASTX: Wheat 




17450 




End 


17806 




none 




Score 


62 




17450. .17806, 17451 


. .17669, 


17712. .177 


36 




41402 




Seq. ID 


OJ991115_03.0404 


.C3 


85754 




Strand 






26701 




End 


28027 




OJ991115 03. 0404. C3 


,o4 . ts 


Method 


TBLASTX: Soybean 




17573 




End 


18094 




5666795 




Score 


53 




17573. .17794, 17721 


. .17789, 


17810. .17959, 17811. .17834, 




17880. .18002, 17981 


. .18094 









41469 




GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



oeq . no . 


4 1 A 09 

ft J. 4 UZ 




Seq. ID 


OJ991115_03.0404 


.C3 


bene no . 


O 3 / D ft 




Strand 






Cf a >-f 
OLdlL 


ZD / Ul 




End 


28027 




Name 


HTQQ1 1 1 R 0404 P*3 


ofl f TaJ 

oo ■ uw 


Method 


TBLASTX: Wheat 




Of a r*+- 
OLail 


lioin — 
1 / OlU 




End 


18218 




bl 


none 




Score \ 


57 ■ 




Exons 


17810. .17983, 17811. 


.17945, 


17991. .18218, 17993.. 18217 




oeq. wo. 


A 1 A 09 
ft 1 ft UZ 




Seq. ID 


OJ991115_03.0404 


.C3 


bene ino . 


O 0 / Dfl 




Strand 






Of 5 »-f 


9 £7 0 1 




End 


28027 




Name 


OTQQ1 1 1 0*5 0404 P^ 

uuyyiiio u j . u ft uft . b o . 


n9 +■ <5 
UZ . Lb 


Method 


TBLASTX : Soybean 




Cf a r*+- 


1 P. "3 Oft 




End 


18730 




CT 
bl 


none 




Score 


80 




Exons 


18308. .18397, 18455. 


.18730, 


18546. .18698 




Q /-\ /-r \T/^» 

oeq. in o • 


ft J. 4 UZ 




Seq. ID 


OJ991115_03.0404 


.C3 


bene ino . 


O D / O ft 




Strand 






Cf -a >~f 


9 £701 
ZD / Ul 




End 


28027 




Name 


OTQQIIICI 0"} 0404 

ujyyiiio u j . uft ufi . b j . 


_ 

Oj • tW 


Method 


TBLASTX: Wheat 




Of -a rf 


1QKO 
1 0 ft JZ 




End 


18784 




bl 


none 




Score 


181 




Exons 


18452. .18784, 18453. 


.18686 








beq. ino - 


A 1 A O 9 

fl 1 fl uz 




Seq. ID 


OJ991115_03.0404 




Gene No . 






Strand 






otart 


ZD / Ul 




End 


28027 




Name 


(juyyuiD uo . Ufi Ufi . lj . 


_ 

Oj. tm 


Method 


TBLASTX: Maize 




Of a yf 


1 o fl D o 




End 


18841 




bl 


none 




Score 


112 




Exons 


1 Q/CQ 1QQ41 1Q4^Q 

loftoo. . i o o f* i , lofto:?. 


1 P. £ft 
• 10DOD 








Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


.C3 


bene lno . 


0 0/34 




Strand 






Of n — f 


9 £701 
ZD / Ul 




End 


28027 




Name 


PiTQQIII^ 0*3 0404 PI 
UU53III j UJi U4 U4 • Lj • 


ol . tm 


Method 


TBLASTX: Maize 




Of a vf 

o tart 


9097£ ~™ 
ZUZ / O 




End 


20635 




bl 


none 




Score 


125 




Exons 


9097£ OCiAQQ 90977 
zUz / D . . z Ufi o o , ZUz//. 


904 0 Q 
. ZUft O y , 


20490. .20573, 204 92 .. 20635, 






904 QR Ofi^fll 

zufiyj. .zuooi 










Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


.C3 


bene ino . 


O C7 C A 

O 0 / 0 4 




Strand 






Of a vf 


9 £7 0 1 
ZO / Ul 




End 


28027 




Name 


OTQQ1 1 1 R 0*5 0404 P^ 

uuyyiiio u j . ufi ufi . b j . 


oz . tw 


Method 


TBLASTX: Wheat 




Of a >-f 


90**0£ _ 
ZUjUD 




End 


20764 




PT 
bl 


none 




Score 


147 




Exons 


20306. .20488, 20307. 


.20480, 


20321. .20494, 20492 .. 207 64 , 






20493. .20756 










Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


.C3 


Gene No. 


85754 




Strand 






Start 


. 26701 




End 


28027 




Name 


OJ991115 03. 0404. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


20975 




End 


21382 





414-70 



PT 


none 




Score 


132 


EjXOIIo 


20975 21163 , 20976. 


.21161, 


21200. .21382, 21258. .21374 


Seq. No. 


41402 




Seq. ID 


OJ991115 


Gene No. 


85754 




Strand 




O L Cli. L. 


26701 




End 


28027 


Name 


OJ991115 03. 0404. C3. 


olO. tw 


Method 


TBLASTX : Wheat 


OLdl L 


21966 ~ 




End - 


22364 




none 




Score 


o c o 

252 


Exons 


21966 .22364 








Seq. No. 


41402 




Seq. ID 


OJ 991115__0o . U4U4 


Gene No. 


85754 




Strand 






26701 




End 


28027 




OJ991115 03. 0404. C3. 


o7 . tm 


Method 


TBLASTX: Maize 




22128 ~~ 




End 


22367 




none 




Score 


199 




22128 . .22367 








Seq. No. 


41402 




Seq. ID 


OJ991115_03.0404 


Gene No. 


85754 




Strand 




Start 


26701 




End 


28027. 


Name 


OJ991115 03. 0404. C3 


oS.gs 


Method 


GEN SCAN 


Start 


26701 




End 


28027 


GI 


none 




Score 


.6 


Exons 


26701. .26785/ 27936 


.28027 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41403 Seq. ID 

85755 Strand 

2146 End 

OJ991115_03.0404 .C4.ol.np Method 

214 6 End 

7523686 Score 



OJ991115_03.0404 .C4 
+ 

14775 
AAT/NAP 
14775 
254 



2146. .2228, 2733.-2788, 6076. .6714, 14719. .14775 
(AC009526) Similar to Athila ORF 1 [Arabidopsis thaliana] 



41403 
85755 
2146 

OJ991115_03.0404.C4.o2.gs 
4987 
none 



Seq. ID OJ991115_03.0404.C4 

Strand + 

End 14775 

Method GENSCAN 

End 12870 

Score .47 



4987. .5046, 5856.-5894, 5954. .6235, 6656. .6806, 8868.-8998, 
9105.. 9363, 10062. .10139, 10819 .. 10873, 10934 .. 10971, 
11231. .11467, 11756. .12107, 12684.. 12870 



41403 Seq. ID 

85755 Strand 
2146 End 
OJ991115_03.0404 .C4.o2.np Method 
10965 End 
130582 Score 
10965. .11900 

RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 |pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



OJ991115_03.0404.C4 
+ 

14775 
AAT/NAP 
11900 
241 



41471 



Seq. No. 


41403 






Gene No . 


ft S7 Rfi 

OJ ' JO 






Start 








Name 


o to en 1 1 c; pt ^ 


0404. C4. 


ol . tw 


Start 


CI "7 *3 






C T 


none 






Exons 


to COQQ 
Dl / 3 * - 0^03, 


6305. .6520 


Seq. No. 


41403 






bene no . 


85756 






Start 


13301 






Name 


OJ991115 03. 


0404. C4 . 


o3.gs 


Start 


13301 






GI 


none 






Exons 


13301. .13409, 14117 


.14225 


Seq. No. 


41404 






Gene No. 


85757 






Start 


1 






Name 


OJ991115 03 


0404. C5 


.ol.np 


Start 


1 






GI 


■6498436 






Exons 


1..330, 596 


. .714 





Seq. ID OJ991115_03.0404.C4 
Strand 

End 14225 

Method TBLASTX : Wheat 

End 6520 

Score 97 



Seq. ID OJ991115_03.0404.C4 
Strand 

End 14225 

Method GENSCAN 

End 14225 

Score .82 



Seq. ID OJ991115_03.0404.C5 

Strand + 

End 717 

Method AAT/NAP 

End 714 

Score 408 



i GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 





Seq. No. 


41404 








Seq. ID 


OJ991115_ 


03. 


0404 


.C5 




Gene No. 


85757 








Strand 


+ 










Start 


1 








End 


717 










Name 


OJ991115 03. 


0404. 


CS.ol. 


gs 


Method 


GENSCAN 










Start 


38 








End 


717 










GI 


none 








Score 


.87 










Exons 


38. .158, 596 


. .717 


















Seq. No. 


41404 








Seq. ID 


OJ991115_ 


03. 


0404 


.C5 




Gene No. 


85758 








Strand 












Start 


1373 








End 


2961 










Name 


OJ991115 03. 


0404 . 


C5.o2 . 


gs 


Method 


GENSCAN 










Start 


1373 








End 


2961 










GI 


none 








Score 


.59 










Exons 


1373. .1392, 


1705. 


.2234, 


2897. 


.2961 












Seq. No., 


41404 








Seq. ID 


OJ991115_ 


_03 


.0404 


.C5 




Gene No. 


85758 








Strand 












Start 


1373 








End 


2961 










Name 


OJ991115 03. 


0404. 


CS.ol. 


gp 


Method 


AAT/GAP 










Start 


1778 








End 


2168 










GI 


702945 








Score 


699 










Exons 


1778. .2168 




















Seq. No. 


41404 








Seq. ID 


OJ991115 


_03 


.0404 


.C5 




Gene No. 


85759 








Strand 












Start 


6190 








End 


6974 










Name . 


OJ991115 03. 


0404. 


C5.o2 


np 


Method 


AAT/NAP 










Start 


6190 








End 


6974 










GI 


6498436 








Score 


322 










Exons 


6190. .6325, 


6635. 


.6974 















41472 



GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 

GI Descrip. 



41404 
85759 
6190 

OJ991115_03.0404 .C5.o2.qp 
6270 

LIB3432-012-P1-K1-C8' 
6270. .6726 

•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ991115_03.0404.C5 
Strand 

End 6974 

Method AAT/GAP 

End 67 2 6 

Score 889 



41405 
85760 
211 

OJ991115_03.0404.C6.ol.gs 

211 

none 

211.. 216, 527.. 564, 624.. 732 



Seq. ID OJ991115_03.0404.C6 

Strand + ' 

End 7 32 

Method GEN SCAN 

End 732 

Score .76 



41405 
85761 
3135 

OJ991115_03.0404.C6.ol.np 
3135 
7228457 



Seq. ID OJ991115_03.0404.C6 
Strand 

14552 
AAT/NAP 
13961 
4391 



End 

Method 
End 
Score 

3135.. .3232, 6079.. 6482, 9658.. 10557, 10680 .. 11508 , 11572 .. 13381, 
13446.. 13961 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ991115_03.0404.C6 
Strand 

End 14552 

Method AAT/GAP 

End 7614 

Score 663 



41405 
85761 
3135 

OJ991115_03.0404.C6.ol.gp 
7233 

uC-osflcyp033a04bl 
7233. .7614 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq.. No.. ... 


41405 


Seq. ID 


OJ991115_03.0404 


.C6 


Gene No. 


85761 


Strand 






Start 


3135 


End 


14552 




Name 


OJ991115 03. 


04 0 4 . C6 . o4 . tw Method 


TBLASTX: Wheat 




Start 


9680 


End 


10129 




GI 


none 


Score 


92 




Exons 


9680. .9832, 


9681.. 9821, 9888. .10109, 


9905. .10129 




Seq. No. 


41405 


Seq. ID 


OJ991115_03.0404 


.C6 


Gene No. 


85761 


Strand 






Start 


3135 


End 


14552 




Name 


OJ991115 03. 


0404 .C6.o3.gs Method 


- GEN SCAN 




Start 


9686 


End 


11016 




GI 


none 


Score 


.6 




Exons 


9686. .10056, 


10309. .10443, 10638. .11016 





41473 



Seq. No. 41405' 

Gene No. 85761 

Start 3135 

Name OJ991115_03 . 04 04 . C6 . ol . ts 

Start 10481 

GI none 

Exons ,• 10481.. 10531, 10525 .. 10851, 

Seq. No. 41405 

Gene No. 85761 

Start 3135 

Name OJ991115_03 . 0404 . C6 . o2 . tw 

Start 10514 

GI none 

Exons 10514. .10924, 10525.. 10929 

Seq. No. 41405 

Gene No. 85761 

Start 3135 

Name OJ991115_03 . 0404 . C6 . o2 . tm 

Start 10603 

GI none 

Exons 10603. .10986, 10730.. 10948 

Seq. No. 41405 

Gene No. 85761 

Start 3135 

Name OJ991115_03 . 0404 .C6 . ol . tm 

Start 11014 

GI none 

Exons 11014. .11370, 11024.. 11329 

Seq. No. 41405 

Gene No. 85761 

Start 3135 

Name OJ991115_03 . 0404 .C6.ol.tw 

Start 11038 

GI none 

Exons 11038. .11499, 11039 .. 11500, 

Seq. No. 41405 

Gene No. 85761 

Start 3135 

Name OJ991115_03 . 04 04 . C6 . o2 . ts 
Start . 11095 

GI none 

Exons 11095. .11229, 11236.. 11460 

Seq. No. 41405 
Gene No. 85761 
Start 3135 

Name OJ991115_03 . 0404 . C6 . o4 . gs 
Start 11197 
GI none 

Exons 11197. .11373, 11587 .. 12228 , 

14312. .14417, 1.4516. .14552 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_03. 04 04.C6 
14552 

TBLASTX: Soybean 

10851 

64 . 



10739. .10837 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115__03.0404.C6 
14552 

TBLASTX : Wheat 

10929 

273 



OJ991115__03. 0404 .C6 
14552 

TBLASTX: Maize 

10986 

139 



OJ991115JD3.0404 .C6 
14552 

TBLASTX: Maize 

11370 

182 



OJ991115_03.0404.C6 
14552 

TBLASTX: Wheat 

11501 

391 



11325. .11501 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_03.0404.C6 
14552 

TBLASTX : Soybean 

11460 

108 



OJ991115_03.0404.C6 

14552 
GENSCAN 
14552 
.41 



12293. .13713, 13956 .. 14068, 



41474 




Seq. No. 


41405 


Seq. ID 


OJ991115_03.0404 


.C6 


cpne No . 


85761 


Strand 






Start 


3135 


End 


14552 




Name 


OJ991115 03. 0404 .C6.o3. tw 


Method 


TBLASTX: Wheat 




Start 


11608 ~ 


End 


12100 




GI 


none 


Score 


159 




IT von 


.11608. .12093, 11627. .11944, 


11966.. 12100 




Seq. No. 


41405 


Seq. ID 


OJ991115 03.0404 


.C6 


Gpne No . 


85761 


Strand 






Start 


3135 


End 


14552 




Name 


OJ991115 03. 0404 .C6.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12896 — 


End 


13270 




GI 


none 


Score 


100 




Exons 


12896. .13270, 129.90. .13148 








Seq. No. 


41405 


Seq. ID 


OJ991115_03.0404 


.C6 


Gene No . 


85761 


Strand 






Start 


3135 


End 


14552 




Name 


OJ991115 03. 0404 .C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


12995 ~ 


End 


13280 




GI 


none 


Score 


93 






12995 13243 12996 13280 








Seq. No. 


41406 


Seq. ID 


OJ991115_03.0404 


.C7 


Gene No. 


85762 


Strand 


+ 




Start 


1 


End 


1638 






OJ991115 03 0404 C7 ol nn 


Method 


AAT/NAP 






1 _ 


End 


1638 




GI 


5852181 


Score 


104 




Exons 


1..37. 228.. 366, 1589.. 1638 










(AL117265) zhbOOll.l FOrvza 


sativa] 






Seq. No. 


41406 


Seq. ID 


OJ991115_03.0404 


.C7 


Gpne No 


85762 


Strand 


+ 




Start 


1 


End 


' 1638 




Name 


OJ991115 03 0404 C7 ol as 


Method 


GEN SCAN 




Start 


225 ~~ 


End 


1086 




GI 


none 


Score 


.47 




Exons 


225. .366, 1037. .1086 








Seq. No. 


41406 


Seq. ID 


OJ991115_03.0404 


.C7 


Gene No. 


85763 


Strand 






Start 


2185 


End 


2512 




Name 


OJ991115 03.0404.C7.o2.np 


Method 


AAT/NAP 




Start 


2185 


End 


2512 




GI 


5410609 


Score 


55 




Exons 


2185.. 2232, 2311.. 2512 










(AF161253) protein phosphatase 4 catalytic subunit 






[Dictyostelium discoideum] 








Seq. No. 


41407 


Seq. ID 


OJ991115_03.0404 


.C8 


Gene No. 


85764 


Strand 


+ 




Start 


7 96 


End 


1137 




Name 


OJ991115 03.0404.C8.ol.gs 


Method 


GENSCAN 




Start 


796 


End 


1137 





41475 



rir 


none 


Score 


.98 






796. . 1137 








Seq. No. 


41407 


Seq. ID 


OJ991115_03.0404. 


C8 


Gene No. 


85765 


Strand 


+ 




Start 


6506 


End 


6755 




Name 


OJ991115 03.0404.C8.o2.gp 


Method 


AAT/GAP 




Start 


6506 


* End 


6755 • ... 




\j ± 


none 


Score 


380 




DAU HO 


6506. . 6755 








Q<=»rr Mo 


41407 


Seq. ID 


OJ991115_03.0404 


C8 


Gene No. 


85766 


Strand 


+ 




Start 


14855 


End 


17207 




Name 


OJ991115 03.0404 .C8.o3.np 


Method 


AAT/NAP 




Start 


14855 


End 


17207 




GI 


7340860 


Score 


96 




Exons 


14855. .15014, 15566. .15667, 


17187. .17207 


the 


GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


predicted gene.; hypothetical protein 


[Oryza sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41407 Seq. ID 

85767 Strand 
17553 End 
OJ991115_03.0404 .C8.o3.gp Method 
16750 End 
LIB3432-059-P1-K1-D8 Score 
16750. .17207 

' 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ991115_03.0404.C8 
+ 

18066 
AAT/GAP 
17207 
719 



41407 Seq. ID 

85767 Strand 
17553 End 
OJ991115_03 . 0404 . C8 . o4 . gp Method 
17141 End 
LIB3477-003-P1-K1-E9 Score 
17141.. 17231 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991115_03.0404.C8 
+ 

18066 
AAT/GAP 
17231 
145 



41407 
85767 
17553 

OJ991115_03.0404.C8.o3.gs 

17553 

none 

17553. .17606, 17968. .18066 

41407 
85768 
3016 

OJ991115_03.0404.C8.ol.gp 

3007 

none 

3007. .3496 



Seq. ID OJ991115_03.0404.C8 

Strand + 

End 18066 

Method GENSCAN 

End 18066 

Score .55 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_03.0404.C8 

15230 
AAT/GAP 
3496 
847 



41476 





Seq. No. 


41407 




Seq. ID 


OJ991115 


_03.0404.C8 




Gene No . 


85768 




Strand 








Start 


3016 




End 


15230 






Name 


OJ991115 03. 


0404.C8.o2.gs 


Method 


GENSCAN 






Start 


3016 




End 


15108 






GI 


none 




Score 


.7 






Exons 


3016. 13509, 


4581.. 4699, 6014 


..6103, 6740. .6959, 


7050. .7152, 






7249. .7280, 


7469.-7686, 9051 


..9148, 9457. .9697, 


9850. .9945, 






10129. .10216 


, 10537. .10612, 


11968. .12014, 12317 


. .12431, 






13911. .13969, 14838.. 15108 










Seq. No. 


41407 




Seq. ID 


OJ991115 


_03.0404.C8 




Gene No. 


85768 




Strand 








Start 


3016 




End 


15230 






Name 


OJ991115 03. 


0404 .C8.ol.np 


Method 


AAT/NAP 






Start 


3216 




End 


5066 






GI 


5852093 




Score 


97 






Exons 


3216. .3328, 


4937.. 5066 










GI Descrip. 


(AL117264) zwh!6.1 [Oryza sativa] 








Seq. No. 


41407 




Seq. ID 


OJ991115 


_03.0404.C8 




Gene No. 


85768 




Strand 








Start 


3016 




End 


15230 




J 


Name 


OJ991115 03. 


0404.C8.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


6682 




End 


8033 






GI 


none 




Score 


140 






Exons 


6682. .6957, 


6688.. 6975, 6710 


..6961, 7046. .7147, 


7048. .7152, 


? 




7521. .7685, 


7522.. 7686, 7540 


..7686, 7910. .8023, 


7914. .8033 




Seq. No. 


41407 




Seq. ID 


OJ991115 


_03.0404.C8 


J 


Gene No. 


85768 




Strand 






ii 


Start 


3016 




End 


15230 






Name 


OJ991115 03. 


0404.C8.o2.np 


Method 


AAT/NAP 






Start 


6682 




End 


15230 






GI 


1362162 




Score 


1586 




-=s 


Exons 


6682. .6959, 


7050.. 7152, 7249 


..7280, 7469.-7686, 


7914. .8029, 


k: 




9457. .9697, 


10129. .10216, 10345. .10416 


, 10537.. 


10612, 


er 




13911. .13969, 14838. .14991, 


15145. .15230 






GI Descrip. 


beta-glucosidase BGQ60 precursor - barley gi 1804656 (L41869) 






beta-glucosidase [Hordeum vulgare] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41407 
85768 
3016 

OJ991115_03.0404.C8.ol.ts 
6686 



Seq. ID OJ991115_03.0404.C8 
Strand 

15230 

TBLASTX : Soybean 
15006 
261 



End 

Method 
End 

none Score 
6686.. 6823, 6689.. 6961, 6691.. 6975, 7046.. 7153, 7048.. 7152, 
7249. .7290, 7250. .7291, 7479. .7685, 7549. .7686, 7906. .8022, 
7910. .8035, 7914. .8024, 9433. .9549, 9451. .9555, 9452. .9559, 
9556. .9690, 9557. .9694, 9607. .9696, 10111 .. 10218, 10128 10217 , 
10322. .10444, 10340 10414, 1034 1 .. 104 4 5, 10534 .. 10584 , 
10535.. 10615, 10539.. 10613, 13909 .. 1397 4 , 13911 .. 13973, 
14836. .15006, 14837.. 14962 



Seq. No. 



41407 



Seq. ID OJ991115_03.0404.C8 



'41477 



Gene No. 85768 Strand 

Start 3016 End 

Name OJ991115JD3 . 0404 . C8 . ol . tm Method 

Start 6689 End 

GI none Score 

Exons 6689.. 6808, 6691 

7256.. 7291, 7464 

9454.. 9546, 9455 

9545.. 9697, 9554 



15230 

TBLASTX: Maize 

14970 

257 



6975, 6710. .6961, 7046. .7153, 7048. .7152, 
7685, 7558.. 7722, 7910. .8035, 7917. .8021, 
9547, 9457.. 9549, 9475.. 9696, 9532.. 9690, 
9697, 10111. .10218, 10128 .. 10217, 
10322. .10444, 1034 1 . . 104 18 , 10343 10444 , 10538 .. 10615 , 
10539. .10613, 13909. .13986, 13911 .. 13973, 14836. . 14970, 
14837. .14962 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41407 
85768 
3016 

OJ991115_03 . 0404 . C8 . ol . tw 

6694 

none 



Seq. ID OJ991115_03.0404.C8 
Strand 

End . 15230 

Method TBLASTX : Wheat 

End 7116 

Score 205 



6694. .6975, 6710. .6976, 7046. .7114, 7048. .7116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41407 
85768 
3016 

OJ991115_03.0404 .C8.o2.tc 

9517 

none 



Seq. ID OJ991115_03.0404.C8 
Strand 

End 15230 

Method TBLASTX: Cress 

End 14973 

Score 53 



9517. .9555, 9518. .9559, 9556. .9690, 9557. .9694, 9610. .9696, 
10104. .10214, 10111. .10218, 10128 .. 10217 , 10322 .. 10444 , 
10341. .10445, 10538. .10615, 10539 .. 10613, 13911 .. 13973, 
14824. .14973, 14837. .14953 



Seq. No. 41407 

Gene No. 85768 

Start 3016 

Name OJ991'115_03 . 0404 . C8 . o2 . tw 

Start 9553 

GI none 
Exons 



Seq. ID OJ991115_03.0404.C8 
Strand 

End 15230 

Method TBLASTX : Wheat 

End 10588 

Score 135 



9553. .9690, 9554. .9691, 10111 10218, 10131 .. 10217, 
10319. .10414, 10344. .10436, 10538 .. 10588 , 10539. .10583 



Seq. No. 41408 

Gene No. 85769 

Start 721 

Name OJ991115_03 . 0404 .C9 . ol . gp 

Start 721 

GI none 

Exons 721.. 1216 



Seq. ID OJ991115_03.0404.C9 

Strand + 

End . 1216 

Method AAT/GAP 

End 1216 

Score 980 



Seq. No. 41408 Seq. ID 

Gene No. 85770 Strand 

Start 6138 End 

Name OJ991115_03 . 0404 .C9 . o2 . np Method 

Start 6138 End 

GI 7523489 Score 

Exons 6138.. 6217, 7814.. 8078 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ991115_03.0404.C9 
+ 

8078 
AAT/NAP 
8078 
109 



41478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41408 Seq. ID 

85771 Strand 

17271 End 

OJ991115_03 . 04 04 . C9 . o4 . gs Method 

17271 End 

none Score 



OJ991115_03.0404.C9 
+ 

18849 
GENSCAN 
18838 
.78 



17271. .18412, 18422. .18671, 18774.. 18838 



41408 Seq. ID 

85771 Strand 
17271 End 
OJ991115_03 . 04 04 . C9 . o5 . np Method 
17817 End 
6539553 Score 
17817. .18849 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ991115_03.0404.C9 
+ 

18849 
AAT/NAP 
18849 
1624 



Seq. No. 


41408 




Seq. ID 


OJ991115_ 


_03.0404 .C9 


Gene No . 


85772 




Strand 






Start 


1107 




End 


6347 




Name 


OJ991115 03 


.0404 .C9.ol.gs 


Method 


GENSCAN' 




Start 


1107 




End 


6323 




GI 


none 




Score 


.4 




Exons 


1107 . . 1385, 


1471. .1593, 1896. 


.2071, 4643. .4757, 


oUo d . . bozo 


Seq. No. 


41408 




Seq. ID 


OJ991115_ 


03. 0404. C9 


Gene No. 


85772 




Strand 






Start 


1107 




End 


6347 




Name 


OJ991115 03 


. 0404 .C9.ol.np 


Method 


AAT/NAP 




Start 


1146 




End 


6347 




GI 


5360591 




Score 


773 




Exons 


1146. .1385, 


1471. .1566, 1896. 


.2071, 4643. .4757, 


6063. .6347 


GI Descrip. 


(AB022328) 


nClpP3 [Arabidopsis thaliana] 




Seq. No. 


41408 




Seq. ID 


OJ991115_ 


03. 0404. C9 


Gene No. 


85772 




Strand 






Start 


1107 




End 


6347 




Name 


OJ991115 03 


.0404.C9.o2.gp 


Method 


AAT/GAP 




Start . . 


4642 




End 


6330 




GI 


700480 




Score 


685 




Exons 


4642. .4757, 


6063. .6330 








Seq. No. 


41408 




Seq. ID 


OJ991115_ 


_03.0404.C9 


Gene No. 


85773 




Strand 






Start 


8120 




End 


8423 




Name 


OJ991115 03 


.0404 .C9.o3.np 


Method 


AAT/NAP 




Start 


8120 




End 


8423 




GI 


5777617 




Score 


107 




Exons 


8120. .8423 










GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


41408 




Seq. ID 


OJ991115_ 


_03.0404.C9 


Gene No. 


85774 




Strand 







41479 



Start 
Name 
Start 
GI 

Exons 



10524 End 

OJ991115_03 . 04 04 . C9 . ol . tc Method 

1161 End 

none Score 



15623 

TBLASTX: Cress 

6122 . 

116 



1161. .1214, 1218. .1253, 1219. .1386, 1296. .1385, 1459. .1569, 
1477. .1512, 1861. .2073, 1890. .2072, 4638. .4757, 4639. .4761, 
6060. .6122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41408 Seq. ID 

85774 Strand 

10524 End 

OJ991115_03 . 04 04 . C9 . o3 . tm Method 

1212 End 

none Score 



OJ991115_03.0404.C9 
15623 

TBLASTX: Maize 

6211 

265 



1212. .1253, 1213. .1386, 1220. .1411, 1223. .1387, 1468. .1569, 

1890. .2072, 1891. .2073, 1895. .2074, 1899. .2075, 4617. .4757, 

4638.-4757, 4639. .4758, 4643. .4759, 4643. .4759, 6060. .6122, 

6060.. 6125, 6079.. 6210, 6083.. 6211 



41408 
85774 
10524 

OJ991115_03.0404.C9.ol.ts 

1228. 

none 



Seq. ID OJ991115_03.0404.C9 
Strand 

End 15623 

Method TBLASTX : Soybean 

End 6122 

Score . 162 



1228. .1386, 1283. .1360, 1296. .1385, 1459. .1569, 1472. .1579, 
1890. .2072, 1891. .2073, 4629. .4760, 4638. .4757, 4639. .4776, 
4660. .4758, 4661. .4759, 6060. .6122 



41408 Seq. ID 

85774 Strand 
10524 End 
OJ991115_03.0404 .C9.o3.gp Method 
10524 End 
6903_1.R1084 Score 
10524. .11316, 11487.. 11715 

, 4467145/emb|CAB37514 | 6.0e-26 (AL035540)- farnesylated protein 
(ATFP6) [Arabidopsis thaliana] 1 



OJ991115_03.0404.C9 

15623 
AAT/GAP 
11715 
1980 



OJ991115_03.0404.C9 
15623 

TBLASTX: Cress 
11317 
51 

11044. .11148, 11045. .11083, 



OJ991115_03.0404.C9 
15623 

TBLASTX : Soybean 
11317 
152 



41408 Seq. ID 

85774 Strand 

10524 End 

OJ991115_03 . 04 04 . C9 . o2 . tc Method 

10918 End 

none Score 
10918. .11028, 10949. .11008, 
11155. .11316, 11159.. 11317 

41408 Seq. ID 

85774 Strand 

10524 End 

OJ991115_03.0404 .C9.o2.ts Method 

10945 End 

4291779 Score 
10945. .10998, 11044 .. 11082, 11140 ., 11316, 11141. .11317 
3080439/emb__CAA18756_ 1.0e-33 (AL022605) putative protein 
[Arabidopsis thaliana] 



41480 



Seq. No. 


41408 


Seq. ID 


OJ991115_03.0404.C9 


Gene No. 


85774 


Strand 




Start 


10524 


End 


15623 


Name 


OJ991115 03.0404.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


10948 


End 


11582 


GI . 


none 


Score 


146 


Exons 


10948. .11316, 10949. .11086, 


11126. .11317, 11487.. 11582 


Seq. No. 


41408 


Seq. ID 


OJ991115 03. 0404. C9 


Gene No. 


85774 


Strand 




Start 


10524 


End 


15623 


Name 


OJ991115- 03.0404.C9.o3.gs 


Method 


GENSCAN 


Start 


10948 


End 


15623 


GI 


none 


Score 


.65 


Exons 


10948. .11316, 15273.. 15623 






Seq. No. 


41408 


Seq. ID 


OJ991115_03.0404.C9 


Gene No. 


85774 


Strand 




Start - 


10524 


End 


15623 


Name 


OJ991115 03.0404.C9.o4.np 


Method 


AAT/NAP 


Start 


10951 


End 


11573 


GI 


6714314 


Score 


407 


Exons 


10951. .11316, 11487.. 11573 






GI Descrip. 


(AC016972) putative isoprenylated protein [Arabidopsis thali* 


Seq. No. 


41408 


Seq. ID 


OJ991115_03.0404.C9 


Gene No. 


85775 


Strand 




Start 


17811 ' 


End 


18257 


Name 


OJ991115 03.0404.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


17811 


End 


18198 


GI 


none 


Score 


335 


Exons 


17811. .18197, 17822. .18196, 


17935. .18198 


Seq. No. 


41408 


Seq. ID 


OJ991115_03.0404.C9 


Gene No. 


85775 


Strand 




Start 


17811 


End 


18257 


Name 


OJ991115 03.0404.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


17952 


End 


18257 


GI 


none 


Score 


328 


Exons 


17952. .18257, 17952 .. 18254 , 


17954. .18256 


Seq. No. 


41409 


Seq. ID 


OJ991115_03. 0404. C10 


Gene No. 


85776 


Strand 


+ 


Start 


1 


End 


2546 


Name 


OJ991115 03.0404.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2546 


GI 


6539553 


Score 


4164 


Exons 


1. .2546 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RI 




(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597 




[Oryza sativa] 






Seq. No. 


41409 


Seq. ID 


OJ991115_03. 0404. C10 


Gene No. 


85776 


Strand 


+ 


Start 


1 


End 


2546 



41481 



Name OJ991115_03 . 0404 . CIO . o4 . tw 

Start 180 

GI none 

Exons 180.. 374, 183.. 374 

Seq. No. 41409 

Gene No. 85776 

Start 1 

Name OJ991115_03. 0404 .C10. o3 .tm 

Start 231 

GI none 

Exons 231.. 536, 360.. 470, 368.. 505, 

Seq. No. 41409 

Gene No. 85776 

Start 1 

Name OJ991115_03. 0404 . C10 . o3 . ts 

Start 327 

GI none 

Exons 327.. 551, 328.. 372, 342.. 539, 

Seq. No. 41409 

Gene No. 85776 

Start 1 

Name p.J9.91115_03 . 0404 . C10 . ol . tw 

Start 375 

GI none 

Exons 375.. 824, 383... 862, 385.. 825, 
971. .1129 



Method TBLASTX : Wheat 
End 374 
Score 266 



Seq. ID OJ991115_03. 0404 .C10 

Strand + 

End 2546 

Method TBLASTX : Mai ze 

End 725 

Score 216 

558. .725 

Seq. ID OJ991115_03. 0404. C10 

Strand + 

End 2546 

Method TBLASTX : Soybean 

End 74 6 

Score 184 

398..S47, 552. .746, 554. .598 

Seq. ID OJ991115_03. 0404. C10 

Strand + 

End 2546 

Method TBLASTX: Wheat 

End 1130 

Score 597 

883. .1113, 948. .1130, 949. .1074, 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. . No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



41409 
85776 
1 

OJ991115_03. 0404. C10. ol.ts 

1050 

5509260 

1050. .1514, 1145. .1369, 1436. 



41409 
85776 
1 

OJ991115_03. 0404. C10. ol.tc 

1143 

none 

1143. .1403, 1145. .1312 



Seq. ID OJ991115_03. 0404. C10 

Strand + 

End 2546 

Method TBLASTX : Soybean 

End 1514 

Score 360 

1495 



Seq. ID OJ991115_03. 0404. C10 

Strand + 

End 2546 

Method TBLASTX : Cress 

End 1403 

Score 262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41409 
85776 
1 

OJ991115_03.04 04.C10.ol.tm 

1182 

none 



41409 
85776 



Seq. ID OJ991115_03. 0404 .C10 

Strand + 

End 2546 

Method TBLASTX : Mai ze 

End 164 9 

Score 325 



1182. .1649, 1184. .1303, 1340. .1546 



Seq. ID OJ991115_03. 0404. C10 
Strand + 



41482 





Start 


1 








End 


2546 






Name 


OJ991115 03. 


0404 . 


C10.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1182 








End 


1931 






GI 


none 








Score 


288 






Rxons 


1182. .1529, 


1524. 


.1730, 


1589. 


.1720, 1728.. 1823, 1881.. 1931 




Seq. No. 


41409 








Seq. ID 


OJ991115_03 . 04 04 . 


CIU 




Gene No. , 


85776 








" Strand 


+ 






Start 


1 








End 








Name 


OJ991115 03. 


0404. 


C10.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


1583 








End 


1928 






GI 


none 








Score 


O Q A 

£ y 4 






Exons 


1583. .1783, 


1584 . 


.1928 












Seq. No. 


41409 








Seq. ID 


OJ991115 0J.U4U4. 






Gene No. 


85776 








Strand 








Start 


1 








End 


O C A £ 

254 D 






Name 


OJ991115 03. 


0404, 


.C10.o2. 


, tm 


Method 


TBLASTX: Maize 






Start 


1739 








End 


2078 






GI 


none 








Score 


289 






Exons 


1739. .2077, 


1740, 


. .2078 












Seq. No. 


41409 








Seq. ID 


OJ991115_03.0404. 


C10 




Gene No. 


85776 








Strand 


+ 






Start 


1 








End 


2546 , 






Name 


OJ991115 03, 


,0404, 


,C10.o2. 


.tw 


Method 


TBLASTX : Wheat 




n 


Start 


1934 








End 


2410 






GI 


none 








Score 


101 








1934 . . 2005, 


1935 


. .2009, 


1935 


..2015, 2024. .2410, 2025. .2372, 


a? 

J 




2026. .2409 














™i 


Seq. No. 


41409 








Seq. ID 


OJ991115_03.0404, 


.C10 


t : 


Gene No. 


85776 








Strand 


+ 






Start 


1 








End 


2546 






Name 


OJ991115 03 


.0404 


.C10.O4 


.ts 


Method 


TBLASTX : Soybean 




™ 


Start 


1941 








End 


2282 






GI 


none 








Score 


73 






Exons 


1941, .2054, 


1967 


. .2041, 


2073 


..2282, 2078.. 2203 




3 


Seq. No. 


41410 








Seq. ID 


OJ991115_03.0404 


.Cll 


3 


Gene No. 


85777 - 








Strand 


+ 






Start 


3677 








End 


5431 






Name 


OJ991115 03 


.0404 


.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


3677 








End 


5431 






GI 


none 








Score 


.51 






Exons 


3677. .3753, 


3850 


. .4066, 


4188 


..4205, 5243.. 5431 






Seq. No. 


41410 








Seq. ID 


OJ991115_03.0404 


.Cll 




Gene No. 


85778 








Strand 


+ 






Start 


11574 








End 


14716 






Name 


OJ991115 03 


.0404 


,Cll.o3 


. gs 


Method 


GENSCAN 






Start 


11574 








End 


14716 






GI 


none 








Score 


.66 






Exons 


11574. .11774, 12092. .12276, 


12671. .12710, 13748. .13895, 





13897. .14048, 14516. .14716 
Seq. No. 41410 Seq. ID OJ991115_03 . 0404 . Cll 

41483 



UCllC 1NLJ • 


ft 5779 


Strand + 




Start 


15730 


End 16446 




Name 


OJ991115_03 . 0404 .Cll . ol . gp 


Method AAT/GAP 




O Lai. L 


1 57^0 


End 16446 






95547 1 R1 084 ■ 


Score 1394 






157? 0~ 1 6 4 4 6 








'*3540ifti 9 o*>-i ? (Aroo4i99i 


Unknown protein [Arabidopsis 




LllQl^ulia J 






oeq. wo. 


41410 


Seq. ID OJ991115 


_03. 0404. Cll 


bene jno . 


Oj (OU 


Strand 




Of —.4- 


i 5i qi 


End 19533 




Name 


O.T9Q1 1 1 5 0? 0404 f1 1 n9 tm 


Method TBLASTX : Mai ze 


b car u 


61 ftO ~~ 


End 74 54 




PT 

bl 




Srorp 55 




Exons 


61ft0 696? 6??Q 64?4 6?45 


. . 6425, 6351 . . 6434, 


6408 . . 6455, 




6494 6456 64Q4 65QR 6494 


..6607, 6495. .6608, 


6501. .6644, 




6506 6607 6509 661? 6515 


..6601, 6698. .6724, 


6699. .6752, 




6699 677? 6699 6845 6659 


..6806, 6759. .6845, 


6759. .6845, 




6806.. 6898, 6812.. 6994, 6813 


..6989, 6834. .6986, 


6837. .6986, 




6842. .7000, 6846. .7001, 6848 


..7012, 6849. .7001, 


6861. .6980, 




6880 6990. 6884 6991. 6890 


..7012, 7040. .7141, 


7041. .7160, 




704R 7155 7055 7159 7055 


..7147, 7064. .7138, 


7069. .7149, 




7079 71 59 71?6 7979 7169 


..7276, 7193.. 7327, 


7201. .7293, 




7 901 79ft1 7907 7990 7 ? 17 


..7454, 7347.. 7379, 


7349. .7426, 




7?50 7454 7?56 744ft 7?56 


. .7454 




Qarv \7/-\ 

o e q . in o . 


41410 

4 Xfi J. U 


Seq. ID OJ991115 


_03. 0404. Cll 


bene ino • 


ft 57ft0 


Strand 




Start 


15191 


End 19533 




Name 


OJ991115 03.0404.Cll.ol.np 


Method AAT/NAP 




O Lai L 


15191 


End 19533 




PT 


6714317 


Score 483 




HiALvilo 


15191. .15225, 16047. .16460, 


17126. .17173, 18637 


. .18989, 




19416. .19533 






KJ -L UCOLIip • 


(AC016972) unknown protein [Arabidopsis thaliana] 


Seq. No. 


41410 


Seq. ID OJ991115 


_03. 0404. Cll 


Gene No. 


85780 


Strand 




J Lai L 


15191 


End 19533 




IN ante 


OJ991115 03.0404.Cll.o4.gs 


Method GENSCAN 




uLai L 


16035 


End 18989 






none 


Score .93 




JjAUIIO 


16035. .16477, 17131 .. 17173, 


18637 c. 18989 




Oct] . LNQ . 


41410 


Seq. ID OJ991115 


_03. 0404. Cll 


uene ino . 


85780 


Strand 




Start 


15191 


End 19533 




Name 


OJ991115 03.0404.Cll.ol.tm 


Method TBLASTX: 


Maize 


Jiai L 


16147 


End 18996 






none 


Score 179 




Exons 


16147. .16332, 16164 164 63, 


16170. .16370, 16291 


. .16470, 




16292. .16471, 17130 .. 17174 , 


18634. .18807, 18635 


. .18712, 




18676. .18987, 18713 .. 18988, 


18738. .18989, 18754 


. . 18996 


Seq. No. 


41410 


Seq. ID OJ991115 


_03. 0404. Cll 


Gene No. 


85780 


Strand 





41484 




O L. CX i- L. 


15191 


End 


19533 


M -q m o 

IM CllLlC 


OJ991115 03 0404 Cll ol ts 


Method 


TBLASTX : Soybean 




1 6*1 64 ~ 

X U X \J *i 


End 


18915 


ox 


none 


Score 


119 




16164 16256 16242 16277 


, 18730. .18915, 18757.. 18915 


Seq. No. 


41411 


Seq. ID 


OJ991225_73.0317. 


Gene No. 


85781 


Strand 


+ 




465 


End 


791 


KI3TT10 
IN CLlllG 


Ol7991225 73 0317 C6 ol as 


Method 


GENSCAN 


O LOI L 


465 _ 


End 


791 


GI ( 


none 


Score 


. 56 


V von c: 


465 791 








41411 


Seq. ID 


OJ991225J73.0317. 




85782 


Strand 


+ 


Start 


758 


End 


1187 


Name 


OJ991225 73.0317.C6.ol.gp 


Method 


AAT/GAP 


Start 


758 


End 


1187 


GI 


61605 1.R1084 


Score 


579 


Exons 


758. .1187 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 




indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone :tl7804 



Seq". No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41411 Seq. ID 

85783 Strand 
2923 End 
OJ991225_73.0317.C6.ol.np Method 
2923 End 
7106512 Score 
2923. .2982, 3056. .3113, 9140. .9176 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991225_73.0317.C6 
+ 

11546 
AAT/NAP 
9176 
128 



OJ991225_73.0317.C6 
+ 

11546 
AAT/GAP 
8610 
78 



41411 Seq. ID 

85783 Strand 
2923 End 
OJ991225_73 . 0317 . C6 . o3 . gp Method 
8540 ' End 

4715947 Score 
8540. .8610 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



41411 Seq. ID 

85783 Strand 

2923 End 

OJ991225_73.0317.C6.o2.np Method 

8648 End 

5107829 Score 



OJ991225_73.0317.C6 
+ 

11546 
AAT/NAP 
11543 
968 



8648.. 8677, 10245 .. 10509, 10908.. 11543 

(AF14 9413) contains similarity to several Arabidopsis thaliana 
hypothetical proteins including GB:U95973 arid GB:AC002392 



41485 




Seq. No. 


41411 




Seq. ID 


OJ991225_ 


_73.0317 


.C6 


Gene No. 


85783 




Strand 


+ 






Start 


2923 




End 


11546 






Name 


OJ991225 73.0317 .G6. 


o3 . qs 


Method 


GENSCAN 








9943 ~~ 




End 


11546 








none 




Score 


.46 






F.xons 


9943. .10509, 10926. . 


11546 












41411 




Seq. ID 


OJ991225 


_73.0317 


.C6 


Gene No . 


85784 




Strand 


+ 






Start 


17213 




End 


25719 






Name 


OJ991225 73. 0317. C6. 


06 .qs 


Method 


GENSCAN 






Start 


17213 




End 


22187 






GI 


none 




Score 


.88 






Exons 


17213. .18527, 18576. 


.19930, 


20015. .20092, 20186 


. .20412, 






20770. .20938, 20988. 


.21246, 


21364. .22187 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41411 Seq. ID OJ991225J73 . 0317 . C6 

85784 Strand + 

17213 End 25719 

OJ991225_73.0317.C6.o4 .np Method AAT/NAP 

19619 End 24937 

6069646 Score 939 

19619. .19642, 22735 .. 23670, 23953.-24937 - 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41411 Seq. ID OJ991225_73 . 0317 . C6 

85784 Strand + 

17213 End 25719 

OJ991225_73 . 0317 . C6 . o7 . gs Method GENSCAN 

22822 End 25719 

none Score .72 

22822. .23163, 23607 .. 23677 , 24214 24309, 24744 .. 24898 , 

25592.. 25719 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41411 Seq. ID OJ991225_73 . 0317 . C6 

85785 Strand 

2663 End 2768 

OJ991225_73.0317.C6.o2.gp Method AAT/GAP 

2663 End 2768 

5816518 Score 150 

2663.. 2768 

4521193/dbj IAB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 41411 Seq. ID 

Gene No. 85786 Strand 

Start 4518 End 

Name OJ991225_73 . 0317 . C6 . o2 . gs Method 

Start 4518 End 

GI none Score 
Exons 



OJ991225_73.0317.C6 

9353 
GENSCAN 
9353 
.72 



4518. .4875, 6204. .6403, 8114. .8229, 9299. .9353 



41486 



Seq. No. 41411 

Gene No. 85787 

Start 15503 

Name OJ991225J73 . 0317 .C6. o5 . gs 

Start 15503 

GI none . 

Exons 15503. .16387 



Seq. ID OJ991225J73.0317.C6 
Strand 

End .16390 

Method GEN SCAN 

End 16387 

Score 1 



Seq. No. 41411 
Gene No. 85787 
Start 15503 

Name OJ991225J73 . 0317 .C6.o3.np 

Start 15519 
GI 4006888 
Exons 15519. .16390 

GI Descrip. (Z99708) putative protein [Arabidopsis thaliana] 

gi | 7270632 | emb | CAB8034 9 . 1 | (AL161590) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ991225_73.0317.C6 
Strand 

16390 
AAT/NAP 
16390 
742 



End 

Method 

End 

Score 



Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


10252 




End 


10518 




GI 


none 




Score 


157 




Exons 


10252. .10413, 10335. 


.10412, 


10408. .10518 




Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No . 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10333 




End 


11486 




GI 


none 




Score 


81 




Exons 


10333. .10416, 10889. 


.11113, 


10917. .11258, 11262. .11393, 






11276. .11422, 11466. 


.11486 








Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


10917 




End , 


11345 




GI 


none 




Score 


329 




Exons 


10917. .11258, 11069. 


.11224, 


11262. .11345 




Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


10983 




End 


11488 




GI 


none 




Score 


303 




Exons 


10983. .11258, 11003. 


.11239, 


11262. .11486, 11276. .11488 




Seq. No. 


41411 




Seq. ID 


OJ991225J73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11253 




End 


11488 





41487 



GI 


none 




Score 


228 




IjAUilO 


11253. .11402, 11253. 


.11306, 


11276.. 11404, 11372. .11488, 






11409. .11486 










Can Mn . 


41411 




Seq. ID 


OJ991225_73.0317. 


C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 


■vl 


Name 


OJ991225 73. 0317. C6. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


15575 




End 


16082 




GI 


none 




Score 


79 




TT von «; 


15575. .15634, 15671. 


.15748, 


15672. .157' 


40, 15758. .16057, 






15783. .15875, 15990. 


.16082 








Seq. No. 


41411 




Seq. ID 


OJ991225J73.0317. 


C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6. 


06. tm 


Method 


TBLASTX: Maize 




Start 


15672 




End 


15905 




GI 


none 




Score 


174 




Exons 


15672. .15872, 15674 


.15874, 


15846. .15905 




Seq. No. 


41411 




Seq. ID 


OJ991225J73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6 


. o5 . tm 


Method 


TBLASTX : Maize 




Start 


15996 




End 


16322 






none 




Score 


247 




tt von s 


15996. .16199, 15998 


. .16138, 


16256. .16321, 16257. .16322 




Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


21782 




End 


22052 




GI 


none 




Score 


122 




Exons 


21782. .21925, 21807 


. .21944, 


21948. .22052 




Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


21882 




End 


22271 




GI 


none 




Score 


229 




Exons 


21882. .22271 










Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


22266 




End 


22664 




GI 


none 




Score 


380 




Exons 


22266.-22664, 22409 


. .22657, 


22464. .22661 




Seq. No. 


41411 




Seq. ID 


OJ991225J73.0317 


.C6 


Gene No. 


85788 




Strand 






Start 


29500 




End 


30000 




Name 


OJ991225 73. 0317. C6 


.o4 . tw 


Method 


TBLASTX: Wheat 





41488 






Start 


22771 




End 


23106 






ox 


none 




Score 


82 








22771. .22911, 22900. 


.23106 










Seq* No. 


41411 




Seq. ID 


OJ991225_73.0317. 


C6 




Gene No. 


85788 




Strand 








Start 


29500 




End 


30000 






Name 


OJ991225 73. 0317. C6. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


22861 




End 


23277 






(IT 


none 




Score 


454 








22861. .23277, 22881. 


.23276 










Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317, 


.C6 




Gene No. 


85788 




Strand 








Start 


29500 




End 


30000 






Name 


OJ991225 73. 0317. C6. 


, o3 . tm 


Method 


TBLASTX: Maize 






Start 


23284 




End 


23892 






GI 


none 




Score 


388 








23284.-23892 












Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317, 


.C6 




Gene No. 


85788 




Strand 








Start 


29500 




End 


30000 ' 






Name 


OJ991225 73. 0317. C6. 


,o4. ts 


Method 


TBLASTX: Soybean 




ST 

™s 


Start 


23512 




End 


24029 






GI 


none 




Score 


53 




i i 




23512 . . 23670, 23701 , 


. .23862, 


23854. .23892, 23889 .. 24029, 








23923. .24021 










i 


Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 


5 


Gene No. 


85788 




Strand 








Start 


29500 




End 


30000 






Name 


OJ991225 73. 0317. C6 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


23535 ~ 




End 


23973 






GI 


none 




Score 


266 




cr 

3 


Exons 


23535. .23822, 23536 


. .23835, 


23848.-23973, 23880.. 23969 






Seq. No. 


,*.4-1411 




Seq. ID 


OJ991225_73.0317 


.C6 


ss? 


Gene No. 


'85788 




Strand 






=~ 


Start 


29500 




End 


30000 






Name 


OJ991225 73. 0317. C6 


. 08 . tm 


Method 


TBLASTX: Maize 






Start 


23950 




End 


24242 






GI 


none 




Score 


167 








23950. .24129, 23958 


. .24128, 


24136. .24201, 24216.. 24242 






Seq. No. 


41411 




Seq. ID 


OJ991225_73.0317 


.C6 




Gene No. 


85788 




Strand 








Start 


29500 




End 


30000 






Name 


OJ991225 73. 0317. C6 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


24350 " 




End 


24922 






GI 


none 




Score 


223 






Exons 


24350. .24655, 24469 


. .24621, 


24728.-24922 






Seq. No. 


41411 




Seq. ID 


OJ991225J73.0317 


.C6 




Gene No. 


85788 




Strand 








Start 


29500 




End 


30000 






Name 


OJ991225 73. 0317. C6 


.o9.gs 


Method 


GENSCAN 





41489 




O Lai L. 




End 


30000 








O X 


none 


Score 


. 72 








Exons 


?Qsnn pQfis^ ?QQn? ^nnoo 












Op/-r Ma 


41412 


Seq. ID 


OJ991225 


73. 


0317 


-C8 


Gene No. 


85789 


Strand 










Start 


1120 


End 


1948 








Ms-mo 


OJ991225 73.0317.C8.ol.np 


Method 


AAT/NAP 








J Lai L 


1120 


End 


1948 








<D X 


5734635 


Score 


581 










1120.. 1697, 1727.. 1818, 1851 


..1948 












(AP000391) hypothetical protein [Oryza 


sativa 1 








Seq. No. 


41413 


Seq. ID 


OJ991225_ 


73. 


0317 


.C9 


Gene No. 


85790 


Strand 


+ 








J Lai L. 


1343 


End 


2679 








LNCL1UC 


OJ991225 73.0317.C9.ol.gs 


Method 


GENSCAN 

VJ <U J» * Willi 








Cf ay-f 
O L. ai. i~ 


1343 


End 


2324 








O X 


none 


Score 


. 78 










1343. .1451, 2251. .2324 












OClji IN U • 


41413 


Seq. ID 


OJ991225 


73 . 


0317 


.C9 


ftprip No 


85790 


Strand 


+ 








Start 


1343 


End 


2679 








Name 


OJ991225 73.0317.C9.ol.gp 


Method 


AAT/GAP 








Cf arf 
O Lai L. 


2117 


End 


2679 








oX 


38782 1.R1084 


Score 


7 92 








Exons 


2117. .2579, 2643. .2679 














' 6069643/dbj | AP000616.il AP000616 0.0e+00 Oryza. sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 










Seq. No. 


41413 


Seq. ID 


OJ991225 


73. 


0317 


-C9 


Gene No. 


85791 


Strand 


+ 








Start 


5571 


End 


5756 








IN aiLLC 


OJ991225 73.0317.C9.o2.gs 


Method 


GENSCAN 








O L.O.X L. 


5571 


End 


5756 








OX 


none 


Score 


.66 










5571.. 5756 












Qprr Mrj 

iL> C \^ . LN \J * 


41413 


Seq. ID 


OJ991225_ 


73. 


0317 


.C9 


Gene No. 


85792 


Strand 










Start 


1 


End 


2371 








Naitie 


OJ991225 73.0317.C9.ol.np 


Method 


AAT/NAP 








9t-3rt 

O LCli L 


1 


End 


563 








ox 


6907086 


Score 


652 










1. .563 












OX UC uL/i X ■ 


(AP001129) hypothetical protein [Oryza 


sativa] 








O C7 . LNU • 


41413 


Seq. ID 


OJ991225_ 


73. 


0317 


.C9 


Gene No. 


85792 


Strand 










Start 


1 


End 


2371 








Name 


OJ991225 73.0317.C9.o2.np 


Method 


AAT/NAP 








Start 


410 


End 


2371 








GI 


4680186 


Score 


159 








Exons 


410. .514, 1664. .1842, 2313.. 


2371 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 









41490 



Seq. No. 41413 * Seq. ID 

Gene No. 85793 Strand 

Start . 6059 End 

Name OJ991225_73 . 0317 . C9 . o3 . gs Method 

Start 6059 End 

GI none Score 

Exons 6059.. 6214, 6662.. 6700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991225_73.0317.C9 

6700 
GENSCAN 
6700 
.75 



73. 0317. C10 



41414 Seq. ID OJ991225_ 

85794 Strand + 

1425 End 4265 

OJ991225J73 . 0317 . C10 . ol . np Method AAT/NAP 
1425 End 4262 

7488141 ■ Score 1393 

1425.. 1523, 2571.. 4262 

probable peptide transport protein T17F15.170 - Arabidopsis 
thaliana gi | 4678332 | emb | CAB41143 . 1 | (AL049658) putative peptide 
transporter [Arabidopsis thaliana] 



41414 
85794 
1425 

OJ991225_73. 0317. C10. ol.gs 

2502 

none 

2502. .4265 

41414 
85795 
5438 

OJ991225J73 . 0317 . C10 . o2 . gs 

5438 

none 



Seq. ID OJ991225_73. 0317. C10 

Strand + 

End 4265 

Method GENSCAN 

End 4265 

Score .71 



Seq. ID OJ991225_73. 0317. C10 



Strand 
End 

Method 

End 

Score 



+ 

6882 
GENSCAN 
6882 
.81 



5438. .5554, 5607. .5798, 6326. .6462, 6584. .6615, 6635. .6882 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225 73. 0317. C10 



41414 
85796 
4941 

OJ991225_73. 0317. C10. ol.gp 
4941 

90742_1.R1084 
4941. .5021 

'5734616/dbj I AP000391.il AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



5021 
AAT/GAP 
5021 
105 



41414 
85797 
7461 

OJ991225J73. 0317. C10. ol.tm 

2595 

none 



Seq. ID OJ991225_73. 0317. C10 
Strand 

End 134 92 

Method TBLASTX : Mai ze 

End 134 62 

Score 390 



2595. .2915, 2597. .2914, 2937. .3287, 2957. .3286, 3350. .3439, 

3351. .3464, 3387. .3449, 3456. .3620, 3461. .3607, 3630. .3842, 

3638. .3802, 3860. .4060, 3861. .4061, 3942. .4061, 4062. .4187, 

4064. .4189, 13418. .13462 



Seq. No. 



41414 



Seq. ID OJ991225J73. 0317. C10 



41491 



Gene No . 


85797 




Strand 




Start 


7461 




End 


13492 


Name 


OJ991225 73. 


0317. C10. ol.ts 


Method 


TBLASTX : Soybean 


Start 


2601 




End 


4078 


GI 


none 




Score 


223 


Exons 


2601. .2912, 


2937.. 3053, 3087. 


3278, 3092.. 3289, 3381.. 3464, 


3443. .3607, 


3444.. 3617, 3627. 


3848, 3695.-3778, 3855.. 4061, 




3899. .4078 








Sea No. 


41414 




Seq. ID 


OJ991225_73. 0317. C10 


Gene No. 


85797 




Strand 




Start 


7'461 




End 


13492 


Name 


OJ991225 73 


0317. C10. ol.tc 


Method 


TBLASTX: Cress 


Start 


2613 




End 


4046 


GI 


none 




Score 


232 


Exons 


2613. .2912, 


2937.. 3284, 3390. 


.3461, 3455. .3583, 3456. .3614, 




3627. .3824, 


3855. .4046 






Seq. No. 


41414 




Seq. ID 


OJ991225_73. 0317. C10 


Gene No. 


85797 




Strand 




Start 


7461 




End 


13492 


Name 


OJ991225 73 


.0317. C10. ol.tw 


Method 


TBLASTX: Wheat 


Start 


3866 




End 


4184 


GI 


none 




Score 


133 


F.xons 


3866. .4057, 


3873. .4058, 4058. 


.4183, 4059.. 4184 


Seq. No. 


41414 




Seq. ID 


OJ991225_73. 0317. C10 


Gene No. 


85797 




Strand 




Start 


7461 




End 


13492 


Name 


OJ991225 73 


.0317 .C10. o3.gs 


Method 


GENSCAN 


Start 


7461 




End 


13492 


GI 


none 




Score 


.8 


Exons 


7461. .7568, 


8299.. 8438, 13300 


. .13492 




Seq. No. 


41414 




Seq. ID 


OJ991225_73. 0317. C10 


Gene No. 


85797 




Strand 




Start 


7461 




End 


13492 


Name 


OJ991225 73 


.0317. C10. o2.gp 


Method 


AAT/GAP 


Start 


8958 




End 


9210 


GI 


3106573 




Score 


303 


Exons 


8958. .9210 






17 Oryza sativa genomi 


fJT DpscriD. 


5091496/dbj 


|AB023482.2|AB023482 7.0e- 


DNA, chromosome 6, clone P0680A03,. complete sequence 


Sea. No. 


41415 




Seq. ID 


OJ991225_73.0317.C13 


Gene No . 


85798 




Strand 


+ 


Start 


1 




End 


4982 


Name 


OJ991225 73 


.0317.C13.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


4982 


GI 


6175185 




Score 


391 


Exons 


1..228, 971 


..1114, 1412. .1501, 1632.. 


1754, 2158. .2378, 




2629. .2716, 


3386.. 3556, 3650. 


.3729, 4940. .4982 


GI Descrip. 


(AC011437) 


ankyrin-like protein [Arabidopsis thaliana] 


Seq. No. 


41415 




Seq. ID 


OJ991225_73.0317.C13 


Gene No. 


85798 




Strand 


+ 


Start 


1 




End 


4982 



41492 




Name 


OJ991225 73. 


0317.C13.ol. 


gs 


Method . 


GENSCAN 


uLui L 


101 






End 


4033' 


r:T 


none 






Score 


. 9 


Pyrin c 


101. .235, 975. .1114, 1412. .1501, 1632. 


. 1754, 2158 . . 2310, 




2600. .2716, 


3386. .3556, 


3806. 


.4033 




Seq. No. 


41415 






Seq. ID 


OJ991225_73.0317.C13 


Gene No. 


85798 






Strand 


+ 


o Lai l 


1 






End 


4982 ' 


INaiUG 


OJ991225 73. 


0317.C13.ol. 


CTD 


Method 


AAT/GAP 


o Lai l 


4408 






End 


4981 


O J. 


none 






Score 


806 


F von ^ 


4408. .4981 










Seq. No. 


41415 






Seq. ID 


OJ991225_73.0317.C13 


Gene No. 


85799 






Strand 




tj Lai l 


4711 






End 


9471 


Name 


OJ991225 73. 


0317 .C13.o6. 


tm 


Method 


TBLASTX: Maize 


O Lai- L 


3383 ~~ 






End 


3727 


ox 


none 






Score 


174 


P von ^ 


3383. .3556, 


3650. .3727 










41415 






Seq. ID 


OJ991225_73.0317.C13 


UCllC Vt\J . 


85799 






Strand 




Start 


4711 






*End 


9471 


Name 


OJ991225 73 


0317 C13.o5. 


tm 


Method 


TBLASTX: Maize 


O Lai. L 


4436 _ 






End 


4962 




none 






Score 


40 




4436.-4474, 


4436. .4477, 


4479. 


.4595, 4588.-4632, 4709.. 4759, 




4710. .4760, 


4711. .4803, 


4750. 


.4872, 4751.. 4864, 4792.. 4872, 




4878 . .4955, 


4885. .4962, 


4895. 


.4954 




Seq. No. 


41415 






Seq. ID 


OJ991225_73.0317.C13 


Gene No. 


85799 






Strand 




Start 


4.711 






End 


9471 


Mann a 
i^i aiii~ 


OJ991225 73. 


0317 .C13.o2. 


as 


Method 


GENSCAN 


O Lai. L 


4711 ~~ 






End 


7085 


GI 


none 






Score 


.97 




" 4711. .5355, 


5491. .5551, 


5632. 


.6008, 6225.. 7085 


Qorr Mn 


41415 






Seq. ID 


OJ991225_73 . 0317 .C13 


npnp Mo 


85799 






Strand 




Start 


4711 






End 


9471 


Name 


OJ991225 73. 


0317.C13.o2. 


np 


Method 


AAT/NAP 


Start 


4714 






End 


8035 


GI 


4544389 






Score 


734 


TT von 


4714. .4804, 


4841. .5091, 


5245. 


.5355, 5491.. 5551, 5632.. 6008, 




6225. .6352, 


6407. .6496, 


8015. 


.8035 




OX UCOLiip i 


(AC007047) putative homeodomain transcription factor 




[Arabidopsis 


thaliana] 








Seq. No. 


41415 






Seq. ID 


OJ991225_73.0317.C13 


Gene No. 


85799 






Strand 




Start 


4711 






End 


9471 


Name 


OJ991225 73. 


0317.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


4825 






End 


5158 


GI 


none 






Score 


633 



41493 



Exons 



4825. .5158 



t3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41415 
85799 
4711 

OJ991225_73. 

4964 

none 

4964. .5116, 
5122. .5358, 
5523. .5570, 



OJ991225 73.0317.C13 



0317.C13.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4965.. 5099, 4966.. 5100, 5042.. 5116, 5121 
5122.. 5358, 5129.. 5392, .5485.. 5550, 5492 
5626.. 6009, 5629.. 6009, 5631.. 6011 



9471 

TBLASTX: Maize 

6011 

144 



.5357, 
,5551, 



41415 
85799 
4711 

OJ991225_73.0317.C13.ol.ts 

5209 

none 



Seq. ID OJ991225_73.0317.C13 
Strand 

End 9471 

Method TBLASTX : Soybean 

End 6011 

Score 95 



5209. .5358, 5276. .5359, 5283. .5369, 5485. .5550, 5489. .5548, 
5626.. 5760, 5628.-5729, 5631.. 5786, 5632.. 5757, 5797.. 6009, 
5833. .6009, 5847. .6011 



41415 
85799 
4711 

OJ991225_73.0317.C13.ol.tc 

5282 

none 



Seq. ID OJ991225_73.0317.C13 



Strand 
End 

Method 

End 

Score 



9471 

TBLASTX: Cress 

6488 

69 



5282. .5353, 5284. .5358, 5485. .5550, 5489. .5551, 5629. .5709, 
5631. .5783, 5815. .5997, 5847. .6011, 6222. .6425, 6429.-6488 



Seq. No. 41415 Seq. ID 

Gene No. 857 99 Strand 

Start 4711 End 

Name OJ991225_73.0317.C13.o3.gp Method 

Start 6233 End 

GI none Score 

Exons - 6233. . 6719 



OJ991225_73.0317.C13 

9471 
AAT/GAP 
6719 
908 ■ 



Seq. No. 41415 Seq. ID 

Gene No. 85799 Strand 

Start 4711 End 

Name OJ991225_73 . 0317 .C13.o3. tm Method 

Start 6248 End 

GI none Score 
Exons 



OJ991225_73.0317.C13 
9471 

TBLASTX: Maize 

6477 

238 



6248. .6466, 6249. .6476, 6250. .6477 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41415 
85799 
4711 

OJ991225_73. 

6490 

none 

6490. .6540, 
6590. .6844 



0317.C13.o2.tm 



6492. .6548, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6543. .6818, 



OJ991225 73.0317.C13 



9471 

TBLASTX: Maize 
6844 
61 

6551.. 6817, 6552.. 6818, 



Seq. No. 



41415 



Seq. ID OJ991225_73.0317.C13 



41494 






Gene No. 


85799 








Strand 








Start 


4711 








End 


9471 






Name 


OJ991225 73 


.0317 


.C13.o4 


. gp 


Method 


AAT/GAP 






Start 


6873 








End 


9230 






GI 


none 








Score 


1440 






Exons 


6873. .7232, 


7924 


. .8004, 


8930. 


.9230 








• Seq. No. 


41415 








Seq. ID 


OJ991225J73.0317 


.C13 




Gene No. 


85799 








Strand 








Start 


4711 








End 


9471 






Name 


OJ991225 73 


.0317 


.C13.o4 


. tm 


Method 


TBLASTX : Maize 






Start 


6903 








End 


7106 






GI 


none 








Score 


230 






Exons 


6903. .7106, 


6904 


. .7104 












Seq. No. 


41415 








Seq. ID 


OJ991225_73.0317 


.C13 




Gene No. 


85799 








Strand 








Start 


4711 








End 


9471 






Name 


OJ991225 73 


.0317 


.C13.o3 


. gs 


Method 


GENS CAN 






Start 


8835 








End 


9471 






GI 


none 








Score 


.45 






Exons 


8835. .9013, 


9409 


. .9471 












Seq. No. 


41416 








Seq. ID 


OJ991225J73.0317 


.C14 




Gene No. 


85800 








Strand 






J 


Start 


3903 








End 


5176 




n 


Name 


OJ991225 73 


.0317 


.C14 .o2 


. qs 


Method 


GENSCAN 




i h 


Start 


3903 








End 


5176 






GI 


none 








Score 


.48 






Exons 


3903. .4117, 


5158 


. .5176 












Seq. No. 


41417 








Seq. ID 


OJ991225_73.0317 


.C15 




Gene No. 


85801 








Strand 








Start 


815 








End 


2848 






Name 


OJ991225 73 


.0317 


.C15.ol 


. gs 


Method 


GENSCAN 






Start 


815 








End 


2848 






GI 


none 








Score 


.43 






Exons 


815. .1019, 


1108. 


.1208, 


1294. . 


1442, 2184. .2425,. 2502. .2848 




Seq. No. 


41417 








Seq. ID 


OJ991225_73.0317 


.C15 


3 


Gene No. 


85801 








Strand 








Start 


815 








End 


2848 






Name 


OJ991225 73 


.0317 


.C15.ol 


.gp 


Method 


AAT/GAP 






Start 


1755 








End 


2226 






GI 


none 








Score 


295 






Exons 


1755. .1893, 


2184 


. .2226 












Seq. No. 


41417 








Seq. ID 


OJ991225J73.0317 


.C15 




Gene No. 


85801 








Strand 








Start 


815 








End 


2848 






Name 


OJ991225 73 


.0317 


,C15.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2113 








End 


2738 






GI 


none 








Score 


217 






Exons 


2113. .2424, 


2161 


. .2424, 


2186. 


.2428, 2469.. 2738, 2501. .2737 




Seq. No. 


41417 








Seq. ID 


OJ991225_73.0317 


.C15 




Gene No. 


85801 








Strand 







41495 




Start 


815 




End 


2848 


Name 


OJ991225 73.0317.C15.ol 


.np 


Method 


AAT/NAP 


Of a 


2176 




End 


2745 


PT 


6562252 




Score 


423 


v Art o 


2176.. 2425, 2502.. 2745 










(AL132980) epoxide hydrolase- 


like protein [Arabidopsis thaliana] 


Seq. No. 


41417 




Seq. ID 


OJ991225_73.0317.C15 


Gene No. 


85801 




Strand 




O Lai U 


815 




End 


2848 


Name 


ujyyiZiD /j.uji / .lij.oi 


• lb 


Method 


TBLASTX : Soybean 


Of a T"f- 


2260 




End 


2743 




none 




Score 


56 




2260.. 2424, 2336. .2425, 


2513. 


.2617, 2517. .2585, 2672. .2743 


oeq • ino * 


41417 




Seq. ID 


OJ991225_73.0317.C15 


Gene No. 


85801 




Strand 




Start 


815 




End 


2848 


Name 




f p 


Method 


TBLASTX: Cress 


Of- a T-f- 

o tar u 


2272 




End 


2743 




none 




Score 


76 


Exons 


2272. .2331, 2344. .2424, 


2345. 


.2434, 2499.-2666, 2502.. 2633, 




2504. .2662, 2642. .2743, 


2658. 


97 ^ft 




Seq. No. 


41417 




Can t n 


n.TQQi9-?R 7*3 rm 7 CIS 


Gene No. 


85801 










olo 




End 


2848 


Name 


OJ991225 73.0317.C15.ol 


.tw 


Method 


TBLASTX: Wheat 


oiiart 


2579 




End 


2746 


pt 


none 




Score 


175 


Exons 


2579.-2743, 2580. .2741, 


2615. 


.2746 




Seq. No. 


41418 




Seq. ID 


OJ991225_73.0317.C16 


Gene No . 


85802 




Strand 




O tait 






End 


777 


Name 


OJ991225 73.0317.C16.ol 


. gs 


Method 


GEN SCAN 


o tar u 


310 




End 


777 


TT 

bl 


none 




Score 


.67 


Exons 


310.. 777 








Seq. No. 


41418 




Seq. ID 


OJ991225_73.0317.C16 


Gene No. 


85803 




Strand 




O <_ a i. c 






End 


3578 


Name 


OJ991225 73.0317.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


C f- -j -»»f- 


308 




End 


522 


P T 


none 




Score 


48 


Exons 


308. .334, 309. .338, 337 




338. .490 




Seq. No. 


41418 




Seq. ID 


OJ991225_73.0317.C16 


Gene No. 


85803 




Strand 




Start 


2130 




End 


3578 


Name 


OJ991225 73.0317.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


364 




End 


768 


GI 


none 




Score 


75 


Exons 


364. .699, 368. .547, 641 


. .700, 


706. .768, 


. 707. .745 


Seq. No. 


-41418 




Seq. ID 


OJ991225_73.0317.C16 



41496 



# • 



Gene No. 


85803 




Strand 






Of- a r +- 


2130 




End 


3578 




Name 


OJ991225 73.0317 ,C16.ol. 


tm 


Method 


TBLASTX: Maize 




JLQ1 L 


370 ~ 




End 


790 




VJ J. 


none 




Score 


184 




Pvnn s 


370. .783, 371. .577, 635. 


.790 








Seq. No. 


41418 




Seq. ID 


OJ991225J73.0317 


C16 


Gene No. 


85803 




Strand 






O L.C11 t 


2130 




End 


3578 






OJ991225 73.0317.C16.ol. 


tc 


Method 


TBLASTX: Cress 






374 ~~ 




End 


762 






none 




Score 


98 






374. .484, 382. .486, 496. 


.762, 


635. .751 






Seq. No. 


41418 




Seq. ID 


OJ991225_73.0317 


.C16 


Gene No. 


85803 




Strand 






Start 


2130 




End 


3578 




Name 


OJ991225 73.0317.C16.o2, 


tw 


Method 


TBLASTX: Wheat 






547 




End 


7 62 




VJ-L 


none 




Score 


101 




uAUi 1 O 


547. .762, 548. .736, 634 


.756 








O C a ■ .Vi\J * 


41418 




Seq. ID 


OJ991225_73.03W 


.C16 


Gene No. 


85803 




Strand 


- 




Start 


2130 




End 


3578 






OJ991225 73.0317.C16.ol 


. np 


Method 


AAT/NAP 




O Lai U 


2130 




End 


3578 






6907088 




Score 


1084 




Exons 


2130.. 2527, 3028.. 3265, 


3441. 


.3578 








(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41419 




Seq. ID 


OJ991225_73.0317 


.C17 


Gene No. 


85804 




Strand 


+ 




Start 


21205 




End 


21588 




in aiiic 


OJ991225 73.0317.C17.o5 


.gp 


Method 


AAT/GAP 




Cf arf 


21205 




End 


21588 






2311431 




Score 


728 




Exons 


21205. .21588 










Seq. No. 


41419 




Seq. ID 


OJ991225_73.0317 


.C17 


Gene No. 


85805 




Strand 






Start 


8 




End 


381 




V* CIUIC 


OJ991225 73.0317.C17.ol 


.gs 


Method 


GENSCAN 




Start 


8 




End 


381 






none 




Score 


.78 




P.vnn ^ 


8. .381 










Seq. No. 


41419 




Seq. ID 


OJ991225_73.0317 


.C17 


Gene No. 


85806 




Strand 






Start 


1681 




End 


5088 




Name 


OJ991225 73.0317.C17.ol 


.gp 


Method 


AAT/GAP 




. Start 


1193 




End 


4478 




mi 


500 1.R1084 




Score 


1496 





Exons 1193.. 1537, 1625.. 1713, 3661.. 3724, 3849.. 3951, 4145.. 4248, 

4353. .4478 

GI Descrip. 1 5670155/gb| AF161269. 1 | AF161269 4.0e-86 Oryza sativa subsp. 



41497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



japonica BAC clone 34K24, complete sequence' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3724, 



OJ991225 73.0317.C17 



41419 
85806 
1681 

OJ991225_73.0317.C17.ol.np 
1445 
1174853 

1445. .1537, 1625. .1713, 36( 
4353.-4382 

UBIQUITIN-CONJUGATING ENZYME E2-18 KD (UBIQUITIN-PROTEIN LIGASE) 
(UBIQUITIN CARRIER PROTEIN) (PM42) gi | 481811 | pir | | S39483 
ubiquitin-conjugating enzyme. UBC2-1 - Arabidopsis thaliana 
gi | 22658 | emb | CAA48378 | (X68306) ubiquitin-conjugating enzyme 
[Arabidopsis thaliana] 



5088 
AAT/NAP 
4382 
641 

3849. .3951, 



4145. .4248, 





Seq. No. 


41419 


Seq. ID 


OJ991225_ 


_73.0317 


.C17 




Gene No. 


85806 


Strand 










OtalL 


J.DO! 


End 


5088 " 








Name 


OJ991225 73.0317.C17.o2.gs 


Method 


GENS CAN 








Start 


1681 


End 


5088 








GI 


none 


Score 


.57 








Exons 


1681. .1850, 3661. .3724, 3849 


..3951, 4172. .4248, 


4353. .4432, 


i : 




5085.. 5088 










■scr 

, =1 
■t 


Seq. No. 


• 41419 


Seq. ID 


OJ991225- 


_73.0317 


.C17 




Gene No. 


85807 


Strand 












7076 


End 


8458 






= y 


Name 


OJ991225 73.0317.C17.o3.gs 


Method 


GENSCAN 








Start 


7076 


End 


8458 






vy 


GI 


none 


Score 


.94 






\j 


Exons 


7076. .8458 










_ 


Seq. No. 


41419 


Seq. ID 


OJ991225_ 


_73.0317 


.C17 




Gene No. 


85808 


Strand 










Start 


10078 


End 


12906 








Name 


OJ991225 73.0317.C17.o2.gp 


Method 


AAT/GAP 






1:== 


Start 


9677 


End 


10060 








GI 


3768716 


Score 


726 








Exons 


9677. .10060 












Seq. No. 


41419 


Seq. ID 


OJ991225_ 


_73.0317 


.C17 




Gene No. 


85808 


Strand 










Start 


10078 


End 


12906 








Name 


OJ991225 73.0317.C17.o2.np 


Method 


AAT/NAP 








Start 


10069 


End 


12873 








GI 


4160280 


Score 


1632 








Exons 


10069. .10973, 12309. .12621, 


12691. .12873 








GI Descrip. 


(AJ006224) purple acid phosphatase [Ipomoea batatas] 






Seq. No. 


41419 


Seq. ID 


OJ991225_ 


_73.0317 


.C17 




Gene No. 


85808 


Strand 










Start 


10078 


End 


12906 








Name 


OJ991225 73.0317.C17.o4.gs 


Method 


GENSCAN 








Start 


10078 


End 


12873 








GI 


none 


Score 


.74 








Exons 


10078. .10973, 12309. .12621, 


12691. .12873 







41498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41419 Seq. ID OJ991225_73 . 0317 . C17 

85808 Strand 

10078 End 12906 

OJ991225_73.0317.C17.o3.gp Method AAT/GAP 

10124 End 10446 

uC-osflM202097e03bl Score 646 

10124.. 10446 

'4874290/gb|AAD31353.1|AC007212_9 4.0e-41 (AC007212) putative 
purple acid phosphatase [Arabidopsis thaliana] 1 



41419 
85808 
10078 

OJ991225_73.0317.C17.o4.gp 

12420 

4968941 

12420. .12621, 12691.. 12906 
4160280/emb|CAA06921| 5.0e-19 
[Ipomoea batatas] 

41419 
85809 
15955 

OJ991225_73.0317.C17.o3.tm 
1182 
none 



Seq. ID 
. Strand 
End 

Method 

End 

Score 



OJ991225_73.0317.C17 

12906 
AAT/GAP 
12906 
701 



(AJ006224) purple acid phosphatase 



Seq. ID OJ991225_73.0317.C17 
Strand 

End 23538 

Method TBLASTX: Maize 

End 4383 

Score 158 



1182. .1319, 1322. .1396, 1442 1540, 1443 1538, 1625. .1714, 

1625.. 1729, 1626.. 1730, 3657. .3725, 3658.-3726, 3658.. 3699, 

3662.. 3727, 3827.. 3952, 3837.. 3953, 3837.. 3965, 4142.. 4249, 

4144. .4251, 4145. .4249, 4348.-4383, 4351. .4383 



Seq. No. 41419 

Gene No. 85809 

Start 15955 

Name OJ991225_73.0317.C17.o2.tc 

Start 1431 

GI " none 

Exons 1431.. 1538, 1442.. 1540, 1446. 

1626.. 1730, 3657.. 3725, 3662. 



Seq. ID OJ991225_73.0317.C17 
Strand 

End 23538 
Method TBLASTX: Cress 
End 3902 
Score 128 

.1538, 1625. .1729, ; 1626. .1730, 
.3727, 3837.. 3902, 3841.. 3888 



Seq. No. 41419 
Gene No. 85809 
Start 15955 

Name OJ991225_73 . 0317 . C17 . o2 . ts 

Start 1442 
GI none 

Exons 1442.. 1540, 1443.. 1538, 1443. 

1626.. 1730, 1627.. 1740, 3657. 
3838.. 3897, 3846.. 3953, 4144. 
■4171. .4245 



Seq. ID OJ991225_73.0317.C17 
Strand 

End 23538 

Method TBLASTX : Soybean 

End 4266 

Score 140 

.1565, 1604. .1714, 1625. .1729, 
.3725, 3662.. 3727, 3837.. 3965, 
.4188, 4145. .4192, 4171. .4266, 



Seq. No. 41419 Seq. ID 

Gene No. 85809 Strand 

Start 15955 End 

Name OJ991225_73 . 0317 . C17 . ol . tw Method 

Start 1502 End 



OJ991225_73.0317.C17 
23538 

TBLASTX: Wheat 
4386 



41499 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 4 9 

1502. .1540, 1503. .1538, 1625. .1729, 1626. .1730, 3654.-3725, 

3655.-3726, 3656. .3727, 3660. .3725, 3662.-3727, 3837.-3965, 

3849. .3950, 4142. .4249, 4144. .4251, 4145. .4249, 4147. .4251, 

4351.. 4386, 4353.. 4385 



Seq. ID OJ991225_73.0317.C17 
Strand 

End 23538 
Method TBLASTX: Maize 
End 16995 
none Score 155 

7085. .7897, 7086. .7250, 7308. .7898, 7913. .8065, 7917. .8051, 
8042.. 8113, 10087. .10563, 10088 .. 1057 9, 10565 .. 10906, 
10573. .10905, 10918. .10974, 12305 .. 12418, 12367 .. 124 50 , 
15991. .16812, 15998. .16813, 16825 .. 16995, 16832.. 16984 



41419 
85809 
15955 

OJ991225J73 . 0317 . C17 . ol . tm 
7085 



41419 
85809 
15955 

OJ991225_73.0317.C17.o2.tw 
7085 
none 



Seq. ID OJ991225_73.0317.C17 
Strand 

End 23538 

Method TBLASTX : Wheat 

End 16171 

Score 107 



7085.. 7258, 10078 10266, 10118 .. 10267 , 15997 .. 16170 , 
16028.. 16171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41419 
85809 
15955 

OJ991225_73.0317.C17.ol.tc 
7097 
none 



Seq. ID OJ991225_73.0317.C17 
Strand 

End 23538 

Method TBLASTX: Cress - 

End 22883 

Score 118 



7097. .7840, 7098. .7250, 7308. .7700, 7770. .7838, 7847. .8038, 
7860. .8024, 8039. .8131, 8138. .8389, 8196. .8348, 10102 .. 10575, 
10112. .10363, 10406. .10576, 10565 10708 , 10570 .. 10848, 
10730. .10843, 10855. .10974, 10871 .. 10975, 12367 .. 12624 , 
12697. .12789, 16015 16755, 16022 .. 16753, 16762 .. 16995, 
16775. .16984, 22638.-22883, 22738.-22842 



41419 
85809 
15955 

OJ991225_73.0317.C17.ol.ts 
7097 
none 

7097.-7840, 7098.. 7256, 7311 
7866. .8024, 8039.. 8131, 8046 
10102. .10578, 10112. .10576, 
10855. .10974, 10874 .. 10975, 
12697. .12789, 16015 .. 16755, 
16762. .17001, 16775. .17002, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7706, 7770 
.8093, 8138 



OJ991225 73.0317.C17 



23538 

TBLASTX : Soybean 
22883 
94 

7841, 7847. .8050, 
8389, 8211. .8348, 



10570. .10848, 10571. .10849, 

12305. .12622, 12367 .. 12624 , 

16070. .16585, 16637 .. 16756, 

22638.-22883, 22729.-22842 



Seq. No. 41419 ' Seq. ID 

Gene No. 85809 Strand 

Start 15955 End 

Name OJ991225_73 . 0317 . C17 . o2 . tm Method 

Start . 8138 End 



OJ991225_73.0317.C17 
23538 

TBLASTX: Maize 
22904 



41500 





GI 


none 


x 'Score 


185 




Exons 


8138. .8398, 8181. .8399, 12451 12624, 


12452. .12622, 






12679. .12777, 12689 .. 12787, 


12690. .12764, 12697 .. 12786, 






22635. .22904, 22636. . 22668, 


22729. .22842 




Seq. No. 


41419 


Seq. ID 


ATrtm ooc "7*2 n*3i'7 

OJ9 9lz^o_ M . Uol / . 




Gene No. 


85809 


Strand . 






Start 


15955 


. End 


O T3 C O O 




Name 


OJ991225 73.0317.C17.o5.gs 


Method 


GEN SCAN 




Start 


15955 ~~ 


End 


i r c\ c o 




GI 


none 


Score 


1 




Exons 


15955 . . 16968 








Seq. No. 


41419 


Seq. ID 


OJ991225_73.0317 




Gene No. 


85809 


Strand 






Start 


15955 


End 


23538 




Name 


OJ991225 73.0317.C17.o3.np 


Method 


AAT/NAP 




Start 


15979 


End 


23018 




GI 


4160280 


Score 


1526 




Exons- 


15979. .17001, 22629.. 23018 








GI Descrip. 


(AJ006224) purple acid phosphatase [Ipomoea batatas] 


'7- 


Seq. No. 


41419 


Seq. ID 


OJ991225_73.0317 




Gene No. 


85809 


Strand 






Start 


15955 


End 


23538 


7 ^ 


Name 


OJ991225 73.0317.C17.o6.gs 


Method 


GENS CAN 


hi 


Start 


18275 


End 


20328 


If 


GI 


none 


Score 


.72 


~™ 


Exons 


18275. .18325, 19072 19261, 


19303. .19616, 20281.. 20328 


If. 


Seq. No. 


41419 


Seq. ID 


OJ991225_73.0317 




Gene No. 


85809 


Strand 






Start 


15955 


End 


23538 


- — 


Name 


OJ991225 73.0317.C17.o7.gs 


Method 


GENSCAN 




Start 


22617 


End 


23538 


'"4 


GI 


none 


Score 


.64 




Exons 


22617. .22998, 23144 .. 23323, 


23501. .23538 




Seq. No. 


41420 


Seq. ID 


OJ991225_73.0317 




Gene No. 


85810 


Strand 


+ 




Start 


6620 


End 


8649 




Name 


OJ991225 73.0317.C18.ol.gp 


Method 


AAT/GAP 




Start .. . 


6557 


End 


7114 




GI 


52378 1.R1084 


Score 


1091 




Exons 


6557. .7114 








GI Descrip. 


, 4160280/emb| CAA06921I 5.0e 


-19 (AJ006224) purple acid 



.C17 



■ C18 



phosphatase [Ipomoea batatas] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



41420 
85810 
6620 

OJ991225_73.0317.C18.ol.np 
6608 
7487051 
6608.. 8373 

hypothetical protein T16B24.15 - Arabidopsis thaliana 
gi|3402684igb|AAC28987.1| (AC004697) nodulin-like protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991225_73.0317.C18 
+ 

8649 
AAT/NAP 
8373 
1496 



41501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Arabidopsis thaliana] 

41420 
85810 
6620 

OJ991225_73.0317.Cl8.o3.gs 
6620 
none 

6620. .8395 

41420 
85810 
6620 

OJ991225_73.0317.C18.o2.gp 
8106 
none 

8106. .8649 

41420 
85811 
13187 

OJ991225_73.0317.C18.o3.gp 
13187 

52378J..R1084 
13187.. 13686 . 

, 4160280/emb|CAA06921| 5.0e-19 
phosphatase [Ipomoea batatas] ' 



Seq. ID OJ991225_73.0317.C18 

Strand + 

End 864 9 

Method GENSCAN 

'End 8395 

Score 1 



Seq. ID OJ991225_73.0317.C18 

Strand + 

End 864 9 

Method AAT/GAP 

End 864 9 

Score 993 



Seq. ID OJ991225_73.0317.C18 

Strand + 

End 13686 

Method AAT/GAP 

End 13686 

Score 880 

(AJ006224) purple acid 



OJ991225_73.0317.C18 
+ 

14333 
AAT/NAP 
14333 
232 



41420 Seq. ID 

85812 Strand 
14105 End 
OJ991225_73 . 0317 . C18 . o5 . np Method 
14105 End 
6069646 Score 
14105. .14333 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, , 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


41420 




Seq. ID 


OJ991225 


Gene No.. . 


85813 




Strand 


+ 


Start 


19166 




End 


20664 


Name 


OJ991225 73. 


0317.C18.o7.gs 


Method 


GENSCAN 


Start 


19166 




End 


20664 


GI 


none 




Score 


.62 


Exons 


19166. .19328 


, 19913. .20085, 


20593. .20664 


Seq. No. 


41420 




Seq. ID 


OJ991225 


Gene No. 


85814 




Strand 




Start 


4445 




End 


4663 


Name 


OJ991225 73. 


0317.C18.o2.gs 


Method 


GENSCAN 


Start 


4445 




• End 


4663 


GI 


none 




Score 


.63 


Exons 


4445. .4663 









41502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 





oeq. no. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 


p si 


Exons 








Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 




Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 



41420 Seq. ID OJ991225_73.03H.C18 

85815 Strand 

10642 End 15313 

0 J991225J73 . 0317 . C18 . o2 . np Method AAT/NAP 

10642 * End 15313 

6069646 Score 1236 

10642. .11659, 15278.. 15313 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic, sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

41420 Seq. ID OJ991225_73 . 0317 . C18 

85815 Strand 

10642 End 15313 

OJ991225_73 . 0317 . C18 . o4 . np Method AAT/NAP 

11898 End 13693 

7487051 Score 1525 

11898. .13693 

hypothetical protein T16B24.15 - Arabidopsis thaliana 

gi| 3402684 | gb| AAC28987.il (AC004697) nodulin-like protein 

[Arabidopsis thaliana] 



41420 
85815 
10642 

OJ991225_73.0317.C18.o5.gs 

11942 

none 

11942. .13681 

41420 
85816 
18080 

OJ991225_73.0317.C18.o4.gp 

17875 

5607397 

17875. .18269 

41420 
85816 
18080 

OJ991225_73.0317.C18.o6.gs 

18080 

none 

18080. .18343 

41420 
85817 
22288 

OJ991225_73.0317.C18.o8.gs 

22288 

none 

22288. .22512, 22598 .. 22731, 
23892. .24074, 24117 .. 24186, 
25726. .25879 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23085 

24661 



OJ991225_73.0317.C18 

15313 
GENSCAN 
13681 
1 



OJ991225_73.0317.C18 

18343 
AAT/GAP 
18269 
720 



OJ991225_73.0317.C18 

18343 
GENSCAN 
18343 
.67 



OJ991225 73.0317.C18 



26649 
GENSCAN 
25879 
.78 

23339, 23465.-23797, 
24732, 25479. .25603, 



41503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



41420 
85817 
22288 

OJ991225_73.0317.C18.o6.np 
22297 
4263791 



Seq. ID OJ991225_73.0317.C18 
Strand 

End 26649 

Method AAT/NAP 

End 25667 

Score 1072 



22297. .22512, 22598 .. 22731, 23085 .. 23330, 234 65 .. 23806, 
23934. .24069, 24218 .. 24290, 24476.-24547, 24 661 .. 24732 , 
24802. .24873, 24983 .. 25054, 25166 ... 25237 ,. 254 68 .. 25667 
(AC006068) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



41420 
85817 
22288 

OJ991225_73.0317.C18.o7.np 
22333 
6729526 



Seq. ID OJ991225_73.0317.C18 
Strand 

End 26649 

Method AAT/NAP 

End 26649 

Score 263 



22333. .22509, 22592 .. 22716, 23001 23316, 23439 .. 23907 , 
23954. .24071, 24157 .. 24361 , 24476. . 24557, 24 668.-24732, 
24802. .24873, 24 983 .. 25054 , 25166 .. 25237 , 254 68.-25627, 
26589. .26649 

(AL132977) receptor-like protein kinase [Arabidopsis thaliana] 



41420 " Seq. ID 
85817 Strand 
22288 End 
OJ991225_7 3 . 0317 . C18 . o5 . gp Method 
22465 End 
LIB3434-029-P1-K1-A7 Score 



OJ991225_73.0317.C18 

26649 
AAT/GAP 
23339 
803 



22465. .22512, 22598 .. 22731, 23085.. 23339 

1 4263791/gb | AAD15451 1 4.0e-54 (AC006068) putative receptor 
protein kinase [Arabidopsis thaliana] 1 



41420 
85818 
28321 

OJ991225_73.0317.C18.o4.tm 
6652 



Seq. ID OJ991225_73.0317.C18 
Strand 

End 29358 

Method TBLASTX : Maize 

End 13649 

none Score 339 

6652.-6936, 6653-. 6937, 6857.. 6937, 6944.. 7111, 6952.. 7104, 
6953.. 7105, 13190. .13357, 13197 .. 13349, 13364 .. 13645 , 
13365.. 13649 

41420 Seq. ID OJ991225_73 . 0317 . C18 

85818 Strand 

28321 End 29358 

OJ991225_73 . 0317 . C18 . o5 . ts Method TBLASTX : Soybean 

6653 End 13646 

none Score 214 

6653. .6829, 6655. .6825, 13472 .. 13645, 13476. .13646 



41420 
85818 
28321 

OJ991225 73.0317.C18.o3.tc 



Seq. ID OJ991225_73.0317.C18 . 

Strand \- 

End 29358 

Method TBLASTX : Cress 



41504 



Start 


6659 


End 


13642 


GI 


none 


Score 


193 


Pvnn «; 


6659 6937, 6953 7123. 6976. 


.7107, 13178. .13348, 13194 13325, 




13364 13642, 13365 13631 






Sea No 


41420 


Seq. ID 


OJ991225_73.0317.C18 




85818 


Strand 




Start 


28321 


End 


29358 


Name 


OJ991225 73.0317.C18.o4.ts 


Method 


TBLASTX: Soybean 


Start 


6835 


End 


13466 


GI 


none 


Score 


107 


p. von 


6835.. 6930, 6836.. 6940, 6956. 


.7132, 6959.. 7108, 6970.. 7131, 




7151. .7249, 13058. .13156, 13169. .13354 


, 13170. .13331, 




13361. .13465, 13371 ... 134 66 






•Sea No 


41420 


Seq. ID 


OJ991225_73. 03.17. C18 


Gpnp No 


85818 


Strand 




Start 


28321 


End 


29358 


Name 


OJ991225 73.0317.C18.o4.tc 


Method 


TBLASTX: Cress 


Start 


7574 


End 


12712 


GI 


none 


Score 


128 


E von 


7574. .7738, 7579. .7722, 7733. 


.8092, 7741. .8103, 8147. .8188, 




12101. .12136, 12188. .12424, 12204 .. 124 19, 12479 .. 12553, 




12492. .12551, 12548 .. 12712, 12564. .12707 


Seq. No. 


41420 


Seq. ID 


OJ991225_73.0317.C18 


Gene No. 


85818 


Strand 




Start 


28321 


End 


29358 


Name 


OJ991225 73.0317.C18.o5.tm 


Method 


TBLASTX: Maize 


Start 


7574 


End 


12799 


GI 


none 


Score 


354 


IT von 


7574.. 7831, 7576.. 7824, 12479 


. .12799, 


12492. .12710 


Sea No 


41420 


Seq. ID 


OJ991225_73.0317.C18 


Gene No. 


85818 


Strand 




Start 


28321 


End 


29358 


Name 


OJ991225 73.0317.C18.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7675 


End 


12611 


GI 


none 


Score 


365 


Pvon <? 


7675.. 8049, 7679.. 8065, 12221 


. .12433, 


12222. .12410, 




12479. .12607, 12489.. 12611 






Qprr No 


41420 


Seq. ID 


OJ991225_73.0317.C18 


Gene No. 


85818 


Strand 




Start 


28321 


End 


29358 


Name 


OJ991225 73.0317.C18.o6.tm 


Method 


TBLASTX: Maize 


Start 


7856 


End 


12434 


GI 


none 


Score 


45 


F* von 


7856.. 8002, 7857.. 7913, 7876. 


.8133, 7895. .8092, 8147. .8188, 




12101. .12136, 12188. .12433, 12207. .12434 


Seq. No. 


41420 


Seq. ID 


OJ991225_73.0317.C18 


Gene No. 


85818 


Strand 




Start 


28321 


End 


29358 


Name 


OJ991225 73.0317.C18.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8553 


End 


11136 


GI 


none 


Score 


162 



41505 




Rxon 


8553. .8756, 8853.. 8993, 10987.. 11136 






Seq. No. 


41420 




Seq. ID 


OJ991225_73.0317 


.C18. 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name ■ 


OJ991225 73.0317.C18 


. 08 . tm 


Method 


TBLASTX: Maize 




S£aft • 


.8553 




End 


14303 




GI " 


none 




Score 


98 




Exon 


8553. .8699, 10882 11214 , 10937 11095, 


14163. .14303 




Seq. No. 


41420 




Seq. ID 


OJ991225J73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


11218 




End 


11458 




GI 


none 




Score 


77 




Exons 


11218. .11457, 11219. 


.11458 








Seq. No. 


41420 




Seq. ID 


OJ991225J73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


11545 




End. . 


11850 




GI 


none 




Score 


156 






11545. .11850, 11555. 


.11845 . 








O C ^ . IN U • 


41420 




Seq. ID 


OJ991225_73.0317 


.C18 




85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


22287 




End 


23196 




GI 


none 




Score 


152 




Exons 


22287. .22421, 22288. 


.22512, 


22288. .22527, 22322 .. 22513, 






22479.-22523, 22590. 


.22733, 


22594. .22734, 22595 .. 22750, 






22600. .22779, 23086. 


.23196, 


23087. .23188 




Cpn No 


41420 




Seq. ID 


OJ991225J73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


22595 




End 


23595 




GI 


none 




Score 


219 




Exons 


22595. .22684, 22679. 


.22717, 


23086. .23376, 23087 .. 23377 , 






23466. .23594, 23467. 


.23595 








Qprr Mo 


41420 




Seq. ID 


OJ991225_73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


22637 




End 


23699 




GI 


none 




Score 


115 




Exons 


22637. .22678, 22679. 


.22750, 


23086. .23352, 23087 23311, 






23155. .23352, 23463. 


.23627, 


23634. .23699 




Seq. . No. 


41420 




Seq. ID 


OJ991225_73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 





41506 



Name OJ991225_73 . 0317 .C18 .ol . tw 

Start 23185 

GI none 

Exons 23185. .23379, 23231 23317, 

Seq. No. 41420 

Gene No. 85818 

Start 28321 

Name OJ991225_73 . 0317 . C18 . o7 . tm 

Start 23197 . 

GI none 

Exons 23197. .23346, 23202 .. 23339, 
23465. .23518 



Method TBLASTX : Wheat 
End 23687 
Score 60 
23481. .23687 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225_73.0317.C18 
29358 

TBLASTX: Maize 

23528 

130 



23228. .23341, 23463 .. 23528, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41420 
85818 
28321 

OJ991225_73. 

23529 

none 

23529. .23636 
23644. .23712 
23754. .23798 
24047. .24076 
24194. .24289 
24651. .24731 
24787. .24876 
24980. .25054 



0317.C18.o2.tm 



23533. 
23715. 
23846. 
24052. 
24440. 
24652. 
24802. 
24983. 



23607, 
23795, 
24064, 
24084, 
24547, 
24732, 
24873, 
25054, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23535. .23636, 
23717 



OJ991225 73.0317.C18 



29358 

TBLASTX: Maize 
25206 
92 

23637. .23702, 
23794, 23734.-23799, 
23875. .24060, 23903 .. 24061, 
24174. .24290, 24 184 .. 24291, 
24475.-24579, 24 475 .. 24561, 
24667. .24753, 24783.-24872, 
24964. .25050, 24976 .. 25053, 
25165. .25206, 25169.. 25204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41420 
85818 
28321 

OJ991225_73.0317.C18.o6.ts 

23704 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225_73.0317.C18 
29358 

TBLASTX : Soybean 

24701 

60 



23704. .23793, 23896 .. 24021, 23896 .. 24084 , 24200 .. 24289, 
24201. .24290, 24 44 6 .. 24559, 24473 .. 24559, 24475 .. 24564 , 
24651.. 24701 



Seq. No. 41420 Seq. ID 

Gene No. 85818 Strand 

Start 28321 End 

Name OJ991225_73 . 0317 .C18 .o9. gs Method 

Start 28321 End 

GI none Score 

Exons 28321. .29310 



OJ991225_73.0317.C18 

29358 
GENSCAN 
29310 
.97 



Seq. No. 41420 Seq. ID OJ991225_73 . 0317 . C18 

Gene No. 85818 Strand 

Start 28321 End 29358 

Name OJ991225_73 . 0317 .C18 . 08 . np Method AAT/NAP 

Start 28322 End 29358 

GI 7488141 Score 650 

Exons 28322. .29358 

GI Descrip. probable peptide transport protein T17F15.170 - Arabidopsis 

thaliana gi I 4678332 | emb | CAB41143 . 1 1 (AL049658) putative peptide 
transporter [Arabidopsis thaliana] 



41507 



Sea. No 


41420 




Seq. ID 


OJ991225J73.0317 


.C18 


Gene No. 


85818 




Strand. 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


28393 ~~ 




End 


29358 




GI 


none 




Score 


69 




Exons ■' 


28393 28506, 28393 


. 28521, 


28406. .28519, 28522 .. 28707, 






28601. .28708, 28745. 


.29131, 


28756. .29130, 29081 .. 29236, 






29182. .29253, 29305. 


.29358, 


29321. .29356 




Seq. No. 


41420 




Seq. ID 


OJ991225J73.0317 


.C18 


Gene No . 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


28393 ~ 




End 


28704 




GI 


none 




Score 


130 




Exons 


28393. .28524, 28525. 


.28704 








Seq. No. 


41420 




Seq. ID 


OJ991225_73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


28411 _ 




End 


29214 




GI 


none 




Score 


39 




Exon s 


28411 28548. 28525 


.28707, 


28753. .28833, 28840 .. 28977, 






28960 29127. 29182 


.29214 








Seq. No. 


41420 




Seq. ID 


OJ991225_73.0317 


.C18 


Gene No. 


85818 




Strand 






Start 


28321 




End 


29358 




Name 


OJ991225 73.0317.C18 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


28459 ~ 




End 


29095 




GI 


none 




Score 


73 




Exons 


28459. .28545, 28525. 


. 28707, 


28604. .28705, 28751 .. 29095, 






28753. .29094 

fa w ' • * fa ^ \J ^ ^ 










Seq. No. 


41421 




Seq. ID 


OJ991225_73.0317 


.C19 


Gene No . 


85819 




Strand 






Start 


144 




End 


224 




Name 


OJ991225 73 0317 C19 


. ol • qs 


Method 


GENSCAN 




Start 


144 ~~ 




End 


224 




GI 


none 




Score 


.66 




Exon s 


144 . .224 










Seq. No. 


41422 




Seq. ID 


OJ991225J71.032O 


-C4 


Gone No - 


85820 




Strand 






Start 


428 




End 


1029 




Name 


OJ991225 71. 0320. C4. 

\J W <^ «^ ^ fa fa %^ T ^ 9 V fa W • V-** * * 


ol.gs 


Method 


GENSCAN 




Start 


428 




End 


1029 




GI 


none 




Score 


.85 




Exons 


428. .542, 645. .890, 


980. .1029 






Seq. No. 


41422 




Seq. ID 


OJ991225_71.0320 


.C4 


Gene No. 


85820 




Strand 






Start 


428 




End 


1029 




Name 


OJ991225 71. 0320. C4. 


ol.ts 


Method ' 


TBLASTX: Soybean 





41508 



Start 


428 


End 


884 




GI 


none 


Score 


70 




Exons 


428. .550, 429. .500, 647. .871, 


699. .884 






Seq. No. 


41422 


Seq. ID 


OJ991225_71.0320. 


C4 


Gene No. 


85820 


Strand 






Start 


428 


End 


1029 




Name 


OJ991225 71.0320.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


428 


End 


874 




GI 


none 


Score 


67 




Exons 


428.-556, 429. .506, 659. .874 








Seq. No. 


41422 


Seq. ID 


OJ991225_71.0320. 


C4 


Gene No. 


85820 


Strand 






Start 


428 


End 


1029 




Name 


OJ991225 71.0320.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


449 


End 


871 




GI 


none 


Score 


62 




Exons 


449. .556, 450. .506, 647. .871 








Seq. No. 


41423 


Seq. ID 


OJ991225_71.0320. 


,C5 


Gene No.. 


85821 


Strand 


+ 




Start 


6655 


End 


7081 




Name 


OJ991225 71.0320.C5.ol.gp 


Method 


AAT/GAP 




Start 


6655 


End 


7081 




GI 


4878407 


Score 


648 




Exons 


6655. .7081 








GI Descrip. 


6069643/dbj | AP000616. 1 1 AP000616 1.0e-152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 






Seq. No. 


41423 


Seq. ID 


OJ991225J71.0320. 


.C5 


Gene No. 


85822 


Strand 






Start 


1 


End 


3294 




Name 


OJ991225 71.0320.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3294 




GI 


3695019 


Score 


547 




Exons 


1..571, 661. .766, 1584. .1743, 


3258.-3294 




GI Descrip. 


(AF055848) subtilisin-like protease [Arabidopsis thaliana] 


Seq. No. 


41423 


Seq. ID 


OJ991225_71.0320 


.C5 


Gene No. 


85822 


Strand 






Start 


1 


End 


3294 




Name 


OJ991225 71.0320.C5.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


2116 




GI 


none 


Score 


.88 




Exons 


16. .610, 661. .766, 1584. .1745 


, 1852. .1931, 2043. .2116 




Seq. No. 


41423 


Seq. ID 


OJ991225_71.0320 


.C5 


Gene No. 


85823 


Strand 






Start 


5678 


End 


6552 




Name 


OJ991225 71.0320.C5.o2.np 


Method 


AAT/NAP 




Start 


4829 


End 


6552 




GI 


6907086 


Score 


647 




Exons 


4829. .4953, 4985.. 5216, 5426. 


.5716, 5777.. 6552 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41423 


Seq. ID 


OJ991225_71.0320 


.C5 



41509 




Gene No. 


85823 




Strand 




Start 


5678 




End 


6552 


Name 


OJ991225 71 


.0320.C5.o2.gs 


Method 


GENSCAN 


Start 


5678 




End 


6349 


GI 


none 




Score 


.81 


Exons 


S678..6349 








Seq. No. 


41423 




Seq. ID 


OJ991225_71.0320.C5 


Gene No. 


85824 




Strand 




Start 


6579 




End 


9824 


Name 


OJ991225 71 


.0320.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


49 




End 


1740 


GI 


none 




Score 


116 


Exons 


49. .507, 50 


..220, 284. .478, 


675. .722, 


726. .767, 1651. .1740 


Seq. No. 


41423 




Seq. ID 


OJ991225_71.0320.C5 


Gene No. 


85824 




Strand 




Start 


6579 




End 


9824 


Name 


OJ991225 71 


.0320.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


49 




End 


6331 


GI 


none 




Score 


132 


Exons 


49. .507, 50 


..214, 196. .480, 


1649. .1753 


, 1651. .1740, 6110. .( 


Seq. No. 


41423 




Seq. ID 


OJ991225_7l.0320.C5 


Gene No. 


85824 


- 


Strand 




Start 


6579 




End 


9824 


Name 


OJ991225 71 


.0320.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


49 




End 


491 


GI 


none 




Score 


111 


Exons 


49. .261, 50 


..220, 244. .327, 


284. .325, 


450. .491 


Seq. No. 


41423 




Seq. ID 


OJ991225_71.0320.C5 


Gene No. 


85824 




Strand 




Start 


6579 




End 


9824 


Name 


OJ991225 71 


.0320.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


49 




End 


1740 


GI 


none 




Score 


111 


Exons 


49.. 507, 50 


...214, 374. .490, 


526. .570, 

- 


681. .722, 1660. .1740 


Seq. No. 


41423 




Seq. ID 


OJ991225_71.0320.C5 


Gene No. 


85824 




Strand 




Start 


6579 




End 


ft O O A 

9824 


Name 


OJ991225 71 


.0320.C5.o3.np 


Method 


AAT/NAP 


Start 


6579 




End 


9824 


GI 


4680186 • 




Score 


169 


Exons 


6579. .6626, 


7224. .7380, 9770. .9824 




GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


41423 




Seq. ID 


OJ991225_71.0320.C5 


Gene No. 


85824 




Strand 


- 


Start 


6579 




End 


9824 


Name 


OJ991225 71 


.0320.C5.o4.np 


Method 


AAT/NAP 


Start 


7945 




End 


8049 


GI 


6721512 




Score 


51 


Exons 


7945. .8049 








GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 



41510 




Seq. No. 


41424 


Seq. ID 


OJ991225 71.0320. 


C6 


Gene No. 


85825 


Strand 


+ 




Start 


5 


End 


4309 




Name 


OJ991225 71. 0320.C6.ol.gs 


Method 


GENSCAN 




Start 


5 ~~ 


End 


4309 




GI 


none 


Score 


.56 




Exons 


5. .123, 477. .590, 610. .768, 


1069. .2349 


, 2447.. 4105, 4114 


. .4309 


Seq. No. 


41424 


Seq. ID 


OJ991225_71.0320. 


C6 


Gene No. 


85825 


Strand 


+ 




Start 


5 


End 


4309 




Name 


OJ991225 71.0320.C6.ol.np 


Method 


AAT/NAP 




Start 


1088 


End 


4306 




GI 


6907089 


Score 


4359 




Exons 


1088. .2349, 2447. .4306 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41424 


Seq. ID 


OJ991225J71.0320. 


C6 


Gene No. 


85826 


Strand 






Start 


4966 


End 


6559 




Name 


OJ991225 71.0320.C6.o2.np 


Method 


AAT/NAP 




Start 


4936 


End 


6559 




GI . 


6498441 


Score 


2539 




Exons 


4936.. 5217, 5311.. 6559 








GI Descrio. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to "a region of 


the 




predicted gene. ; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


41424 


Seq. ID 


OJ991225_71.0320. 


C6 


Gene No. 


85826 


Strand 






Start 


4966 


End 


6559 




Name 


OJ991225 71.0320.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4945 


End 


5547 




GI 


none 


Score 


73 




Exons 


4945.. 5070, 4949.. 5071, 5237 


..5407, 5245. .5547, 5264. .5542 


Seq. No. 


41424 


Seq. ID 


OJ991225J71.0320. 


C6 


Gene No. 


85826 


Strand 






Start 


4966 


End 


6559 




Name 


OJ991225 71.0320.C6.o2.gs 


Method 


GENSCAN 




Start 


4966 


End 


6486 




GI 


none 


Score 


.96 




Exons 


4966. .6486 








Seq. No. 


41424 


Seq. ID 


OJ991225_71.0320. 


C6 


Gene No. 


85826 


Strand 






Start 


4966 


End 


6559 




Name 


OJ991225 71.0320.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5548 


End 


5929 




GI 


none 


Score 


233 




Exons 


5548.. 5928, 5579.. 5929 








Seq. No. 


41424 


Seq. ID 


OJ991225_71.0320. 


C6 


Gene No. 


85826 


Strand 






Start 


4966 


End 


6559 




Name 


OJ991225 71.0320.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


5723 


End 


6066 





41511 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



none Score 
5723.. 5857, 5743.. 6066, 5756.. 6037 



217 



Seq. ID OJ991225_71.0320.C6 
Strand 

End 6559 

Method TBLASTX : Wheat 

End 6558 ^ 

Score 55 



41424 
85826 
4966 

OJ991225_71.0320.C6.o3.tw 
6259 
none 

6259.. 6558, 6395.. 6550 

41425 
85827 
1 

OJ991225_71.0320.C7 .ol.np 
1 

7228457 

1..412, 535. .1367, 1431. .3366, 3428.-3794 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. ID OJ991225_71.0320.C7 
Strand 

End 6908 

Method AAT/NAP 

End 37 94 

Score 5370 



Seq. ID OJ991225_71.0320.C7 
Strand 

End * 6908 

Method GENSCAN 

End 6908 

none Score . 62 

57. .749, 994. .1367, 1431. .3865, 3902. .4076, 4432. .4474, 
5273.. 5322, 5610.. 5700, 6763.. 6908 



41425 
85827 
1 

OJ991225_71.0320.C7.ol.gs 
57 





Seq. No. 


41425 






Seq. ID 


OJ991225_71.0320 


.C7 




Gene No. 


85827 






Strand 








Start 


1 






End 


6908 






Name 


OJ991225 


71. 0320. C7 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


341 






End 


712 






GI 


none 






Score 


84 






Exons 


341. .712, 


552. .695 












Seq. No. 


41425 






Seq. ID 


OJ991225J71.0320 


.C7 




Gene No. 


85827 






Strand 








Start 


1 






End 


6908 






Name 


OJ991225 


71. 0320. C7 


.o2. tw 


Method 


TBLASTX: Wheat 






Start 


371 






' End 


789 






GI 


none 






Score 


258 






Exons 


371. .736, 


396. .737, 


512. .754, 


738. .788, 


742. .789 






Seq. No. 


41425 






Seq. ID 


OJ991225_71.0320 


• C7 




Gene No. 


85827 






Strand 








Start 


1 






End 


6908 






Name 


OJ991225 


71. 0320. C7 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


464 






End 


845 






GI 


none 






Score 


191 






Exons 


464. .739, 


483. .737, 


746. .811, 


747. .845 








Seq. No. 


41425 






Seq. ID 


<OJ991225_71.0320 


.C7 




Gene No. 


85827 






Strand 







41512 



Start ■-■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1 End 
OJ991225_7 1 .0320 . C7 . ol . tm Method 
873 End 
none Score 
873.-989, 873. .1229, 883. .1194 



6908 

TBLASTX: Maize 

1229 

73 



41425 
85827 
1 

OJ991225_71.0320.C7.ol.tw 

897 

none 



Seq. ID OJ991225_71.0320.C7 
Strand 

End 6908 

Method TBLASTX: Wheat 

End 1360 

Score 217 



897.. 1358, 903.. 1358, 904.. 1359, 917.. 1360 



End 

Method 
End 
Score 



41425 
85827 
1 

OJ991225_71.0320.C7.o2.ts 
954 
none 

954. .1088, 1095. .1319 

41425 
85827 
1 

OJ991225_71.0320.C7.o3.tw 
1524 
none 

1524.. 2009, 1555.. 1815, 1837.. 2010 



Seq. ID OJ991225_71.0320.C7 
Strand 

6908 

TBLASTX: Soybean 
1319 
118 



Seq. ID OJ991225_71.0320.C7 
Strand 

6908 

TBLASTX: Wheat 
2010 
179 



End- 
Method 
End 
Score 



41425 
85827 
1 

OJ991225_71.0320.C7.o4.tw 

2748 

none 



Seq. ID OJ991225_71.0320.C7 
Strand 

End 6908 

Method TBLASTX : Wheat 

End 3137 

Score 78 



2748. .3005, 2782. .2988, 2988. .3086, 3031. .3069, 3093. .3137 



41425 
85827 
1 

OJ991225_71 . 0320 . C7 . o3 . tm 

2850 

none 



Seq. ID OJ991225_71.0320.C7 
Strand 

End 6908 

Method TBLASTX : Mai ze 

End 3134 

Score 71 



2850. .3098, 2851. .2982, 2862. .3134 



41425 
85827 
1 

OJ991225_71.0320.C7.o2.np 
4023 
5042454 
4023.. 4083, 4438.. 4603 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ991225_71.0320.C7 
Strand 

6908 
AAT/NAP 
4603 
185 



End 

Method 

End 

Score 



41426 
85828 



Seq. ID OJ991225_71.0320.C8 
Strand + 



41513 



Start 
Name 
Start 
GI 

Exons 



2542 End 16195 

OJ991225J71 . 0320 . C8 . ol . gs Method GEN SCAN 

2542 End 16195 

none Score .79 

2542. .2682, 3142. .3168, 5137. .5178, 5207. .5693, 5974. .6144, 
6232. .6281, 6400. .6456, 6751. .6816, 7143. .7217, 7657. .7772, 
7857. .7948, 8869. .9079, 9112. .9476, 9916. .10216, 10341 10437, 
i0531. .10797, 10876. .10953, 11037 .. li201 , 11615 11713, 
12127. .12250, 12666. .12821, 12900 .. 13066, 13328 13402, 
16085.. 16195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

J Gene No.. 

3 Start 

~ Name 

!; Start 

y gi 

2 Exons 

J GI Descrip. 



- Seq. No, 
Gene No, 

3 Start 

d Name 

i Start 
GI 

f Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41426 
85828 
2542 

OJ991225_71.0320.C8.o2.gp 
6108 

12651_2.R1084 

6108.. 6144, 6232.. 6281, 6400 
7657.. 7772, 7857'. .7948, 8211 



OJ991225_71.0320.C8 
+ 



Seq. ID 
Strand 

End 16195 
Method AAT/GAP 
End 8 613 

Score 1258 

6456, 6751.. 6816, 7143.. 7217, 
8269, 8384.. 8613 
5042437/gb|AC007789.1|AC007789 1.0e-34 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



41426 Seq. ID 

85828 Strand 
2542 . End 
OJ991225_71.0320.C8.o3.gp Method 
9288 End 
uC-osflcypl20f02bl Score 
9288. .9476, 9913. .10196 

'5257255/dbj | AP000364.il AP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ991225_71.0320.C8 
+ 

16195 
AAT/GAP 
10196 
878 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10341. .10440, 



OJ991225_71.0320.C8 
+ 

16195 
AAT/NAP 
13947 
1136 

10531. .10797, 
11615. .11716, 
12867. .13066, 



41426 
85828 
2542 

OJ991225_71.0320.C8.ol.np 
9465 
7487350 

9465.-9498, 9922. .102] 

10876. .10953, 11100 .. 11201, 11330 11507, 
11799. .11925, 12137. .12266, 12682 12818, 
13328. .13409, 13922. .13947 

hypothetical protein T22F8.70 - Arabidopsis thaliana 
gi|4914429.|emb|CAB43632.1| (AL050351) SEC14-like protein 
[Arabidopsis thaliana] gi | 7270900 | emb | CAB80580 . 1 | (AL161594) 
SEC14-like protein [Arabidopsis thaliana] 

41426 Seq. ID OJ991225_71 . 0320 . C8 

85829 Strand 

13689 End 14083 

OJ991225_71 . 0320 . C8 . o4 . gp Method AAT/GAP 

13689 End 14083 

uC-osflM202084e07al Score 772 

13689. .14083 

•1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



41514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41426 
85830 
19981 

OJ991225J71, 

5972 

none 

5972. .5998, 
6231. .6287, 
6400. .6462, 



0320.C8.o2. tm 



6751, 
7654, 
7854, 



.6819, 
.7776, 
.7946, 



5973. 
6231. 
6748. 
7140. 
7655. 
7855. 



.5999, 5996. 

.6284, 6233. 

.6816, 6749. 

.7226, 7140. 

.7777, 7656. 

.7953, 7855. 



Seq. ID OJ991225_71.0320.C8 
Strand 

End 21345 

Method TBLASTX : Mai ze 

End 8270 

Score 37 

.6145, 5997.. 6143, 6010 



.6289, 6399.-6464, 6400. 

.6817, 6749.. 6817, 6750. 

.7217, 7145. .7231, 7145. 

.7772, 7656.. 7778, 7657. 

.7953, 8207.. 8266, 8211. 



6150, 
6465, 
6818, 
7219, 
7773, 
8270 



Seq. No. 41426 

Gene No. 85830 

Start 19981 

Name OJ991225_71.0320.C8.o2.ts 

Start 6029 

GI none 

Exons 6029.. 6142, 6030.. 6143, 6231. 



Seq. ID OJ991225_71.032Q.C8 
Strand 

End 21345 

Method TBLASTX : Soybean 

End 7956 

Score 132 

.6287, 6403. .6459, 6751. .6819, 



7140. .7226, 7145. .7219, 7657. .7713, 7855.-7947, 7855.-7956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41426 
85830 
19981 

OJ991225_71. 
9919 
none 
9919. . 
10107. 
10340, 
10875. 
11097. 
11282. 
11438. 
11612. 
11801. 
12668. 



OJ991225 71. 0320. C8 



0320.C8.ol.tm 



21345 

TBLASTX: Maize 

13402 

94 



9987, 
.10217 
.10447 
.10952 
.11201 
.11329 
.11506 
.11713 
.11911 
.12889 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9924.. 10049, 9924.. 10067, 9925.. 10068, 10101, 
, 10108. .10221, 10332. .10439, 10339 .. 10437, 
10797, 10528. .10797, 10530 .. 10835, 
10953, 10876. .10953, 11097 .. 11204 , 
11209, 11099. .11203, 11281 .. 11328, 
11449, 11406. .11450, 11409 11450, 
11507, 11457. .11513, 11594 11695, 
11700, 11800. .11907, 11801. .11896, 1 



10507. 
10876. 
11099. 
11384. 
11439. 
11614. 
12113. 
12875. 



.12160, 12175. 
.13072, 12886. 



.12252, 12667. .12807, 
,13065, 13316.. 13402 



10217, 



Seq. No. 41426 
Gene No. 85830 
Start 19981 

Name OJ991225_7 1 . 0320 . C8 . ol . ts 

Start 10101 
GI none 

Exons 10101. .10217, 10109 .. 10219, 

10522. .10608, 10591. .10797, 
10602. .10799, 10876. .10953, 
11282. .11326, 11384. .11500, 
12704. .13072, 12880 .. 13065, 



Seq. ID OJ991225_71.0320.C8 
Strand 

End 21345 

Method TBLASTX : Soybean 

End 13402 

Score 119 
10332. .10433, 10339. . 10434 , 
10593. .10796, 10601 10798 , 
11097. .11204, 11117. .11203, 
11406. .11510, 11406. .11507, 
13322. .13402 



Seq. No. 41426 Seq. ID 

Gene No. 85830 Strand 

Start 19981 End 

Name OJ991225_71 . 0320 . C8 . ol . tc Method 

Start 10405 End 

GI none Score 



OJ991225_71.0320.C8 
21345 

TBLASTX: Cress 

10767 

45 



41515 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start .. 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



• 



10405. .10434, 10526. .10642, 10530 .. 10748 , 10531 .. 107 67 , 
10557. .10766 



41426 Seq. ID 

85830 Strand 

19981 End 

OJ991225_7 1 . 0320 . C8 . ol . tw Method 

10552 End 

none Score 



OJ991225J71.0320.C8 
21345 

TBLASTX: Wheat 

11331 

365 



10552.. 10797, 10566 .. 10835, 10566 10796, 10875 .. 10952 , 
10876. .10953, 10876 .. 10953, 11097 11204 , 11099 .. 11209, 
11099. .11203, 11275. .11331, 11282 .. 11329, 11286. .11330 



41426 
85830 
19981 

OJ991225_71.0320.C8.o2.tc 
11097 
none 



Seq. ID OJ991225J71.0320.C8 
Strand 

End 21345 

Method TBLASTX : Cress 

End 11510 

Score 148 



11097. .11204, 11282.. 11326, 11384 .. 11506, 11406.. 11510 



41426 
85830 
19981 

OJ991225_71.0320.C8.o2.np 
19981 
5777620 
19981. .20136, 21310.. 21345 

(AJ245900) CAA30378.1 protein [Oryza sativa] 



Seq. ID OJ991225J71.0320.C8 
Strand 

End 21345 

Method AAT/NAP 

End 21345 

Score 92 



41427 Seq. ID 

85831 Strand 

1354 End 

OJ991225 J71 . 0320 . C9 . ol . np Method 

1354 End 

6651395 Score 
1354. .1508, 1611. .1763 

(AF179222) floral nectary-specific protein [Brassica rapa subsp. 
pekinensis] 



OJ991225_71.0320.C9 
+ 

1763 
AAT/NAP 
1763 
167 



41427 
85832 
1278 

OJ991225_71.0320.C9.ol.gs 

1278 

none 

1278. .1389, 1437. .1661 

41427 
85832 
1278 

OJ991225_71.0320.C9.ol.ts 
1354 
none 



Seq. ID OJ991225_71.0320.C9 
Strand 

End 1763 

Method GENSCAN 

End 1661 

Score .61 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991225J71.0320.C9 
1763 

TBLASTX : Soybean 

1763 

80 



1354. .1428, 1359. .1424, 1530. .1763, 1532. .1651 

414 28 Seq. ID OJ991225J71 . 0320 . C10 



41516 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 

f ~: 
L -f 

% j Seq. No. 
fr§ Gene No. 
J! J Start 

Name 
^ Start 
U GI 
O Exons 

l~ Seq. No. 

Gene No. 
H Start 
' : 4 Name 

Start 

« Exons 

GI Descrip. 



85833 Strand 

93 End 

OJ991225_7 1 . 0320 . CIO . ol . gs Method 

93 End 

none Score 
93. .365, 451. .786 

41428 ■ Seq. ID 

85833 Strand 

93 End 

OJ991225_71 . 0320 . CIO . ol . np Method 

93 End 

4006915 Score 
93. .365, 451. .786 

(Z99708) hypothetical protein [Arabidopsis thaliana] 



+ 

786 

GEN SCAN 

786 

.7 



OJ991225_71. 0320. C10 
+ 

786 

AAT/NAP 
786 
383 



41428 Seq. ID 

85834 Strand 

3740 End 
OJ991225_71 . 0320 . C10 . ol . ts Method 

90 End 

none Score 

90. .365, 92. .364, 448. .504 

41428 

85834 Strand 

3740 End 
OJ991225_71 . 0320 . C10 . ol . tm Method 

3674 End 

none Score 



OJ991225_71. 0320. C10 
4575 

TBLASTX : Soybean 

504 

250 



Seq. ID OJ991225J71. 0320. C10 



4575 

TBLASTX: Maize 

3814 

144 



3674.. 3805, 3683.. 3814, 3684.. 3806, 3751.. 3807 



41428 Seq. ID 

85834 Strand 
3740 End 
OJ991225_7 1 . 0320 . C10 . o2 . np Method 
3683 End 
7484899 Score 
3683.. 4009, 4503.. 4575 

cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 
gi|3075400|gb|AAC14532.1| (AC004484) putative thromboxane-A 
synthase [Arabidopsis thaliana] 



OJ991225_71. 0320. C10 

4575 
AAT/NAP 
4575 
506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41428 Seq. ID 

85834 Strand 

3740 End 
OJ991225J7 1 . 0320 . C10 . o2 . gs Method 

3740 End 

none Score 
3740. .4009 



OJ991225J71. 0320. C10 

4575 
GENSCAN 
4009 
.87 



Seq. No. 41429 Seq. ID 

Gene No. 85835 Strand 

Start . 11133 End 

Name OJ991225_7 1 . 0320 . CI 1 . o4 . np Method 

Start 11133 End 

GI 4680186 Score 



OJ991225_71.0320.C11 
+ 

14146 
AAT/NAP 
14082 
179 



41517 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11133. .11168, 12519. .12748, 13302 13364 , 14051.. 14082 
(AF111709) unknown [Oryza sativa subsp. indica] 



41429 Seq. ID 

85835 Strand 

11133 End 

OJ991225_71.. 0320 . Cll . o4 . gs Method 

11729 End 

none Score 



OJ991225_71 . 0320 . Cll 
+ 

14146 
GEN SCAN 
14146 
.59 



11729. .11789, 11932. .11962, 12196 .. 12303, 12507 .. 12708, 
13609. .13825, 14022.. 14146 



41429 
85836 
14672 

OJ991225_71. 0320. Cll. oS.gs 

14672 

none 

14672. .15199 

41429 
85836 
14672 

OJ991225_71. 0320. Cll. oS.np 

14706 

7523494 



Seq. ID OJ991225_71. 0320. Cll 

Strand + 

End 16019 

Method GEN SCAN 

End 15199 

Score .88 



Seq. ID OJ991225J71. 0320. Cll 



Strand 
End 

Method 

End 

Score 



+ 

16019 
AAT/NAP 
16019 
262 



14706. .14895, 14922 .. 15138 , 15445 .. 15601, 15741. .16019 
(AP001633) hypothetical protein [Oryza sativa] 



41429 Seq. ID 

85837 Strand 

1 End 
0 J991225_7 1 . 03.20 . Cll . ol . np Method 

1 End 

7484899 Score 

1..550, 596.. 842, 1364 



OJ991225_71.0320.C11 

2096 
AAT/NAP 
2046 
970 



1516, 1802.. 2046 
cytochrome P450 homolog . T19L18 . 2 - Arabidopsis thaliana 
git 3075400 | gb|AAC14532. 1| (AC004484) putative thromboxane-A 
synthase [Arabidopsis thaliana] 



41429 Seq. ID 

85837 Strand 

1 End 
OJ991225_71 . 0320 . Cll . ol . gs Method 

35 End 

none Score 

35. .842, 1364. .1516, 1802. .2025 



Seq. No. 41429 Seq. ID 

Gene No. 85837 Strand 

Start 1 End 

Name OJ991225_71 . 0320 . Cll . ol . gp Method 

Start 1802 End 

GI uC-osrocyp013b01bl Score 

Exons 1802.. 2096 

GI Descrip. ■ 6069643/dbj | AP000616. 1 | AP000616 1 
DNA, chromosome 6, clone: P0514G12 1 



OJ991225J71. 0320. Cll 

2096 
GEN SCAN 
2025 
.9 



OJ991225_71. 0320. Cll 

2096 
AAT/GAP 
2096 
496 



, 0e-152 Oryza sativa genomic 



41518 



Seq. No. 


41429 


/-\ y-\ s~\ . M« 


85838 


otari 


a Q03 


Name 


nTQQi99^ 7i 0390 ni oi tm 


o tart 


1 Q ~~ 

J. O 


~CT 


none 


Exons 


IP 949 33 951 35 253. 638 


Seq. No. 


41429 


/"* Ana NT /^k 

vjene wo. 


85838 

O JO JO 


O -4- ~- 4- 

start 


" 4Q03 


Name 


A TQQ1 9 9 5 71 0390 PI 1 nl ts 


O 4- vf 

start 






n on a 


Exons 


oo ori/l ^ 9QQ 6945 6274. 


Seq. No. 


41429 


bene lnu * 


85838 


btart 


4Q03 

fs 7UJ 


Name 


010,0,199=; 71 0390 Pll ol tc 


Start 


9 4 R 
Z*t 0 






~S Exons 


9/ic; *3i q ^9fi 556 397 554. 


^ Seq. No. 


41429 


fy Gene No . 


85838 


btart 


A Q03 

4 7UJ 


s . h Name 


nTQQ1995 71 0390 PI 1 o9 tm 


75 Start 


1/11/1 


If GI 


none 


= =? tjXons 


1414 1518 1799 1909. 1801.. 


- . 




Cj Seq. No. 


41429 


3 7 Gene No. 


85838 


_ otaiu 


4 Q03 


^ ~ : Name 


HTQQ1995 71 0320 Pll ol.tw 


start 


1 7QQ 




none 


Exons 


17QQ 1Q39. 1801.. 1935, 10331. 




iftoon 1H41£ 104RR 10667 If 


Seq. No. 


41429 


oene lno . 


OJOJO 


PJ. - — 4- 

otart 


4 Q0*} 


Name 


C\ TQQ1 9 9 R 71 0390 Pll n2 
UJy!?J.ZZO /I.UjtU.V/ii.ui.yo 


O 4- — > v-4- 

start 








Exons 


4Q03 5902 5781 6092. 6176.. 


Seq. No. 


41429 


Gene No. 


85838 


Start 


4903 


Name 


OJ991225 71.0320.Cll.o3.tm 


Start 


5757 


GI 


none 



Seq. ID OJ991225_71.0320.C11 
Strand 

End 10778 

Method TBLASTX : Mai ze 

End 6607 

Score 199 



Seq. ID- OJ991225_71.0320.C11 
Strand 

End 10778 

Method TBLASTX : Soybean 

End 6657 

Score 183 



Seq. ID OJ991225_71.0320.C11 
Strand 

End 10778 

Method TBLASTX: Cress 

End 6915 

Score 129 

6622.. 6657, 6685.. 6915, 6731.. 6907 

Seq. ID OJ991225_71.0320.C11 
Strand 

End 10778 

Method TBLASTX : Mai ze 

End 10715 

Score 112 



Seq. ID OJ991225_71.0320.C11 
Strand 

End 10778 

Method TBLASTX : Wheat 

End 10681 

Score 122 



Seq. ID OJ991225_71.0320.C11 
Strand 

End 10778 

Method GENSCAN 

End 7173 

Score .42 



Seq. ID OJ991225_71.0320.C11 
Strand 

End 10778 

Method TBLASTX : Mai ze 

End 58 97 

Score 107 



41519 



Exons 



5757. .5888, 5758. .5892, 5764. .5892, 5766. .5897 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



41429 Seq. ID OJ991225_71 . 0320 .Cll 

85838 Strand 

4903 End 10778 

OJ991225J71. 0320. Cll. o3.np Method AAT/NAP 

5766 End 10778 

7484899 Score 1514 

5766. .6092, 6176. .6271, 6388. .6909, 6955. .7201, 10262. .10414 
10527. .10778 

cytochrome P450 homolog T19L18; 2 - Arabidopsis thaliana 

gi I 3075400 I gb IAAC14532.il (AC004484) putative thromboxane-A 

synthase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225 71. 0320. Cll 



10778 
AAT/GAP 
8398 
134 



41429 
85838 
4903 

OJ991225_71. 0320. Cll. o2.gp 
8307 

5867_1.R1084 
8307. .8398 

M64986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



41429 
85838 
4903 

OJ991225_71. 0320. Cll. o3.gs 
9158 
none 

9158.. 9170, 10262. .10414, 10527.. 10753 



Seq. ID OJ991225J71. 0320. Cll 
Strand 

End 10778 

Method GENSCAN 

End 10753 

Score .96 



41430 Seq. ID 

85839 Strand 

4159 " End 
OJ991225J7 1 . 0320 . C14 . o2 . gs Method 

4159 End 

none Score 

4159. .4388, 4468. .4660 



41430 
85840 
1 

OJ991225_71.0320.C14.ol.np 
1 

6721517 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991225_71.0320.C14 
+ 

4660 
GENSCAN 
4660 
.65 



OJ991225 71.0320.C14 



1579 
AAT/NAP 
1579 
1897 

1..427, 476. .1228, 1308. .1462, 1516. .1579 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



41430 
85840 
1 



Seq. ID 

Strand 

End 



OJ991225 71.0320.C14 



1579 



41520 



Name/.-- .* 


OJ991225 71 


.0320.C14.ol.gs 


Method 


GENSCAN 




Of- -j -v-f 

OLdX u 






End 


1576 






none 




Score 


.5 






32 . .1576 










Seq. No. 


41430 




Seq. ID 


OJ991225_71.0320. 


C14 


Gene No. 


85841 




Strand 






q+- 3 yf 


5436 




End 


7986 




N3me 


OJ991225 71 


.0320.C14.o8.tw 


Method 


TBLASTX: Wheat 






17 ~" 




End 


371 




PT 






Score 


74 






17 370 53 


. , 187, 231 . . 371 








Seq. No. 


41430 




Seq. ID 


OJ991225J71.0320 


.C14 


Gene No. 


85841 




Strand 






Of -a r f 
O Lai L. 


5436 




End 


7986 




Name 


OJ991225 71 


.0320.C14 .oS.tm 


Method 


TBLASTX: Maize 




C+- -5 y-f 


104 _ 




End 


424 






1 L\J\. 1C 




Score 


204 




Exons 


104 . .424 










Seq. No. 


41430 




Seq. ID 


OJ991225_71.0320 


.C14 


Gene No. 


85841 




Strand 








5436 




End 


7986 




Name 


rjjQQl 22S 71 


0320 C14 06 tm 


Method 


: TBLASTX: Maize 




Of -j r*-h 


770 ~ 




End 


1066 




f T 


none 




Score 


110 




rjXons 




ft 7 9 1049 








Seq. No. 


41430 




Seq. ID 


OJ991225_71.0320 


.C14 


Gene No. 


85841 




Strand 






Of a r f 
O Lai L. 


5436 




End 


7986 




Name 


OJ991225 71 


.0320.C14.o7.tw 


Method 


TBLASTX: Wheat 




Of a' r f 


947 ~~ 




End 


1310 




rir 


none 




Score 


84 






947 . . 1306, 


948. .1181, 1206. .1310 






Seq. No. 


41430 




Seq. ID 


OJ991225J71.0320 


.C14 


Gene No. 


85841 




Strand 






Cf arf 
O Lai L. 


5436 




End 


7986 






OJQ91225 71 


.0320.C14.o3.gs 


Method 


GENSCAN 




Of a r f 


5436 _ 




End 


7885 






nunc 




Score 


.48 






5436 6226. 


6493. .7885 










41430 




Seq. ID 


OJ991225J71.0320 


.C14 


Gene No. 


85841 




Strand 






Start 


5436 




End 


7986 




Name 


OJ991225 71 


.0320.C14.o2.np 


Method 


AAT/NAP 




Of a r f 


5439 ~ 




End 


7986 




GI 


4680179 




Score 


4094 




Exons 


5439. .7986 










GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


41430 




Seq. ID 


OJ991225_71.0320 


.C14 


Gene No. 


85841 




Strand 






Start 


5436 




End 


7986 





41521 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-f Seq. No. 
%2 Gene No. 
[u Start 
fif Name 
IS Start 

^ Exons 

fU Seq. No. 

s Gene No, 

f*l Start 

: ; " : Name 

Start 

M GI 

Q Exons 

^ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ991225_71 
5484 
none 

5484. .5816, 

41430 
85841 
5436 

OJ991225_71. 

5676 

none 

5676. .5945, 
6102. .6251, 

41430 
85841 
5436 

OJ991225J71. 

5817 

none 

5817. . 6278, 
6413. . 6439 

41430 
85841 
5436 

OJ991225_71. 

6311 

none 

6311. .6601, 

41430 
85841 
5436 

OJ991225J71. 

6401 

none 

6401. .6469, 

41430 
85841 
5436 

OJ991225J71. 

6449 

none 

6449.-6928, 

41430 
85841 
5436 

OJ991225_71, 

6932 

none 

6932. .7441, 

41430 
85841 



.0320.C14.o6.tw 



Method 

End 

Score 



TBLASTX: Wheat 

5817 

72 



5680. .5817 



Seq. ID OJ991225_71.0320.C14 
Strand 

End 7986 

Method TBLASTX : Mai ze 

End 6254 

Score 105 

.6104, 6007.. 6102, 6036.. 6104, 
.6254 

Seq. ID OJ991225_71.0320.C14 
Strand 

End 7 98 6 

Method TBLASTX : Wheat 

End 6442 

Score 270 
5818. .6252, 5820. .6254, 6257. .6442, 6291. .6386, 



Seq. ID OJ991225_71.0320.C14 
Strand 

End 7986 

Method TBLASTX : Mai ze 

End 6603 

Score 161 



0320.C14.ol.tm 



5677.. 5937, 6006. 
6109.. 6252, 6111. 



0320.C14.o2.tw 



0320.C14.o4.tm 



6315.. 6500, 6320.. 6532, 6412.. 6603 



0320.C14.o2.ts 
6401.. 6661, 6555. 

0320.C14.o3.tw 
6450.. 6833, 6482. 

0320.C14.ol.tw 
7023. .7409 



Seq. ID OJ991225_71.0320.C14 
Strand 

7 98 6 

TBLASTX: Soybean 
6661 
54 



End 

Method 
End 
Score 
.6656 



Seq. ID OJ991225_71.0320.C14 
Strand 

7986 

TBLASTX: Wheat 
6928 
214 



End 

Method 
End 
Score 
.6910 



Seq. ID OJ991225_71.0320.C14 
Strand 

End 7 98 6 

Method TBLASTX : Wheat 

End 7441 

Score 303 



Seq. ID OJ991225_71.0320.C14 
Strand 



41522 




Start 


5436 








End 


7986 


Name 


OJ991225 71, 


.0320. 


.C14.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7016 








End 


7369 




none 








Score 


168 


Exons 


7016. .7369, 


7031, 


. .7327, 


7101 


. .7367 




Seq. No. 


41430 








Seq. ID 


OJ991225_71.0320.C14 


Gene No. 


85841 








Strand 




Start 


5436 








End 


7986 


Name 


OJ991225 71, 


.0320 


.C14.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


7190 








End 


7432 




none 








Score 


197 


J_J \y UJ 


7190. .7432 












Seq. No. 


41430 








Seq. ID 


OJ991225_71.0320.C14 


Gene No. 


85841 








Strand 




Start 


5436 








End 


7986 


Name 


OJ991225 71 


.0320 


.C14.o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


7406 








End 


7906 


GI 


none 








Score 


157 


Exons 


7406. .7741, 


7727 


. .7906 








Seq. No. 


41430 








Seq. ID 


OJ991225_71.0320.C14 


Gene No. 


85841 








Strand 




Start 


5436 








End 


7986 


Name 


OJ991225 71 


.0320.C14.o4, 


,tw 


Method 


TBLASTX: Wheat 


Start 


7442 








End 


7744 


GI 


none 








Score 


189 


TT von 


7442. .7744, 


7443 


• .7706 








Seq. No. 


41430 








Seq. ID 


OJ991225_71.0320.C14 


Gene No. 


85841 








Strand 




Start 


5436 








End 


7986 


Name 


OJ991225 71 


.0320 


.C14.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


7457 ~ 








End 


7852 


GI 


none 








Score 


116 


Exons 


7457 . .7816, 


7467 


. .7700, 


7675 


..7812, 7820. .7852, 7820. .7852 


Seq. No. 


41430 








Seq. ID 


OJ991225_71.0320.C14 


Gene No. 


85841 








' Strand 




Start 


5436 








End 


7986 


Name 


OJ991225 71 


.0320 


.C14.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


7745 








End 


7985 


GI 


none 








Score 


140 


Exons 


7745. .7915, 


7772 


. .7888, 


7791 


..7919, 7919. .7984, 7923.-7985 


Seq. No. 


41431 








Seq. ID 


OJ991225_71.0320.C15 


Gene No. 


85842 








Strand 


+ 


Start 


389 








End 


2480 


Name 


OJ991225 71 


.0320 


.CIS.ol 


.gs 


Method 


GENS CAN 


Start 


389 








End 


2480 


GI 


none 








Score 


.8 


Exons 


389.. 423, 1625.. 


1678, 1777.. 


1928, 2374 


..2480 


Seq. -No. 


41431 








Seq. ID 


OJ991225_71.0320.C15 


Gene No. 


85842 








Strand 


+ 


Start 


389 








End 


2480 



41523 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991225_71 . 0320 . C15 . ol . np Method AAT/NAP 

1775 End 1980 

4680186 Score 244 

1775. .1980 

(AF111709) unknown [Oryza sativa subsp. indica] 

41431 Seq. ID OJ991225J7 1 . 0320 . C15 

85843 Strand + 

2704 End 3962 

OJ991225_71.0320.C15.o2.gs Method GENSCAN 

2704 End 3962 

none Score .45 

2704.. 2746, 2906.. 3351, 3459.. 3962 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991225 71.0320.C15 



41431 
85844 
1527 

OJ991225_71.0320.C15.ol.gp 
1527 

uC-osflcyp033a04bl 
1527. .1908 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



1908 
AAT/GAP 
1908 
671 



41431 Seq. .ID 

85845 Strand 

2373 End 

OJ991225_71 . 0320 . C15 . o2 . np Method 

2373 End 

6907087 Score 



OJ991225_71 . 0320 . C15 

4279 
AAT/NAP 
4279 
905 



2373.-2474, 3013. .3693, 3738. .3798, 3971. .4279 
(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] VV,. 



41431 Seq. ID 

85846 - Strand 
5066 End 
OJ991225_71 . 0320 . C15 . o3 . gs Method 
5066 End 
none Score 
5066.. 5242 

41432 Seq. ID 

85847 Strand 
297 End 
OJ991225_71 . 0320 . C16 . ol . gs Method 
297 End 
none Score 
297. .376, 502. .661 

41432 Seq. ID 

85848 Strand 
2070 End 
OJ991225J71 . 0320 . CI 6 . o2 . gs Method 
2070 End 
none Score 



OJ991225_71.0320.C15 

5242 
GENSCAN 
5242 
.56 



OJ991225_71.0320.C16 
+ 

661 

GENSCAN 

661 

.72 



OJ991225_71.0320.C16 
+ 

3377 
GENSCAN 
3377 
.48 



41524 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2070. .2156, 2863.-2945, 3194.. 3377 

41432 Seq. ID OJ991225 71.0320.C16 

85849 Strand 
7730 End 
OJ991225_71 . 0320 . C16 . ol . np Method 
7718 End 
7484899 Score 
7718. .7956, 8067. .8219, 11158 .. 11394 , 
12044. .12139, 12380.. 12706 

cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 
gi|3075400|gb|AAC14532.1| (AC004484) putative thromboxane-A 
synthase [Arabidopsis thaliana] 



OJ991225_ 
+ 

12712 
AAT/NAP 
12706 
1461 
11443. .11968, 





Corr Mn 


41432 


Seq. ID 


OJ991225 71.0320.C16 




UCllC IW ■ 


85849 


Strand 


+ ~~ 




Of a r f 


7730 


End 


12712 




Name 


OJ991225 71.0320.C16.o3.gs 


Method 


GEN SCAN 




O L~ Cl i_ L. 


7730 


End 


9934 




GI 


none 


Score 


.49 




Exons 


7730. .7956, 8067. .8219, 9859 


. .9934 




— i 


c«n Kin 
OtSCJ . LNU • 


41432 


Seq. ID 


OJ991225_71.0320.C16 


~ ,-5 




85849 


Strand 


+ 




o Lai. l. 


7730 


End 


12712 


rn 


LNcLiUC 


OJ991225 71.0320.C16.o4.gs 


Method 


GENSCAN 


= u 


O Lai. L. 


11186 


End 


12712 




GI 


none 


Score 


.56 


Id 


Exons 


11186. .12139, 12380.. 12712 










41432 


Seq. ID 


OJ991225_71.0320.C16 


- ST 


rion o Mo 

UCIiC l*\J . 


85849 


Strand 


+ 




Start 


7730 


End 


12712 


!L 
iJ 


Name 


OJ991225 71.0320.C16.ol.gp 


Method 


AAT/GAP 




Start 


11576 


End 


11955 


""4 


GI 


LIB3433-035-P1-K1-G11 


Score 


739 




Exons 


11576. .11955 








GI Descrip. 


'3075400 8.0e-20 (AC004484) 


putative * 


thromboxane-A synthase 






[Arabidopsis thaliana] >gi_3413720 (AC004747) putative 






thromboxin-A synthase [Arabidopsis thaliana] ' 




Seq. No. 


41432 


Seq. ID 


OJ991225_71.0320.C16 




Gene No. 


85850 


Strand 






Start 


14706 


End 


15304 




Name 


OJ991225 71.0320.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


7768 


End 


8169 




GI 


none 


Score 


211 




Exons 


7768. .7956, 7769. .7957, 7769 


..7957, 7815. .7961, 8065. .8169 




Seq. No. 


41432 


Seq. ID 


OJ991225_71.0320.C16 




Gene No. 


85850 


Strand 






Start 


14706 


End 


15304 




Name 


OJ991225 71.0320.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7816 


End 


8130 




GI 


none 


Score 


194 




Exons 


7816. .7956, 7817. .7957, 8065 


..8091, 8076. .8129, 8092. .8130 



41525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41432 
85850 
14706 

OJ991225_71.0320.C16.ol.tc 
11447 
none 



Seq. ID OJ991225_71.0320.C16 
Strand 

-End 15304 

Method TBLASTX : Cress 

End 11758 

Score 205 



11447. .11677, 11449. .11655, 11510 .. 11677 , 11669. .11758 



41432 
85850 
14706 

OJ991225_71.0320.C16.ol.ts 
11699 
none 



Seq. ID OJ991225_71.0320.C16 
Strand 

End 15304 

Method TBLASTX : Soybean 

End " 12070 

Score 253 



11699. .11968, 11704. .11796, 11899 .. 11955, 12041. .12070 



41432 
85850 
14706 

OJ991225_71.0320.C16.o2.tm 
11747 
none 



Seq. ID OJ991225_71.0320.C16 
Strand 

End 15304 

Method TBLASTX : Mai ze 

End 11992 

Score 227 



11747. .11797, 11750. .11992, 11861. .11977 



JCU • liv • 


41432 


Seq. ID 


OJ991225J71.0320 


C16 


f^ono Mo 

UCllC LiKJ • 


85850 


Strand 






Start 


14706 


End 


15304 




Name 


OJ991225 71.0320.C16.o5.gs 


Method 


GENSCAN 




Start 


14706 


End 


15304 




GI 


none 


Score 


.75 




Exons 


. 14706. .15304 








Seq. No. 


41433 


Seq. ID 


OJ991225_72.0322 


.CI 


Gene No. 


85851 


Strand 






Start 


1 


End 


1026 




Name 


OJ991225 72.0322.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1026 




GI 


5042454 


Score 


803 




Exons 


1..401, 457. .563, 887. .1026 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


41433 


Seq. ID 


OJ991225_72.0322 


.CI 


Gene No.. 


85851 


Strand 






Start 


1 


End 


1026 




Name 


OJ991225 72.0322.Cl.ol.gs 


Method 


GENSCAN 




Start 


10 


End 


968 




GI 


none 


Score 


.59 




Exons 


10. .401, 891. .968 








Seq. No. 


41434 


Seq. ID 


OJ991225J72.0322 


.C2 


Gene No. 


85852 


Strand 


+ 




Start 


955 


End 


1405 




Name 


OJ991225 72.0322.C2.ol.gp 


Method 


AAT/GAP 




Start 


955 


End 


1405 




GI 


uC-osflM202043fl2bl 


Score 


874 




Exons 


955. .1405 




[Oryza sativa] ' 




GI Descrip. 


. '169777 4.0e-33 (L10345) beta 


-amylase 





41526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41434 Seq. ID OJ991225J72 . 0322 . C2 

85853 Strand 

119 End 2522 

OJ991225_72 . 0322 . C2 . ol . tm Method TBLASTX : Maize 

4 End 2481 

none Score 35 

4. .30, 6. .32, 129. .374, 131. .373, 490. .684, 495. .686, 495. .680, 
872. .1141, 876. .1142, 878. .1150, 1529. .1702, 1536. .1727, 
1536. .1703, 1823. .2029, 1826. .2236, 1827. .2237, 2166. .2237, 
2379. .2456, 2383. .2481, 2385. .2441 



Seq. No. 


41434 


Seq. ID 


OJ991225_72 . 0322 


. C2 


Gene No . 


85853 


Strand 






Start 


119 


End 


2522 




Name 


OJ991225 72.0322.C2.ol.np 


Method 


AAT/NAP 






119 


End 


2432 




GI 


169777 


Score 


2167 






119. .370, 4981. .705, 878. .1141 


, 1536.. 


1700, 1838. .2236, 






2382. .2432 








GI Descrip. 


(L10345) beta-amylase [Oryza 


sativa] 






Seq. No. 


41434 


Seq. ID 


OJ991225_72.0322 


.C2 


Gene No. 


85853 


Strand 






Start 


119 


End 


2522 




Name 


OJ991225 72.0322.C2.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


2522 




GI 


none 


Score 


.47 




Exons 


131. .370, 498. .705, 984. .1167 


, 1604.. 


1700, 1838.. 2236, 






2382. .2522 








Seq. No. 


41434 


Seq. ID 


OJ991225J72.0322 


.C2 


Gene No. 


85853 


Strand 






Start 


119 


End 


2522 




Name 


OJ991225 72.0322.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


134 


End 


2116 




GI 


none 


Score 


108 




Exons 


134.. 373, 201.. 371, 490.. 612, 


495.-674, 646. .672, 872.. 


1144, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



876. .1142, 887. .1150, 1539. .1703, 1540. .1698, 1823. .2029, 
1826.. 2116, 1845.. 2093 



Seq. ID OJ991225_72.0322.C2 
Strand 

End 2522 
Method TBLASTX : Soybean 
End 2237 
none Score 180 

134. .373, 138. .374, 486. .680, 486. .683, 487. .684, 872. .1144, 
876. .1142, 1539. .1703, 1540. .1701, 1826. .2116, 1838. .1966, 
1842.. 2093, 2178.. 2237 



41434 
85853 
119 

OJ991225_72.0322.C2.ol.ts 
134 



41434 
85853 
119 

OJ991225_72.0322.C2.o2.tw 

953 

none 



Seq. ID OJ991225_72.0322.C2 
Strand 

End 2522 

Method TBLASTX : Wheat 

End 1614 

Score 260 



41527 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



953. .1141, 954. .1139, 957. .1142, 988. .1143, 1529. .1609, 
1536.. 1613, 1537.. 1614 



41434 
85853 
119 

OJ991225_72.0322.C2.ol.tw 
1614 
none 



Seq. ID OJ991225_72.0322.C2 
Strand 

End 2522 

Method TBLASTX : Wheat 

End 2176 

Score 107 



1614. .1727, 1614. .1703, 1817. .2116, 1823. .2029, 1827. .2105, 
2078. .2176 



41435 
85854 
1 

OJ991225_72.0322.C3.ol.np 
1 

6815062 



Seq. ID OJ991225_72.0322.C3 
Strand 

End 1668 

Method AAT/NAP 

End 1668 

Score 1111 



1..38, 337. .676, 754. .853, 935. .1668 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



41435 
85854 
1 

OJ991225_72.0322.C3.ol.gs 
337 
none 

337.. 676, 754.. 853, 935.. 1037, 1243 



Seq. ID OJ991225_72.0322.C3 
Strand 

End 1668 

Method GEN SCAN 

End 1603 

Score .7 
1603 



41435 


Seq. ID 


OJ991225_72 


85855 


Strand 




1587 


End 


1668 


OJ991225 72 


. 0322 . C3 . ol . tm Method 


TBLASTX: Mai 


1127 


End 


1528 


none 


Score . 


96 


1127. .1414, 


1127. .1438, 1131. .1436, 1466. .1528 


41435 


Seq. ID 


OJ991225_72 


85855 


Strand 




1587 


End 


1668 


OJ991225 72 


.0322.C3.o2.np Method 


AAT/NAP 


1587 


End 


1668 


7523512 


Score 


93 


1587. .1668 




sativa] 


(AP001633) 


hypothetical protein [Oryza 


41436 


Seq. ID 


OJ991225_72 


85856 


Strand 


+ 


1 


End 


5615 


OJ991225 72 


.0322.C4 .ol.np Method 


AAT/NAP 


1 


End 


5612 


7228457 


Score 


8652 



1..1823, 1887. .2721, 2844. .3995, 4062. .5612 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 



41528 




sativa] 





Can Mo 


4 1 4 

*3 J. T J V) 


Seq. ID 


OJ991225 72 0322 


. C4 






ft ^ft ^fi 

O JO JO 


of r^nH 


+ 






Of ay f 

o tar l 


1 
J. 


PnH 


JU1J 






Name 


PjTQQ199R 79 fi^99 P4 n1 rrQ 


Maf K/>H 








Of -i >~f 


c. q — 

J j 


LjLLKJL 


1886 

J- O O \J 






PT 


none 




52 






Exons 


59. .258, 412. .1886 










oeq. wo. 


111 OD 




OJ991225 72 0322 

\J KJ U i. 1- c- -U 1 t- • \J -~J 


. C4 




bene wo* 


ft Rft ^fi 
O JO JO 


C f y* = nH 
oil autu 








Of 3 >-f 


1 

X 


PnH 


5615 

J U X J 






Name 


Pi,TQQ199 c l 79 0^99 P4 n9 rr<? 


Mot* h aH 

L1C L. i l<Jv_l 








Cf a rf 


i Qsn ~~ 


Fnd 


5615 






PT 


none 




. 99 






TP /"\ Vi O 

Lxons 


1 ^JU . . JOl J 










Seq. No. 


41436 


Seq. ID 


OJ991225J72.0322 


.C4 




Gene No. 


85857 


Strand 


+ 








11809 


End 


11887 






Name 


OJ991225 72.0322.C4.ol.gp 


Method 


AAT/GAP 








11809 


End 


11887 






P T 

b± 


58045 2.R1084 


Score 


114 




J 


Exons 


11809. .11887 










GI Descrip. 


'2224899 3.0e-25 (U67133) DNA-binding protein PcMYBl 




LI 




[Petroselinum crispum] ' 










oeq. wo. 


41436 


Seq. ID 


OJ991225_72.0322 




y 


bene wo. 


85858 


Strand 








Of -j 


6254 


End 


15950 




is? 


Name 


OJ991225 72.0322.C4.o6.tw 


Method 


TBLASTX: Wheat 






Cf 2 r-f 


114 


End 


506 






P.T 

b J. 


none 


Score 


58 




ST 


Exons 


114. .161, 168. .266, 185. .265, 


233. .472 


, 249. .506 




ss 


oeq. wo. 


41436 


Seq. ID 


OJ991225_72.0322 


T4 


s 


P » n » \T /*\ 

bene wo • 


85858 


Strand 








Cf 3 r f 

ouar u 


6254 


End 


15950 




3 


Name 


OJ991225 72.0322.C4.o5.tm 


Method 


TBLASTX: Maize 






Cf 3 yf 


119 


End 


404 






PT 
bl 


none 


Score 


194 






Exons 


119. .403, 156. .404 










. wu ■ 


41436 


Seq. ID 


OJ991225_72.0322 


. C4 




bene wo. 


85858 


Strand 








Cf 3 y-f 


6254 


End 


15950 






Name 


OJ991225 72.0322.C4.o3.tw 


Method 


TBLASTX: Wheat 






Cf a r*f 


1244 


End 


1730 






GI 


none 


Score 


413 






Exons 


1244. .1417, 1245. .1730, 1439. 


.1726 








Seq. No. 


41436 


Seq. ID 


OJ991225_72.0322 


.C4 




Gene No. 


85858 


Strand 








Start 


6254 


End 


15950 






Name 


OJ991225 72.0322.C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1895 


End 


2357 





41529 




(jrX 


none 








Score 


Rfl P 
OOO 




Exons 


1 qqi; 9^r£ 


1 PQfi 

iO 3D . 


• ZOO / 










Seq. No. 


41436 








Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 








Strand 






otari 


£9 Rd 
0Z04 








FrtH 
Iii 11 (J. 


X O 3 ou 




Name 


r\ TQQ1 OOQ *7 9 


. UOZZ • 


HA rs "3 
^ f± . OO • 


ts 




1 DLiM.O 1 A . OUyjJcail 




otan 












zouu 




bX 


none 








Score 


117 
XX/ 




Exons 


xyoo . . zio?f 


91 £fi 
Z X D O • 


. zouu 










Seq. No. 


41436 








Seq. ID 


OJ991225J72.0322 


.C4 


Gene No. 


85858 








Strand 






Of 3 rf 


OZ O ft 








FnH 






Name 


r> tqqi 09c; TO 


• uozz • 


• OX • 


LIU 




TRT ZiQTY • Ma i 70 




o car l 


9fl 9 R 








TnH 


9 ^ft 1 
Z OO X 






none 








Score 


^ Q9 
0 _?z 




Exons 


9H9R 9"3ft1 
ZUZO . . ^ jol/ 


z u ou • 


9^71 

• Z O / X / 


9H7£ 
ZU / O • 


. zoo X 






Seq. No. 


41436 








Seq. ID 


OJ991225_72.0322 


,C4 


Gene No. 


85858 








Strand 








£9 R4 
OZ0 4 










1 RQRfl 




Name 


r» TQQI 9 9 R 79 

ujyyxzzo /z 


99 
. uozz . 


L-4 . OO • 


tin 




1 DXj/IO i A . rial 2ic 




Start 


9 A HQ 
z4 Uo 










97 Q9 

z / y z 




Gl 


none 








Score 


00 0 




Exons 


9/1 HQ Oil 9 

z4 Uo . . Z / / O/ 


OA flQ 

Z4 uy . 


97 Q9 

. z / y Z 










Seq. No. 


41436 








Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 








Strand 






btart 


£9 R / 
OZ04 








r n/ J 

£jna 


1 R Q Rfi 

xo y ou 




Name 


O TQQ1 9 9 R TO 

vjuyyizzo /z 


. Uozz . 


C4 . OZ . 


tw 


Method 


1 oixfio 1 a ! wnea u 




btart 


9 VI C R 
Z4 00 








ITnH 

bna 


zo y u 






none 








Score 


4 O 0 




Exons 


9 /I £R 9Q Qfl 

z 4 do . . zo yu , 


9/ 

Z4 DO . 


9 Q Q R 
. ZOOO 










Seq. No. 


41436 








Seq. ID 


OJ991225__72.0322 


.C4 


Gene No. 


85858 








Strand 






OtaLt 


DZ O 4 








rjl Id 


1 ^QRO 

1J?JU 




Name 


O TQQI 99R 79 

ujyyxzzo /z 


. uozz . 


Lft . OX . 


us 




TRT aCTY • Q^uKoan 

1 Dii/io 1 a . ooyjoecin 




otari. 


9 R/l A 
Z 04 4 










9Q1 R 
Z J X O 




bl 


none 








Score 


97-3 

z / 0 




Exons 


9R44 9Q1R 

zo4 4 . . z y xo , 


Z0D1 . 


97 (\A 
. Z / U4 










Seq. No. 


41436 








Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 








Strand 






OtdlL 


£9 R/l 
OZ04 








End 


15950 




Name 


r»TQQ199R TO 

ujyyizzo /z 


AOOO 

. uozz . 


U4 . OO . 


4- T T 

tw 


Method 


TBLASTX: Wheat 




btar c 


JJ 1 O 








End 


3974 




PT 


none 








Score 


234 




Exons 


jjI O . . O / 04 , 


004 U . 


"57 a A 
. O / 04 , 


OOUO . 


.3778, 3825. .3974, 3836. .3973 


Seq. No. 


41436 








Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 








Strand 






Start 


6254 








End 


15950 




Name 


OJ991225 72 


.0322. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3663 








End 


4229 




GI 


5666795 








Score 


68 





41530 




Exons 


3663. .3761, 


3837 


..3974, 4029. 


.4229 






Vji uescnp. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


41436 






Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 






Strand 






Cf a r"H 


6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4.o8.tw 


Method 


TRLASTX * Wheat 




Of a -w~+- 


3977 






End 


4289 






none 






Score 


192 

X Zf £• 




Exons 


OQ77 41 co 


*i \J £. _7 


A 9ft Q 








Seq. No. 


41436 






Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 






Strand 








6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4.o2.tm 


Method 


TBLASTX * Mai ze 




Cf 2 r*+- 
OlalL 


4482 






End 


4805 






none 






Score 


362 






A AQO 

ft fi OZ . . 40U J/ 


A A QQ 


Al Q9 

. . ft I 7 c 








Seq. No. 


41436 






Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 






Strand 






Qf a r f 


6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4 .o4 . tw 


Method 


TBLASTX • Wheat 




Cf ^ vf 

o tart. 


4619 






End 


5000 






hone 






Score 


375 




Exons 




a con 




• fx " O .3 






Seq. No. 


41436 






Seq. ID 


OJ991225_72.0322 


.C4 


Gene No. 


85858 






Strand 






Of 3 >-f 


6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4.o7.tw 


Method 


TRT.A9TX • Wh^at 




C f -3 v~f 

b tart 


5001 






End 


■J u W J 




P T 


none 






Score 


265 




Exons 


5001. .5285, 


5006 


..5284, 5478. 


.5603 






o e q • ln u • 


41436 






Seq. ID 


OJ991225 72 0322 


.C4 


Gene No. 


85858 






Strand 






Start 


6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4.o2.np "' 


Method 


AAT/NAP 




Q f -» r f 


6211 






End 


9438 






6907089 






Score 


4069 




Exons 


6211. .8077, 


8177 


. .9438 










y } 


hypothetical protein [Oryza sativa] 




Seq. No. 


41436 






Seq. ID 


OJ991225J72.0322 


.C4 


Gene No. 


85858 






Strand 






O Lai L 


6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4 .o3.gs 


Method 


GENSCAN 




Of -2 r-f 


6254 






End 


9438 




bl 


none 






Score 


.56 




Exons 


6254. .6832, 


6847 


..8077, 8177. 


.9438 






Seq. No. 


41436 






Seq. ID 


OJ991225J72.0322 


.C4 


Gene No. 


85858 






Strand 






Start 


6254 






End 


15950 




Name 


OJ991225 72 


.0322 


.C4.o5.np 


Method 


AAT/NAP 




Start 


8327 






End 


15950 





41531 



(IT 


6815062 


Score 


549 




•8327. ,8437, 11178 .. 11477, 12640. .12716 


, 15860.. 15950 




(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 


F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 






O S CJ • IN U . 


A 1 A "3 G. 

H 1^ JU 


Seq. ID 


OJ991225_72.0322.C4 




Q CO CO 


Strand 




Start 




End 


15950 


Name 


atqqi OOR TO n^99 f4 ri4 rr<3 

ujyyiz^o / ^ . u . . ofi . g s 


Method 


GEN SCAN 


OLai L 


.LUUftU 


End 


15759 


O J- 


none 


Score 


.76 




i nn^n 10117 in^an 10671 


11039. .11112, 11207. . 11477, 




12640. .12712, 12852. .13752, 


14287. .14397, 14476 .. 14 644 , 




15706. .15759 








41436 


Seq. ID 


OJ991225_72.0322.C4 


Gene No. 


85858 


Strand 




Start 


6254 


End 


15950 




OJ991225 72.0322.C4.o3.np 


Method 


AAT/NAP 


OtOlL 


10101 


End 


10233 




7523512 


Score 


111 




10101. .10233 








(AP001633) hypothetical protein [Oryza 


sativa] 




41436 


Seq. ID 


OJ991225_72.0322.C4 




85858 


Strand 






6254 


End 


15950 


Name 


OJ991225 72.0322.C4.o4.np 


Method 


AAT/NAP 


Start 


10281 


End 


11119 


O-L 


5922623 


Score 


403 


Exons 


10281. .10356, 10524. .10671, 


11039. .11119 




(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 | db j | BAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


41436 


Seq. ID 


OJ991225_72.0322.C4 


Gene No. 


85858 


Strand 




Start 


6254 


End 


15950 


LNCL1LLG 


OJ991225 72.0322.C4.o4.tm 


Method 


TBLASTX: Maize 


o u a. i_ l. 


11184 


End 


11369 


ox 


none 


Score 


145 


P von q 


11184. .11369, 11191.. 11367 






Seq. No. 


41437 


Seq. ID 


OJ991225_72.0322.C5 


Gene No. 


85859 


Strand 


+ 


Start 


229 


End 


352 


Name 


OJ991225 72.0322.C5.ol.gs 


Method 


GENSCAN 


O LCIL L. 


229 


End 


352 


riT 


none 


Score 


.57 




229. .352 






Seq. No. 


41437 


Seq. ID 


OJ991225_72.0322.C5 


Gene No. 


85860 


Strand 


+ 


Start 


3250 


End 


3864 


Name 


OJ991225 72.0322.C5.o2.gs 


Method 


GENSCAN 


Start 


3250 


End 


3864 



41532 



GI 


none 


Exons 


*39^n 7^94 ^ftl 1 ^864 


Seq. No. 


41437 


Gene No. 


85861 


Start 


6566 1 


Name 


nTQQ1 79 0*^99 PS fi 6 ? 


Start 


DDDD 


GI 


none 


Exons 


£CC£ CLC r )1 QQCC Q C\ "7 7 014 0 




107o4 . . 1Uo44 , lUy^o . . ll^JD 


Seq. No. 


41437 


Gene No. 


85861 


Start 


6566 


Name 


OJ991225J72 . 0322 .C5.ol.np 


Start 


Q Q 7 A 
0 O / 4 


GI 


41 Jooy b 


Exons 


oo/4..yu/// yioy..yoyu, y y^o . . 




loy^o . . in i o 


GI Descrip. 


/Vl£949\ Kofa-amul a<5P rTr"it"lPU 
^IXDZfiZJ Dclo diuy J-dofc: [iiitH/U 


Seq. No. 


4 14 J / 


Gene No. 


85861 


Start- 


6566 


Name 


OJ991225 72.0322.C5.ol.ts 


Start 


8910 


GI 


none 


Exons 


8910.. 9080, 9157.. 9246, 9159.. 



Score .52 



Seq. ID OJ991225_72.0322.C5 
Strand 

End 11236 

Method GENSCAN 

End 11236 

Score .7 
9890, 9998. .10162, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 



10277. .10678, 



OJ991225_72.0322.C5 

11236 
AAT/NAP 
11173 
2140 



Seq. ID OJ991225_72.0322.C5 
Strand 

End 11236 ' . 

Method TBLASTX : Soybean 

End 10802 

Score 62 



9501. .9767, 9505. .9753, 9807. .9893, 9853. .9897, 9998. .10162, 
10002. .10160, 10271. .10594, 10281 10583, 10761. .10802 



41437 
85861 
6566 

OJ991225_72.0322.C5.ol.tc 
8928 
none 



Seq. ID OJ991225_72.0322.C5 
Strand 

End 11236. 

Method TBLASTX: Cress 

End 10805 

Score 74 



8928. .9080, 9108. .9245, 9109. .9240, 9315. .9491, 9355. .9486, 
9495.-9767, 9496.-9666, 9706.. 9753, 9753.. 9806, 9807.. 9893, 
9819.. 9893, 9998.. 10162, 9999.. 10166, 9999.. 10163, 10271 .. 10594, 
10284. .10583, 10761.. 10805 



41437 
85861 
6566 

OJ991225_72.0322.C5.ol.tm 
9162 



Seq. ID OJ991225_72.0322.C5 
Strand 

11236 

TBLASTX: Maize 
10597 
59 



End 

Method 
End 

none Score 
9162. .9245, 9166. .9240, 9318. .9494, 9352. .9495, 9501. .9767, 
9502.. 9762, 9753.. 9812, 9754.. 9798, 9807.. 9890, 9850.. 9897, 
10001. .10162, 10002. .10166, 10271 .. 10591, 10281 .. 10583, 
10565.. 10597 



41437 
85861 
6566 



Seq. ID 

Strand 

End 



OJ991225' 72. 0322. C5 



11236 



41533 



Name 

Start 

GI 

Exons 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991225_72 . 0322 . C5 . o2 . tw 

9403 

none 

9403. .9447, 9462.. 9506, 9489. 
9681. .9740, 9753.. 9839 

41437 
85861 
6566 

OJ991225_72.0322.C5.ol.tw 

10076 

none 

10076. .10162, 10080. .10160, 
10562. .10600 



Method TBLASTX : Wheat 
End 9839 
Score 36 

.9632, 9520.. 9630, 9636.-9767, 



Seq. ID, 

Strand 

End 

Method 

End 

Score 



OJ991225_72.0322.C5 
11236 

TBLASTX: Wheat . 

10600 

84 



10271. .10594, 10284. .10583, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



41438 Seq. ID 

85862 Strand 

1 End 

OJ991225_72.0322.C6.ol.gp Method 

1 End 

28858 1.R1084 Score 



OJ991225_72.0322.C6 
+ 

2677 
AAT/GAP 
2094 
722 



1..216, 1705. .1764, 1848. .1925, 2021. .2094 
•3747044 7.0e-10 (AF093537) blue copper protein [Zea mays] 1 



41438 Seq. ID 

85862 Strand 

1 End 

OJ991225_72.0322.C6.ol.gs Method 

23 End 

none Score 

23.. 216, 2021.. 2183, 2402.. 2677 



OJ991225_72, 
+ 

2677 
GENSCAN 
2677 
.99 



0322. C6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41438 
85862 
1 

OJ991225_72.0322.C6.ol.np 
103 

7485040 

103. .181, 1877. .1925, 2021. .2183, 2402. .2515, 
hypothetical protein - Arabidopsis thaliana 
gi|2244797|emb|CAB10220.1| (Z97336) hypothetical protein 
[Arabidopsis thaliana] gi | 726814 6 | emb | CAB78483 . 1 | (AL161538) 
hypothetical protein [Arabidopsis thaliana] 



OJ991225_ 
+ 

2677 
AAT/NAP 
2674 
280 

2552 



72. 0322. C6 



,2674 



41438 Seq. ID 

85863 Strand 
8526 End 
OJ991225_72 . 0322 . C6 . o3 . np Method 
8526 End 
7340884 Score 
8526.. 8696, 9448.. 9557 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ991225_72.0322.C6 
+ 

9557 
AAT/NAP 
9557 
112 



41438 

85864' 

3651 



Seq. ID 

Strand 

End 



OJ991225 72. 0322. C6 



4558 



41534 




Name 


OJ991225 72. 


0322 


. C6.o2.np 


Method 


AAT/NAP 


Start 


3411 






End 


4557 


GI 


2493318 






Score 


213 


Exons 


3411. .3463, 


3722 


..4078, 4389. .4557 




GI Descrip. 


BLUE COPPER 


PROTEIN PRECURSOR gi | 562779 | emb | CAA80963 | (Z25471) 


blue copper 


protein [Pisum 


sativum] gi | 1098264 | prf | | 2115352A 




blue Cu protein 


[Pisum sativum] 




Seq. No. 


41438 






Seq. ID 


OJ991225_72.0322.C6 


Gene No. 


85864 






Strand 




Start 


3651 






End 


4558 


Name 


OJ991225J72. 


0322 


.C6.o2.gs 


Method 


GENS CAN 


Start 


3651 






End 


4557 


GI 


none 






Score 


.99 


Exons 


3651. .4078, 


4389 


. .4557 






Seq. No. 


41438 






Seq. ID 


OJ991225_72.0322.C6 


Gene No. 


85864 






Strand 




Start 


3651 






End 


4558 . 


Name 


OJ991225 72. 


0322 


.C6.o2 .gp 


Method 


AAT/GAP 


Start 


3961 






End 


4558 


GI 


428593 






Score 


521 


Exons 


3961. .4078, 


4389 


..4558 






GI Descrip. 


3747044 7.0e 


-10 


(AF093537) 


blue copper 


protein [Zea mays] 


Seq. No. 


41438 






Seq. ID 


OJ991225_72.0322.C6 


Gene No. 


85865 






Strand 




Start 


5715 






End 


8692 


Name 


OJ991225 72. 


0322 


.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


2197 


GI 


none 






Score 


111 


Exons 


1..69, 2. .127, 1703. .1762, 


1704. .1790, 


1834. .1926, 1834. .1929, 




1847. .1933, 


1959 


..2186, 2009. .2197, 2012. .2185 


Seq. No. 


41438 






Seq. ID 


OJ991225_72.0322.C6 


Gene No. 


85865 






Strand 




Start 


5715 






End 


8692 


Name 


- OJ991225 72. 


0322 


.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


20 






End 


2677 


GI 


none 






Score 


63 


Exons 


20.. 70, 2021 


..2182, 2022.. 


2183, 2396.. 


2530, 2473.. 2526, 




2558. .2650, 


2573 


..2677, 2608. .2673 




Seq. No. 


41438 






Seq. ID 


OJ991225_72.0322.C6 


Gene No. 


85865 






Strand 




Start 


5715 






End 


8692 


Name 


OJ991225 72. 


0322 


.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


1852 






End 


2644 


GI 


none 






Score 


83 


Exons 


1852. .1926, 


1876 


..1923, 2002. .2178, 2004. .2183, 2015. .2182, 




2396. .2569, 


2573 


..2644, 2573. .2626 




Seq. No. 


41438 






Seq. ID 


OJ991225_72.0322.C6 


Gene No. 


85865 






Strand 




Start 


5715 






End 


8692 


Name 


OJ991225 72. 


0322 


. C6.o2. tm 


Method 


TBLASTX: Maize 


Start 


2396 






End 


2677 



41535 







non o 
nunc 


Score 


156 






2396 2545, 2491 2676. 2546 


.2677, 2546.-2677 




O C • IN U ■ 


4 1 4 38 

iIt JO 


Seq. ID 


OJ991225_72.0322.C6 




Gene No. 


85865 


Strand 






Start 


5715 


End 


8692 






OJ991225 72.0322.C6.o3.as 


Method 


GENSCAN 




rt- 
OtdlL 


571 5 ~~ 


End 


8692 






nnnp 


Score 


.5 




IT von c 


5715 5773. 6071 6262. 6870 


.6950, 7041. .7246, 7265.. 7357, 






ft 6 37 8692 








Q&rt Wo 


41439 


Seq. ID 


OJ991225_72.0322.C7 




Gene No. 


85866 


Strand 






Start 


1 


End 


2126 




Name 


OJ991225 72.0322.C7.ol.np 


Method 


AAT/NAP 




O Lai L. 


1 — 


End 


2126 




VJ-L 


4680203 


Score 


1230 




C 1 VAT1 Q 


1 36 552 2126 








OX L/C >_> J — L ^ • 


(AF114171) TNP2-like Drotein 


[Sorghum bicolor] 




Seq. No. 


41439 


Seq. ID 


OJ991225_72.0322.C7 




Gene No. 


85866 


Strand 


- 




Cf art 


1 


End 


2126 




Name 


n.TQQ1?y>5 1? 039? T7 ol n<v 


Method 


GENSCAN 


r r~ 


O LctX L 


34 S ~~ 


End 


2126 








Score 


.62 


r: = 
r~ 


Exons 


JUi . z, x z. u 








Seq. No. 


41439 


Seq. ID 


OJ991225_72.0322.C7 




Gene No. 


85866 


Strand 




?! = 


Start 


1 


End 


2126 




Name 


O.TQQ1995 7? 039? P7 r>? t<=i 


Method 


TBLASTX: Soybean 


_ 


O L. d i. l_ 


639 ~ 


End 


873 






none 


Score 


98 


'"•4 


von q 


639 872 718 873 






■ j-t 


Seq. No. 


41439 


Seq. ID 


OJ991225_72.0322.C7 




Gene No. 


85866 


Strand 






Start 


1 


End 


2126 




in aiuc 


OJ991225 72.0322.C7.ol.tm 


Method 


TBLASTX: Maize 






708 


End 


1151 




Ul 


none 


Score 


78 




von c 


708. .902, 906. .1151, 910. .1101 






O tr . IN KJ • 


41439 


Seq. ID 


OJ991225_72.0322.C7 




Gene No. 


85866 


Strand 






Start 


1 


End 


2126 




Name 


OJ991225 72.0322.C7.ol.tw 


Method 


TBLASTX: Wheat 






742 


End 


1208 




O J. 


none 


Score 


102 




Exons 


742. .930, 747. .902, 871. .1041, 933. .1049, 947. .1045, 948. .1058, 






1050.. 1154, 1057.. 1143, 1155. 


.1208, 1165.. 1200 




Seq. No. 


41439 


Seq. ID 


OJ991225_72.0322.C7 




Gene No. 


85866 


Strand 






Start 


1 


End 


2126 



41536 



Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start--' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991225J72 . 0322 . C7 . ol . tc Method TBLASTX : Cress 

996 End 1343 

none Score 59 

996. .1343, 997. .1071, 1038. .1142, 1093. .1152, 1189. .1326 



41439 
85866 
1 

OJ991225_72.0322.C7.ol.ts 
1074 
none 



Seq. ID OJ991225_72.0322.C7 
Strand 

End 212 6 

Method TBLASTX : Soybean 

End . 1493 

Score 105 



1074. .1340, 1078. .1323, 1371. .1493, 1372. .1491 



41439 
85866 
1 

OJ991225_72.0322.C7.o2.tw 
1221 
none 



Seq. ID OJ991225_72.0322.C7 
Strand 

End 2126 

Method TBLASTX : Wheat 

End 1772 

Score 64 



1221. .1349, 1231. .1326, 1371. .1772, 1372. .1533 



Seq. ID OJ991225_72.0322.C8 

Strand + 

End 8757 

Method AAT/NAP 

End 8757 

Score 4421 



41440 
85867 
4588 

OJ991225J72 . 0322 .€8 . ol . np 
4588 
7489738 
4588.-4764, 4798.-8757 

gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi I 4234852 | gb I AAD12997.il (AF082133) gag-pol polyprotein [Zea 
mays] 



Seq. ID OJ991225_72.0322.C8 
Strand 

End 162 

Method GENSCAN 

End 162 

Score .79 



41440 
85868 
31 

OJ991225_72.0322.C8.ol.gs 
31 

none 
31. .162 

41440 
85869 
4680 

OJ991225_72.0322.C8.ol.tm 
4680 

none 

4680. .5258, 4681. .5289, 5299. .5430, 5370. .5411, 5535.". 5585, 

5626. .5691 



Seq. ID OJ991225_72.0322.C8 
Strand 

End 5691 

Method TBLASTX : Mai ze 

End 5691 . 

Score 582 



41440 
85870 
5611 

OJ991225_72 . 0322 . C8 . o4 . tw 

5611 

none 

5611. .5808, 5878. .6048 



Seq. ID OJ991225_72.0322.C8 
Strand 

End 6732 

Method TBLASTX : Wheat 

End 6048 

Score 115 



41537 




Seq. No. 


41440 






Gene No. 


85870 






Start 


5611 






Name 


OJ991225 72 


.0322. 


C8 . o2 . 


Start 


5905 ~ 






GI 


none 






Exons 


5905. . 6291, 


5916. 


.6122 


Seq. No. 


41440 






Gene No. 


85870 






Start 


5611 






Name 


OJ991225 72 


.0322. 


C8.o2. 


Start 


6067 






GI 


none 






Exons 


6067. . 6306, 


6081. 


.6305, 




6631. . 6729 






Seq. No. 


41440 






Gene No. 


85870 






Start 


5611 






Name 


OJ991225 72 


.0322. 


C8 .o4 . 


Start % 


6082 ~ 






GI 


none 






Exons 


6082. . 6306, 


6355. 


.6540, 


Seq. No. 


41440 






Gene No. 


85870 






Start 


5611 






Name 


OJ991225 72 


. 0322 . 


C8.o2. 


Start 


6346 ~ 






GI 


none 






Exons 


6346. . 6546, 


6559. 


. 6726 


Seq. No. 


41440 






Gene No. 


85870 






Start 


5611 






Name 


OJ991225 72 


.0322. 


C8 . o3 . 


Start 


6346 ~ 






GI 


none 






Exons 


6346. . 6555, 


6348. 


.6527, 


Seq. No. 


41440 






Gene No. 


85871 






Start 


7243 






Name 


OJ991225 72 


.0322. 


C8.ol. 


Start 


7243 






GI 


5509260 






Exons 


7243. .7680, 


7332. 


.7604, 


GI Descrip. 








Seq. No. 


41440 






Gene No. 


85871 






Start 


7243 






Name 


OJ991225 72 


.0322. 


C8.ol. 


Start 


7330 






GI 


none 






Exons 


7330. .7590, 


7332. 


.7568 






Seq. ID 


OJ991225 72.0322 


.C8 




Strand 








End 


6732 




ts 


Method 


TBLASTX : Soybean 






End 


6291 






Score 


344 






Seq. ID 


OJ991225_72.0322 


.C8 




Strand 








End 


6732 




tw 


Method 


TBLASTX: Wheat 






End 


6729 






Score 


252 




6346. 


.6651, 6369.-6629, 6630. .6704 




Seq. ID 


OJ991225^72.0322 


.C8 




Strand 








End 


6732 




tm 


Method 


TBLASTX: Maize 






End 


6540 






Score 


128 




6357. 


. 6518 








Seq. ID 


OJ991225J72.0322 


.C8 




Strand 








End 


6732 




tc 


Method 


TBLASTX: Cress 






End 


6726 






Score 


123 






Seq. ID 


OJ991225 72.0322 


.C8 




Strand 








End 


6732 




ts 


Method 


TBLASTX : Soybean 






End 


6732 






Score 


186 




6559. 


.6732 








Seq. lb' 


OJ991225_72.0322 


.C8 




Strand 








End 


8706 




ts 


Method 


TBLASTX: Soybean 






End 


7680 






Score 


359 




7647. 


.7679 








Seq. ID 


OJ991225_72.0322 


,C8 




Strand 








End 


8706 




tc 


Method 


TBLASTX: Cress 






End 


7590 






Score 


249 





41538 



Seq. No. 


41440 








Seq. ID 


OJ991225J72.0322 


.C8 


Gene No. 


85871 








Strand 






Start 


7243 








End 


8706 




Name 


OJ991225 72. 


0322 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7371 








End 


8151 




GI 


none 








Score 


358 




Exons 


7371'. .7718, 


7372 


. .7716, 


7372 


..7725, 7701. .8147, 7702. .8151 


Seq. No. . 


41440 








Seq. ID 


OJ991225_72.0322 


.C8 


Gene No. 


85871 








Strand 






Start 


7243 








End 


8706 




Name 


OJ991225 72. 


0322 


.C8 ,o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7372 








End 


7815 




GI 


none 








Score 


269 




Exons 


7372. .7680, 


7389 


. .7679, 


7714 


. .7815 






Seq. No. 


41440 








Seq. ID 


OJ991225_72.0322 


.C8 


Gene No. 


85871 








Strand 






Start 


7243 








End 


8706 




Name 


OJ991225 72. 


0322 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7816 








End 


8247 




GI 


none 








Score 


81 




Exons 


7816. .7977, 


7951 


. .8247, 


8091 


. .8246 






Seq. No. 


41440 








Seq. ID 


OJ991225J72.0322 


.C8 


Gene No. 


85871 








Strand 






Start 


7243 








End 


8706 




Name 


OJ991225 72. 


0322 


. C8.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


8137 ~~ 








End 


8703 




GI 


none 








Score 


131 




Exons 


8137. .8319, 


8328 


. .8429, 


8332 


..8523, 8512.. 8703 




Seq. No. 


41440 








Seq. ID 


OJ991225_72.0322 


.C8 


Gene No . . 


85871 








Strand 






Start 


7243 








End 


8706 




Name 


OJ991225 72. 


0322 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8307 








End 


8706 




GI 


none 








Score 


261 




Exons 


8307. .8540, 


8311 


. .8706 










Seq. No. 


41441 








Seq. ID 


OJ991225_72.0322 


. C9 


Gene No. 


85872 








Strand 


+ 




Start 


1 








End 


1492 




Name 


OJ991225 72. 


0322 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1492 




GI 


6911873 








Score 


183 




Exons 


1.-234, 1473 


. .14 92 










GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


41441 








Seq. ID 


OJ991225_72.0322 


.C9 


Gene No. 


85872 








Strand 


+ 




Start 


1 








End 


1492 




Name 


OJ991225 72. 


0322 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


22 








End 


417 




GI 


none 








Score 


.98 




Exons 


22. .417 















41539 





Seq. No. 


41441 


Seq. 'ID 


OJ991225_72.0322. 


C9 




Gene No. 


85873 


Strand 


+ 






Start 


2651 


End 


2735 






Name 


OJ991225 72.0322.C9.o2.np 


Method 


AAT/NAP 






Start 


2651 


End 


2735 






GI 


6721547 


Score 


82 






Exons 


2651. .2735 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 




Seq. No. 


41441 


Seq. ID 


OJ991225_72.0322. 


,C9 




Gene No. 


85874 


Strand 


+ 






Start 


9564 


End 


10463 






Name 


OJ991225 72.0322.C9.ol.gp 


Method 


AAT/GAP 






Start 


9564 


End 


10463 






GI 


6547 1.R1084 


Score 


1316 






Exons 


9564.. 9632, 9731.. 10463 










GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 4.0e- 


52 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








Seq. No. 


41441 


Seq. ID 


OJ991225J72.0322. 






Gene No. 


85875 


Strand 


+ 






Start 


10377 


End 


14436 




J— 


Name 


OJ991225 72.0322.C9.o4.np 


Method 


AAT/NAP 




(s? ■- 


Start 


10377 


End 


..14436- 




J 


GI 


6911873 


Score 


548 






Exons 


10377. .10527, 11993 .. 12709, 


13410. .13540, 14308.. 14436 




u 

ns. 


GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


41441 


Seq. ID 


OJ991225_72.0322, 


■ C9 


•3? 


Gene No. 


85875 


Strand 


+ 






Start 


10377 


End 


14436 




Li 


Name 


OJ991225 72.0322.C9.o3.gs 


Method 


GENSCAN 






Start 


11840 


End 


12892 




1 


GI 


none 


Score 


1 






Exons 


11840. .12892 










Seq. No. 


41441 


Seq. ID 


OJ991225J72.0322 


.C9 




Gene No. 


85876 


Strand 








Start 


9945 


End 


11045 






Name 


OJ991225 72.0322.C9.o3.np 


Method 


AAT/NAP 






Start 


9945 


End 


11045 






GI 


6907106 


Score 


418 






Exons 


9945.. 10115, 10188. .10768, 


10937. .11045 






GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


41441 


Seq. ID 


OJ991225J72.0322 


.C9 




Gene No. 


85877 


Strand 








Start 


13314 


End 


18734 






Name 


OJ991225 72.0322.C9.o4.gs 


Method 


GENSCAN 






Start 


13314 


End 


18734 






GI 


none 


Score 


.83 






Exons 


13314. .13633, 15047 .. 15221, 


15429. .16373, 16378 17 686, 








18439. .18734 










Seq. No. 


41441 


Seq. ID 


OJ991225_72.0322 


.C9 



41540 



Gene No. 


85878 


Strand 






Cf art 

O Lai U 


19608 


End 


21846 




IN CLLLIC 


OJ991225 72.0322.C9.ol.tc 


Method 


TBLASTX: Cress 




O Lai L- 


7 ~~ 


End 


12679 






n on 


Score 


121 




p von <? 


7.. 198, 12005. .12082, 12185. 


.12679, 12190. .12537, 12584. 


. .12655 


oeq. in u . 


41441 


Seq. ID 


OJ991225J72.0322, 


.C9 


Gene No. 


85878 


Strand 






Start 


19608 


End 


21846 




K7 ;a rn o 

IN CllUC 


OJ991225 72.0322.C9.ol.tm 


Method 


TBLASTX: Maize 




Dial I 


7 


End 


12700 






none 


Score 


178 






7. .216, 31. .219, 12005. .12037, 12037.. 


12090, 12041. .12088, 




12175. .12348, 1217 6 .. 12355, 


12365. .12697, 12437.. 12700 




Seq. No. 


. 41441 


Seq. ID 


OJ991225_72.0322 


.C9 


Gene No. 


85878 


Strand 






Start 


19608 


End 


21846 




Mama 


OJ991225 72.0322.C9.o2.ts 


Method 


TBLASTX : Soybean 




ULai I 


7 


End 


12709 




\j ± 


none 


Score 


202 






7. .228, 30. .149, 12488. .12709 






oeq • 1NU • 


41441 


Seq. ID 


OJ991225_72.0322 


.C9 


Gene No. 


85878 


Strand 






Start 


19608 


End 


21846 






OJ991225 72.0322.C9.o2.tm 


Method 


TBLASTX: Maize 




Of arf 


10042 


End 


10389 




Vjl 


none 


Score 


53 




Exons 


10042. .10086, 10043. .10084, 


10044. .10097, 10143. .10178, 






10179. .10388, 10184. .10387, 


10199. .10225, 10291.. 10389 




O C • liU • 


41441 


Seq. ID 


OJ991225J72.0322 


.C9 


Gene No. 


85878 


Strand 






Start 


19608 


End 


21846 




Name 


OJ991225 72.0322.C9.ol.ts 


Method 


TBLASTX: Soybean 






12005 


End 


12475 




GI 


none 


Score 


142 




F 1 von q 


12005. .12115, 12025. .12105, 


12166. .12273, 12179 .. 12475, 






12322.. 12462 








Q cirr No 


41441 


Seq. ID 


OJ991225_72.0322 


.C9 


Gene No. 


85878 


Strand 






Start 


19608 


End 


21846 




Name 


OJ991225 72.0322.C9.o5.gs 


Method 


GENSCAN 




O Lai. l 


19608 


End 


21846 




\J J. 


none 


Score 


.62 




U 1 von q 


19608. .19622, 19970. .20131, 


20264 . .20400, 20926 .. 20943, 






21067. .21111, 21373. .21517, 


21697. .21846 




Seq. No. 


41442 


Seq. ID 


OJ991225_72.0322 


.CIO 


Gene No. 


85879 


Strand 


+ 




Start 


45 


End 


1023 




Name 


OJ991225 72.0322.C10.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


1023 




GI 


none 


Score 


.65 





41541 



Exons 



45.. 175, 211.. 404, 1012.. 1023 



Seq. No. 


41443 


Seq. ID 




pi *3 


Gene No. 


85880 


Strand 


+ 




Start 


1 


End 


1226 




Name 


OJ991225 72.0322.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1226 




GI 


6742729 


Score 


769 




Exons 


1..40, 170. .1226 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


41443 


Seq. ID 


OJ991225_72.0322 


.C13 


Gene No. 


85880 


Strand 


+ 




Start 


1 


End 


1226 




Name 


OJ991225 72.0322.C13.ol.gs 


Method 


GEN SCAN 




Start 


54 


End 


1187 




GI 


none 


Score 


.61 




Exons 


54 . . 1187 








Seq. No. 


41443 


Seq. ID 


OJ991225_72.0322 


.C13 


Gene No. 


85880 


Strand 


+ 




Start 


1 


End 


1226 




Name 


OJ991225 72.0322.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


141 


End 


491 




GI 


none ' 


Score . 


183. 




Exons 


141. .371, 170. .370, 407. .490, 


408 . .491 






Seq. No. 


41443 


Seq. ID 


OJ991225_72.0322 


.C13 


Gene No . 


85880 


Strand 


+ 




Start 


1 


End 


1226 




Name 


OJ991225 72.0322.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


147 


End 


362 




GI 


none 


Score 


166 




Exons 


147. .293, 176. .283, 300. .362 








Seq. No. 


41443 


Seq. ID 


OJ991225J72.0322 


.C13 


Gene No. 


85880 


Strand 


+ 




Start 


1 


End ■ 


1226 




Name 


OJ991225 72.0322.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


399 


End 


884 




GI 


none 


Score 


299 




Exons 


399. .884, 416. .592, 728. .877 








Seq. No. 


41443 


Seq. ID 


OJ991225_72.0322 


.C13 


Gene No. 


85880 


Strand 


+ 




Start 


1 


End 


1226 




Name 


OJ991225 72.0322.C13.ol.gp 


Method 


AAT/GAP 




Start 


480 


End 


1091 




GI 


5002953 


Score 


611 




Exons 


480. .611, 870. .1091 








GI Descrip. 


4 680203/gb|AAD27566.1|AF114171_7 l.Oe- 


39 (AF114171) TNP2-li 




protein [Sorghum bicolor] 








Seq. No. 


41443 


Seq. ID 


OJ991225_72.0322 


.C13 


Gene No. 


85880 


Strand 


+ 




Start 


1 


End 


1226 




Name 


OJ991225 72.0322.C13.ol.tw 


Method 


TBLASTX: Wheat 





41542 




Start 


495 




End 


1037 




GI 


none 




Score 


491 




Exons 


495. .1037, 539. .985 










Seq. No. 


41443 




Seq. ID 


OJ991225J72.0322 


.C13 


Gene No. 


85880 




Strand 


+ 




Start 


1 




End 


1226 




Name 


OJ991225 72.0322.C13 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


782 ~ 




End 


1097 




GI 


none 




Score 


209 




Exons 


782. .985, 786. .1037, 


1056. .1097 






Seq. No. 


41444 




Seq. ID 


OJ991225 72.0322 


.C14 


Gene No. 


85881 




Strand 


+ 




Start 


1 




End 


2569 




Name 


OJ991225 72.0322.C14 


. ol . np 


Method 


AAT/NAP 




Start 


1 ~ 




End 


2569 




GI 


5042454 




Score 


3151 




Exons 


1. .1746, 2379. .2569 










GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


41444 




Seq. ID 


OJ991225_72.0322 


-C14 


Gene No. 


85882 




Strand 






Start 


2353 




End 


2499 




Name 


OJ991225 72.0322.C14 


.ol.tw 


Method - 


TBLASTX : Wheat 




Start 


709 ~~ 




End 


1101 




GI 


none 




Score 


58 






709 756. 763 861. 


780. .860, 


828. .989, 


844 1101 




Seq. No. 


41444 




Seq. ID 


OJ991225_72.0322 


.C14 


Gene No. 


85882 




Strand 






Start 


2353 




End 


2499 




Name 


OJ991225 72.0322.C14 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


714 ~ 




End 


999 




GI 


none 




Score 


193 




Exons 


714 . . 998, 751 . . 999 










Seq. No. 


41444 




Seq. ID 


OJ991225_72.0322 


.C14 


Gene No. 


85882 




Strand 






Start 


2353 




End 


2499 




Name 


OJ991225 72.0322.C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


1604 




End 


1747 




GI 


none 




Score 


180 




Exons 


1604. .1747, 1609. .1743 








Seq. No. 


41444 




Seq. ID 


OJ991225_72.0322 


.C14 


Gene No. 


85882 




Strand 






Start 


2353 




End 


2499 




Name 


OJ991225 72.0322.C14 


.o2.gs 


Method 


GENSCAN 




Start 


2353 




End 


2499 




GI 


none 




Score 


.84 




Exons 


2353. .2499 










Seq. No. 


41445 




Seq. ID 


OJ991225J72.0322 


.CIS 


Gene No. 


85883 




Strand 


+ 




Start 


270 




End 


2631 




Name 


GJ991225 72.0322.C15 


.o2.np 


Method 


AAT/NAP 





41543 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



270 End 2631 

5042454 Score 378 

270. .416, 759. .856, 2118. .2631 
(AC007789) putative polyprotein [Oryza sativa] 



OJ991225_72.0322.C15 
+ 

2631 
AAT/GAP 
1715 
640 



41445 Seq. ID 

85883 Strand 
270 End 
OJ991225_72 . 0322 . C15 . ol . gp Method 
84 9 End 
5002953 Score 
849. .1054, 1534. .1715 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 

41445 Seq. ID OJ991225_72 . 0322 . C15 

85884 Strand 

1 End 866 

OJ991225_72 . 0322 . C15 . ol . np Method AAT/NAP 

1 End 866 

5922623 Score 309 
1..73, 241. .360, 759. .866 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 1 dbj | BAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41445 
85885 
837 

OJ991225_72.0322.C15.ol.tw 

837 

none 



Seq. ID OJ991225_72.0322.C15 
Strand 

End 14 90 

Method TBLASTX : Wheat 

End 14 90 

Score 110 



837.. 992, 857.. 988, 996.. 1187, 1031.. 1171, 1176.. 1223, 
1227.. 1268, 1230.. 1268, 1298.. 1369, 1299.. 1397, 1398.. 1490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41446 Seq. ID 

85886 Strand 

2203 End 
OJ991225_72.0322.C16.ol.gs Method 

2203 End 

none Score 

2203.. 2332, 2421.. 3154, 3233.-3356 



OJ991225_72.0322.C16 
+ 

3356 
GENSCAN 
3356 
.96 



41447 
85887 . 
8 

OJ991225_72.0322.C17.ol.gs 
8 

none 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End 8120 

Method GENSCAN 

End 3654 

Score .49 



8. .1122, 1205. .1375, 1542. .1713, 2153. .2217, 2456. .2528, 
2734.. 2772, 2851.. 3654 



Seq. No. 41447 

Gene No. 85887 

Start 8 

Name OJ991225_72 .0322 . C17 . ol . gp 

Start 1531 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End 8120 

Method AAT/GAP 

End 2051 



41544 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3431-001-P1-N1-B5 Score 762 

1531. .1713, 1819.. 2051 

'4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-li)ce 
protein [Sorghum bicolor] 1 



41447 
85887 
8 

OJ991225_72 . 0322 . C17 . ol . np 

1617 

6911873 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End 8120 

Method AAT/NAP 

End 4735 

Score 427 



1617. .1655, 2929. .3468, 4701. .4735 

(AL138655) putative protein [Arabidopsis thaliana] 



41447 
85887 
8 

OJ991225_72 . 0322 . C17 . ol . ts 

2928 

none 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End 8120 

Method TBLASTX : Soybean 

End 3237 

Score 267 



2928. .3035, 2941. .3237,- 3084. .3224 



41447 
85887 
8 

OJ991225_72 . 0322 . C17 . ol . tm 
2937 
none 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End .8120 

Method TBLASTX : Mai ze 

End 34 62 

Score 179 



2937. .3110, 2938. .3117, 3019. .3120, 3127. .3459, 3199. .3462 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End 8120 

Method TBLASTX : Cress 

End 3441 

none Score 355 

2947. .3441, 2952. .3299, 3193. .3258, 3346. .3417 



41447 
85887 
8 

OJ991225_72.0322.C17.ol.tc 
2947 



41447 Seq. ID 

85887 Strand 

8 End 

OJ991225_72 . 0322 . C17 . o2 . np Method 

3199 End 

539029 Score 



OJ991225_72.0322.C17 
+ 

8120 
AAT/NAP 
8120 
44 



3199.. 3238, 5597.. 5731, 6650.. 6774, 8078.. 8120 
cysteine-rich extensin-like protein 1 precursor - common tobacco 
gi 1 310923 (L13439) cysteine-rich extensin-like protein-1 
[Nicotiana tabacum] 



41447 
85887 
8 

OJ991225_72 . 0322 . C17 . o2 . ts 

3250 

none 

3250.. 3471, 3273.-3392 



Seq. ID OJ991225_72.0322.C17 

Strand + 

End 8120 

Method TBLASTX : Soybean 

End 3471 

Score 202 



41545 



Seq. No. 


41448 


Gene No. 


85888 


C+- a 




Name 




Start 


Jib 


GI 


none 


Exons 


jib. .400/ xoo*± . . ± t ±±£. 


Seq. No. 


A 1 A A Q 

414 4 8 


bene invj . 


85889 


Start 


5086 


Name 


OJ991225 72.0322.C19 


Start 


5086 


GI 


2428185 


Exons 


5086. .5519 


GI Descrip. 


5852170/emb|AL117265 



Seq. ID - OJ991225_72.0322.C19 

Strand + 

End 4539 

Method GENSCAN 

End 4539 

Score . 63 



Seq. ID OJ991225_72.0322.C19 

Strand + 

End 5519 

Method AAT/GAP 

End 5519 

Score 741. 

D4 1.0e-177 Oryza sativa 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



41448 Seq. ID 

85890 Strand 
2609 End 
OJ991225_72.0322.C19.ol.np Method 
2609 End 
5852179 Score 
2609.". 2707, 4095.. 4294, 4369.. 4583, 
(AL117265) zhb0009.1 [Oryza sativa] 



OJ991225_72 . 0322 . C19 

5431 
AAT/NAP 
5431 
256 
5411.. 5431 



41448 
85891 
8632 

OJ991225_72.0322.C19.o3.gs 

8632 

none 

8632. .8934 

41449 
85892 
2608 

OJ991225_72.0322.C20.ol.gs 

2608 

none 

2608. .2715 



41449 
85893 
2799 

OJ991225 

2799 

7488193 

2799. .28 

11701. .1 

13011. .1 

probable 

F21P8.30 

(AL02234 

thaliana 

kinase-1 



Seq. ID OJ991225_72.0322.C19 
Strand 

End 8 934 

Method GENS CAN 

End 8934 

Score .79 



Seq. ID OJ991225_72.0322.C20 

Strand + 

End 2715 

Method GEN SCAN 

End 2715 

Score .42 



72.0322.C20.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4011, 10624 
12412. .12649, 



OJ991225_72.0322.C20 
+ 

14592 
AAT/NAP 
14592 
910 

.10724, 11448 
12739. .12889, 



98, 3352.. 3803, 3861.. 4011, 10624 .. 10724 , 11448 .. 11580, 
1822, 12105. .12311, 
3162, 14509.. 14592 
serine/threonine-specific protein kinase (EC 2.7.1.-) 
- Arabidopsis thaliana gi I 3021266 I emb | CAA18461 . 1 1 
7) serine/threonine kinase-like protein [Arabidopsis 
] gi | 3292840 | emb | CAA1 9830 . 1| (AL031018) serine/threonine 
ike protein [Arabidopsis thaliana] 



41546 



gi | 7269161 1 emb | CAB 7 9269 . 1 1 (AL161558 ) serine/threonine 
kinase-like protein [Arabidops 



Oct]. IN O . 


A 1 A A Q 

*i J. 4 H .7 


- 


~ ^ . J. u 


OJ991225 72 0322 C20 


uene LNO - 


ft ^ftQT 
O JO 3 J 




on aiiu 


+ 


OtalL 


97QQ 

£. 1 -7 -7 




End 


14592 


Name 




0^22 C20 o2 as 


Mf^t" hod 


GENSCAN 


otail 






End 


4820 




none 




Score 


1 


L. T /~\ f~\ 

Lxons 




4971 AAOfx 4797 


. .4820 




oeq . ino . 


41449 




Seq. ID 


OJ991225_72.0322.C20 


bene lnu . 


85893 




Strand 


+ 


Start 


2799 




End 


14592 


Name 


OJ991225 72. 


0322.C20.ol.tc 


Method 


TBLASTX: Cress 


Of a r f 
O Lai L 


3348 




End 


13175 




none 




Score 


96 


Exons 


3348. .3545, 


3828.. 3902, 4301 


..4426, 4363. .4425, 5752. .5949, 




5754. .5948, 


6004.. 6267, 6019 


..6252, 6032. .6268, 6354. .6446, 




6355. .6459, 


6600.. 6770, 6644 


..6772, 10556. .10807, 11048 -. 11110, 




11673. .11822, 12116. .12310, 


12116. .12310, 12410. .12586, 




12410. .12646, 12411. .12647, 


12743. .12919, 12745 .. 12906, 




13017. .13175, 13043.. 13150 






Seq. No. 


41449 




Seq. ID 


OJ991225_72 . 0322. C20 


Gene No. 


85893 




Strand 


+ 


Start 


2799 




End 


14592 


Name 


OJ991225 72. 


0322.C20.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3354 




End 


11209 


GI 


none 




Score 


140 


Exons 


3354. .3641, 


3702.. 3812, 3822 


..3899, 3948. .4037, 10562 .. 1084 6, 




10910. .11020 


, 11051. .11107, 


11162. .11209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41449 Seq. ID 

85893 Strand 

2799 End 

OJ991225_72 . 0322 . C20 . ol . gp Method 

4017 End 

60388 1.R1084 - Score 



OJ991225_72.0322.C20 
+ 

14592 
AAT/GAP 
5883 
630 



4017. .4058, 4166. .4199, 4299.-4426, 5743. .5883 
, 3021270/emb|CAA18465.1| 1.0e-23 (AL022347) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 1 



41449 
85893 
2799 

OJ991225_72.0322.C20.ol.ts 
4297 
none 



Seq. ID OJ991225_72.0322.C20 
Strand + 

14592 

TBLASTX: Soybean 
13187 
106 



End 

Method 
End 
Score 

4297. .4425, 4310. .4426, 5752. .5958, 5754. .5945, 6007. .6267, 
6032. .6268, 6351. .6446, 6352. .6453, 6600. .6764, 11706 .. 11822, 
12115. .12297, 12116. .12310, 12116 .. 12304 , 12407 .. 1264 6, 
12411. .12647, 12551. .12649, 12739 .. 12831 , 12739 .. 1284 6, 
12740. .12886, 13005 .. 13154 , 13014.. 13187 



Seq. No. 
Gene No. 



41449 
85893 



Seq. ID OJ991225_72.0322.C20 
Strand + 



41547 



Start 
Name 
Start 
GI 

Exons 



2799 End 

OJ991225_72 . 0322 . C20 . ol . tm Method 

4319 End 

none Score 



14592 

TBLASTX: Maize 

13175" 

90 



4319.. 4426, 5754.. 5945, 5755.. 5949, 5770.. 5949, 6052.. 6267, 
6053.. 6268, 6351.. 6452, 6352.-6453, 6606.. 6785, 6659.. 6736, 
11697. .11822, 12116. .12310, 12128 12298 , 12431 1264 6, 
12432. .12647, 12679 .. 12849, 12740 .. 12922, 13014 .. 13175, 
13082. .13153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41449 
85893 
2799 

OJ991225_72.0322.C20.o2.tw 

5752 

none 



Seq. ID OJ991225_72.0322.C20 



Strand 
End 

Method 

End 

Score 



+ 

14592 

TBLASTX: Wheat 

12473 

224 



5752. .5976, 5754. .5987, 5755. .5976, 6020. .6094, 12116 .. 12310 , 
12214. .12324, 12432. .12473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41449 
85893 
2799 

OJ991225_72.0322.C20.ol.tw 

6094 

none 



Seq. ID OJ991225_72.0322.C20 



Strand 
End 

Method 

End 

Score 



+ 

14592 

TBLASTX: Wheat 

12883 

216 



6094.. 6270, 6095.. 6271, 6351.. 6458, 6351.. 6461, 6352.. 6462, 
12473. .12649, 12474 .. 12650, 12739 1284 6, 12740. .12883 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41449 Seq. ID 

85893 Strand 

27 99 End 

OJ991225_72 . 0322 . C20 . o2 . gp Method 

6474 End 

70367_1.R1084 Score 
6474.. 6507, 6594.. 7006 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] f 



OJ991225_72.0322.C20 
+ 

14592 
AAT/GAP 
7006 
845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41449 
85893 
2799 

OJ991225_72 . 0322 . C20 . o5 . gs 

10460 

none 

10460. .11312, 11443. .11580, 
12412. .12653 



Seq. ID OJ991225_72.0322.C20 

Strand + 

End 14592 

Method GENSCAN 

End 12653 

Score .85 
11695. .11822, 12104. .12311, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41450 Seq. ID 

85894 Strand 
1994 End 
OJ991225_72 .0322 . C21 . ol . np Method 
1994 End 
7488195 Score 
1994.. 2852, 3858.. 3915, 
6541.. 6697, 6837.. 7148 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA18465 . 1 | 



OJ991225_72.0322.C21 
+ 

9092 
AAT/NAP 
7148 
870 

4427. .4547, 5916. .6123, 6218. .6455, 



41548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 I emb | CAB7 9273 . 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



41450 
85894 
1994 

OJ991225J72.0322.C21.o3.gs 

3651 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3651. .3699, 4196. .4327, 4420. .4547, 5916. .6123, 6188. .6455, 
6541.. 6697, 6837.. 7083, 8605.. 9092 



OJ991225_72.0322.C21 
+ 

9092 
GENSCAN 
9092 
.6 



Seq. ID OJ991225_72.0322.C21 

Strand + 

End 9092 

Method AAT/GAP 

End 4804 

Score 77 

7.0e-21 Oryza rufipogon 



41450 
85894 
1994 

OJ991225_72.0322.C21.ol.gp 
4746 
2312838 
4746. .4804 

1420932/gb|U61383|ORU61383 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ991225_72.0322.C21 
+ 

17980 
AAT/NAP 
17980 
396 



41450 Seq. ID 

85895 Strand 
14213 End 
OJ991225_72 . 0322 . C21 . o2 . np Method 
13213 End 
7488195 Score 
13213. .13307, 14302. .15071, 15826 .. 15983, 17673. .17980 
probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA18 4 65 . 1 | 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB79273 . 1 | (AL161558 ) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 


41450 


Seq. ID 


OJ991225_72.0322 


.C21 


Gene No. 


85895 


Strand 


+ 




Start 


14213 


End 


17980 




Name 


OJ991225 72.0322.C21.o5.gs 


Method 


GENSCAN 




Start 


14213 


End 


17425 




GI 


none 


Score 


.95 




Exons 


14213. .15047, 15622. .15759, 


15856. .15983, 17405. .17425 




Seq. No. 


41450 


Seq. ID 


OJ991225_72.0322 


.C21 


Gene No. 


85896 


Strand 






Start 


1949 


End 


2844 




Name 


OJ991225 72.0322.C21.o2.gs 


Method 


GENSCAN 




Start 


1949 


End 


2844 




GI 


none 


Score 


.4 




Exons 


1949. .2766, 2781. .2844 








Seq. No. 


41450 


Seq. ID 


OJ991225_72.0322 


.C21 


Gene No. 


85897 


Strand 






Start 


10138 


End 


17881 




Name 


OJ991225 72.0322.C21.62.tm 


Method 


TBLASTX: Maize 




Start 


2075 


End 


14506 





41549 





OX 


none 






Score 


114 




IT vc^n e 
Hi AUilO 


P07S 2191 


2174 . 


2296. 2194. 


.2295, 14288. . 14506, 14293 14 391, 






14458 14505 












Corf K7/-\ 


41 4^0 






Seq. ID 


OJ991225_72.0322.C21 




uene lno . 


ft SftQ7 






Strand 






Of a >-+- 


i m 






End 


17881 




Mama 


OJ991225 72 


0322. 


C21.ol.tc 


Method 


TBLASTX : Cress 




Start 


2591 






End 


17871 




GI 


none 






Score 


83 




Rvon <? 


2591. .2653, 


4395. 


.4547, 4484. 


.4552, 5925.. 6122, 5927.. 6121, 






5937 . . 6122, 


6217. 


.6453, 6235. 


.6447, 6237.. 6452, 6544.. 6636, 






6545 . . 6649, 


6843. 


.7010, 6869. 


.7015, 14315. .14425, 14444. . 14 500, 






14444 14584 


, 15858. .15983, 15920 15982, 17 688 17810, 






17785 . . 17871 












oeq • lnu . 


4 1 4 SO 






Seq. ID 


OJ991225_72.0322.C21 




rAnn KI f-\ 
UCllC 1NU . 


R5897 

O J O ^ ' 






Strand 






Start 


10138 






End 


17881 




Name 


OJ991225 72. 


0322. 


C21.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4431 






End 


17881 




ox 


none 






Score 


91 






4431. .4547, 


5925. 


.6131, 5927. 


.6109, 5931.. 6110, 6217.. 6453, 






6235. .6429, 


6237. 


.6452, 6541. 


.6636, 6542'. -.6643, 6840.. 7007, 


%J 




15867. .15983, 17 688 .. 17834 , 17785 .. 1787 1, 17810 17881 


i n 


oeq. NO. 


41450 






Seq. ID 


OJ991225_72.0322.C21 


: y 


bene ino • 


85897 






Strand 




s s 


Start 


10138 






End 


17881 




Name 


OJ991225 72. 


0322. 


C21.ol.tm 


Method 


TBLASTX: Maize 




O Lai L. 


4440 






End 


17872 




r:T 

O -L 


none 






Score 


82 


: i=r 


Pynn q 

LiAUl 1 0 


4440. .4547, 


5927. 


.6106, 5928. 


.6146, 5943.. 6146, 6237.-6452, 






6238. .6453, 


6541. 


.6642, 6542. 


.6643, 6629.-6658, 6840.. 7034, 


x : 




6902. .7033, 


15858 


..15983, 17688.. 17807 


, 17828.. 17872 






41450 






Seq. ID 


OJ991225_72.0322.C21 


as 


Gene No. 


85897 






Strand 






. Start 


10138 






End 


17881 


ca 


Name 


OJ991225 72. 


0322. 


C21.o2. tw 


Method 


TBLASTX: Wheat 






5927 






End 


17879 




ox 


none 






Score 


202 






5927. .6163, 


5928. 


.6140, 6238. 


.6279, 17678. . 17821, 17688 .. 17807 , 






17785. .17871 


, 17805.. 17879 








Seq. No. 


41450 






Seq. ID 


OJ991225_72.0322.C21 




Gene No. 


85897 






Strand 






Start 


10138 






End 


17881 




LVCUUC 


OJ991225 72. 


0322. 


C21.ol.tw 


Method 


TBLASTX: Wheat 






6279 






End 


6652 




GI 


none 






Score 


205 




Exons 


6279. .6455, 


6280. 


.6456, 6541. 


.6651, 6542.. 6652 




Seq. No. 


41450 






Seq. ID 


OJ991225_72.0322.C21 




Gene No. 


85897 






Strand 






Start 


10138 






End 


17881 




Name 


OJ991225 72. 


0322. 


C21.o4.gs 


Method 


GENSCAN 



41550 



Q4-3 V+- 




End 


11938 


PT 


none 


Score 


.51 




1 HI 1D41S 1 0698 1D819 


11352. .11938 


o e 4 . in u . 


4 It Jl 


Seq. ID 


OJ991225_72.0322.C22 




85898 


Strand 


+ 


Start 


1 


End 


541 


Name 


OJ991225 72.0322.C22.ol.np 


Method 


AAT/NAP 


O tdl L 


1 


End 


541 




4127461 


Score 


191 


Exons 


1..130, 260. .541 






bi uescnp. 


(AJ011674) receptor-like protein kinase, RLK3 [Arabidopsis 




f K a 1 ■! ana 1 
Lfldllalla J 






Seq. No. 


A 1 A R1 
4 1 4 Ol 




nTQQ199^ 79 fl^09 P99 


Gene No. 




C f- va-nH 


! 
i 


Of a r 4- 


1 




04 X 


Name 


riTQQ199R 79 fi"300 POO ^1 oe 

ujyyxzzo / z . u . lzz . ox . gs 






O Ldi L 




End 


535 




none 


Score 


.41 


Exons 


296. .535 






Seq. No. 


4 X4 O X 


Seq. ID 


OJ991225_72.0322.C22 


Gene No. 


QCQQQ 


Strand . 


+ 




1 TOO 

X / Z J 


End 


5388 


Name 


ujyyizz j / £ . u j/z . lzz . ox . urn 


Method 


TBLASTX: Maize 


Of 3 y>4- 




End 


442 


PT 

tjX 


none 


Score 


129 


Exons 


4. .120, 5. .109, 88. .123, 89. 


.124, 243. 


.434, 259. .441, 260.. 


oeq . ino . 


41451 


Seq. ID 


OJ991225_72.0322.C22 


Gene No. 


85899 


Strand 


+ 


Start 


1723 


End 


5388 


Name 


OJ991225 72.0322.C22.o2.gs 


Method 


GENSCAN 


Of ar f 


1723 


End 


5387 


PT 

oX 


none 


Score 


.58 


Exons 


1723.. 1778, 3044.. 3129, 3297 


..3340, 3437. .4301, 5014. .5151, 




5233. .5387 






JCl^i IN U . 


41451 


Seq. ID 


OJ991225_72.0322.C22 


VJ3 C11C INU » 


85899 


Strand 


+ 


Start 


1723 


End 


5388 


Name 


OJ991225 72.0322.C22.o2.np 


Method 


AAT/NAP 


Start 


2781 


End 


5388 


GI 


7488195 


Score 


275 


Exons 


2781.. 2888, 3556.. 4301, 5211 


. .5388 




GI Descrip. 


probable serine/threonine-specif ic protein kinase (EC 2.7.1 




F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA18 4 65 . 1 1 



.-) 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi I 7269165 | emb | CAB79273 . 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 41452 

Gene No. 85900 

Start 493 

Name OJ991225_69. 0310 . CI . oi . np 

Start 493 



Seq. ID OJ991225_69.0310.C1 

Strand + 

End 1136 

Method AAT/NAP 

End 1136 



41551 



• 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2498930 Score 741 

493. .552, 720. .1136 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



41453 Seq. ID 

85901 Strand 

1772 . End 

OJ991225_69 . 0310 . C2 . ol . gs Method 

1772 End 

none Score 
1772. .2032 



OJ991225_69.0310.C2 

2032 
GENSCAN 
2032 
.71 



Seq. ID OJ991225_69.0310.C3 
Strand + 
End 3669 
Method AAT/NAP 
End 3666 
Score ■ 1201 

756.-885, 1012. .1196, 1278. .1478, 1925. .2086, 3340. .3666 
hypothetical protein F17A8.160 - Arabidopsis thaliana 
gi I 4538911 1 emb ICAB39648.il (AL049482) hypothetical protein 
[Arabidopsis thaliana] gi I 7267676 I emb I CAB78104 . 1 1 (AL161515) 
hypothetical protein [Arabidopsis thaliana] 



41454 
85902 
756 

OJ991225_69.0310.C3.ol.np 
756 

7485597 



Seq. No. 


41454 


Seq. ID 


OJ991225_ 


_69 i 0310. 


C3 


Gene No. 


85902 


Strand 


+ 






Start 


756 


End 


3669 






Name 


OJ991225 69.0310.C3.ol.gs 


Method 


GENSCAN 






Start 


756 


End 


3669 






GI 


none 


Score 


.7 






Exons 


756.-885, 1012. .1196, 1278. 


.1478, 1925 


..2086, 3340. .3669 


Seq. No. 


41454 


Seq. ID 


OJ991225_ 


69.0310. 


C3 


Gene No. 


85903 


Strand 


+ 






Start 


3666 


End 


4010 






Name 


OJ991225 69.0310.C3.ol.gp 


Method 


AAT/GAP 






Start 


3666 


End 


4010 






GI 


none 


Score 


690 






Exons 


3666. .4010 










Seq. No. 


41454 


Seq. ID 


OJ991225_ 


69.0310. 


C3 


Gene No. . .. . 


85904 


Strand 


+ 






Start 


7004 


End 


7570 






Name 


OJ991225 69.0310.C3.o2.gp 


Method 


AAT/GAP 






Start 


7004 


End 


7570 






GI 


none 


Score 


1102 






Exons 


7004. .7570 










Seq. No. 


41454 


Seq. ID 


OJ991225_ 


_69.0310. 


C3 


Gene No. 


85905 


Strand 


+ 






Start 


20077 


End 


22170 






Name 


OJ991225 69.0310.C3.o3.np 


Method 


AAT/NAP 






Start 


20077 


End 


22170 






GI 


6063557 


Score 


319 






Exons 


20077. .20245, 20470 20654 , 


22039. .22170 






GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sativa]' 





41552 



Seq. ID 
Strand 

End 13526 

Method AAT/NAP 

End 13235 

Score 392 



OJ991225 69. 0310. C3 



Seq. No. 41454 

Gene No. . 85906 

Start 1 

Name OJ991225__69 . 0310 . C3 . o2 . np 

Start 1 

GI 3702327 

Exons 1..33, 7618.. 7885, 13108.. 13235 

GI Descrip. (AC005397) unknown protein [Arabidopsis thaliana] 



Seq. No. 


41454 


Seq. ID 


OJ991225_69.0310.C3 


Gene No. 


85906 


Strand 




Start 


1 


End- 


13526 


Name 


OJ991225 69.0310.C3.o2.qs 


Method 


GEN SCAN 


Start 


4435 


End 


13526 


GI 


none 


Score 


.42 


Exons 


4435. .4623, 4932. .5090, 5866 


..6114, 7579. .7865, 8656. .8803, 




9490. .9524, 10243 .. 10302, 13097. .13526 




Seq. No. 


41454 


Seq. ID 


OJ991225_69.0310.C3 


Gene No. 


85906 


Strand 




Start 


1 


End 


13526 


Name 


OJ991225 69.0310.C3.o3.qp 


Method 


AAT/GAP 


Start 


7647 


End 


13323 


GI 


LIB3432-028-P1-K1-G8 


Score 


862 


Exons 


7647. .7885, 13108. .13323 






GI Descrip. 


'3702327 4.0e-39 (AC005397) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


41454 


Seq. ID 


OJ991225_69.0310.C3 


Gene No . 


85907 


Strand 




Start 


15543 


End 


18004 


Name 


OJ991225 69.0310.C3.o3.gs 


Method 


GENSCAN 


Start 


15543 


End 


18004 


GI 


none 


Score 


.4 


Exons 


15543. .15692, 17420 .. 174 90, 


17555. .17656, 17947. .18004 


Seq. No. 


41454 


Seq. ID 


OJ991225_69.0310.C3 


Gene No. 


85908 


Strand 




Start 


21351 


End 


22170 


Name 


OJ991225 69.0310.C3.o4.tc 


Method 


TBLASTX: Cress 


Start 


704 


End 


1165 


GI 


none 


Score 


163 


Exons 


704. .892, 759. .890, 1010. .1165, 1053.. 


1163 


Seq. No. 


41454 


Seq. ID 


OJ991225_69.0310.C3 


Gene No. 


85908 


Strand 




Start 


21351 


End 


22170 


Name 


OJ991225 69.0310.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


715 


End 


3627 


GI 


none 


Score 


158 


Exons 


715. .882, 722. .892, 724. .987, 729. .890, 1007. .1192, 1010. .1192, 



1032. .1196, 1053. .1208, 1272. .1478, 1274. .1477, 1275. .1478, 
1900.. 2022, 1922.. 2086, 1925.. 2086, 3339.-3623, 3339.-3626, 
3340.. 3627, 3340.. 3627 



Seq. No. 



41454 



Seq. ID OJ991225_69.0310.C3 



41553 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 



85908 Strand 

21351 End 

OJ991225_69.0310.C3.ol. ts Method 

749 End 

none Score 



22170 

TBLASTX: Soybean 

3683 

174 



749.. 892, 753.. 890, 808.. 891, 1007.. 1192, 1010.. 1192, 
1.032.. 1199, 1053.. 1211, 1272.. 1478, 1274.. 1474, 1275.. 1478, 
1276.. 1479, 1922.. 2059, 1925.. 2071, 1938.. 2063, 3305.. 3493, 
3328.-3585, 3333.. 3608, 3339.. 3608, 3343.. 3651, 3604.. 3675, 
3615. .3683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
LlI Gene No. 
□ Start 
fij Name 
E ~ Start 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41454 Seq. ID 

85908 Strand 

21351 End 

OJ991225_69 . 0310 . C3 . o3 . tc Method 

3384 End 

none Score 
3384.. 3623, 3385.. 3669 



OJ991225_69.0310.C3 
22170 

TBLASTX: Cress 

3669 

281 



41454 Seq. ID 

85908 Strand 

21351 End 

OJ991225_69 . 0310 . C3 . o3 . tm Method 

7399 End 

none Score 

7399.. 7506, 7400.. 7498, 7492.. 7689, 
7512. .7694 



OJ991225_69.0310.C3 
22170 

TBLASTX: Maize 
7696 
55 

7502.. 7693, 7502. .7696, 



41454 
85908 
21351 

OJ991225_69.0310.C3.o2.tc 

7510 

none 

7510.. 7584, 7522.. 7773, 7523. 
7780. .7887, 7781. .7822, 7786. 



OJ991225_69.0310.C3 
22170 

TBLASTX: Cress 
13196 
192 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7777, 7619. .7792, 7777.. 
.7884, 7811. .7888, 13146. 



7821, 
.13196 



41454- Seq. ID 

85908 Strand 

21351 End 

OJ991225_69.0310.C3.o3.ts Method 

7514 End 

none Score 

7514. .7573, 7528. .7752, 7562. .7750 



OJ991225_69.0310.C3 
22170 

TBLASTX: Soybean 

7752 

42 



OJ991225 69. 0310. C3 



41454 Seq. ID 

85908 Strand 
21351 End 22170 

OJ991225_69 . 0310 . C3 . o4 . np Method AAT/NAP 

21326 End 22170 

7433902 Score 552 

21326. .22170 

UTP-glucose glucosyltransf erase homolog A_IG002N01 . 15 - 
Arabidopsis thaliana gi | 2191136 | gb | AAB61023 . 1 | (AF007269) 
Similar to UTP-Glucose Glucosyltransf erase; coded for by A. 
thaliana cDNA T46230; coded for by A. thaliana cDNA H76538; 
coded for by A. thaliana cDNA H7 6290 [Arabidopsis thaliana] 



41554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41454 Seq. ID 

85908 Strand 

21351 End 

OJ991225_69 . 0310 . C3 . o5 . gs Method 

21351 End 

none Score 
21351. .22163 



OJ991225_69.0310.C3 

22170 
GENSCAN 
22163 
1 



OJ991225 69. 0310. C3 



41454 Seq. ID 

85908 Strand 

21351 End 

OJ991225_69.0310.C3.ol.tc Method 

21477 End 

none Score 

21477. .21812, 21610 21768, 21825 22010, 22038 22079, 
22101.. 22166 



22170 

TBLASTX: Cress 

22166 

143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41454 
85908 
21351 

OJ991225_69.0310.C3.o2.ts 

21507 

none 

21507. .21812, 
21848. .22024, 



21610. .21768, 
22009. .22068, 



41454 
85908 
21351 

OJ991225_69.0310.C3.o2.tm 

21543 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991225 69. 0310. C3 



22170 

TBLASTX : Soybean 
22142 
140 

21822. .22010, 2184 6 .. 22010, 
22026. .22067, 22101.. 22142 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225_69.0310.C3 
22170 

TBLASTX: Maize 

22133 

158 



21543. .21812, 21610 21762 , 21612 21773, 21843 .. 22001, 
21843. .22001, 21866 22003, 22036 22068, 22038 .. 22067 , 
22101.. 22133 



Seq. No. 41454 

Gene No. 85908 Strand 

Start 21351 End 

Name OJ991225_69 . 0310 . C3 . ol . tw Method 

Start 21594 End 

GI none Score 

Exons 21594. .21776, 21610 .. 21750, 21858.. 21911 



Seq. ID OJ991225_69.0310.C3 



22170 

TBLASTX: Wheat 
21911 
127 



Seq. No. 41455 

Gene No. 85909 

Start 2879 

Name OJ991225_69 . 0310 . C4 . o2 . gs 

Start 2879 

GI none 

Exons 2879.. 3276, 4093.. 4309 

Seq. No. 41455 

Gene No. 85910 

Start 15261 

Name OJ991225 69 . 0310 . C4 . o5 .gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ991225_69.0310.C4 
+ 

4309 
GENSCAN 
4309 
.46 



OJ991225_69.0310.C4 
+ 

15980 
GENSCAN 



41555 



Start 


15261 


End 


15980 


GI 


none 


Score 


.91 


Exons 


15261. .15980 






Seq. No. 


41455 


Seq. ID 


OJ991225_69.0310.C4 


Gene No. 


85911 


Strand 


+ 


Start 


16345 


End 


18455 


Name 


OJ991225 69.0310.C4.o3.np 


Method 


AAT/NAP 


Start 


16345 


End 


18455 


GI 


1172874 


Score 


280 


Exons 


16345. .16374, 17800.. 18455 






GI Descrip. 


DEHYDRATION-RESPONSIVE PROTEIN RD22 PRECURSOR 




gi|479589|pir| IS34823 dehydration-induced protein RD22 - 




Arabidopsis thaliana gi | 391608 | dbj | BAA0154 6 | (D10703) rd22 




[Arabidopsis thaliana] gi | 447134 | prf | 


I1913421A rd22 gene 




[Arabidopsis thaliana] 






Seq. No. 


41455 


Seq. ID 


OJ991225_69.0310.C4 


Gene No. 


85911 


Strand 


+ 


Start 


16345 


End 


18455 


Name 


OJ991225 69.0310.C4.o2.gp 


Method 


AAT/GAP 


Start 


17687 


End 


17935 


GI 


63382 1.R1084 


Score 


396 


Exons 


17687. .17935 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'2804255/dbj | AB010386 | AB010386 5.0e-13 Oryctolagus cuniculus 
mRNA for interferon gamma, complete cds 1 



41455 Seq. ID 

85912 Strand 

21519 End 

OJ991225_69 . 0310 . C4 . o7 . gs Method 

21519 End 

none Score 
21519.. 21920 



OJ991225_69.0310.C4 
+ 

21920 
GENSCAN 
21920 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41455 Seq. ID 

85913 Strand 

34773 End 

OJ991225_69. 0310. C4 .oil. gs Method 

34773 End 

none Score 



OJ991225_69.0310.C4 
+ 

40080 
GENSCAN 
40080 
.48 



34773. .34880, 36525 .. 36665, 37334 .. 37390, 39163 .. 39217, 
39414. .39793, 39885 39962, 40066.. 40080 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225 
+ 

49271 
AAT/NAP 
49271 
87 



69. 0310. C4 



41455 
85914 
49142 

OJ991225_69.0310.C4.o9.np 
49142 
124197 
49142. .49271 

TRANSLATION INITIATION FACTOR IF-1, CHLOROPLAST 
gi I 72885 Ipir | | FIRZ1 translation initiation factor IF-1 - rice 
chloroplast gi | 12021 | emb | CAA33930 | (X15901) initiation factor 
[Oryza sativa] gi | 226642 | prf | | 1603356BR initiation factor 1 
[Oryza sativa] gi | 227785 | prf | | 1711263A initiation factor 1 
[Oryza sativa] 



41556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41455 Seq. ID 

85915 Strand 

1 End 

OJ991225_69 . 0310 . C4 . o2 . np Method 

1 End 

>S; ; 902444 Score 



OJ991225_69.0310.C4 

12024 
AAT/NAP 
12024 
673 



1..110, 4176. .4249, 6215. .6845, 7430.. 8846, 11903. .12024 
(AB030283) GAG-POL precursor [Oryza sativa] 



41455 
85915 
1 

OJ991225_69.0310.C4.o3.gs 

6217 

none 



Seq. ID OJ991225_69.0310.C4 



Strand 
End 

Method 

End 

Score 



12024 
GEN SCAN 
10931 
.65 



6217.. 6293, 6362.. 6543, 6557.. 6831, 7386.. 7615, 8027.. 8217, 
8461.. 8613, 10846.. 10931 

41455 Seq. ID OJ991225_69 . 0310 . C4 

85916 Strand 

12168 End 14239 

OJ991225_69 . 0310 . C4 . o4 . gs Method GENSCAN 

12168 End 14239 

none Score .57 

12168. .12251, 13445. .13687, 14060.. 14239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41455 Seq. ID OJ991225_69 . 0310 . C4 

85917 Strand 

15230 End 15797 

OJ991225_69 . 0310 . C4 . ol . gp Method AAT/GAP 

15230 End 15797 

uC-osroM202037g07bl Score 600 

15230. .15253, 15432.. 15797 

, 1172874/sp|Q08298|RD22_ARATH 1.0e-15 DEHYDRATION-RESPONSIVE 

PROTEIN RD22 PRECURSOR >gi_47958 9_pir S34823 

dehydration-induced protein RD22 - Arabidopsis thaliana 
>gi_391608_dbj_BAA0154 6_ (D10703) rd22 [Arabidopsis thaliana] 
>gi_447134_prf 1913421A rd22 gene [Arabidopsis thaliana] 1 

41455 Seq. ID OJ991225_69 . 0310 . C4 

85918 Strand 

21467 End 23258 

OJ991225_69.0310.C4.o4.np Method AAT/NAP 

21467 End 23258 

6322179 Score 94 

21467. .21834, 23204.. 23258 

YilOllwp gi|731779|sp|P40552|YIBl_YEAST HYPOTHETICAL 26.3 KD 
PROTEIN IN PDR11-FAA3 INTERGENIC REGION gi | 626353 | pir | | S48444 
probable temperature shock-inducible protein YILOllw - yeast 
(Saccharomyces cerevisiae) gi | 558391 | emb I CAA86238 . 1 | (Z38113) 
orf, len: 269, CAI : 0.52 similar to SRP1_YEAST P108 63 
SERINE-RICH PROTEIN 1 PRECURSOR [Saccharomyces cerevisiae] 



Seq. No. 
Gene No. 
Start 



41455 
85918 
21467 



Seq. ID 

Strand 

End 



OJ991225 69. 0310. C4 



23258 



41557 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991225_69.0310.C4.o8.gs 

22723 

none 

22723. .22956 



Method GEN SCAN 
End 22956 
Score .71 



OJ991225 69. 0310. C4 



41455 Seq. ID 

85919 Strand 
25769 End 28451 

0 J991225_69 . 0310 . C4 . o5 . np Method AAT/NAP 

25769 End 28451 

7485221 Score 995 

25769.-26569, 26832 .. 27109, 28363.. 28451 

hypothetical protein A_IG002N01. 14 - Arabidopsis thaliana 
gi I 2191135 I gb I AAB61022.il (AF007269) A_IG002N01 . 14 gene product 
[Arabidopsis thaliana] gi | 7267605 | emb | CAB80917 . 1 | (AL161491) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


41455 








Seq. ID 


OJ991225 


_69.0310. 


C4 




Gene No. 


85920 








Strand 










Start 


33472 








End 


33775 








Name 


OJ991225 69. 0310. C4. 


olO.gs 


Method 


GENSCAN 








Start 


33472 








End 


33775 








GI 


none 








Score 


.61 






A SSI 
~ ~ 


Exons 


33472. 


.33489, 


33626. 


.33775K 










* si 


Seq. No. 


41455 








Seq. ID 


OJ991225 


_69.0310. 


C4 


in 


Gene No. 


85921 








Strand 








r i s 


Start 


42029 








End 


46660 






f 1 


Name 


OJ991225 69. 0310. C4. 


o3. ts 


Method 


TBLASTX: ; 


Soybean 




! : § 
i-. Ls 


Start 


15210 








End 


18454 








GI 


none 








Score 


89 








Exons 


15210. 


.15293, 


15339. 


.15398, 


15399. .15668, 15410 


. .15712, 








15741. 


.15788, 


15831. 


.15878, 


15894. .15971, 17732 


. .17794, 




= 




17840. 


.17899, 


17900. 


.18070, 


18091. .18189, 18092 


. .18175, 








18257. 


.18295, 


18287. 


.18454, 


18288. .18449 








Seq. No. 


41455 








Seq. ID 


OJ991225 


_69.0310. 


C4 




Gene No. 


85921 








Strand 










Start ' 


42029 








End 


46660 








Name 


OJ991225 69. 0310. C4. 


o2.tc 


Method 


TBLASTX: 1 


Cress 






Start 


15339 








End 


18464 








GI 


none 








Score 


53 








Exons 


15339. 


.15392, 


15413. 


.15667, 


15414. .15662, 15681 


. .15788, 








15840. 


.15968, 


17822. 


.17893, 


17915. .18070, 18062 


. .18238, 








18091. 


.18195, 


18287. 


.18337, 


18288. .18464, 18371 


. .18427 






Seq. No. 


41455 








Seq. ID 


OJ991225 


_69.0310. 


C4 




Gene No. 


85921 








Strand 










Start 


42029 








End 


46660 








Name 


OJ991225 69. 0310. C4 . 


o3.tm 


Method 


TBLASTX:! 


Maize 






Start 


15401 








End 


18464 








GI 


none 








Score 


255 








Exons 


15401. 


.15673, 


15402. 


.15698, 


15731. .15787, 15732 


. .15788, 








15831. 


.15878, 


15894. 


.15974, 


15902. .15940, 15905 


. .15973, 








15919. 


.15975, 


15957. 


.15989, 


17903. .18070, 18080 


. .18163, 








18083. 


.18193, 


18094. 


.18174, 


18214. .18294, 18248 


. .18295, 








18257. 


.18334, 


18296. 


.18451, 


18297. .18452, 18378 


. .18464 





41558 




Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


oS.tw 


Method 


TBLASTX: Wheat 




Start 


15404 




End 


18175 




GI 


none 




Score 


249 




Exons 


15404. .15673, 15405. 


.15674, 


17906. .18070, 18080. .18166, 






18083. .18175, 18094. 


.18174 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 . 


o9.tm 


Method 


TBLASTX: Maize 




Start 


19104 




End 


19399 




GI 


none 




Score 


41 




Exons 


19104. .19178, 19126. 


.19179, 


19201. .19398, 19202.. 19399 




Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


. C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


o8.tw 


Method 


TBLASTX : Wheat 




Start 


19501 




End 


19772 




GI 


none 




Score 


85 




Exons 


19501. .19653, 19653. 


.19772 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


25782 




End 


26231 




GI 


none 




Score 


122 




Exons 


25782. .25871, 25789. 


.25884, 


25791. .25910, 257 99 .. 25912, 






25904. .26227, 25908. 


.26231 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


o4 .ts 


Method 


TBLASTX : Soybean 




Start 


25793 




End 


26192 




GI 


none 




Score 


66 




Exons 


25793. .25876, 25799. 


.25876, 


25821. .25877, 25822 .. 25968, 






25911. .25982, 25913. 


.25981, 


26015. .26191, 26016.. 26192 




Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


25799 




End 


26473 




GI 


none 




Score 


80 




Exons 


25799. .25894, 25818. 


.25892, 


25907. .25990, 26024 .. 26068, 






26081. .26260, 26082. 


.26255, 


26260. .26409, 26262 .. 26441, 






26264. .26440, 26441. 


.26473 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


-C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 





41559 






Name 


OJ991225 69. 0310. C4 


. o7.tw 


Method 


TBLASTX: Wheat 






Start 


25799 




End 


26068 






GI 


none 




Score 


92 






Exons 


25799. .25897, 25821 


. .25898, 


25907. .25984, 25988. .26068 






Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 




bene jno. 






Strand 








Start 


42029 




End 


46660 






Name 


OJ991225 69. 0310. C4 


.ol.ts 


Method 


TBLASTX : Soybean 






Start . 


26198 




End 


26617 






GI 


none 




Score 


98 






Exons 


26198. .26617, 26219 


. .26491, 


26220. .26540, 26371.. 26571 






Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


• C4 




Gene No . 






Strand 








Start 


42029 




End 


46660 






Name 


OJ991225 69. 0310. C4 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


26286 




End 


26577 






GI 


none 




Score 


330 






Exons 


26286..26S73, 26288 


. .26575, 


26296. .26577, 26326.. 26574 






Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 




Gene No. 


85921 




Strand 






~ 


Start 


42029 




End 


46660 






Name 




. O J . UC 


Method 


TBLASTX: Cress 




.- ^ =r 
f as 


Start 


26474 




End 


27114 




a,l 2 


GI 


none 




Score 


86 




£ c5 


Exons 


26474. .26584, 26487 


. .26567, 


26826. .27035, 26826 .. 27032, 




1 _i 




26845. .27036, 26846 


. .27037, 


27039. .27113, 27045 .. 27113, 




1 ■ 1 




27046. .27114 










f jj 


Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 




Gene No . 


Q CQOI 




Strand 






s 


Start 


42029 




End 


46660 




E.IJ 


Name 


OJ991225 69. 0310. C4 


. 06 . ts 


Method 


TBLASTX : Soybean 




'l. 5 


Start 


26826 




End 


27135 




1.=. 


GI 


none 




Score 


189 






Exons 


26826. .27113, 26830 


. .27108, 


26830. .27135, 26841.. 27113 






Seq. No. 


41455 




Seq. ■ ID 


OJ991225_69.0310 


.C4 


?2 


bene no . 






Strand 








Start 


42029 




End 


46660 






Name 


OJ991225 69. 0310. C4 


.o4 . tm 


Method 


TBLASTX: Maize 






Start 


26829 




End 


27122 






GI 


none 




Score 


138 






Exons 


26829. .27122, 26830 


. .27096 










Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310 


.C4 




Gene No. 


85921 




Strand 








Start 


42029 




End 


46660 






Name 


OJ991225 69. 0310. C4 


. o7 . np 


Method 


AAT/NAP 






Start 


42029 * 




End 


43530 






GI 


7521950 




Score 


555 






Exons 


42029. .43530 











GI Descrip. hypothetical protein - Saccharomyces paradoxus 

gi|2865202|gb|AAC02631.1| (U19263) ORF [Saccharomyces paradoxus] 

41560 



Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


08 .np 


Method 


AAT/NAP 




Start 


42030 


End 


46660 




GI 


4586028 




Score 


1522 




Exons 


42030. .44755, 44792. 


.46028, 


46131. .46294, 46466. .46660 




GI Descrip. 


(AC007109) putative 


retroelement pol polyprotein [Arabidop* 




thaliana] 










Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 . 


06 . np 


Method 


AAT/NAP 




Start 


42035 




End 


46602 




GI 


2961349 




Score 


1614 




Exons 


42035. .43600, 43811. 


.44780, 


44810. .4 5103, 45743 .. 46011, 






46377. .46602 










GI ' Descrip. 


(AL022140) LTR retrotransposon like protein [Arabidopsis 




thaliana] 










Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 ■ 




Name 


OJ991225 69. 0310. C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


42102 




End 


42722 




GI 


none 




Score 


65 




Exons 


42102. .42251, 42300. 


.42722, 


42355. .42435 




Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No . 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 . 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


42193 




End 


42692 




GI 


none 




Score 


132 




Exons 


42193. .42444, 42201. 


.42251, 


42303. .42692, 42324 .. 42503, 






42615. .42680 










Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 . 


06. tw 


Method 


TBLASTX: Wheat 




Start 


42483 




End 


42860 




GI 


none 




Score 


76 




Exons 


42483. .42713, 42726. 


.42860 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


42861 




End 


43394 




GI 


none 




Score 


93 




Exons 


42861. .43061, 43056. 


.43148, 


43152. .43394, 43267.. 43380 




Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 





41561 




Name 


OJ991225 69. 0310. C4 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


42969 




End 


43394 




GI 


none 




Score 


82 




Exons 


42969. .43148, 43167 


. .43394, 


43192. .43377 




Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


43065 




End 


43568 




GI 


5509260 




Score 


87 




Exons 


43065. .43148, 43155 


. .43568, 


43156. .43437 




GI Descrip. 












Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


43176 




End 


43437 




GI 


none 




Score 


136 




Exons 


43176. .43427, 43177 


. .43437 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End ■ -- 


46660 




Name 


OJ991225 69. 0310. C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


43815 




End 


44079 




GI 


none 




Score 


65 




Pvnn e 

LlAV/l 1 


43815. .43946, 43852 


. .43950, 


43856. .43951, 43921 .. 44079, 






43941. .44078 










Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


43941 




End 


44288 




GI 


none 




Score 


81 




Exons 


43941... 44279, 44007 


. .44288 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


44085 




End 


44531 




GI 


none 




Score 


81 




Exons 


44085. .44531, 44224 


. .44517 








Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 






Start 


42029 




End 


46660 




Name 


OJ991225 69. 0310. C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


44109 




End 


44546 




GI 


none 




Score 


291 




Exons 


44109. .44546 










Seq. No. 


41455 




Seq. ID 


OJ991225_69.0310. 


C4 


Gene No. 


85921 




Strand 







41562 






Start 


42029 


End 


46660 




Name 


OJ991225 69.0310.C4.o7.ts 


Method 


TBLASTX: Soybean 




Start 


.44139 


End 


44538 




GI 


none 


Score 


101 




Exons 


44139. .44447, 44 139 .. 4 44 47, 


44443. .44538, 4 44 45. .4 4537 




Seq. No. 


41455 


Seq. ID 


OJ991225_69.0310.C4 




Gene No. 


85921 


Strand 






Start 


42029 


End 


46660 




Name 


OJ991225 69.0310.C4.o6.tc 


Method 


TBLASTX: Cress 




Start 


44424 


End 


44705 




GI 


none 


Score 


81 




Exons 


44424. .44618, 44425.-44592, 


44652. .44705 




Seq. No. 


41455 


Seq. ID 


OJ991225_69.0310.C4 




Gene No. 


85921 


Strand 






Start 


42029 


End 


46660 




Name 


OJ991225 69.0310.C4.o8.tm 


Method 


TBLASTX: Maize 




Start 


44547 


End 


44854 




GI 


none 


Score 


142 




Exons 


44547. .44717, 44548 .. 44718, 


44551. .44724, 44552 .. 4 4734 , 






44744. .44854, 44775. .44852 








Seq. No. 


41455 


Seq. ID 


OJ991225_69.0310.C4 




Gene No. 


85921 


• Strand 






Start 


42029 


End 


46660 




Name 


OJ991225 69.0310.C4.o2.tw 


Method 


TBLASTX: Wheat 


i y 


Start 


44759 


End 


45135 


f 1 


GI 


none 


Score 


149 




Exons 


44759.. 44 94 4, 44775. .44 978, 


44778. .44999, 44982 .. 45128, 


— 




44983. .45135 






i y 


Seq. No. 


41455 


Seq. ID 


OJ991225_69.0310.C4 




Gene No. 


85921 


Strand 




C3 


Start 


42029 


End 


46660 


™ 


Name 


OJ991225 69.0310.C4.ol0.tm 


Method 


TBLASTX: Maize 




Start 


45882 


End 


46118 




GI 


none 


Score 


95 


r ~3 


Exons 


45882. .46118, 45903.. 46043 








Seq. No. 


41456 


Seq. ID 


OJ991225_69.0310.C5 




Gene No. 


85922 


Strand 


+ 




Start 


1412 


End 


9334 




Name 


OJ991225 69.0310.C5.ol.gs 


Method 


GENS CAN 




Start 


1412 


End 


8580 




GI 


none 


Score 


.61 




Exons 


1412.. 1503, 3860.. 3978, 4134 


..4234, 4348.. 4533, 4564.. 5133, 






5176.. 5251, 5341.. 5429, 5541 


..5571, 5837.. 5972, 6080.. 6932, 






7035. .7859, 8143. .8580 








Seq. No. 


41456 


Seq. ID 


OJ991225_69.0310.C5 




Gene No. 


85922 


Strand 


+ 




Start 


1412 


End 


9334 




Name 


OJ991225 69.0310.C5.ol.np 


Method 


AAT/NAP 




Start 


5411 


End 


9334 




GI 


6063557 


Score 


366 




Exons 


5411.. 5615, 5864.. 6027, 6108 


..6517, 9105.. 9334 



41563 



GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41457 
85923 
5202 

OJ991225_69.0310.C6.o2.gs 
5202 
none 



Seq. ID OJ991225_69.0310.C6 

Strand + 

End 6627 

Method GEN SCAN 

End 6627 

Score .96 



5202.. 5356, 5535.. 5596, 5718.. 5853, 5953.. 6025, 6262.. 6327, 
6412. .6627 



41457 
85924 
1 

OJ991225_69.0310.C6.ol.np 
1 

7489805 
1. .3462 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ991225_69.0310.C6 
Strand 

End 34 62 

Method AAT/NAP 

End 34 62 

Score 2627 



Seq. No. 


41457 






Seq. ID 


OJ991225_69.0310 


.C6 


Gene No. 


85924 






Strand 


- 




Start 


1 






End 


3462 




Name 


OJ991225 


69.0310.C6 


ol.gs 


Method 


GEN SCAN 




Start 


119 






End 


"3 1 A A 




GI 


none 






Score 


. 63 




Exons 


119. .1974, 1994. .3144 








Seq. No. 


41457 






Seq. ID 


OJ991225_69.0310 


.C6 


Gene No. 


85925 






Strand 






Start 


8675 






End 


10549 




Name 


OJ991225 


69. 0310. C6 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


168 






End 


542 




GI 


none 






Score 


49 




Exons 


168. .392, 


175. .393, 


399.-542, 


400. .513 






Seq. No. 


41457 






Seq. ID 


OJ991225_69.0310 


.C6 


Gene No. 


85925 






Strand 






Start 


8675 






End 


10549 




Name 


OJ991225 


69. 0310. C6 


,o2.. tm 


Method 


TBLASTX: Maize 




Start 


183 






End 


545 




GI 


none 






Score 


98 




Exons 


183. .545, 


195. .359, 


241. .453 








Seq. No. 


41457 






Seq. ID 


OJ991225_69.0310 


.C6 


Gene No. 


85925 






Strand 






Start 


8675 






End 


10549 




Name 


OJ991225 


69. 0310. C6 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


315 






End 


704 




GI 


none 






Score 


45 




Exons 


315. .704, 


397. .438, 


493. .660 








Seq. No. 


41457 






Seq. ID 


OJ991225_69.0310 


,C6 


Gene No. 


85925 






Strand 






Start 


8675 






End 


10549 




Name 


OJ991225 


69. 0310. C6 


.06. tm 


Method 


TBLASTX: Maize 





41564 



Start 


546 




End 


812 




GI 


none 




Score 


77 




Exons 


546. .812, 547.. 687 










Seq. No.' 


41457 




Seq. ID 


OJ991225_69.0310. 


C6 


Gene No. 


85925 




Strand 






Start 


8675 




End 


10549 




Name 


OJ991225 69.0310.C6.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1015 




End 


1446 




GI 


none 




Score 


197 




Exons 


1015. .1446, 1023. .1445 










Seq. No. . 


41457 




Seq. ID 


OJ991225_69.0310. 


C6 


Gene No. 


85925 




Strand 






Start 


8675 




End 


10549 




Name 


OJ991225 69.0310.C6.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1089 




End 


1448 




GI 


none 




Score 


92 




Exons 


1089. .1448, 1090. .1437 










Seq. No. 


41457 




Seq. ID 


OJ991225_69.0310. 


C6 


Gene No. 


85925 




Strand 






Start 


8675 




End 


10549 




f~\ Name 


OJ991225 69.0310.C6.o3 


.ts 


Method 


TBLASTX : Soybean 




'Z Start 


1713 




.End 


2009 






none 




Score 


203 




~^ iE Exons 


1713. .2009 











Seq. No. 41457 

Gene No. 85925 

Start 8675 

Name OJ991225_69 . 0310 . C6 . o2 . tw 

Start 1722 

GI none 

Exons 1722.. 2009, 1824.. 2006, 1828, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2007, 2011.. 2091 



OJ991225_69.0310.C6 
10549 

TBLASTX: Wheat 
2091 
104 



Seq. No. 41457 

Gene No. 85925 

Start 8675 

Name OJ991225_69 . 0310 . C6 . o4 . tm 

Start 1818 

GI none 

Exons 1818.. 2006, 1828.. 2007, 2005. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991225_69.0310.C6 
10549 

TBLASTX: Maize 

2148 

94 



.2148, 2020.. 2145 



Seq. No. 41457 Seq. ID 

Gene No. 85925 Strand 

Start 8675 End 

Name OJ991225_69 . 0310 . C6 . ol . tm Method 

Start 2176 End 

GI none Score 

Exons 2176.. 2532, 2177.. 2533 



OJ991225_69.0310.C6 
10549 

TBLASTX: Maize 

2533 

233 



Seq. No. 41457 Seq. ID 

Gene No. 85925 Strand 

Start 8675 End 

Name OJ991225_69 . 0310 . C6 . ol . tw Method 

Start 2206 End 



OJ991225_69.0310.C6 
10549 

TBLASTX: Wheat 
2661 



41565 






none 








Score 


297 




Exons 


2206. .2661, 


2207 


. .2635, 


2266 


. .2637 






Seq. No. 


41457 








Seq. ID 


OJ991225_ 


69. 0310. C6 


Gene No. 


85925 








Strand 






Start 


8675 








End 


10549 




Name 


OJ991225 69. 


0310 


. C6 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


: : f 2866 ~~ 








End 


3216 




(IT 


none 








Score 


85 






2866 3087, 


2867 


. . 3088, 


3094 


. .3216 






OC^i IN U • 


41 4 S7 








Seq. ID 


OJ991225_ 


69. 0310. C6 


f^nn o Wo 
o tr 1 1 C lnw . 


85925 








Strand 






Start 


8675 








End 


10549 




Name 


OJ991225 69. 


0310 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5721 








End 


6648 




GI 


none 








Score 


208 






5721 5846, 


5723 


. . 5854, 


5724 


..5855, 5726.. 5854, 


5812. .5910, 




5950 6024. 


5951 


. . 6025, 


5951 


..6025, 5952.. 6026, 


6259. .6327, 




6262. .6327, 


6408 


. . 6581, 


6409 


..6648, 6409.. 6528, 


6411. .6638 


Seq. No. 


41457 








Seq. ID 


OJ991225_ 


69. 0310. C6 


Gene No. 


85925 








Strand 






Start 


8675 








End 


10549 




in aiuc 


OJ991225 69 


0310 


C6 . o3 . 


as 


Method 


GENSCAN 




Cfarf 

o Lai i_ 


8675 _ 








End 


9738 




VJ J. 


n on ^ 
nunc 








Score 


.76 






8675 8836 


8909 


9028 . 


9330 


..9491, 9670.. 9738 






4 1 4 S7 








Seq. ID 


OJ991225_ 


69. 0310. C6 


Gene No. 


85925 








Strand 






Start 


8675 








End 


10549 




Name 


OJ991225 69. 


0310 


.C6.o5. 


tm 


Method 


TBLASTX: Maize 


Cf art 

O Lai l_ 


8936 _ 








End 


10549 




(IT 


none 








Score 


70 




F von q 


8936 9025 


8936 


. .9028, 


8937 


..9056, 9318. .9494, 


9334. .9492, 




10318 10542 


, 10321. .10548, 


10322. .10549 




Seq. No. 


41458 








Seq. ID 


OJ991225_ 


69. 0310. C7 


Gene No. 


85926 








Strand 






Start 


546 








End 


1649 




Name 


OJ991225 69. 


0310 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


546 








End 


1649 




GI 


none 








Score 


.98 






546. .618, 1570.. 


1649 










Seq. No. 


41459 








Seq. ID 


OJ991215_ 


18. 0306. C2 


Gene No. 


85927 








Strand 


+ 




Start 


305 








End 


377 




Name 


OJ991215 18. 


0306 


.C2.ol. 


gs 


Method 


GENSCAN 




Start 


305 








End 


377 




GI 


none 








Score 


.91 




Exons 


305. .377 














Seq. No. 


41460 








Seq. ID 


OJ991215_ 


18. 0306. C3 


Gene No. 


85928 








Strand 


+ 




Start 


3878 








End 


4019 





41566 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991215_18 . 030 6 . C3 . o2 . gp Method AAT/GAP 

3878 End 4019 

21474_1.R1084 Score 219 
3878. .4019 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ991215_18.0306.C3 
Strand 

End 186 

Method AAT/GAP 

End 18 6 

Score 333 



41460 
85929 
1 

OJ991215_18.0306.C3.ol.gp 
1 

4879016 
1. .186 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 


41460 






Seq. ID 


OJ991215_18.0306.C3 


Gene No. 


85930 






Strand 




Start 


2099 






End 


9351 


Name 


OJ991215 18 


.0306 


. C3.ol.np 


Method 


AAT/NAP 


Start 


2099 






End 


8026 


GI 


4680204 






Score 


1046 


Exons 


2099. .2136, 


4368 


. .4467, 4818. 


.5037, 5134.. 5307, 5417.. 6515, 




6590. .8026 










GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


41460 






Seq. ID 


OJ991215_18.0306.C3 


Gene No . 


85930 






Strand 




Start 


2099 






End 


9351 


Name 


OJ991215 18 


.0306 


.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


3509 






End 


3733 


GI 


none 






Score 


190 


Exons 


3509. .3733, 


3535 


. .3732 






Seq. No. 


41460 






Seq. ID 


OJ991215_18.0306.C3 


Gene No. 


85930 






Strand 




Start 


2099 






End 


9351 


Name 


OJ991215 18 


.0306 


.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


3509 






End 


3730 


GI 


none 






Score 


190 


Exons 


3509. .3730, 


3535 


. .3729 






Seq. No. 


41460 






Seq. ID 


OJ991215_18.0306.C3 


Gene No. 


85930 






Strand 




Start 


2099 






End 


9351 


Name 


OJ991215 18 


.0306 


. C3 .o2 .gs 


Method 


GENS CAN 


Start 


4312 






End 


9351 


GI 


none 






Score 


.48 


Exons 


4312. .4497, 


4577 


. .4675, 4770. 


.4842, 4927.. 5037, 5134.. 5307, 




5417. .6248, 


6374 


..6515, 6590. 


.8011, 9007.. 9351 


Seq. No. 


41460 






Seq. ID 


OJ991215_18.0306.C3 


Gene No. 


85930 






Strand 




Start 


2099 






End 


9351 


Name 


OJ991215 18 


.0306 


.C3.o2. tw 


Method 


TBLASTX: Wheat 



41567 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



4968 End 5490 

none Score 66 

4968. .5039, 5139. .5321, 5146. .5271, 5410. .5490 



41460 
85930 
2099 

OJ991215_18.0306.C3.o2.np 
6664 
4680204 
6664. .8026 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991215_18.0306.C3 
Strand 

End 9351 

Method AAT/NAP 

End 8026 

Score 712 



41460 
85930 
2099 

OJ991215_18.0306.C3.ol.tw 

6980 

none 



Seq. ID OJ991215_18.0306.C3 
Strand 

End 9351 

Method TBLASTX : Wheat 

End 7383 

Score 42 



6980. .7075, 6980. .7150, 7113. .7280, 7145. .7381, 7232. .7381, 
7243.-7383, 7273.-7383 



Seq. ID OJ991215_18.0306.C4 

Strand + 

End 1129 

Method AAT/GAP 

End 1129 

Score 815 



41461 
85931 
713 

OJ991215_18.0306.C4.o4.gp 
713 

LIB3431-028-P1-N1-A10 
713. .1129 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



41461 
85932 
1 

OJ991215_18.0306.C4.ol.gp 
1 

342 1.R1084 



Seq. ID OJ991215_18.0306.C4 
Strand 

End 4937 

Method AAT/GAP 

End 3942 

Score 6380 



1..359, 469. .566, 649. .668, 704. .3942 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 

41461 Seq. ID OJ991215_18 . 0306 . C4 

85932 Strand 

1 End 4 937 

OJ991215_18 . 0306 . C4 . o2 . gp Method AAT/GAP 

1 End 3937 

342_1.R1084 Score 6374 

1..359, 469. .566, 649. .668, 704. .3937 

, 4574406/gbiAAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



41461 
85932 
1 

OJ991215_18 . 0306 . C4 . o3 . gp 
1 



Seq. ID OJ991215_18.0306.C4 
Strand " - 
End 4 937 

Method AAT/GAP 
End 3941 



41568 



GI 342_1.R1084 Score 6378 

Exons 1..359, 469. .566, 649. .668, 704. .3941 

GI Descrip. 1 4574406/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41461 Seq. ID 

85932 Strand 

1 End 

OJ9912 15_18 . 0306 . C4 . o5 . gp Method 

. 1 End 

342 1.R1084 Score 



OJ991215_18.0306.C4 

4937 
AAT/GAP 
4075 
6548 



1..359, 469. .566, 649. .668, 704. .4075 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) 
sativa] 1 



RIM2 protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41461 
85932 
1 

OJ991215_18.0306.C4.ol.np 
769 

4680203 

769.. 1746, 2023.. 2253, 2407, 



Seq. ID OJ991215_18.0306.C4 
Strand 

End 4 937 

Method AAT/NAP 

End 4 937 

Score 3270 
.4079, 4906.. 4937 



(AF114171) TNP2-like protein [Sorghum bicolor] 



41461 Seq. ID 

85932 Strand 

1 End 

OJ9912 15_18 . 0306 . C4 . ol . gs Method 

775 End 

none Score 

775. .1303, 1481. .3619, 3628. .4079 

41461 Seq. ID 

85932 Strand 
1 End 
OJ9912 15_18 . 0306 . C4 . ol . tw Method 
823 End 
none Score 
823. .915, 904. .984, 997. .1137, 998. .1138, 1085. .1180, 
1117. .1176, 1183. .1227, 1188. .1226, 1220. .1495, 1238. .1306, 
1308.. 1523, 1308.. 1523, 1525.. 2139, 1526.. 2140 



OJ991215_18.0306.C4 

4937 
GENSCAN 
4079 
.45 



OJ991215_18.0306.C4 
4937 

TBLASTX: Wheat 

2140 

131 



41461 
85932 
1 

OJ991215_18 . 0306.C4 .ol . tc 

1404 

none 



Seq. ID OJ991215_18.0306.C4 



Strand 
End 

Method 

End 

Score 



4937 

TBLASTX: Cress 

1856 

292 



1404.. 1523, 1525.. 1848, 1526.. 1852, 1716.. 1856, 1724.. 1852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



41461 Seq. ID 

85932 Strand 

1 End 

OJ991215_18 . 0306 . C4 . o2 . tm Method 

1783 End 

none Score 

1783.. 2013, 1783.. 2097, 1811.. 2086 



OJ991215_18.0306.C4 
4937 

TBLASTX: Maize 

2097 

67 



41569 



# 



Seq. No. 


41461 








Seq. ID 


OJ991215__18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2141 








End 


2551 


GI 


none 








Score 


81 


Exons 


2141. .2227, 


2143. 


.2232, 


2143. 


.2226, 2259.. 2471, 2260.. 2487 




2300. .2488, 


2488. 


.2550, 


2501. 


.2551 




Seq. No. 


414 ol 








Seq. ID 


OJ991215_18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2584 








End 


2826 


GI 


none 








Score 


67 


Exons 


2584. .2826, 


2642. 


.2740 








Seq. No. 


A 1 A C\ 

414 ol 








Seq. ID 


OJ991215_18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2656 








End 


3114 


GI 


none 








Score 


103 


Exons 


-2656. .2850, 


2860. 


.3114, 


2860. 


.3102k 




Seq. No. 


41461 








Seq. ID 


OJ991215_18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2690 








End 


3159 


GI 


none 








Score 


173 


Exons 


2690. .2896, 


2690. 


.2899, 


2695. 


.2898, 2695.. .2919, 2899.. 2997 




2900. .2992, 


3001. 


.3105, 


3005. 


.3094, 3106.. 3159, 3107.. 3151 


Seq. No. 


A 1 A C 1 

414 61 








Seq. ID 


OJ991215_18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2947 








End 


3295 


GI 


none 








Score 


88 


Exons 


2947. .3288, 


2966. 


.3103, 


3143. 


.3295 




Seq. No. 


41461 








Seq. ID 


OJ991215_18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.o7. 


gp 


Method 


AAT/GAP 


Start 


3003 








End 


4529 


GI 


2310235 








Score 


292 


Exons 


3003. .3064, 


3940. 


.4079, 


4492. 


.4529 




GI Descrip. 


5852182/emb 


ICAB55420.il 


9.0e- 


13 (AL117265) zhb0012.1 [Oryz 




sativa] 












Seq. No. 


41461 








Seq. ID 


OJ991215_18.0306.C4 


Gene No. 


85932 








Strand 




Start 


1 








End 


4937 


Name 


OJ991215 18 


.0306. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 



41570 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3028 End 3457 

none Score 121 

3028. .3324, 3046. .3270, 3319. .3381, 3374. .3457, 3382. 



.3456 



41461 
85932 
1 

OJ991215_18.0306.C4 .o4 .tw 

3378 

none 



Seq. ID OJ991215__18.0306.C4 
Strand 

End 4 937 

Method TBLASTX : Wheat 

End 3728 

Score 144 



3378.-3566, 3388. .3630, 3389. .3637, 3558. .3638, 3621. .3728 



41462 Seq. ID 

85933 Strand 

116 End 

0 J991 2 1 5_1 8 . 0 3 0 6 . C5 . ol . gs Method 

116 End 

none Score 
116. .273 



OJ991215_18.0306.C5 
+ 

273 

GEN SCAN 

273 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41462 Seq. ID 

85934 Strand 

5310 End 

OJ991215_18 . 0306 . C5 . o3 . gs Method 

5310 End 

none Score 

5310. .5919, 6413. .6576 



OJ991215_18.0306.C5 
+ 

6576 
GENSCAN 
6576 
.65 



41462 
85935 
11344 

OJ991215_18.0306.C5.ol.np 
11344 
7430862 
11344. .11652 

probable glutaredoxin - Arabidopsis thaliana 
gi|2244926|emb|CAB10348.1| (Z97339) glutaredoxin homolog 
[Arabidopsis thaliana] gi | 7268318 | emb I CAB78 612 . 1 1 (AL161542) 
glutaredoxin homolog [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_ 
+ ■ 

11652 
AAT/NAP 
11652 
315 



18. 0306. C5 



Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306.C5 


Gene No. 


85936 


Strand 


+ 


Start 


12820 


End 


16185 


Name 


OJ991215 18.0306.C5.o5.gs 


Method 


GENSCAN 


Start 


12820 


End 


14279 


GI 


none 


Score 


.95 


Exons 


12820. .12927, 13570 .. 13750, 


14029. .14222, 14277. .14279 


Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306.C5 


Gene No. 


85936 


Strand 


+ 


Start 


12820 


End 


16185 


Name 


OJ991215 18.0306.C5.o2.np 


Method 


AAT/NAP 


Start 


12997 


End 


16185 


GI 


133435 


Score 


451 


Exons 


12997. .13059, 1394 1 .. 14222, 


16159. .16185 


GI Descrip. 


DNA- DIRECTED RNA POLYMERASE 


BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 



DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 



41571 




chloroplast gi 1 11972 | emb|CAA33987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi I 226690 | prf | 1 1603356Q RNA polymerase 
- beta 1 -1 [Oryza . sativa] 



Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306 


.C5 


Gene No . 


85937 


Strand 


- 




Start 


1412 


End 


2899 




Name 


OJ991215 18.0306.C5.o2.gs 


Method 


GENSCAN 




Start 


1412 


End 


2899 




GI 


none 


Score 


.54 




Exons 


1412. .1558, 2822. .2899 








Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306 


.C5 


Gene No. 


85938 


Strand 






Start 


7597 


End 


12001 




Name 


OJ991215 18.0306.C5.o4.gs 


Method 


GENSCAN 




Start 


7597 


End 


12001 




GI 


none 


Score 


.48 




Exons 


7597. .7744, 7806. .7866, 8098 


..8188, 8217. .8276, 9373. .9515 




9562.. 9753, 10969. . 11130, 11421.. 11824 


, 11919.. 12001 




Seq. No. 


41462 


Seq. ID 


OJ991215JL8.0306 


.C5 


Gene No. 


85938 


Strand 






Start 


7597 


End 


12001 




Name 


OJ991215 18.0306.C5.ol.gp 


Method 


AAT/GAP 




Start 


11181 


End 


11814 




GI 


1631 1.R1084 


Score 


1229 




Exons 


11181. .11814 








GI Descrip. 


, 2244926/emb|CAB10348.1| 5.0e-29 (Z97339) glutaredoxin horn* 




[Arabidopsis thaliana] 1 








Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306 


.C5 


Gene No. 


85939 


Strand 






Start 


14493 


End 


16115 




Name 


OJ991215 18.0306.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


5340 


End 


5879 




GI 


none 


Score 


84 




Exons 


5340.. 5453, 5445.-5549, 5568 


..5612, 5655. .5879 




Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306 


.C5 


Gene No. 


85939 


Strand 






Start 


14493 


End 


16115 




Name 


OJ991215 18.0306.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


11335 


End 


11655 




GI 


none 


Score 


179 




Exons 


11335. .11520, 11521. .11655, 


11523. .11651 




Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306 


.C5 


Gene No. 


85939 


Strand 






Start 


14493 


End 


16115 




Name 


OJ991215 18.0306.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


11343 


End 


11661 




GI 


none 


Score 


225 




Exons 


11343. .11426, 11344. .11526, 


11509. .11661, 11514. .11654 




Seq. No. 


41462 


Seq. ID 


OJ991215_18.0306 


.C5 


Gene No. 


85939 


Strand 







41572 




Start 


14493 




End 


16115 




Name 


OJ991215 18. 0306. C5. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


11344 




End 


11655 




GI 


none 




Score 


187 




Exons 


11344. .11490, 11358. 


.11438, 


11491. .11655, 11517. .11651 




Seq. No. 


41462 




Seq. ID 


OJ991215_18.0306. 


C5 


Gene No. 


85939 




Strand 






Start 


14493 




End 


16115 




Name 


OJ991215 18. 0306. C5. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


13941 




End 


14233 




GI 


none 




Score 


398 




Exons 


13941. .14225, 13943. 


.14233, 


13955. .14224 




Seq. No. 


41462 




Seq. ID 


OJ991215_18.0306. 


C5 


Gene No. 


85939 




Strand 






Start 


14493 




End 


16115 




Name 


OJ991215 18. 0306. C5 . 


06 . gs 


Method 


GENSCAN 




Start 


14493 




End 


16115 




GI 


none 




Score 


.45 




Exons 


14493. .14821, 15615. 


.15670, 


15691. .15785, 15946.. 16115 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41463 Seq. ID OJ991215_18 . 0306 . C6 

85940 Strand 

1029 End 3687 

OJ991215_18 . 0306 . C6 . ol . gp Method AAT/GAP 

857 End 3354 

11553_1.R1084 Score 1989 

857. .1130, 1500. .1667, 2561. .2779, 2853.-2996, 3108. .3354 

l 6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 

complete sequence 1 



Seq. No. 41463 
Gene No. 85940 
Start 1029 

Name OJ991215JL8 . 0306 . C6 . ol . tm 

Start 1019 
GI none 
Exons 1019. 

1500. 

2560. 

3103. 

3616. 



.1132, 1020.. 1136, 1023. 

.1610, 1504.. 1629, 1552. 

.2781, 2853.. 2996, 2853. 

.3390, 3105. .3413, 3105. 

.3687, 3622. .3684 



Seq. ID OJ991215_18.0306.C6 
Strand 

End 3687 

Method TBLASTX : Mai ze 

End 3687 

Score 103 

.1133, 1025.. 1138, 1500.. 1604, 
.1665, 2558.. 2779, 2559.-2729, 
.2996, 2869.. 2997, 3088.. 3330, 
.3392, 3483. .3545, 3485.-3544, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41463 
85940 
1029 

OJ991215_18.0306.C6.o2.tw 

1028 

none 



Seq. ID OJ991215_18.0306.C6 



Strand 
End 

Method 

End 

Score 



3687 

TBLASTX: Wheat 

2605 

105 



1028. .1132, 1029. .1136, 1029. .1133, 1030. .1137, 1500. .1664, 
1500.. 1610, 1504.. 1629, 2558.. 2605 



Seq. No. 
Gene No. 
Start 



41463 
85940 
1029 



Seq. ID 

Strand 

End 



OJ991215 18. 0306. C6 



3687 



41573 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ991215_18.0306.C6.ol.gs 

1029 

none 

1029.. 1130, 1500.. 1667, 2561. 
3486. .3556 

41463 
85940 
1029 

OJ991215_18.0306.C6.ol.ts 

1029 
none 

1029.. 1136, 1029.. 1133, 1458. 
1502.. 1615, 1555.. 1668, 2558, 
2632.. 2781, 2633.-2782, 2851. 
2853.. 2996, 2869.. 2991, 3088. 
3221. .3397, 3483. .3545, 3485. 
3622.. 3687 

41463 
85940 
1029 

OJ991215_18.0306.C6.ol.tc 
1029 
none 



Method GEN SCAN 
End 3556 
Score .98 

.2779, 2853.. 2996, 3108.. 3390, 



Seq. ID OJ991215_18.0306.C6 
Strand 

End 3687 

Method TBLASTX : Soybean 

End 3687 

Score 92 

.1610, 1500. .1610, 1501. .1623, 
.2779, 2577.. 2729, 2578. .2781, 
.2991, 2852.-2989, 2853. .2990, 
.3330, 3105.. 3392, 3108.. 3413, 
.3544, 3616.. 3687, 3618. .3686, 



Seq. ID OJ991215_18.0306.C6 
Strand 

End 3687 

Method TBLASTX : Cress 

End 3683 

Score 65 



1029. .1133, 1032. .1136, 1033. .1137, 1458. .1610, 1477. .1668, 

1500. .1685, 1525. .1629, 2558.-2668, 2696. .2779, 2853. .2990, 

2853. .2996, 2869. .2991, 3088. .3330, 3105. .3434, 3237. .3365, 

3483.-3545, 3485. .3544, 3616. .3681, 3627. .3683 



41463 
85940 
1029 

OJ991215_18.0306.C6.ol.np 
1032 
7484879 



Seq. ID OJ991215_18.0306.C6 
Strand 

End 3687 
Method AAT/NAP 
End 3687 
Score 1338 

1032.. 1130, 1500.. 1667, 2561.. 2779, 2853.. 2996, 3108.. 3390, 
3486. .3541, 3616. .3687 

cullin-like. protein T10P11.14.1 - Arabidopsis ' thaliana 
gi|2281115|gb|AAC78267.1|AAC78267 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] 

gi|7269017 | emb | CAB80750 . 1 1 (AL161494) putative cullin-like 1 
protein [Arabidopsis thaliana] 



41463 
85940 
1029 

OJ991215_18.0306.C6.ol.tw 
2657 
none 



Seq. ID OJ991215__18.0306.C6 
Strand 

End 3687 

Method TBLASTX : Wheat 

End 3300 

Score 93 



2657.-2779, 2658.. 2729, 2659.. 2781, 2853.. 2996, 2853.. 2996, 
2869.-2997, 3081.. 3299, 3105.. 3299, 3106.. 3300 



41464 Seq. ID 

85941 Strand 

6271 End 

OJ991215 18.0306.C7.o2.gs Method 



OJ991215_18.0306.C7 
+ 

16408 
GENSCAN 



41574 



Start 
GI 

Exons 



6271 End 16138 

none Score .61 

6271.. 6553, 7407.. 7578, 9927.. 10127, 114 94 .. 11679, 11808 11907, 
12936. .13121, 13240. .13287, 13369 .. 13572, 13839 .. 13928 , 
14030. .14110, 14190. .14252, 154 66 .. 15615, 15694 .. 15749, 
15856. .16138 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41464 Seq. ID 

85941 Strand 

6271 End 

OJ991215_18 . 0306 . C7 . o2 . np Method 

7044 End 

7339707 Score 



OJ991215_18.0306.C7 
+ 

16408 
. AAT/NAP 
13873 
122 



7044. .7577, 7663. .7851, 13855. .13873 
(AP001539) hypothetical protein [Oryza sativa] 



41464 
85941 
6271 

OJ991215_18.0306.C7.o4.np 

11543 

6056404 



Seq. ID OJ991215_18.0306.C7 

Strand + 

End 16408 

Method AAT/NAP 

End 16408 

Score 1101 



11543. .11679, 11808. .11907, 12936 .. 13121 , 13240 13287 , 
13369. .13572, 13647 .. 13724 , 13839 .. 13928 , 14030 14110, 
14190. .14289, 15281. .15363, 15466 15615, 15694 . .1574 9, ' 
15856. .16138, 16352.. 16408 
GI Descrip. (AC009525) Similar to cullin proteins [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
712. .789, 



OJ991215 18. 0306. C7 



41464 
85942 
1 

OJ991215_18.0306.C7.ol.np 
1 

7484879 

1..171, 250. .330, 416. .505, 
4273. .4372, 4470. .4600 

cullin-like protein T10P11.14.1 - Arabidopsis thaliana 
gi|2281115|gb|AAC78267.1|AAC78267 (AC002330) putative 
cullin-like 1 protein [Arabidopsis thaliana] 

gi I 7269017 | emb | CAB80750.il (AL161494) putative cullin-like 1 
protein [Arabidopsis thaliana] 



4609 
AAT/NAP 
4600 
931 

1011.. 1076, 1311. 



,1496, 



Seq. No. 41464 Seq. ID OJ991215JL8 . 0306 .C7 

Gene No. 85942 Strand 

Start 1 End 4 609 

Name OJ991215_18 . 0306.C7 .ol .gs Method GENSCAN 

Start 109 End 4609 

GI none Score . 92 

Exons 109. .171, 250. .330, 712. .789, 873. .1076, 1151. .1198, 1311. .1496, 
4273.-4372, 4470. .4609 



Seq. No. 41464 Seq. ID 

Gene No. 85943 Strand 

Start 8717 End 

Name .OJ991215_18 . 0306 . C7 . ol . ts Method 

Start 109 End 

GI none Score 



OJ991215_18.0306.C7 
16408 

TBLASTX : Soybean 

16408 

72 



41575 



Exons 



109. .171, 110. .172, 
413. .508, 414. .515, 
737. .790, 868. .945, 
1152. .1190, 1309. .14 
4271. .4375, 4463.-45 
12935. .13123, 12936. 
13384. .13572, 13413. 
13821. .13931, 14011. 
14187. .14252, 15163. 
15463. .15618, 15464. 
15847. .16107, 15848. 
16340. .16408 



250.. 333, 251.. 
414. .515, 712.. 
872. .1072, 873. 
97, 1314. .1496, 
97, 4476. .4598, 
.13124, 12948. . 
.13580, 13646.. 
.14106, 14033.. 
.15207, 15276. . 
.15553, 15685.. 
.16144, 15855. . 



352, 252.. 335, 394.. 510, 

789, 713. .790, 721. .792, 

.1076, 879. .1073, 1148. .1198, 
1318. .1497, 4270. .4371, 
11564. .11728, 11809. .11934, 

13124, 13369. .13572, 

13723, 13647. .13713, 

14110, 14165. .14251, 

15341, 15280. .15363, 

15750, 1568.5. .15750, 

16067, 15928. .16137, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41464 
85943 
8717 

OJ991215_18.0306.C7.o2.tm 

109 

none 



OJ991215 18. 0306. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

109. .171, 110. .172, 14189. .14251, 15274 .. 1534 8 , 15276. . 15341, 
15280. .15363, 15449 .. 15532, 15463. . 15618, 154 65 .. 15545, 
15685. .15750, 15846 .. 16139, 1584 8 .. 16144 , 15928 .. 16140, 
16340.. 16408 



16408 

TBLASTX: Maize 

16408 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41464 
85943 
8717 

OJ991215_18.0306.C7.o3.tc 

112 

none 



OJ991215 18. 0306. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

112. .171, 116. .172, 250. .333, 251. .352, 409. .507, 413. .508, 
414. .506, 415. .525, 13695 .. 13718 , 13821 .. 13931 , 14033 .. 14110, 
14165. .14245, 14187 .. 14249, 15276. . 15341,' 15283 .. 15363, 
15301. .15366, 15463.. 15501 



16408 

TBLASTX : Cress 

15501 

71 



41464 
85943 
8717 

OJ991215_18 . 0306.C7 .ol .tm 

268 

none 



OJ991215 18. 0306. C7 



16408 

TBLASTX: Maize 

14088 

89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

268. .333, 272. .352, 412. .507, 413. .508, 4 14 .. 515, 712 .. 78 9, 
713. .790, 873. .1076, 879. .1076, 1148. .1198, 1156. .1230, 
1314. .1496, 1315. .1509, 4270. .4371, 4271. .4375, 4463. .4585, 
4463. .4597, 4470. .4598, 4661. .4723, 11564 .. 11728 , 11567 .. 11680, 
11809. .11934, 11817. .11867, 12929 .. 13117 , 12936 13124, 
12954. .13124, 13369 .. 13572, 13408 .. 13572 , 134 13 .. 13580, 
13646. .13723, 13647 .. 13718, 138 67 .. 13932 , 14011.. 14088 



41464 
85943 
8717 

OJ991215_18 .0306.C7.ol.tc 

740 

none 



Seq. ID OJ991215_18.0306.C7 
Strand 

End 16408 

Method TBLASTX: Cress 

End 13694 

Score 51 



740. .793, 742. .789, 873. .1076, 879. .1073, 1148. .1198, 

1309. .1509, 1310. .1489, 1314. .1496, 4270. .4371, 11805 11867 , 



41576 



11809. .11934, 12926. .13123, 12936. . 13124, 13369 .. 13572, 
13381. .13572, 13647.. 13694 



OJ991215 18. 0306. C7 



Seq. No. * 41464 Seq. ID 

Gene No. 85943 Strand 

Start 8717 End 16408 

Name OJ991215_18 .0306.C7 ,o3.np Method AAT/NAP 

Start 8717 End 14629 

GI 7444451 Score 679 

Exons 8717.. 9464, 10642 .. 10865, 14594.. 14629 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | 

retrofit [Oryza longistaminata] 



(U72725) 



Seq. No. 


41464 


Seq. ID 


OJ991215_18.0306 


.C7 


Gene No. 


85943 


Strand 






Start 


8717 


End 


16408 




Name 


OJ991215 18.0306.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


10300 


End 


10585 




GI 


none 


Score 


73 




Exons 


10300. .10401, 10414. .10584, 


10415. .10585 




Seq. No. 


41464 


Seq. ID 


OJ991215JL8.0306 


.C7 


Gene No . 


85943 


Strand 






Start 


8717 


End 


16408 




Name 


OJ991215 18.0306.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


15550 


End 


16408 




GI 


none 


Score 


92 




Exons 


15550. .15618, 15685. .15750, 


15848. .15871, 15854 .. 16144 , 






15897. .16124, 15928 .. 16137, 


16340. .16408 




Seq . No . 


41464 


Seq. ID 


OJ991215_18.0306 


.C7 


Gene No. 


85943 


Strand 






Start 


8717 


End 


16408 




Name 


OJ991215 18.0306.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15943 


End 


16408 




GI 


none 


Score 


109 




Exons 


15943. .16140, 15946. .16140, 


15947. .16144, 16340.. 16408 




Seq. No. 


41465 


Seq. ID 


OJ991215_18.0306 


.C8 


Gene No. 


85944 


Strand 


+ 




Start 


1 


End 


688 




Name 


OJ991215 18.0306.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


685 




GI 


7484879 


Score 


496 




Exons 


1..170, 247. .414, 587. .685 








GI Descrip. 


cullin-like protein T10P11. 


14.1 - Arabidopsis thaliana 






gi | 2281115 | gb | AAC78267 . 1 | AAC78267 (AC002330) putative 






cullin-like 1 protein [Arabidopsis thaliana] 






gi | 7269017 | emb | CAB80750 . 1 1 


(AL161494) 


putative cullin-like 




protein [Arabidopsis thaliana] 






Seq. No. 


41465Y 


Seq. ID 


OJ991215JL8.0306 


.C8 


Gene No. 


85944 '■' 


Strand 


+ 




Start 


1 


End 


688 




Name 


OJ991215 18.0306.C8.ol.gs 


Method 


GEN SCAN 




Start 


247 


End 


688 





41577 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

247. .414, 587, 



Score 



688 



Seq. ID OJ991215_18.0306.C8 
Strand + 

10557 
AAT/NAP 
8707 
144 



41465 
85945 
8603 

OJ991215_18.0306.C8.o5.np 
8456 
7363274 
8456. .8707 

(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



End 

Method 

End 

Score 



41465 
85945 
8603 

OJ991215_18.0306.C8.o4.gs 

8603 

none 

8603.. 8665, 9179.. 10393 



Seq. ID OJ991215_18.0306.C8 

Strand + 

End 10557 

Method GENSCAN 

End 10393 

Score .52 



Seq. ID OJ991215_18.0306.C8 
Strand + 

10557 
AAT/GAP 
10557 
2276 



41465 
85945 
8603 

OJ991215JL8 . 0306 . C8 . ol . gp 
9386 

29585_1.R1084 
9386. .10557 

'2055230/dbj |BAA19769| 2.0e-17 (AB000130) SRC2 [Glycine max] 1 



End 

Method 

End 

Score 



41465 
85945 
8603 

OJ991215_18.0306.C8.o6.np 
9494 
7488714 
9494. .10017, 10092.. 10396 

shock protein SRC2 - soybean gi | 2055230 | dbj | BAA197 69 . 1 | 
(AB000130) SRC2 [Glycine max] 



Seq. ID OJ991215_18.0306.C8 

Strand + 

End 10557 

Method AAT/NAP 

End 10396 

Score 343 



41465 
85946 
1213 

OJ991215_18.0306.C8.o2.gs 
1213 
none 



Seq. ID OJ991215__18.0306.C8 
Strand 

End 6026 

Method GENSCAN 

End 6026 

Score .94 



1213.. 2582, 2685.. 2802, 2945.. 2997, 3012.. 3625, 3966.. 4243, 
5952. .6026 



41465 
85946 
1213 

OJ991215_18.0306.C8.o2.np 

1216 

7108599 



Seq. ID OJ991215_18.0306.C8 
Strand 

End 6026 

Method AAT/NAP 

End 4261 

Score 2258 



1216. .2582, 2685. .2802, 2945. .2997, 3081. .3392, 3492.-3679, 
3920. .4261 



41578 



GI Descrip. (AF129479) HAK2 [Hordeum vulgare] 



Seq. No. 


41465 






Seq. ID 


OJ991215 18. 0306. C8 


Gene No. 


85946 






Strand 




Start 


1213 






End 


6026 


Name 


OJ991215 18 


.0306.C8.o3. 


np 


Method 


AAT/NAP 


Start 


4574 






End 


5999 


GI 


■5852084 






Score 


91 


Exons 


4574. .4657, 


5932. .5999 








GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza sativa] 




Seq. No. 


41465 






Seq. ID 


OJ991215 18. 0306. C8 


Gene No. 


85947 






Strand 


- 


Start 


7022 






End 


8082 


Name 


OJ991215 18 


.0306.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


679 


GI 


none 






Score 


180 


Exons 


1..144, 141 


..176, 241.. 


414, 254. .412, 


312. .440, 578. .679 


Seq. No. 


41465 






Seq. ID 


OJ991215_18.0306.C8 


Gene No. 


85947 






Strand 




Start 


7022 






End 


8082 


Name 


OJ991215 18 


.0306.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


696 


GI 


none 






Score- 


195 


Exons 


1..144, 1. . 


138, 141. .176, 146 


..178, 241. .414, 245. .427, 




245. .412, 246. .413, 578 


. .679, 


586. .696, 606. .695 


Seq. No. 


41465 






Seq. ID 


OJ991215_18.0306.C8 


Gene No . 


85947 






Strand 




Start 


7022 






End 


8082 


Name 


OJ991215 18 


.0306.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


64 






End 


679 


GI 


none 






Score 


83 


Exons 


64. .156, 241. .414, 312. 


.440, 


578. .679 




Seq. No. 


41465 






Seq. ID 


OJ991215_18.0306.C8 


Gene No . 


85947 






Strand 




Start 


7022 






End 


8082 


Name 


OJ991215 18 


.0306.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1201 






End 


2802 


GI 


none 






Score 


109 


Exons 


1201. .1437, 


1222. .1428, 


1711. 


.2199, 1796.. 2473, 2320.. 2577, 




2353. .2505, 


2498. .2569, 


2731. 


.2802 




Seq. No. 


41465 






Seq. ID 


OJ991215_18.0306.C8 


Gene No. 


85947 






Strand 




Start 


7022 






End 


8082 


Name 


OJ991215 18 


.0306.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1205 






End 


4219 


GI 


none 






Score 


110 


Exons 


1205. .1375, 


1213. .1437, 


1705. 


.2199, 1709.. 2572, 2257.. 2622, 




2731. .2805, 


2927. .2998, 


3004. 


.3414, 3065.. 3337, 3482.. 3637, 




3493. .3636, 


3971. .4138, 


3972. 


.4142, 4095..4217, 4133.. 4219 


Seq. No. 


41465 






Seq. ID 


OJ991215_18.0306.C8 


Gene No. 


85947 






Strand 





41579 




Start 


7022 








End 


8082 




Name 


OJ991215 18 


. 0306 


,C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1213 ~~ 








End 


3123 




GI 


none 








Score 


310 






1213. . 1428, 


1717 


. . 2199, 


1799. 


.2212, 2230.. 2409, 2306.. 2572 




2320. .2577, 


2737 


. .2805, 


3055. 


.3123 






Seq. No. 


41465 








Seq. ID 


OJ991215_18.0306. 


C8 


Gene No. 


85947 








Strand 






Start 


7022 








End 


8082 




Name 


OJ991215 18 


.0306 


.C8 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1213 ~ 








End 


1443 




GI 


none 








Score 


206 




Exons 


1213. . 1443 














Seq. No. 


41465 








Seq. ID 


OJ991215_18.0306. 


C8 


Gene No. 


85947 








Strand 






Start 


7022 








End 


8082 




Name 


OJ991215 18 


.0306 


.C8 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2942 








End 


3288 




GI 


none 








Score 


182 




Exons 


2942. .2998, 


3004 


. .3288, 


3065. 


.3286 






Seq. No. 


41465 








Seq. ID 


OJ991215 18.0306. 


C8 


Gene No. 


85947 








Strand 






Start 


7022 








End 


8082 




Name 


OJ991215 18 


. 0306 


,C8 . o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3124 ~~ 








End 


3396 




GI 


none 








Score 


116 




F* von s 


3124 . .3396, 


3128 


. . 3394 










Seq. No. 


41465 








Seq. ID 


OJ991215_18.0306. 


C8 


Gene No. 


85947 








Strand 






Start 


7022 








End 


8082 




Name 


OJ991215 18 


.0306 


,C8 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3971 ~ 








End 


4225 




GI 


none 








Score 


116 




Exons 


3971 . .4108, 


3984 


. .4100, 


4095. 


.4211, 4133. .4225 




Seq. No. 


41465 








Seq. ID 


OJ991215_18.0306. 


C8 


Gene No. 


85947 








Strand 






Start 


7022 








End 


8082 




Name 


OJ991215 18 


. 0306 


.C8 .o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


3986 ~~ 








End 


4234 




GI 


none 








Score 


125 




Exons 

LJ AVI X O 


3986. .4093, 


3987 


. . 4088, 


4031. 


.4108, 4133.. 4234, 4134.. 4214 


Seq. No. 


41465 








Seq. ID 


OJ991215_18.0306. 


C8 


Gene No. 


85947 








Strand 






Start 


7022 








End 


8082 




Name 


OJ991215 18 


.0306 


.C8.o4. 


np 


Method 


AAT/NAP 




Start 


7022 








End 


8082 




GI 


7340909 








Score 


118 




Exons 


7022. .7169, 


7641 


. .7788, 


7891. 


.8082 






GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


41465 








Seq. ID 


OJ991215_18.0306. 


C8 



41580 






Gene No. 


85948 


Strand 






Start 


8496 


End 


8684 




Name 


OJ991215 18.0306.C8.o6.tm 


Method 


TBLASTX: Maize 




Start 


8496 ~ 


End 


8684 




GI 


none 


Score 


146 




Rxon *5 


8496.. 8675, 8496.-8564, 8497. 


.8676, 8503.. 8679, 8504. .8680, 






8628. .8684 








Seq. No. 


41465 


Seq. ID 


OJ991215_18.0306.C8 




Gene No. 


85949 


Strand 






Start 


9496 


End 


10396 




Name 


OJ991215 18.0306.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


. 9496 


End 


10396 




GI 


none 


Score 


534 




Exons 


9496.. 9918, 9497.. 9919, 10149 


. .10226, 


10171. .10260, 






10301. .10396, 10332. .10394, 10337.. 10396 




Seq. No. 


41465 


Seq. ID 


OJ991215_18.0306.C8 




Gene No. 


85949 


Strand 






Start 


9496 


End 


10396 




Name 


OJ991215 18.0306.C8.o5.ts 


Method 


TBLASTX : Soybean 




Start 


9497 


End 


9865 




GI 


none 


Score 


103 


S==? 


Exons 


9497.. 9604, 9632.. 9688, 9719. 


.9865 




^ E£? 

r F: 


Seq. No. 


- 

41466 


Seq. ID 


OJ991215_18. 0306. C10 




Gene No. 


85950 


Strand 




f; = 


Start 


1909 


End 


1949 


fl 


Name 


OJ991215 18.0306.C10.ol.gs 


Method 


GENSCAN 




Start 


1909 


End 


1949 




GI 


none 


Score 


.46 


i y 


Exon s 


1909. .1949 








Seq. No. 


41467 


Seq. ID 


OJ991215_18.0306.C11 




Gene No. 


85951 


Strand 


+ 


"*= 


Start 


735 


End 


1980 




Name 


OJ991215 18.0306.Cll.ol.gs 


Method 


GENSCAN 


? — 


Start 


735 


End 


1980 


% j 


GI 


none 


Score 


.49 




Exons 


735. .1110, 1273. .1509, 1593.. 


1860, 1865.. 1980 




Sea. No. 


41467 


Seq. ID 


OJ991215_18.0306.C11 




Gene No. 


85952 


Strand 


+ 




Start 


4414 


End 


4843 




Name 


OJ991215 18.0306.Cll.o2.gp 


Method 


AAT/GAP 




Start 


4414 


End 


4843 




GI 


LIB3479-006-Q6-K1-B11 


Score 


640 




Exons 


4414. .4843 








GI Descrip. 


*5734616/dbj | AP000391 . 1 | AP000391 l.Oe- 


110 Oryza sativa genomic 






DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


41467 


Seq. ID 


OJ991215_18.0306.C11 




Gene No. 


85953 


Strand 






Start 


2155 


End 


4624 




Name 


OJ991215 18.0306.Cll.o2.gs 


Method 


GENSCAN 




Start 


2155 


End 


3342 




GI 


none 


Score 


.91 



41581 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2155. .2633, 2851. .2899, 3193. .3342 



41467 
85953 
2155 

OJ991215_18.0306.Cll.ol.np 
2161 
1170092 



OJ991215 18.0306.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2161. .2633, 2851. .2899, 3193. .3348 

GLUTATHIONE S-TRANSFERASE IV (GST-IV) _., 

gi|1076807|pir| IS52037 glutathione transferase (EC 2.5.1.18) 27K 
chain - maize gi I 529015 (U12679) glutathione S-transf erase IV 
[Zea mays] gi | 695789 | emb | CAA5 6047 | (X79515) glutathione 
transferase [Zea mays] gi 1 1094866 | prf | | 2106424A glutathione 
S-transferase:ISOTYPE=IV [Zea mays] 



4624 
AAT/NAP 
3348 
612 

(GST-27) (GST CLASS PHI) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41467 Seq. ID 

85953 Strand 

2155 End 

OJ991215_18 . 0306 . Cll . ol . gp Method 

2196 End 

16273_2.R1084 Score 
2196.. 2633, 2851.. 2899, 3193. 
'1170092/spl P4 6420|GTH4_MAIZE 



OJ991215_18. 0306. Cll 

4624 
AAT/GAP 
3417 
1324 



3417 

2.0e-66 GLUTATHIONE S-TRANSFERASE 

IV (GST-IV) (GST-27) (GST CLASS PHI) >gi__1076807_pir S52037 

glutathione transferase (EC 2.5.1.18) 27K chain - maize 
>gi_529015 (U12679) glutathione S-transf erase IV [Zea mays] 
>gi_695789_emb_CAA56047_ (X79515) glutathione transferase [Zea 

mays] >gi_1094866_prf 2106424A glutathione 

S-transferase:ISOTYPE=IV [Zea mays] 1 



Seq. No. 


41467 








Seq. ID 


OJ991215JL8. 0306. Cll 


Gene No. 


85953 








Strand 




Start 


2155 








End 


4624 


Name 


OJ991215 18 


.0306 


.Cll.o2 


. np 


Method 


AAT/NAP 


Start 


2375 








End 


4624 


GI 


6539570 








Score 


205 


Exons 


2375. .2560, 


4207 


. .4280, 


4439. 


.4624 




GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


41467 








Seq. ID 


OJ991215_18. 0306. Cll 


Gene No. 


85954 








Strand 




Start 


4760 








End 


4842 


Name 


OJ991215 18 


.0306 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2112 








End 


3342 


GI 


none 








Score 


153 


Exons 


2112. .2156, 


2174 


. .2389, 


2188. 


.2547, 2374. .2412, 2482.-2565, 




2585. .2641, 


2587 


. .2634, 


2840. 


.2908, 3193.. 3342, 3193.. 3342 


Seq. No. 


41467 








Seq. ID 


OJ991215_18. 0306. Cll 


Gene No. 


85954 








Strand 




Start 


4760 








End 


4842 


Name 


OJ991215 18 


.0306 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2188 








End 


2908 


GI 


none 








Score 


154 


Exons 


2188. .2454, 


2189 


. .2386, 


2464. 


.2634, 2485. .2628, 2594. .2674, 




2840. .2908 













41582 



Seq. No. 


41467 








Seq. ID 


OJ991215_18.0306 


.Cll 


Gene No. 


85954 








Strand 






Start 


4760 








End 


4842 




Name 


OJ991215 18 


.0306 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2201 








End 


3342 




GI 


none 








Score 


93 




Exons 


2201. .2386, 


2203 


. .2634, 


2840. 


.2905, 3193.. 3342 




Seq. No. 


41467 








Seq. ID 


OJ991215_18.0306 


.Cll 


Gene No. 


85954 








Strand 






Start 


4760 








End 


4842 




Name 


OJ991215 18 


.0306 


.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2318 








End 


2905 




GI 


none 








Score 


80 




Exons 


2318. .2386, 


2320 


. .2544, 


2587. 


.2634, 2825. .2905 





Seq. No. 


41467 


Seq. ID 


OJ991215 18. 0306. Cll 


Gene No. 


85954 


Strand 


_ 


Start 


4760 


End 


4842 


Name 


OJ991215 18.0306.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3193 


End 


3360 


GI 


none 


Score 


197 


Exons 


3193.. 3360, 3193.. 3354 






Seq. No. 


41467 


Seq. ID 


OJ991215_18. 0306. Cll 


Gene No . 


85954 


Strand 




Start 


4760 


End 


4842 


Name 


OJ991215 18.0306.Cll.o3.np 


Method 


AAT/NAP 


Start 


4760 


End 


4842 


GI 


6630699 


Score 


94 


Exons 


4760. .4842 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


41468. 


Seq. ID 


OJ991215_18.0306.C12 


Gene No. 


85955 


Strand 


+ 


Start 


186 


End 


1450 


Name 


OJ991215 18.0306.C12.ol.gs 


Method 


GENSCAN 


Start 


186 


End 


1450 


GI 


none 


Score 


.99 


Exons 


186. .247, 1115. .1450 






Seq. No. 


41469 


Seq. ID 


OJ991215_18.0306.C14 


Gene No. 


85956 


Strand 


+ 


Start 


1 


End 


1014 


Name 


OJ991215 18.0306.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


996 


GI 


6437558 


Score 


312 


Exons 


1..303, 904. .996 






GI Descrip. 


(AC011623) putative ATPase 


(ISW2-like) 


[Arabidopsis thalian; 


Seq. No. 


41469 


Seq. ID 


OJ991215_18.0306.C14 


Gene No. 


85956 


Strand 


+ 


Start 


1 


End 


1014 


Name 


OJ991215 18.0306.C14.ol.gs 


Method 


GENSCAN 



41583 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



88 End 

none Score 
88. .303, 904.. 1014 

41469 

85957 Strand 

1124 End 

OJ991215_18 . 0306 . C14 . ol . ts Method 

81 End 
none Score 
81. .227, 82. .303, 91. .231, 93. .236 

41469 Seq. ID 

85957 Strand 

1124 End 

OJ991215_18 . 0306 . C14 . ol . tc Method 

82 End 
none Score 



1014 
.67 



Seq. ID OJ991215_18.0306.C14 
+ 

1418 

TBLASTX : Soybean 
303 
120 



OJ991215_18.0306.C14 
+ 

1418 

TBLASTX: Cress 

303 

200 



82. .213, 91. .204, 196. .303, 207. .230 



41469 
85957 
1124 

OJ991215_18.0306.C14.ol.tm 

82 ' 
none 



Seq. ID OJ991215_18.0306.C14 



Strand 
End 

Method 

End 

Score 



+ 

1418 

TBLASTX: Maize 

1019 

383 



82. .303, 82. .237, 86.-295, 895. .1014, 903. .1019, 910. .1014 



41469 Seq. ID 

85957 Strand 
1124 End 
OJ991215_18 . 0306 . C14 . ol . gp Method 
1124 End 
2442943 Score 
1124. .1418 

6041757/gb| AC011806. 1 1 AC011806 1.0e-147 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ991215_18.0306.C14 
+ 

1418 
AAT/GAP 
1418 
532 



Seq. ID OJ991215_18.0306.C15 
Strand 

End 3911 

Method AAT/NAP 

End 2809 

Score 389 
2809 

PUTATIVE' AC TRANSPOSASE (ORFA) gi I 22113 | emb I CAA2 9005 | (X05424) 
ORFa [Zea mays] 



41470 
85958 
138 

OJ991215_18.0306.C15.ol.np 
138 

136125 

138.. 163, 1278.. 2370, 2463 



41470 
85958 
138 

OJ991215_18.0306.C15.o2.gs 
693 
none 



Seq. ID OJ991215_18. 0306. CIS 



Strand 
End 

Method 

End 

Score 



3911 
GENSCAN 
3911 
.64 



693. .877, 1281. .1542, 2622.-2842, 3735. .3911 



41584 



Seq. No. 41470 

Gene No. 85958 

Start 138 

Name OJ991215_18 . 0306 .C15 .o2 . tm 

Start 1269 

GI none 

Exons 1269.. 1526, 1279.. 1554, 1280. 
1529.. 1591 



Seq. ID OJ991215_18.0306.C15 
Strand 

End 3911 

Method TBLASTX : Mai ze 

End 1591 

Score 238 

.1528, 1298. .1570, 1380. .1571, 



Seq. No. 


41470 








Seq. ID 


OJ991215_18.0306. 


CIS 


Gene No. 


85958 








Strand 






Start 


138 








End 


3911 




Name 


OJ991215 18 


.0306. 


C15.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1679 








End 


2042 




GI 


none 








Score 


113 




Exons 


1679. .1825, 


1684 . 


.1824, 


1912. 


.2028, 1914.. 2042 




Seq. No. 


41470 








Seq. ID 


OJ991215_18.0306 




Gene No. 


85958 








Strand 






Start 


138 








End 






Name 


OJ991215 18 


.0306. 


CIS.ol 


tw 


Method 


TBLASTX : Wneat 




Start 


1917 








End 


21oU 




GI 


none 








Score 


98 




Exons 


1917. .2069, 


2052. 


.2180, 


2054. 


. 2179 . 






Seq. No. 


41470 








Seq. ID 


OJ991215_18.0306 


n s 

. \~f J- -J 


Gene No. 


85958 








Strand 






Start 


138 








End 


3911 




Name 


OJ991215 18 


.0306 


C15.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2051 








End 


2203 




GI 


none 








Score 


103 




Exons 


2051. .2203, 


2055 


.2201 










Seq. No. 


41470 








Seq. ID 


OJ991215_18.0306 




Gene No. 


85958 








Strand 






Start 


138 








End 


3911 




Name 


OJ991215 18 


.0306 


. CIS.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2466 








End 


2774 




GI 


none 








Score 


155 




Exons 


2466. .2537, 


2544 


. .2774 










Seq. No. 


41470 








Seq. ID 


OJ991215JL8.0306 


. CIS 


Gene No. 


85958 








Strand 






Start . 


138 








End 


3911 




Name 


OJ991215 18 


.0306 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2475 








End 


3885 




GI 


none 








Score 


98 




Exons 


2475. .2540, 


2529 


. .2816, 


2626. 


.2778, 3631.. 3885 




Seq. No. 


41471 








Seq. ID 


OJ991215_18.0306 


.C16 


Gene No. 


85959 








Strand 


+ 




Start 


356 








End 


853 




Name 


OJ991215 18 


.0306 


.C16.ol 


.gs 


Method 


GENSCAN 




Start 


356 








End 


853 




GI 


none 








Score 


.69 




Exons 


356.-446, 488. .610, 759 


. .853 









41585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41471 Seq. ID OJ991215_18 . 0306 . C16 

85960 Strand 

2725 End 5397 

OJ991215_18 . 0306 . C16 . ol . gp Method AAT/GAP 

2725 End 3243 

77037_1.R1084 Score 905 

2725. .3243 

'3776559 3.0e-35 (AC005388) Strong similarity to gene F14J9.26 
gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene, 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41471 
85960 
2725 

OJ991215_18.0306.C16.ol.tm 
2744 



none 
2744. 
3134. 
4215. .4247 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2803, 2746.. 2802, 3020.. 3343, 



OJ991215 18.0306.C16 



5397 

TBLASTX: Maize 
4247 
68 

3030. .3341, 3091. 



.3346, 4127. .4207, 4127. .4207, 4128. .4208, 4214, 



.3345, 
.4246, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41471 
85960 
2725 

OJ991215_18.0306.C16.o2.gs 

3029 

none 



Seq. ID OJ991215_18.0306.C16 
Strand 

End 5397 

Method GENSCAN 

End 504 9 

Score .61 



3029. .3343, 4211. .4372, 4882. .5049 



41471 
85960 
2725 

OJ991215_18.0306.C16.ol.np 

3065 

3776559 



Seq. ID OJ991215_18.0306.C16 
Strand 

End 5397 

Method AAT/NAP 

End 5397 

Score 273 



3065.. 3340, 4127.. 4247, 5318.. 5397 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41471 
85960 
2725 

OJ991215_18.0306.C16.ol.ts 

3104 

none 



Seq. ID OJ991215_18.0306.C16 
Strand 

End 5397 

Method TBLASTX : Soybean 

End 4246 

Score 60 



3104. .3178, 3108. .3164, 3194. .3340, 3198. .3341, 4115. .4246 



41471 
85960 
2725 

OJ991215_18.0306.C16.o2.gp 

4141 

2443097 

4141. .4246 



Seq. ID OJ991215_18.0306.C16 
Strand 

End 5397 

Method AAT/GAP 

End 424 6 

Score 186 



41586 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3776559 3.0e-35 (AC005388) Strong similarity to gene F14J9.26 
gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215 18.0306.C17 



41472 
85961 
1 

OJ991215_18.0306.C17.ol.np 
1 

3776559 

1..24, 178. .278, 1136. .1363, 3751. .4068, 4155. .4439, 4565. ,4876 
(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



4876 
AAT/NAP 
.4876 
1340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41472 Seq. ID OJ991215_18 . 0306 . C17 

85961 Strand 

1 End 4 87 6 

OJ991215JL8 . 0306 . C17 . ol . gp Method AAT/GAP 

174 End 1272 

2443097 Score 438 

174.. 278, 1136.. 1272 

3776559 3.0e-35 (AC005388) Strong similarity to gene F14J9.26 
gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene. 
[Arabidopsis thaliana] 



41472 
85961 
1 

OJ991215_18.0306.C17.ol.tm 

177 

none 



Seq. ID OJ991215_18.0306.C17 



Strand 
End 

Method 

End 

Score 



4876 

TBLASTX: Maize 

4347 

80 



177. .278, 223. .276, 1136. .1168, 1169. .1366, 1170. .1364, 
1216. .1368, 3748. .4071, 3749. .4063, 4152. .4346, 4153. .4347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41472 Seq. ID 

85961 Strand 

1 End 

OJ991215_18.0306.C17.ol.gs Method 

178 End 

none Score 



OJ991215_18.0306.C17 

4876 
GEN SCAN 
4876 
.72 



178. .278, 1136. .1363, 3751. .4068, 4155. .4439, 4565. .4876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



41472 
85961 
1 

OJ991215_18.0306.C17.ol.ts 
180 
none 

180. .281, 223. 
3748. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

279, 1136. .1366, 1137.. 



OJ991215_18.0306.C17 
4876 

TBLASTX: Soybean 

4442 

62 

1364, 1139. .1375, 



,4071, 3749.. 4072, 3750.. 4073, 3795.. 4076, 3796.. 4074, 



4152. .4439, 4153. 



41472 



.4440, 4155. .4442 

Seq. ID 



OJ991215 18.0306.C17 



41587 




Gene No. 


85961 








Strand 


- 


Start 


1 








End 


4876 


Name 


OJ991215 18 


.0306. 


C17.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


201 








End 


3816 


GI 


none 








Score 


64 


Exons 


201. .278, 223. .276, 1136. .1366, 1137. 


.1364, 1177. .1365, 




1178. .1366, 


3748. 


.3816, 


3749. 


.3814 




Seq. No. 


41472 








Seq. ID 


OJ991215_18.0306.C17 


Gene No. 


85961 








Strand 




Start 


1 








End 


4876 


Naiue 


OJ991215 18 


.0306. 


C17 .o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1136 








End 


1366 


GI 


none 








Score 


143 


Exons 


1136. .1366, 


1137. 


.1364 








Seq. No. 


41472 








Seq. ID 


OJ991215_18.0306.C17 


Gene No. 


85961 








Strand 




Start 


1 








End 


4876 


Name 


OJ991215 18 


.0306. 


C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2499 








End 


2784 


GI 


none 








Score 


171 


Exons 


2499. .2654, 


2510. 


.2656, 


2636. 


.2716, 2659. .2754, 2755. .2784 


Seq. No. 


41472 








Seq. ID 


OJ991215_18 . 0306 . C17 


Gene No. 


85961 








Strand 




Start 


1 








End 


4876 


Name 


OJ991215 18 


.0306. 


C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3776 








End 


4397 


GI 


none 








Score 


286 


Exons 


3776. .4072, 


3778. 


.4071, 


4111. 


.4338, 4152. .4388, 4152. .4397, 




4153. .4389 












Seq. No. 


41472 








Seq. ID 


OJ991215_18.0306.C17 


Gene No. 


85961 








Strand 




Start 


1 








End 


4876 


Name 


OJ991215 18 


.0306. 


C17 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3817 








End 


4308 


GI 


none 








Score 


203 


Exons 


3817. .4074, 


3818. 


.4063, 


4152. 


.4307, 4165.. 4308 


Seq. No. 


41472 








Seq. ID 


OJ991215_18.0306.C17 


Gene No. 


85961 








Strand 




Start 


1 








End 


4876 


Name 


OJ991215 18 


.0306. 


C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4350 








End 


4642 


GI 


none 








Score 


77 


Exons 


4350. .4430, 


4350. 


.4439, 


4351. 


.4440, 4554. .4634, 4562. .4642 


Seq. No. 


41473 








Seq. ID 


OJ991215_18.0306.C18 


Gene No. 


85962 








Strand 


+ 


Start 


1023 








End 


1781 


Name 


OJ991215 18 


.0306. 


C18.ol 


. np 


Method 


AAT/NAP 


Start 


1023 








End 


1781 


GI 


4680179 








Score 


1225 


Exons 


1023. .1781 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 



41588 






Seq. No. 


41473 






Seq. ID 


OJ991215_18 .0306 


. C18 




Gene No. 


85963 






Strand 








Start 


222 






End 


1773 






Name 


OJ991215 18 


.0306.C18.ol 


.gs 


Method 


GEN SCAN 






Start 


222 






End 


1773 






GI 


none 






Score 


.51 






Exons 


222.. 409, 430.. 648, 1234. .1347, 1408.. 


1639, 1726.. 1773 






Seq. No. 


41473 






Seq. ID 


OJ991215_18.0306 


. Clo 




Gene No. 


85963 






Strand 








Start 


222 






End 


1773 






Name 


OJ991215_18 


. 0306.C18 .ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


1154 






End 


1681 






GI 


none 






Score 


608 






Exons 


1154 . .1681, 


1235 . . 1648, 


1425. 


.1676, 1426. .1680 






Seq. No. 


41473 






Seq. ID 


OJ991215_18.0306 


. Clo 




Gene No. 


85963 






Strand 








Start 


222 






End 


1773 






Name 


OJ991215 18 


. 0306.C18 .ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1388 






End 


1705 






GI 


none 






Score 


88 




Er- 


Exons 


1388. .1561, 


1562 . . 1705, 


1564 . 


. 1704 






as 
_5 

S» 


Seq. No. 


41473 






Seq. ID 


OJ991215_18 .0306 


. C18 


1 i 


Gene No . 


85963 






Strand 






LI 


Start 


222 






End 


1773 






Name 


OJ991215 18 


.0306.C18.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


1469 






End 


1728 




•sr 


GI 


none 






Score 


291 






Exons 


1469. . 1726, 


1474 . . 1728 










- 


Seq. No. 


41473 






Seq. ID 


OJ991215 18.0306 


. C18 


3 


Gene No. 


85963 






Strand 






~ 


Start 


222 






End 


1773 






Name 


OJ991215_18 


.0306.C18.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1493 . 






End 


1747 




3 

KT 


GI 


none 






Score 


351 






Exons 


1493. .1747, 


1498. .1737 












Seq. No. 


41474 






Seq. ID 


OJ991215_18.0306 


.C19 




Gene No. 


85964 






Strand 


+ 






Start 


1 






End 


774 






Name 


OJ991215 18 


.0306.C19.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


774 






GI 


7340881 






Score 


113 






Exons 


1..131, 512 


..636, 742.. 


774 










GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


41475 






Seq. ID 


OJ991215_18.0306 


.C20 




Gene No. 


85965 






Strand 


+ 






Start 


2506 






End 


10370 






Name 


OJ991215 18 


.0306.C20.ol 


.gs 


Method 


GENSCAN 






Start 


2506 






End 


10370 






GI 


none 






Score 


.46 






Exons 


2506. .2584, 


3413. .3445, 


3664. 


.3761, 4128. .4299, 4336.-4674, 



41589 



4797.. 4913, 5053.. 6761, 6834.. 7525, 7637.. 9436, 9554.. 10370 



Seq. No. 


41475 


Seq. ID 


OJ991215_ 


18.0306 


Gene No. 


85965 


Strand 


+ 




Start 


2506 


End 


10370 




Name 


OJ991215 18.0306.C20.o2.np 


Method 


AAT/NAP 




Start 


4407 


End 


10367 




GI 


7228457 


Score 


8725 




Exons 


4407. .4773, 4835. .6770, 6834. .7668, 7791. .8750, 


8817. .1 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 


type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Ory 




sativa] 








Seq. No. 


41475 


Seq. ID 


OJ991215_ 


18.0306 


Gene No. 


85966 


Strand 






Start 


3150 


End 


4422 




Name 


OJ991215 18.0306.C20.ol.np 


Method 


AAT/NAP 




Start 


3150 


End 


4422 




GI 


7523512 


Score 


187 




Exons 


3150. .3281, 4295.. 4422 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41475 


Seq. ID 


OJ991215_ 


_18 .0306 


Gene No . 


85967 


Strand 






Start 


10992 


End 


15879 




Name 


OJ991215 18.0306.C20.o2.gs 


Method 


GENSCAN 




Start 


10992 


End 


14742 




GI 


none 


Score 


.73 




Exons 


10992. .12711, 12797. .13195, 


13337. .13428, 13489 


. 13862, 




13929. .14077, 14556 .. 14617, 


14701. .14742 




Seq. No. 


41475 


Seq. ID 


OJ991215_ 


18.0306 


Gene No. 


85967 


Strand 






Start 


10992 


End 


15879 




Name 


OJ991215 18.0306.C20.o3.np 


Method 


AAT/NAP 




Start 


10995 


End 


14058 




GI 


6907089 


Score 


3971 




Exons 


10995. .12711, 12797.. 14058 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41475 


Seq. ID 


OJ991215_ 


_18.0306 


Gene No. 


85967 


Strand 






Start 


10992 


End 


15879 




Name 


OJ991215 18.0306.C20.o5.np 


Method 


AAT/NAP 




Start 


13153 


End 


15879 




GI 


5922623 


Score 


133 




Exons 


13153. .13187, 15132. .15285, 


15794. .15879 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 





gi I 6016856 tdbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 41475 Seq. ID 

Gene No. 85967 Strand 

Start 10992 End 

Name OJ991215_18 . 0306 . C20 . o4 . np Method 

Start 14696 End 

GI 7523512 Score 



OJ991215_18.0306.C20 

15879 
AAT/NAP 
14819 
178 



41590 




Exons 14696. .14819 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306. 


C20 


Gene No. 


85968 








Strand 


- 




Start 


16246 








End 


29669 




Name 


OJ991215 18. 


0306. 


C20.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5103 








End . 


5351 




GI 


none 








Score 


197 




Exons 


5103. .5351, 


5105 . 


. 5350 










Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18. 


0306. 


C20.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5115 








End 


5453 




GI 


none 








Score 


116 




Exons 


5115. . 5213, 


5132 . 


. 5212, 


5180 . 


.5419, 5196. .5453 




Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18. 


0306. 


C20.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6191 








End ' 


6677 




GI 


none. ■ 








Score 


402 




Exons 


6191. . 6322, 


6192 . 


. 6677, 


6192 . 


.6353, 6386.-6646, 6411.. 6650 


Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


0306. 


C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6842 








End 


7304 




GI 


none 








Score 


589 




Exons 


6842. .7294, 


6843 . 


. 7304, 


684 5 . 


.7304 






Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669' 




Name 


OJ991215 18 


.0306. 


C20.o3 


-ts 


Method 


TBLASTX: Soybean 




Start 


6882 








End 


7247 




GI 


none 








Score 


107 




Exons 


6882 . .7106, 


7113. 


. 7247 










Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306. 


C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6972 








End 


7328 




GI 


none 








Score 


381 




Exons 


6972. .7328, 


7007. 


.7294, 


7093. 


.7317, 7212.. 7328 




Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


C20.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


7355 








End 


7739 




GI 


none 








Score 


354 





41591 




Exons 


7355. .7720, 


7356 


. .7739 










Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


.C20.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7412 ~ 








End 


■ 7832 




GI 


none 








Score 


480 




Exons 


7412 . . 7807, 


7413 


. .7832 










Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


.C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7491 ~~ 








End 


7862 




GI 


none 








Score 


276 




Exons 


7491. .7862, 


7508 


. .7651 










Sea. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


.C20.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


8268 








End 


8729 




GI 


none 








Score 


234 




Exons 


8268. .8519, 


8295 


. .8546, 


8360. 


.8545, 8524.. 8556, 8580.. 8729, 




8591 .8728 














Sea No 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


.C20.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


8418 








End 


8984 




GI 


5666795 








Score 


62 




Exons 


8418. .8516, 


8592 


. .8729, 


8769. 


.8984 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea mays] 




Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


,C20.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


8732 








End 


9044 




GI 


none 








Score 


193 




Exons 


8732. .8908, 


8769 


. .9044 










Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


.C20.O2 


. tm 


Method 


TBLASTX: Maize 




Start 


9237 








End 


9560 




GI 


none 








Score 


357 




Exons 


9237. .9560, 


9266 


. .9547 










Seq. No. 


41475 








Seq. ID 


OJ991215_18.0306 


.C20 


Gene No. 


85968 








Strand 






Start 


16246 








End 


29669 




Name 


OJ991215 18 


.0306 


.C20.O4 


.tw 


Method 


TBLASTX: Wheat 




Start 


9374 








End 


9775 





41592 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

9374.. 9775, 9375.. 9755 

41475 
85968 
16246 

OJ991215_18.0306.C20.o8.tw 
9780 
none 

9780.. 10040, 9782.. 10039, 9804 
10232. .10354, 10233. .10358 



Score 365 



Seq. ID OJ991215_18.0306.C20 
Strand 

End 29669 

Method TBLASTX : Wheat 

End 10358 

Score 229 

10172, 9896. .10066, 



41475 
85968 
16246 

OJ991215_18.0306.C20.o3.gs 
16246 
none 
16246. 
17428. 
18494. 
20384. 
24019. 
26337. 



End 

Method 

End 

Score 



.16346, 16383. 
.17505, 17576. 
.18702, 18784. 
.21611, 22010. 
.24120, -25024. 
.26428, 26647.. 



16580, 
17707, 
19197, 
22473, 
25089, 
26776, 



41475 
85968 
16246 

OJ991215_18.0306.C20.o6.np 

19147 

7228442 

19147. .19255, 20384 .. 22468 , 



Seq. ID OJ991215_18.0306.C20 
Strand 

29669 
GENSCAN 
29275 
.51 

16886. .16963, 17224, 
17759. .17963, 18054, 
19270. .19690, 19801 .. 19927, 
22549. .22763, 22914 .. 23046, 
25116. .25169, 25196 .. 254 92, 
28732. .28810, 29210. .29275 



OJ991215 18.0306.C20 



.17343, 
.18315, 



Seq. ID _ 
Strand 

End 29669 
Method AAT/NAP 
End 23053 
Score 1569 
22496. .22682, 22728.. 23053 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



41475 
85968 
16246 

OJ991215_18.0306.C20.o6.tw 

21279 

none 

21279. .21461, 21348 .. 21461, 
21593. .21652 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_18.0306.C20 
29669 

TBLASTX: Wheat 

21652 

78 



21358. .21462, 21474 .. 21593, 



Seq. No. 41475 

Gene No. 85968 

Start 16246 

Name OJ991215_18 . 0306 . C20 . o4 .tin 

Start 21372 

GI none 

Exons 21372. .21452, 21593 .. 21778 , 
21840. .21953 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_18.0306.C20 
29669 

TBLASTX: Maize 

21958 

117 



21594. .21779, 21836 .. 21958 , 



Seq. No. 
Gene No. 
Start 



41475 
85968 
16246 



Seq. ID 

Strand 

End 



OJ991215 18.0306.C20 



29669 



41593 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ991215_18 . 0306 . C20 . 06 . tm Method TBLASTX : Maize 

29070 , End 29669 

none Score 101 

29070.. 29159, 29096 .. 29152 , 29472 .. 29603, 29475 .. 29606, 

29596. .29655, 29601.. 29669 



41476 
85969 
288 

OJ991215_18 . 0306 . C21 . ol . gs 

288 

none 

288. .877 



Seq. ID OJ991215_18.0306.. 
Strand 

End 923 

Method GENSCAN 

End 877 

Score .93 



C21 



41476 
85969 
288 

OJ991215_18.0306.C21.ol.np 
291 

4680179 
291. .923 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991215_18.0306, 
Strand 

923 

AAT/NAP 
923 
1053 



C21 



End 

Method 

End 

Score 



41476 




Seq. ID 


OJ991215_18.0306. 


C21 


85969 




Strand - 






288 




End 






OJ991215 18.0306.C21.o2. 


tm 


Method 


TBLASTX: Maize 




315 




End 


512 




none 




Score 


188 




315.. 512 










41476 




Seq. ID 


OJ991215_18.0306. 


C21 


85969 




Strand 






288 




End 


923 




OJ991215 18.0306.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




336 




End 


758 




none" 




Score 


79 




336. .758, 454. .576, 561 


.641, 


616. .738 






41476 




Seq. ID 


OJ991215_18.0306 


.C21 


85969 




Strand 






288 




End 


923 




OJ991215 18.0306.C21.ol 


. tm 


Method 


TBLASTX: Maize 




516 




End 


923 




none 




Score 


62 




516.. 923, 529.-627, 658 


. .921 








41476 




Seq. ID 


OJ991215JL8.0306 


.C21 


85969 




Strand 






288 




End 


923 




OJ991215 18.0306.C21.o2 


.tw 


Method 


TBLASTX: Wheat 




762 




End 


923 




none 




Score 


89 




762. .923, 766. .921 










41477 




Seq. ID 


OJ991215_18.0306 


.C26 


85970 




Strand 







41594 



Start 


194 


End 


702 








Name 


OJ991215 18.0306.C26.ol.np 


Method 


AAT/NAP 








Start 


194 


End 


702 








GI 


7228450 


Score 


177 








Exons . 


194. .306, 376. .498, 641. .702 












GI Descrip. 


(AP001366) hypothetical prote 


in [Oryza 


sativa] 








Seq. No. 


41477 


Seq. ID 


OJ991215_ 


18 


.0306. 


C26 


Gene No. 


85971 


Strand 










Start 


1084 


End 


2163 








Name 


OJ991215 18.0306.C26.ol.gs 


Method 


GENS CAN 








Start 


1084 


End 


2163 








GI 


none 


Score 


.87 








Exons 


1084. .1159, 1512.. 1572, 1992. 


.2163 










Seq. No. 


41477 


Seq. ID 


OJ991215_ 


_18 


.0306. 


C26 


Gene No. 


85972 


Strand 










Start 


2110 


End 


2681 








Name 


OJ991215 18.0306.C26.o2.np 


Method 


AAT/NAP 








Start 


2110 


End 


2681 








GI 


5042454 


Score 


182 








Exons 


2110. .2170, 2516. .2681 












GI Descrio. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


41478 


Seq. ID 


OJ991215_ 


_18 


.0306. 


C27 


Gene No. 


85973 


Strand 










Start 


2108 


End 


3183 








Name 


OJ991215 18.0306.C27.o2.gs 


Method 


GENSCAN 








Start 


2108 


End 


3119 








GI 


none 


Score 


.64 








Exons 


2108.. 2662, 2676.. 3119 













Seq. No. 


41478 






Seq. ID 


OJ991215_18.0306.C27 


Gene No. 


85973 






Strand 




Start 


2108 






End 


3183 


Name; 


OJ991215 18 


.0306. 


C27.ol. np 


Method 


AAT/NAP 


Start 


2235 






End 


3183 


GI 


6633841 






Score 


432 


Exons 


2235. .2741, 


2835. 


.3183 






GI Descrip. 


(AC008047) 


F2K11. 


25 [Arabidopsis thaliana] 


Seq. No. 


41478 






Seq. ID 


OJ991215_18.0306.C27 


Gene No. 


85973 






Strand 




Start 


2108 






End 


3183 


Name 


OJ991215 18 


.0306. 


C27.ol.tc 


Method 


TBLASTX: Cress 


Start 


2237 






End 


2609 


GI 


none 






Score 


85 


Exons 


2237. .2356, 


2399. 


.2608, 2406. 


.2540, 2562.. 2609 


Seq. No. 


41478 






Seq. ID 


OJ991215_18.0306.C27 


Gene No. 


85973 






Strand 




Start 


2108 






End 


3183 


Name 


OJ991215 18 


.0306. 


C27 .ol. tm 


Method 


TBLASTX: Maize 


Start 


2237 






End 


3086 


GI 


none 






Score 


188 


Exons 


2237. .2377, 


2325. 


.2654, 2402. 


.2665, 2667. .2768, 2698. .2793, 




2814. .3047, 


2892. 


.3086 







41595 




Seq. No. 


41478 








Seq. ID 


OJ991215_18.0306.C27 


Gene No. 


85973 








Strand 




Start 


2108 








End 


3183 


Name 


OJ991215 18 


.0306. 


C27.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2255 








End 


2714 


GI 


none 








Score 


75 


Exons 


2255. .2353, 


2396. 


.2662, 


2400. 


.2540, 2574.. 2669, 2667. .2714 


Seq. No. 


41478 








Seq. ID 


OJ991215_18.0306.C27 


Gene No. 


85973 








Strand 




Start 


2108 








CjTXO. 


jlo J 


Name 


OJ991215 18 


.0306. 


C27.o2 


.tc 


Method 


i nLiio i a : tress 


Start 


2700 








bna 




GI 


none 








Score 


loo 


Exons 


2700. .2861, 


2811. 


.3002 








Seq. No. 


41478 








Seq. ID 


OJ991215_18.0306.C27 


Gene No. 


85973 








Strand 




Start 


2108 








End 


3183 


Name 


OJ991215 18 


.0306. 


C27.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2718 








End 


O A *~l O 

3078 


GI 


none 








Score 


c o 
DO 


Exons 


2718. .2789, 


2814. 


.3071, 


2944. 


. 3078 




Seq. No. 


41479 








Seq. ID 


OJ991215_18.0306.C28 


Gene No. 


85974 








Strand 


+ 


Start 


81 








End 


o 'i ft 
329 


Name 


OJ991215 18 


.0306. 


C28.ol 


. gs 


Method 


GENSCAN 


Start 


81 








End 


O O ft 


GI 


none 








Score 


TC 

. / 0 


Exons 


81. .329 












Seq. No. 


41479 








Seq. ID 


OJ991215_18.0306.C28 


Gene No. 


85975 








Strand 


+ 


Start. 


1575 








End 


2103 


Name 


OJ991215 18 


.0306. 


C28.o2 


. gs 


Method 


GENSCAN 


Start 


1575 








End 


2103 


GI 


none 








Score 


.62 


Exons 


1575. .1813, 


1977. 


.2103 








Seq. No. 


41479 








Seq. ID 


OJ991215_18.0306.C28 


Gene No. 


85976 








Strand 


+ 


Start 


OCCC 

ZOOD 








End 


5615 


Name 


OJ991215 18 


.0306. 


C28.o2 


.np 


Method 


AAT/NAP 


Start 


2533 








End 


5615 


GI 


6437558 








Score 


1693 


Exons 


2533. .2752, 


3237. 


.3347, 


3488. 


.3591, 4113. .4225, 4345. .4442, 




4539. .4718, 


4805. 


.5026, 


5158. 


.5292, 5384.. 5615 


GI Descrip. 


(AC011623) 


putative ATPase (ISW2-like) 


[Arabidopsis thaliana] 


Seq. No. 


41479 








Seq. ID 


OJ991215_18.0306.C28 


Gene No. 


85976 








Strand 


+ 


Start 


2555 








End 


5615 


Name 


OJ991215 18 


.0306. 


C28.o3 


.gs 


Method 


GENSCAN 


Start 


2555 








End 


5540 


GI 


none 








Score 


.89 



41596 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



2555. .2890, 3225.. 3347, 3488. .3591, 4113.. 4225, 4345.-4442, 
4539. .4718, 4805.. 5026, 5158. .5292, 5357.. 5540 



41479 Seq. ID 

85977 Strand 

1 End 
OJ991215_18 . 0306 . C28 . ol .np Method 

1 End 

5454199 Score 
1. .268 

(AC005698) T3P18.13 [Arabidopsis thaliana] 



OJ991215_18.0306.C28 
268 

AAT/NAP 
268 
175 



41479 Seq. ID 

85977 Strand 

1 End 
OJ991215_18.0306.C28.o2.tm Method 

2 End 
none Score 
2. .238, 3. .149, 4. .240, 5. .241 

41479 
85978 
3228 

OJ991215_18.0306.C28.ol.tm . 
3228 
none 

3228.-3266, 3247.. 3345, 3486. 
3488.. 3592, 3489.-3593, 4110. 
4346.. 4441, 4347.-4442, 4350. 
4539. .4718, 4540. .4725, 4802. 
4806.. 5051, 5011.. 5055, 5152. 
5382.. 5615, 5383.. 5613 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215_18.0306.C28 
268 

TBLASTX: Maize 

241 

179 



OJ991215 18.0306.C28 



5615 

TBLASTX: Maize. 
5615 
45 

3557, 3487.. 3591, 3488.. 3592, 

4226, 4111. .4227, 4112. .4231, 

4442, 4538. .4714, 4539. .4718, 

5035, 4804. .4965, 4805. .5035, 

5295, 5156.. 5293, 5381.. 5614, 



41479 
85978 
3228 

OJ991215_18.0306.C28.ol.ts 

3487 

none 

3487.. 3567, 3487.. 3558, 3488. 
4346. .4441, 4347. .4442, 4351. 
4802.. 5050, 4810.. 4965, 4839. 
5152.. 5256, 5156.. 5308, 5381. 

41479 
85978 
3228 

OJ991215_18.0306.C28.ol.tc 

4886 

none 

4886.. 5020, 5176.. 5295, 5176. 
5362.-5496, 5381.. 5500, 5382. 
5500. .5613 

41480 
85979 
1 



Seq. ID OJ991215_18.0306.C28 
Strand 

End . 5615 

Method TBLASTX : Soybean 

End 5614 

Score 67 

.3580, 4111. .4137, 4189.. 4227, 
.4443, 4539. .4718, 4574. .4717, 
.5054, 4841.. 5056, 5152.. 5295, 
.5614, 5382.. 5612, 5383.. 5613 

Seq. ID OJ991215_18.0306.C28 
Strand 

End 5615 

Method TBLASTX: Cress 

End 5614 

Score 132 

.5253, 5181.. 5258, 5228.. 5308, 
.5426, 5383.-5496, 5444. .5614, 



Seq. ID OJ991015_18.0315-C1 
Strand + 
End 931 



41597 




Name 


OJ991015 18 


.0315. CI. ol. 


np 


Method 


AAT/NAP 




Start 


1 ~~ 






End 


904 




GI 


5020219 






Score 


446 






1 . . 904 












GT DpscriD. 


(AF149919) 


wax synthase 


t [Simmondsia chinensis] 




Seq. No. 


41480 






Seq. ID 


OJ991015_18.0315 


.CI 


Gene No. 


85979 






Strand 


+ 




Start 


1 






End • 


931 




Name 


OJ991015 18 


.0315. CI. ol. 










Start 


88 ~~ 






End 


931 




GI 


none 






Score 


1 




JjAUlliJ 


88 . . 931 












Seq. No. 


41480 






Seq. ID 


OJ991015_18.0315 


.CI 


Gene No. 


85980 






Strand 


+ 




Start 


2298 






End 


2855 




Name 


OJ991015 18 


.0315. CI. o2. 


y £> 


Method 


GENSCAN 




Start 


2298 ~~ 






End 


2855 




GI 


none 






Score 


.49 






2298. .2315, 


2829. .2855 










Seq. No. 


41481 






Seq. ID 


OJ991015_18.0315 


.C2 


Gene No. 


85981 






Strand 


+ 




Start 


1346 






End 


4363 




IN all Its 


OJ991015 18 


0315 C2 ol 


gs 


Method 


GENSCAN 






134 6 ~~ 






End 


4363 






none 






Score 


.78 




F 1 von q 


1346 1409 


2830 3011 


3051. 


.3581, 3827.. 4363 




Seq. No. 


41481 






Seq. ID 


OJ991015JL8.0315 


.C2 


Gene No. 


85982 






Strand 






Start 


4420 






End 


4699 




Name 


OJ991015 18 


.0315.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


.4420 _ 






End 


4699 




GI 


none 






Score 


234 




Pyrin q 


4420 4689. 


4421 4699. 


4475. 


.4690 






Sea No 


41482 






Seq. ID 


OJ991015_18.0315 


. C3 • 


Gene No . 


85983 






Strand 


+ 




Start 


1 






End 


1969 




Name 


OJ991015 18 


.0315.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1969 




GI 


4581164 






Score 


416 




Exons 


1..427, 1942. .1969 












(AC006220) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


41482 






Seq. ID 


OJ991015_18.0315 


-C3 


Gene No. 


85983 






Strand 


+ 




Start 


1 






End 


1969 




Name 


OJ991015 18 


.0315.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


421 




GI 


none 






Score 


474 




Exons 


2. .421, 7.. 


420 










Seq. No. 


41482 






Seq. ID 


OJ991015_18.0315 


-C3 



41598 






Gene No. 


85983 


Strand 


+ 






Start 


1 


End 


1969 






Name 


OJ991015 18.0315.C3.ol.ts 


Method 


TBLASTX : Soybean 






Start 


4 


End 


295 






GI 


none 


Score 


209 






Exons 


4. .105, S..295, 188. .292 










Seq. No. 


41482 


Seq. ID 


OJ991015_18.0315 


.C3 




Gene No. 


85983 


Strand 


+ 






Start 


1 


End 


1969 






Name 


OJ991015 18.0315.C3.ol.tw 


Method 


TBLASTX: Wheat 






Start 


11 


End 


424 






GI 


none 


Score 


330 






Exons 


11. .424, 46. .387 










Seq. No. 


41482 


Seq. ID 


OJ991015_18.0315 


.C3 




Gene No. 


85983 


Strand 


+ 






Start 


1 


End 


1969 






Name 


OJ991015 18.0315.C3.ol.gs 


Method 


GENSCAN 






Start 


35 


End 


741 






GI 


none 


Score 


.67 






Exons 


35. .410, 563. .741 








h a? 


Seq. No. 


41482 


Seq. ID 


OJ991015_18.0315 


.C3 




Gene No. 


85983 


Strand. 


+ 




% ==? 


Start 


1 


End 


1969 






Name 


OJ991015 18.0315.C3.o2.tm 


Method 


TBLASTX: Maize 




5 L§ 


Start 


424 


End 


696 




L _jj 


GI 


none 


Score 


294 




S . H 


Exons 


424 . . 696, 426. . 677 










Seq. No. 


41483 


Seq. ID 


OJ991015_18.0315 


.C4 


fU 


Gene No. 


85984 


Strand 


+ 






Start 


2115 


End 


3139 




?=• 


Name 


OJ991015 18.0315.C4.ol.np 


Method 


AAT/NAP 




v i 


Start 


2115 


End 


3139 






GI 


5020219 


Score 


253 




r "** 


Exons 


2115. .2992, 3104.. 3139 








i _| 
:r ^ 


GI Descrip. 


(AF149919) wax synthase [Simmondsia chinensis] 




% =f 


Seq. No. 


41483 


Seq. ID 


OJ991015_18.0315 


.C4 




Gene No. 


85984 


Strand 


+ 






Start 


2115 


End 


3139 






Name 


OJ991015 18.0315.C4.ol.gs. 


Method 


GENSCAN 






Start 


2132 


End 


3060 






GI 


none 


Score 


.57 






Exons 


2132. .2332, 2344. .3060 










Seq. No. 


41484 


Seq. ID 


OJ991015_18.0315 


-C5 




Gene No. 


85985 


Strand 


+ 






Start 


1 


End 


5104 






Name 


OJ991015 18.0315.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5104 






GI 


4680203 


Score 


3077 






Exons 


1..86, 338. .1993, 2147. .2377, 


2654. .3446, 4920. .5104 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 





41599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41484 
85985 

1 ' 

OJ991015_18.0315.C5.ol.gs 

338 
none 



Seq. ID OJ991015_18.0315.C5 

Strand + 

End 5104 

Method GENSCAN 

End 4788 

Score . 61 



338. .1150,. 1564. .1720, 2058. .2899, 3062. .3226, 3251. .3446, 
4371. .4415, 4520. .4788 



Seq. ID OJ991015_18.0315.C5 

Strand + 

End 5104 

Method AAT/GAP 

End 3507 

Score 4918 



41484 
85985 
1 

OJ991015JL8.0315.C5.ol.gp 
342 

342J..R1084 
342. .3507 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



41484 
85986 
9485 

OJ991015_18.0315.C5.o3.gs 

9485 

none 



Seq. ID OJ991015_18.0315.C5 

Strand + 

End 11692 

Method GENSCAN 

End 11692 

Score .84 



9485. .9492, 9833. .9959, 11492. .11692 



Seq. ID OJ991015_18.0315.C5 
Strand 

5188 
AAT/GAP 
5188 
412 



41484 
85987 
4917 

OJ991015_18.0315.C5.o2.gp 
4917 

LIB3431-028-P1-N1-A10 
4917. .5090, 5118. .5188 

M680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



End 

Method 

End 

Score 



41484 
85988 
5961 

OJ991015_18.0315.C5.o4 .tw 

663 

none 



Seq. ID OJ991015_18.0315.C5 
Strand 

End 8099 

Method TBLASTX : Wheat 

End 1040 

Score 90 



663. .782, 695. .820, 779. .1024, 789. .1040, 793. .1023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41484 
85988 
5961 

OJ991015_18.0315.C5.ol.ts 

961 

none 



Seq. ID OJ991015_18.0315.C5 
Strand 

End 8099 

Method TBLASTX : Soybean 

End 1389 

Score 100 

961. .1026, 962. .1036, 1121. .1324, 1126. .1302, 1312. .1371, 
1321. .1389 



Seq. No. 
Gene No. 
Start 



41484 
85988 
5961 



Seq. ID OJ991015_18.0315.C5 
Strand 

End 8099 



41600 




Name 


OJ991015 18 


.0315. 


C5.o2. 


tc • 


Method 


TBLASTX: Cress 


Start 


1129 








End 


1470 


GI 


none 








Score 


.149 


Exons 


1129. .1275, 


1130. 


.1318, 


1323. 


.1451, 1324. .1470 


Seq. No. 


41484 








Seq. ID 


OJ991015_18.0315.C5 


Gene No. 


85988 








Strand 




Start 


c n c i 

5961 








End 


8099 


Name 


OJ991015 18 


.0315. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1256 








End 


1727 


GI 


none 








Score 


68 


Exons 


1256. .1312, 


1267. 


.1314, 


1323. 


.1412, 1324. .1416, 1420. .1518, 




1425. .1517, 


1428. 


.1520, 


1498. 


.1722, 1521.. 1727, 1623.. 1727 


Seq. No. 


41484 








Seq. ID 


OJ991015 18. 0315. Co 


Gene No. 


o c c\ o o 








Strand 




Start 


5961 








End 


n a n a 

8099 


Name 


OJ991015 18 


.0315. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1324 








End 


1758 


GI 


none 








Score 


223 


Exons 


1324. .1539, 


1324. 


.1539, 


1567. 


.1758 




Seq. No. 


41484 








Seq. ID 


OJ991015_18.0315.C5 


Gene No. 


ooybo 








Strand 




Start 


5961 








End 


8099 


Name 


OJ991015 18 


.0315. 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1591 








End 


1791 


GI 


none 








Score 


200 


Exons 


1591. .1791 












Seq. No. 


41484 








Seq. ID 


OJ991015__18.0315.C5 


Gene No. 


85988 








Strand 




Start 


5961 








End 


8099 


Name 


OJ991015 18 


.0315. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1849 








End 


2259 


GI 


none 








Score 


87 


Exons 


1849. .1899, 


1850. 


.1912, 


1898. 


.2140, 1918.. 2100, 2168.. 2257, 




2173. .2259, 


2174. 


.2257 








Seq. No. 


41484 








Seq. ID 


OJ991015_18.0315.C5 


Gene No. 


o c n o o 








Strand 




Start 


5961 








End 


8099 


Name 


OJ991015 18 


.0315. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2174 








End 


2652 


GI 


none 








Score 


285 


Exons 


2174. .2650, 


2443. 


.2652 








Seq. No. 


41484 








Seq. ID 


OJ991015_18.0315.C5 


Gene No. 


85988 








Strand 




Start 


5961 








End 


8099 


Name 


OJ991015 18 


.0315. 


C5.ol. 


tw 


Method 


TBLASTX :Wheat 


Start 


2260 








End 


5050 


GI 


none 








Score 


932 


Exons 


2260. .3162, 


2261. 


.3178, 


3171. 


.3212, 3172. .3222, 3173.. 3217, 




3223. .3315, 


3224. 


.3283, 


3262. 


.3402, 3263. .3391, 3293. .3409, 




3415. .3453, 


3416. 


.3448, 


4919. 


.4957, 4958. .5050 



41601 




Seq. No. 


41484 




Seq. ID 


OJ991015_18.0315 


.C5 


Gene No. 


85988 




Strand 






Start 


5961 




End 


8099 




Name 


OJ991015 18.0315.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2548 




End 


2995 




GI 


none 




Score 


141 




Exons 


2548. .2985, 2548. .2991, 


2552. 


.2995, 2846.. 2995 




Seq. No. 


41484 




Seq. ID 


OJ991015 18.0315 


.C5 


Gene No. 


85988 




Strand 






Start 


5961 




End 


8099 




Name 


OJ991015 18.0315.C5.o2. 


gs 


Method 


GENSCAN 




Start 


5961 




End 


8099 




GI 


none 




Score 


.58 




Exons 


5961. . 6172, 6513. . 6674, 


8006. 


.8099 






Seq. No. 


41485 




Seq. ID 


OJ991015_18.0315 


.C6 


Gene No. 


85989 




Strand 


+ 




Start 


246 




End 


486 




Name 


OJ991015 18.0315.C6.ol. 


gs 


Method 


GENSCAN 




Start 


246 




End 


486 




GI 


none 




Score 


.57 




Exons 


246. ,355, 426.-486 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41485 Seq. ID 

85990 Strand 
54 9 End 
OJ991015_18 . 0315 . C6 . ol . np Method 
54 9 End 
6815052 Score 
549.. 670, 927.. 1005, 1085.. 1794, 1843. 
3771. .3861, 4167. .4290, 4554. .4632, 4659. .4808 
(AP001080) hypothetical protein [Oryza sativa] 



OJ991015 18. 0315. C6 



5312 
AAT/NAP 
4808 
1471 

.1987, 2762. 



.2855, 



41485 
85990 
549 

OJ991015_18. 

1160 

none 

1160. .1302, 
4638. .4783, 



0315.C6.o2.gs 



1843. 
5273. 



.1990, 
.5312 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991015_18.0315.C6 

5312 
GENSCAN 
5312 
.75 



.2833. .2886, 3771. .3864, 4068.. 4165, 



Seq. No. 41486 Seq. ID OJ991015_18 . 0315 . C7 

Gene No. 85991 Strand + 

Start 2417 End 2910 

Name OJ991015_18 . 0315 .C7 .o2 .gp Method AAT/GAP 

Start 2417 End 2910 

GI 38782_1.R1084 Score 805 

Exons 2417.. 2910 

GI Descrip. ' 6069643/dbj I AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 41486 

Gene No. 85992 

Start 3069 

Name OJ991015_18 . 0315 . C7 . o2 . gs 



Seq. ID OJ991015_18.0315.C7 

Strand + 

End 8365 

Method GENSCAN 



41602 





Start 


3069 


End 


8365 






GI 


none 


Score 


.44 






Exons 


3069.. 3239, 3299. .3420, 3646 


..3923, 4348. .5727, 


5948. .7716, 






7748. .8365 










Seq. No. 


41486 


Seq. ID 


OJ991015_ 


18. 0315. C7 


- 


Gene No. 


85992 


Strand 


+ 






o tart 


3069 


End 


8365 






Name 


OJ991015 18.0315.C7.ol.np 


Method 


AAT/NAP 






Start 


4467 


End 


8360 






GI 


4680179 


Score 


3660 






Exons 


4467.. 5538, 5641.. 8360 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


41486 


Seq. ID 


OJ991015_ 


18.0315. C7 




Gene No. 


85993 


Strand 


+ 






Start 


24367 


End 


28242 






Name 


OJ991015 18.0315.C7.o6.gs 


Method 


GEN SCAN 






Start 


24367 


End 


28242 






GI 


none 


Score 


.79 






Exons 


24367. .24999, 25091 .. 25166, 


25255. .26203, 26340. 


.26937, 






27025. .27162, 27447 27755, 


27786. .27880, 28005. 


.28242 




Seq. No. 


41486 


Seq. ID 


OJ991015_ 


18. 0315. C7 




Gene No. 


85994 


Strand 








Start 


1097 


End 


1288 






Name 


OJ991015 18.0315.C7.ol.gp 


Method 


AAT/GAP 






Start 


1097 


End 


1288 






GI 


5667165 


Score 


356 






Exons 


1097. .1288 










GI Descrip. 


5670155/gb|AF161269.1|AF161269 4 .0e-8 6 


Oryza sativa subsp. 


ry 
~ 




japonica BAC clone 34K24, complete sequence 






Seq. No. 


41486 


Seq. ID 


OJ991015_ 


18. 0315. C7 




Gene No. 


85995 


Strand 








Start 


18592 


End 


22497 






Name 


OJ991015 18.0315.C7.o2.np 


Method 


AAT/NAP 






Start 


18592 


End 


22497 






GI 


6539553 


Score 


6741 






Exons 


18592. .22497 









GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 41486 Seq. ID 

Gene No. 85996 Strand 

Start 28657 End 

Name OJ991015_18 . 0315 . C7 . ol2 . tw Method 

Start 4701 End 

GI none Score 

Exons 4701.. 5078 



OJ991015_18.0315.C7 
34511 

TBLASTX: Wheat 

5078 

268 



Seq. No. 41486 Seq. ID 

Gene No. 85996 Strand 

Start 28657 End 

Name OJ991015 18 . 0315 .C7 . ol2 . tm Method 



OJ991015_18.0315.C7 
34511 

TBLASTX: Maize 



41603 




Start 


4959 






End 


5360 


GI 


none 






Score 


232 


Exons 


4959.. .5360 










Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315.C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


.0315. 


C7 .ol4 . tw 


Method 


TBLASTX: Wheat 


Start 


5676 






End 


6078 


GI 


none 






Score 


145 


Exons 


5676. .5819, 


5676. 


.5729, 5720. 


.5818, 5904. .6059, 5908. .6078 


Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315.C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


.0315. 


C7 . ol3 . tm 


Method 


TBLASTX: Maize 


Start 


6091 






End 


6288 


GI 


none 






Score 


196 


Exons 


6091. .6288, 


6141. 


. 6287 






Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315.C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


.0315. 


C7 .o4 . tw 


Method 


TBLASTX : Wheat 


Start 


6219 ~~ 






End 


31406 


GI 


none 






Score 


531 


Exon*? 


6219 6674, 


6220. 


.6702, 6247. 


.6693, 31101. .31406 


Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315,C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


. 0315. 


C7.o4.tm 


Method 


TBLASTX: Maize 


Start 


6352 ~ 






End 


31503 


GI 


none 






Score 


162 


Exons 


6352. .6597, 


31146 


..31493, 31146.. 31502 


, 31147.. 31503 


Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315.C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


.0315. 


C7 .o7.tm 


Method 


TBLASTX: Maize 


Start 


6598 ~ 






End 


31142 


GI 


none 






Score 


147 


Exons 


6598. . 6768, 


6775. 


.7089, 6798. 


.7067, 31014. .31142 


Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315.C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


.0315. 


C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6643 ~ 






End 


31097 


GI 


none 






Score 


56 


Exons 


6643. . 6675, 


6643. 


.6675, 6660. 


.6755, 6679.. 7038, 6679.. 6987, 




6795. .7010, 


30807 


. .31097 






Seq. No. 


41486 






Seq. ID 


OJ991015_18.0315.C7 


Gene No. 


85996 






Strand 




Start 


28657 






End 


34511 


Name 


OJ991015 18 


.0315. 


C7.o7.tw 


Method 


TBLASTX: Wheat 



41604 




Start 


6703 








End 


31062 




GI 


none 








Score 


146 




Exons 


6703. .7047, 


6705. 


.6953, 


30643 


. .30798, 


30661. .30789, 






30801. .31061 


., 30801. .31061, 30865.. 31062 




Seq. No. 


41486 








Seq. ID 


OJ991015_18 .0315 


.C7 


Gene No. 


85996 








Strand 






Start 


28657 








End 


34511 




Name 


OJ991015 18. 


0315 . 


C7 . o2 . 


tw 


Method 


TBLASTX : wheat 




Start 


7053 








End 


7492 




GI 


none 








Score 


603 




Exons 


7053. .7478, 


7054 . 


. 7479, 


7115 . 


*7 A O O 

.7492 






Seq. No. 


41486 








Seq. ID 


OJ991015_18 .0315 


.CI 


Gene No. 


85996 








Strand 






Start 


28657 








End 


34511 




Name 


OJ991015 18. 


0315 . 


C7 . o7 . 


ts 


Method 


TBLASTX : Soybean 




Start 


7060 








End 


30552 




GI 


none 








Score 


214 




Exons 


7060. .7305, 


7089. 


.7187, 


30445 


. . 30552 






Seq. No. 


41486 








Seq. ID 


OJ991015 18.0315 


.CI 


Gene No. 


85996 








Strand 






Start 


. 28657 








End 


34511 




Name 


OJ991015 18. 


0315. 


C7.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


7124 








End 


7479 




GI 


none 








Score 


471 




Exons 


7124. .7351, 


7126. 


.7479, 


7128 . 


.7478 






Seq. No. 


41486 








Seq. ID 


OJ991015_18.0315 


.CI 


Gene No. 


85996 








Strand 






Start 


28657 








End 


34511 




Name 


OJ991015 18. 


0315. 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7522 








End 


8047 




GI 


none 








Score 


97 




Exons 


7522. .7689, 


7666. 


. 8043, 


7696. 


.804.3, 7697.. 8047 




Seq. No. 


41486 








Seq. ID 


OJ991015_18.0315 


.CI 


Gene No. 


85996 








Strand 






Start 


28657 








End 


34511 




Name 


OJ991015 18. 


0315 . 


C7 . olO 


. tm 


Method 


TBLASTX: Maize 




Start 


7694 








End 


8011 




GI 


none 








Score 


261 




Exons 


7694. .8011, 


7733 . 


.7996, 


7807 . 


.8010 






Seq. No. 


41486 








Seq. ID 


OJ991015_18.0315 


.CI 


Gene No. 


85996 








Strand 






Start 


28657 








End 


34511 




Name 


OJ991015 18. 


0315. 


C7 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


7754 








End 


8071 




GI 


none 








Score 


94 




Exons 


7754. .7927, 


7775. 


.7927, 


7928. 


.8071, 7930.. 8055 




Seq. No. 


41486 . 








Seq. ID 


OJ991015_18.0315 


.CI 


Gene No. 


85996 








Strand 






Start 


28657 








End 


34511 




Name 


OJ991015 18. 


0315. 


C7.o5. 


ts 


Method 


TBLASTX : Soybean 





41605 




Of arh 
O Lai L 


7ft40 


End 


8095 




PT 


none 


Score 


296 




.Cj AvJi lo 


7840 8094 7847 8095 








Seq. No. 


41486 


Seq. ID 


OJ991015_18.0315 


-C7 


Gene No. 


85996 


Strand 






Cfari- 
OLdlL 


28657 


End 


34511 




Name 


OJ991015 18 0315 C7 o2 tm 


Method 


TBLASTX: Maize 




OUail. 


801 7 ~ 


End 


29223 








Score 


461 




Exons 


801? 8329 8014 8325. 8027 


..8332, 20677. .20838, 29008 


. .29223 


Seq. No. 


41486 


Seq. ID 


OJ991015JL8.0315 


.C7 


Gene No. 


85996 


Strand 






O Lai u 


28657 

o v> *j f 


End 


34511 




Name 


O.T991015 18 031 5 CI 08 tw 


Method 


TBLASTX: Wheat 






ftOS3 ~ 


End 


29226 






none 


Score 


362 




Exons 


8053 8331 8054 8335. 8082 


..8360, 29008.. 29226 




dorr Mn 
Oc^t IN vj • 


41 486 


Seq. ID 


OJ991015_L8.0315 


.C7 


Gene No. 


85996 


Strand 






Start 


28657 


End 


34511 




Name 


O.799101 5 18 031 5 C7 o3 tw 


Method 


TBLASTX: Wheat 






- - 1 R79ft _ 


End 


19204 




Li J. 


none 


Score 


351 




Exons 


1R79R 19114 18769 19112 


18766. .19113, 19129. .19203, 






1 Q1 1 9904 








Seq. No. 


41486 


Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 


Strand 






O Lai u 


9R657 


End 


34511 




IN alucr 


O.T991 01 5 18 031 5 CI 06 t s 


Method 


TBLASTX : Soybean 




oLdl L 


1 ftftSfi — 

lOOJU 


End 


19197 








Score 


79 




Exons 


1fiftS6 19065 18935 19060 


19084. .19197, 19091. .19171 




Seq. No. 


41486 


Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 


Strand 






O Lai I. 


28657 


End 


34511 




IN cuuc 


O.T9Q101 5 18 031 5 CI n9 fn\ 


Method 


TBLASTX: Maize 




O Ldl L. 


1 9060 ~~ 


End 


19399 






none 


Score 


196 






19060 19398 19061 19399 

J. Z> \J \J \J • « L Z/ *J Zs VJ / ± Z/ \J \J A. • • A. Zs —/ -J -s 








Seq. No. 


41486 


Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 


Strand 






uLai. L 


28657 


End 


34511 




IN dills 


O.T991015 1ft 031 R P7 n3 f q 


Method 


TBLASTX : Soybean 




OLdX U 


1 991 0 _ 


End 


19555 




r-T 




Score 


118 




Exons 


19210. .19554, 19355.. 19555 








Seq. No. 


41486 


Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 


Strand 






Start 


28657 


End 


34511 




Name 


OJ991015 18.0315.C7.o6.tw 


Method 


TBLASTX: Wheat 





41606 




Start 


19408 




End 


19953 




GI 


none 




Score 


48 




Exons 


19408. .19614, 19418 


. .19540, 


19609. .19953, 19633. .19806 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19489 




End 


19954 




GI 


none 




Score 


53 




Exons 


19489. .19953, 19592 


. .19702, 


19636. .19818, 19772.. 19954 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


o o c c ^ 




End 


34511 




Name 


OJ991015 18. 0315. C7 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


19624 




End 


20088 




GI 


5509260 




Score 


58 , . 




Exons 


19624. .20088, 19643 


. .19702, 


19775. .19870, 19919.. 19987 




GI Descrip. 


- 










Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


19735 




End 


19995 




GI 


none 




Score 


286 




Exons 


19735. .19995 










Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20008 




End 


20763 




GI 


none 




Score 


200 




Exons 


20008. .20247, 20009 


. .20167, 


20025. .20255, 20028 .. 20243, 






20276. .20755, 20299 


. .20763 








Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


20413 




End 


20811 




GI 


none 




Score 


38 




Exons 


20413. .20586, 20540 


. .20578, 


20587. .20811, 20633.. 20803 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


20764 




End 


20955 




GI 


none 




Score 


186 




Exons 


20764. .20955, 20764 


. .20955 








Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315. 


C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 





41607 




Name 


OJ991015 18. 0315. C7. 


o8.ts 


' Method 


TBLASTX : Soybean 




Start 


20821 




End 


21207 




GI 


none 




Score 


88 




Exons 


20821. .21069, 21052. 


.21207 








Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


21234 




End 


21556 




GI 


none 




Score 


389 




Exons 


21234. .21425, 21235. 


.21549, 


21236. .21529, 21302.. 21556 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


22055 




End 


22368 




GI 


none 




Score 


288 




Exons 


22055. .22360, 22057. 


.22368 








Seq. No. 


41486 




Seq. ID 


OJ991015JL8.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18.0315. C7. 


o9.tw„; . 


Method 


TBLASTX: Wheat 




Start 


22116 




End 


22503 




GI 


none 




Score 


250 




Exons 


22116. .22379, 22117. 


.22503, 


22118. .22492 




Seq. No. 


41486 




Seq. ID 


OJ991015JL8.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 . 


o3.np 


Method 


AAT/NAP 




Start 


28514 




End 


34397 




GI 


4378066 




Score 


3034 




Exons 


28514. .33530, 33987. 


.34132, 


34202. .34397 




GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 






gi | 4680208 | gb | AAD27571 . 1 |AF114171 12 


(AF114171) polyproteii 




[Sorghum bicolor] 










Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7. 


o7 .gs 


■ Method 


GEN SCAN 




Start 


28657 




End 


34511 




GI 


none 




Score 


.53 




Exons 


28657. .29564, 29625. 


.30067, 


30140. .30774, 30834. .31220, 






31284. .31529, 31623. 


.32003, 


32211. .33707, 33737 .. 3394 9, 






34041. .34511 










Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7. 


o9.ts 


Method 


TBLASTX : Soybean 




Start 


29089 ^ 




End 


' 29448 




GI 


none 




Score 


90 




Exons 


29089. .29307, 29320. 


.29448 









41608 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.CI 


Gene j^o m 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


29236 ~~ 




End 


29625 




GI 


none 




Score 


246 




UA\J1 1 u 


29236. .29625 










Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No . 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


29275 ~ 




End 


29733 




GI 


none 




Score 


47 




F.xons 


29275. .29733, 29276 


. .29368, 


29414. .29608 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No . 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. olO. tw 


Method 


TBLASTX: Wheat 




Start 


29935 ~~ 




End 


30367 




GI 


none 




Score 


211 






29935. .30366, 29936 


. . 30367 








Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


,C7 


vjc; lie iiu • 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18 . 0315 ,C7 


. ol 6 . tw 


Method 


TBLASTX: Wheat 




Start 


30370 ~~ 




End 


30576 




GI 


none 




Score 


78 




Exons 


30370. .30573, 30371 


. . 30559, 


30421. .30576 




Seq. No. 


41486 




Seq. ID 


OJ991015JL8.0315 


.C7 


Gene No . 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


30736 — 




End 


31008 




GI 


none 




Score 


156 




Exons 

J—t «V \*r 1 X V 


30736. .30801, 30801 


. .31007, 


30841. .31008 




Seq. No. 


41486 




Seq. ID 


OJ991015JL8.0315 


.C7 


Gene No . 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


. ol5 . tw 


Method 


TBLASTX: Wheat 




Start 


31836 _ 




End 


32195 




GI 


none 




Score 


84 




Exons 


31836. .32057, 31837 


. .32058, 


32064. .32195 




Seq. No. 


41486 




Seq. ID 


OJ991015_18.0315 


.C7 


Gene No. 


85996 




Strand 






Start 


28657 




End 


34511 




Name 


OJ991015 18. 0315. C7 


,ol7.tw 


Method 


TBLASTX: Wheat 




Start 


32988 




End 


33332 




GI 


none 




Score 


179 




Exons 


32988. .33332 











41609 



OJ991015__18.0315.C8 
+ 

1629 - 
GENSCAN 
1629 
.9 



Seq. No. 41487 Seq. ID 

Gene No. 85997 Strand 

Start 1241 End 

Name OJ991015JL8 . 0315 . C8 . ol . gs Method 

Start 1241 End 

GI none Score 

Exons 1241.. 1327, 1548.. 1629 

Seq. No. 41487 Seq. ID OJ991015_18 . 0315 . C8 

Gene No. 85998 Strand + 

Start 2134 End 3806 

Name OJ991015_18 . 0315 . C8 . ol . np Method AAT/NAP 

Start 2134 End 3794 

GI 6069650 Score 136 

Exons 2134.. 2192, 3043.. 3500, 3726.. 3794 

GI Descrip. (AP000616) similar to putative DNA-binding protein RAV2 

(AC007017) [Oryza sativa] gi | 6907116 | dbj | BAA90643 . 1 i (AP001129) 
Similar to Arabidopsis thaliana chromosome II SAC F11F19 genomic 
sequence, putative DNA-binding protein RAV2 /' (AC007017 ) [Oryza 
sativa] 



Seq. No. 41487 Seq. ID 

Gene No. 85998 Strand 

Start 2134 End 

Name OJ991015_18.0-315-.C8.o2.gs Method 

Start 3003 End 

GI none Score 

Exons 3003.. 3806 



OJ991015_18.0315.C8 
+ 

3806 
GENSCAN 
3806 
.93 



Seq. No. 41487 Seq. ID OJ991015_18 . 0315 . C8 

Gene No. 85999 Strand + 

Start 5164 End 7468 

Name OJ991015_18 . 0315 . C8 . o2 .np Method AAT/NAP 

Start 5164 End 6960 

GI 2281641 Score 79 

Exons 5164.. 5315, 6659.. 6960 

GI Descrip. (AF003101) AP2 domain containing protein RAP2 . 8 [Arabidopsis 
thaliana] 



Seq. No. 41487 

Gene No. 85999 

Start 5164 

Name OJ991015_18 . 0315 .C8 . o3 . gs 

Start 6488 

GI none 

Exons 6488..7468 



Seq. ID OJ991015_18.0315.C8 

Strand + 

End 74 68 

Method GENSCAN 

End 74 68 

Score . 99 



Seq. No. 41487 

Gene No. 86000 

Start 8845 

Name OJ991015_18 . 0315 . C8 . o4 . gs 

Start 8845 

GI none 

Exons 8845.. 8926, 8953.. 9155 

Seq. No. 41487 

Gene No. 86001 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991015_18.0315.C8 
+ 

9155 
GENSCAN 
9155 
.44 



OJ991015_18.0315.C8 
+ 



41610 




Start 


11439 


End 


11832 




Name 


OJ991015 18 . 0315 .Co . ol . gp 


Method 


AAT/GAP 




Start 


11439 


End 


11832 




GI 


uC-osrocyp034b07al 


Score 


788 




Exons 


11439. .11832 








GI Descrip. 


, 2191127 1.0e-24 (AF007269) 


A IG002N01 


. 1 gene product 






[Arabidopsis thaliana] 1 








Seq. No. 


41487 


Seq. ID 


OJ991015_18.0315 


.C8 


Gene No. 


86002 


Strand 


+ 




Start 


17597 


End 


20808 




Name 


OJ991015 18.0315.C8.o6.gs 


Method 


GENSCAN 




Start 


17597 


End 


20808 




GI 


none 


Score 


.45 




Exons 


17597. .17998, 18154 .. 18 646, 


20666. .20808 




Seq. No. 


41487 


Seq. ID 


OJ991015_18.0315 


.C8 


Gene No. 


86003 


Strand 






Start 


11626 


End 


16082 




Name 


OJ991015 18.0315.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11582 


End 


11961 




GI 


none 


Score 


182 




Exons 


11582. .11848, 11626. .11961, 


11626. .11961 




Seq. No. 


41487 


Seq. ID 


OJ991015_18.0315 


.C8 


Gene No. 


86003 


Strand 






Start 


11626 


End 


16082 




Name 


OJ991015 18.0315.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


11602 


End 


11901 




GI 


none 


Score 


336 




Exons 


11602. .11901, 11606. .11863, 


11679. .11900 




Seq. No. 


41487 


Seq. ID 


OJ991015_18.0315 


.C8 


Gene No. 


86003 


Strand 






Start 


11626 


End 


16082 




Name 


OJ991015 18.0315.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


11626 


End 


14577 




GI 


none 


Score 


321 




Exons 


11626. .12258, 11630 .. 12046, 


11955. .12074, 12152. .12247, 






14424. .14561, 14425 .. 14577 , 


14464. .14562 




Seq. No. 


41487 


Seq. ID 


OJ991015_18,0315 


.C8 


Gene No. 


86003 


Strand 






Start 


11626 


End 


16082 




Name 


OJ991015 18.0315.C8.o5.gs 


Method 


GENSCAN 




Start 


11626 


End 


16082 




GI 


none 


Score 


.85 




Exons 


11626. .12306, 14427.. 16082 








Seq. No. 


41487 


Seq. ID 


OJ991015_18.0315 


.C8 


Gene No. 


86003 


Strand 






Start 


11626 


End 


16082 




Name 


OJ991015 18.0315.C8.o3.np 


Method 


AAT/NAP 




Start 


11629 


End 


16014 




GI 


7267637 


Score 


2200 ' 




Exons 


11629. .12255, 14427.. 16014 








GI Descrip. 


(AL161491) hypothetical protein [Arabidopsis thaliana] 





41611 



Seq. No. 


41487 




Seq. ID 


OJ991015_18.0315 


Gene No. 


86003 




Strand 




Start 


11626 




End 


16082 


Name 


OJ991015 18. 0315. C8. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


11902 




End 


15062 


GI 


none 




Score 


363 


Exons 


11902. .12258, 11902. 


.12258, 


11952. .12266, 14 424 .. 15062, 




14461. .14967, 14562. 


.15059 






Seq. No. 


41487 




Seq. ID 


OJ991015_18.0315 


Gene No. 


86003 




Strand 




Start 


11626 




End 


16082 


Name 


OJ991015 18. 0315. C8. 


o3. ts 


Method 


TBLASTX : Soybean 


Start 


11962 




End 


14700 


GI 


none 




Score 


127 


Exons 


11962. .12258, 11965. 


.12258, 


14424. .14699, 14461. .14700 


Seq. No. 


41487 




Seq. ID 


OJ991015_18.0315 


Gene No. 


86003 




Strand 




Start 


11626 




End 


16082 


Name 


OJ991015 18. 0315. C8 . 


o2. ts 


Method 


TBLASTX : Soybean 


Start 


14701 




End 


15017 


GI 


none 




Score 


251 


Exons 


14701. .14967, 14703. 


.15017, 


14707.. 14967 


Seq. No. 


41487 




Seq. ID 


OJ991015_18.0315 


Gene No. 


86003 




Strand 




Start 


11626 




End 


16082 


Name 


OJ991015 18. 0315. C8. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


14727 




End 


15152 


GI 


none 




Score 


185 


Exons 


14727. .15017, 14728. 


.14967, 


14730. .15008, 15033. .15053, 




15066. .15152 








Seq. No. 


41487 




Seq. ID 


OJ991015_.18.0315 


Gene No. 


86004 




Strand 




Start 


17672 




End 


18177 


Name 


OJ991015 18. 0315. C8. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


17672 




End 


18177 


GI 


none 




Score 


241 


Exons 


17672. .17995, 18097. 


.18177 






Seq. No. 


41488 




Seq. ID 


OJ991015_18.0315 


Gene No. 


86005 




Strand 




Start 


332 




End 


830 


Name 


OJ991015 18.0315.C11 


.ol . gs 


Method 


GENSCAN 


Start 


332 




End 


830 


GI 


none 




Score 


.41 


Exons 


332. .470, 684. .830 








Seq. No. 


41489 




Seq. ID 


OJ991015_18.0315 


Gene No. 


86006 




Strand 




Start 


4 65 




End 


662 


Name 


OJ991015 18.0315.C12 


.ol.gs 


Method 


GENSCAN 


Start 


465 




End 


662 


GI 


none 




Score 


.97 



41612 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



465. .662 



41490 



Seq. ID OJ991015_18.0315.C13 



Strand + 

End 10383 

Method GENSCAN 

End 4510 

Score .78 

113. .194, 1740. .1835, 2046. .2171, 3114. .3383, 3388. .3520, 
3527. .3781, 3832. .4004, 4464. .4510 



86007 
113 

OJ991015_18.0315.C13.ol.gs 
113 
none 



41490 
86007 
113 

OJ991015_18.0315.C13.o2.np 
2151 
5852179 



Seq. ID OJ991015_18.0315.C13 



Strand 
End 

Method 

End 

Score 



+ 

10383 
AAT/NAP 
10383 
292 



2151. .2172, 3162. .3383, 3458. .3631, 3678. .3844, 10291. .10383 
(AL117265) zhb0009.1 [Oryza sativa] 



41490 Seq. ID 

86008 Strand 

1901 , End 
OJ991015_18.0315.-C13.ol.np Method 

1901 End 

6063554 Score 

1901.. 2074, 2711.. 2739, 3419.. 3611, 



OJ991015 18.0315.C13 



11814 
AAT/NAP 
7143 
289 
3955. .4072, 



7079. .7143 



(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



41490 
86008 
1901 

OJ991015_18.0315.C13.o2.gs 
4662 
none 



Seq. ID OJ991015_18.0315.C13 
Strand 

End 11814 

Method GEN SCAN 

End 11814 

Score .52 



4662.. 4864, 5468.-5728, 5777.. 5942, 6022.. 6135, 6337.. 6759, 
6837. .7095, 7164. .7476, 7812. .8307, 8404. .8584, 8702. .9006, 
9151.. 9625, 9741.. 10069, 10160 .. 10342, 10793 .. 11239, 
11260. .11814 



41490 
86008 
1901 

OJ991015_18.0315.C13.ol.ts 

4682 

none 

4682.. 4843, 4683.. 4916, 4880. 



41490 
86008 
1901 

OJ991015 

6420 

7248394 



18.0315.C13.o3.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4921 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991015_18.0315.C13 
11814 

TBLASTX: Soybean 

4921 

212 



OJ991015_18.0315.C13 

11814 
AAT/NAP 
10267 
1147 



6420.. 6442, 8731.. 9080, 9348.. 10267 



41613 




GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


41490 








Seq. ID 


OJ991015_18.0315 


.C13 


Gene No. 


86008 








Strand 


- 




Start 


1901 








End 


11814 




Name 


OJ991015_18 


.0315 


.C13.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


8734 








End 


8895 




GI 


none 








Score 


92 




Exons 


8734. .8895, 


8734 


. .8895 










Seq. No. 


41490 








Seq. ID 


OJ991015_18.0315 


.C13 


Gene No. 


86008 








Strand 






Start 


1901 








End 


11814 




Name 


OJ991015_18 


.0315 


.C13.ol 


-tw 


Method 


TBLASTX: Wheat 




Start 


8812 








End 


9216 




GI 


none 








Score 


224 




Exons 


8812. .9156, 


8812 


. .9165, 


8841 


..9167, 9014. .9157, 9160. .9216, 




9170. .9211 














Seq. No. 


41490 








Seq. ID 


OJ991015JL8.0315 


.C13 


Gene No . 


86008 








Strand 


— 




Start 


1901 








End 


11814 




Name 


OJ991015 18 


.0315 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8897 








End 


9162 




GI 


none 








Score 


235 




Exons 


8897. .9157, 


8899 


. .9162, 


8899 


. .9162 






Seq. No. 


41490 








Seq. ID 


OJ991015_18.0315 


-C13 


Gene No. 


86008 








Strand 






Start 


1901 








End 


11814 




Name 


OJ991015 18 


. 0315 


. C13 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


9013 








End 


9378 




GI 


none 








Score 


60 




Exons 


9013. .9147, 


9154 


. .9378, 


9245 


. .9367 






Seq. No. 


41490 








Seq. ID 


OJ991015_18.0315 


-C13 


Gene No. 


86008 








Strand 






Start 


1901 








End 


11814 




Name 


OJ991015 18 


.0315 


-C13-o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


9785 








End 


10123 




GI 


none 








Score 


189 




Exons 


9785. .10123 














Seq. No. 


41491 








Seq. ID 


OJ991015_18.0315 


.C14 


Gene No. 


86009 








Strand 






Start 


104 








End 


1711 




Name 


OJ991015 18 


.0315 


.C14.o2 


.np 


Method 


AAT/NAP 




Start 


104 








End 


1711 




GI 


7340868 








Score 


200 




Exons 


104.. 130, 1343.. 


1521, 1691.. 


1711 






GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


41491 








Seq. ID 


OJ991015_18.0315 


.C14 



41614 




Gene No. 


86009 




Strand 


- 




Start 


104 




End 


1711 




Name 


OJ991015 18.0315.C14.ol.np 




Method 


AAT/NAP 




Start 


516 




End 


1271 




GI 


7248393 




Score 


435 




Exons 


516. .838, 932. .1271 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41491 




Seq. ID 


OJ991015_18 


.0315. C14 


Gene No. 


86009 




Strand 






Start 


104 




End 


1711 




Name 


OJ991015 18.0315.C14.ol.gs 




Method 


GENSCAN 




Start 


780 




End 


1076 




GI 


none 




Score 


.95 




Exons 


780. .1076 










Seq. No. 


41492 




Seq. ID 


OJ990605_43 


.0317. CI 


Gene No. 


86010 




Strand 


+ 




Start 


2335 




End 


2720 




Name 


OJ990605 43.0317.Cl.o2.gp 




Method 


AAT/GAP 




Start 


2335 




End 


2720 




GI 


none 




Score 


730 




Exons 


2335.. 2720 










Seq . No . 


* f. • 

41492 . ^V. 




Seq". ID 


OJ990605_43 


.0317. CI 


Gene No. 


86011 




Strand 






Start 


673 




End 


5066 




Name 


OJ990605 43.0317.Cl.ol.gs 




Method 


GENSCAN 




Start 


673 




End 


3764 




GI 


none 




Score 


. 74 




Exons 


673.. 887, 1668. .1934, 2053. 


.2076, 2115. 


.2289, 3079 


. .3232, 




3332. .3553, 3614. .3764 










Seq. No. 


41492 




Seq. ID 


OJ990605_43 


.0317. CI 


Gene No. 


86011 




Strand 






Start 


673 




End 


5066 




Name 


OJ990605 43.0317.Cl.ol.gp 




Method 


AAT/GAP . 




Start 


1254 




End 


2245 




GI 


15559 1.R1084 




Score 


1289 




Exons 


1254. .1934, 2053. .2245 










GI Descrip. 


'3297816/emb|CAA19874.1| 4. 


Oe 


-54 (AL031032) putative protei 




[Arabidopsis thaliana] ' 










Seq. No. 


41492 




Seq. ID 


OJ990605_43 


.0317. CI 


Gene No. 


86011 




Strand 






Start 


673 




End 


5066 




Name 


OJ990605 43.0317.Cl.ol.np 




Method 


AAT/NAP 




Start 


1678 




End 


5066 




GI 


7485610 




Score 


353 




Exons 


1678.. 1934, 2053.. 2289, 3079. 


.3135, 5030.. 5066 




GI Descrip. 


hypothetical protein F17I5. 


110 - Arabidopsis thaliana 




gi I 3297816 |emb ICAA19874.il 


(AL031032) putative protein 




[Arabidopsis thaliana] gi | 7270341 1 emb | CAB80109 . 1 1 


(AL161584 




putative protein [Arabidopsis 


thaliana] 






Seq. No. 


41492 




Seq. ID 


OJ990605_43 


.0317. CI 


Gene No. 


86011 




Strand 







41615 



Start 


673 




End 


5066 




Name 


OJ990605 43 


.0317.Cl.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1708 




End 


2293 




GI 


none 




Score 


49 




Exons 


1708. .1857, 


1869. .1928, 1873. 


.1929, 2039.. 2293, 


2044 . .2292 


Seq. No. 


41492 




Seq. ID 


OJ990605 


_43.0317.C1 


Gene No. 


86011 




Strand 






Start 


673 




End 


5066 




Name 


OJ990605 43 


•0317.Cl.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


1717 




End 


2292 




GI 


none 




Score 


98 




Exons 


1717. .1857, 


1722. .1784, 1727. 


.1843, 1855. .1926, 


1869. .1931 




1873. .1959, 


2039. .2290, 2053. 


.2292, 2056.. 2292 




Seq. No. 


41492 




Seq. ID 


OJ990605 


_43.0317.C1 


Gene No. 


86011 




Strand 






Start 


673 




End 


5066 




Name 


OJ990605 43 


.0317.Cl.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


1798 




End 


2292 




GI 


none 




Score 


49 




Exons 


1798. .1857, 


1869. .1928, 1873. 


.1929, 2035.. 2292, 


2039. .2149 


Seq. No. 


41493 




Seq. ID 


OJ990605 


_43.0317.C2 


Gene No. 


86012 




Strand 


+ 




Start 


1115 




End 


9410 




Name ' 


OJ990605 43 


.0317.C2.ol.np 


Method 


AAT/NAP 




Start 


1115 




End 


8277 




GI 


7228457 




Score 


3839 




Exons 


1115. .1481, 


1543. .3479, 3550. 


.3832, 8232.. 8277 




GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor Gypsy-Ty3 


type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


41493 




Seq. ID 


OJ990605 


_43.0317.C2 


Gene No. 


86012 




Strand 


+ 




Start 


1115 




End 


9410 




Name • 


OJ990605 43 


.0317.C2.o4.np 


Method 


AAT/NAP 




Start 


5971 




End 


9410 




GI 


7340881 




Score 


497 




Exons 


5971. .6056, 


6203.. 6326, 6419. 


.6510, 6558. .6854, 


8247. .8356 




8462. .8503, 


9337. .9410 








GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


41493 




Seq. ID 


OJ990605 


_43.0317.C2 


Gene No. 


86013 




Strand 






Start 


2102 




End 


6321 




Name 


OJ990605 43 


.0317.C2.o3.np 


Method 


AAT/NAP 




Start 


2102 




End 


6321 




GI 


6907089 




Score 


1577 




Exons 


2102. .2127, 


3842. .5034, 5138. 


.5395, 6246.. 6321 




GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


41493 




Seq. ID 


OJ990605 


_43.0317.C2 


Gene No. 


86013 




Strand 






Start 


2102 




End 


6321 




Name 


OJ990605 43 


.0317.C2.o2.np 


Method 


AAT/NAP 





41616 




Start 


4092 


End 


4412 


GI 


6063545 


Score 


213 


Exons 


4092. .4412 






GI Descrip. 


(AP000615) hypothetical protein [Oryza 


sativa] 


Seq. No. 


41493 


Seq. ID 


OJ990605_43.0317.C2 


Gene No. 


86014 


Strand 




Start 


6549 


End 


10079 


Name 


OJ990605 43.0317.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1772 


End 


2161 


GI 


none 


Score 


54 


Exons 


1772.. 1816, 1823.. 1921, 1840 


..1920, 1888. .2127, 1904. .2161 


Seq. No. 


41493 . . 


Seq. ID 


OJ990605_43.0317.C2 


Gene No. 


86014 


Strand 




Start 


6549 


End 


10079 


Name 


OJ990605 43.0317.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1775 


End 


2059 


GI 


none 


Score 


197 


Exons 


1775.. 2047, 1811. .2059, 1813 


. .2058 




Seq. No. 


41493 


Seq. ID 


OJ990605_43.0317.C2 


Gene No. 


86014 


Strand 




Start 


6549 


End 


10079 


Name 


OJ990605 43.0317.C2.ol.tw 


" Method 


TBLASTX: Wheat 


Start 


2899 


End 


7694 


GI 


none 


Score 


404 


Exons 


2899.. 3072, 2900.. 3442, 3094 


..3354, 3552. .3647, 3554. .3679, 




3556.. 3678, 7569. .7694 






Seq. No. 


41493 


Seq. ID 


OJ990605_43.0317.C2 


Gene No. 


86014 


Strand 




Start 


6549 


End 


10079 


Name 


OJ990605 43.0317 .C2.o3.gs 


Method 


GENSCAN 


Start 


6549 


End 


10079 


GI 


none 


Score 


.71 


Exons 


6549.. 6861, 7557. .7870, 7949 


..7995, 8199. .8279, 8418. .9055, 




.9072.. 9262, 9401.. 9536, 9858 


..9998, 10018. .10079 


Seq. No. 


41494 


Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86015 


Strand 


+ 


Start 


345 


End 


815 


Name 


OJ990605 43.0317.C3.ol.gs 


Method 


GENSCAN 


Start 


345 


End 


815 


GI 


none 


Score 


.75 


Exons 


345. .517, 771. .815 






Seq. No. 


41494 


Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 


Strand 




Start 


364 


End 


5633 


Name 


OJ990605 43.0317.C3.o2.np 


Method 


AAT/NAP 


Start 


364 


End 


3756 


GI 


3643604 


Score 


150 


Exons 


364. .425, 3018. .3139, 3444.. 


3756 




GI Descrip. 


(AC005395) putative receptor 


-like protein kinase [Arabidopsis 



thaliana] 



41617 



Seq. No. 


41494 








Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 








Strand 




Start 


364 








End 


5633 


Name 


OJ990605 43 


.0317. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


1236 








End 


5245 


GI 


5523858 








Score 


78 


Exons 


1236. .1268, 


2512. 


.2759, 


5138. 


.5245 




GI Descrip. 


(AF085167) 


receptor-like kinase ARK IAS 


[Hordeum vulgare] 


Seq. No. 


41494 








Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 








Strand 




Start 


364 








End 


5633 


Name 


OJ990605 43 


.0317. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2423 








End 


2841 


GI 


none 








Score 


39 


Exons 


2423. .2449, 


2518 . 


.2556, 


2525. 


.2557, 2560.. 2784, 2561.. 2755, 




2770. .2841 












Seq. No. 


41494 








Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 








Strand 




Start 


364 








End 


5633 


Name 


OJ990605 43 


.0317. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2518 








End 


2772 


GI 


none 








Score 


109 


Exons 


2518. .2556, 


2557. 


.2772, 


2563. 


.2760 




Seq. No. 


41494 








Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 








Strand 




Start 


364 








End 


5633 


Name 


OJ990605 43 


.0317. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3017 








End 


3240 


GI 


none 








Score 


169 


Exons 


3017. .3136, 


3019. 


. 3141, 


3020. 


.3118, 3079. .3138, 3133. .3234, 




3156. .3188, 


3165. 


. 3236, 


3184. 


.3240 




Seq. No. 


41494 








Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 








Strand 




Start 


364 








End 


5633 


Name 


OJ990605 43 


.0317. 


C3.o3. 


gs 


Method 


GENSCAN 


Start 


4671 








End 


5633 


GI 


none 








Score 


.88 


Exons 


4671. .5633 












Seq. No. 


41494 








Seq. ID 


OJ990605_43.0317.C3 


Gene No. 


86016 








Strand 




Start 


364 








End 


5633 


Name 


OJ990605 43 


.0317. 


C3.ol . 


gp 


Method 


AAT/GAP 


Start 


4963 








End 


5360 


GI 


569309 








Score 


726 


Exons 


4963. .5360 












Seq. No. 


41495 








Seq. ID 


OJ990605_43.0317.C4 


Gene No. 


86017 








Strand 


+ 


Start 


1 








End " 


725 


Name 


' OJ990605 43 


.0317. 


C4 .ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


725 


GI 


2498930 








Score 


90 



41618 



Exons 1..21, 460.. 520, 688.. 725 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU L AT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



JCVj • ViKJ ■ 


41495 






Seq. ID 


OJ990605 


VJCllC . 


86017 






Strand 


+ 


o l. a. .l \— 


1 






End 


725 


Vi dill" 


OJ990605 43. 


0317 . 


C4 . ol . gs 


Method 


GENSCAN 


Start 


461 






End 


520 


GI 


none 






Score 


. 88 


Exons 


461. .520 










^prr No . 


41496 






Seq. ID 


OJ990605 




86018 






Strand 


+ 


Start 


1870 






End 


20843 


Name 


OJ990605 43. 


0317 . 


C5.ol.gp 


Method 


AAT/GAP 


Start 


1870 ~~ 






End 


13593 


GI 


4879971 






Score 


97 


Exons 


1870. .1908, 


13534 


. .13593 






Seq. No. 


41496 






Seq. ID 


OJ990605 


Gene No. 


86018 






Strand 


+ 


Start 


1870 






End 


20843 


Name 


OJ990605 43. 


0317. 


C5.ol.gs 


Method 


GENSCAN 


Start 


.1932 






End 


-20843 


GI 


none 






Score 


.73 


Exons 


1932. .1976, 


2945. 


.3526, 4094. 


.4182, 4284. .4458, 




4860. .4991, 


5238. 


.5336, 5885. 


.6001, 6278. .6373, 




8107. .8526, 


8598. 


.8805, 9490. 


.9640, 9913. .10050 



,4756, 
.6789, 



10325. .10624, 11175 .. 11281, 11720 .. 118 94 , 12128 .. 12206, 
12884. .13084, 13879 .. 13932, 16279 .. 16320, 17351 .. 17412, 
18152. .19679, 19758 .. 19861, 1994 4 .. 20193, 20299.. 20843 



Seq. No. 41496 

Gene No. 86018 

Start 1870 

Name OJ990605__43 . 0317 .C5.ol.np 

Start 2990 

GI 6319167 

Exons 2990.. 3096, 4284 
5885.. 6001, 6278 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4458, 4580. .4756, 



OJ990605_43.0317.C5 
+ 

20843 
AAT/NAP 
7540 
1168 
4860. .4991, 



5238. .5336, 



6373, 6677.. 6789, 7426.. 7540 
(AF193846) branched-chain amino acid aminotransferase [Solanum 
tuberosum] 



Seq. No. 41496 Seq. ID 

Gene No. 86018 Strand 

Start 1870 End 

Name OJ990605_4 3 . 0317 . C5 . o3 . gp Method 

Start 18165 End 

GI none Score 

Exons 18165.. 18521 



OJ990605_43.0317.C5 
+ 

20843 
AAT/GAP 
18521 
648 



Seq. No. 41496 Seq. ID 

Gene No. 86019 Strand 

Start 23292 End 

Name OJ990605_4 3 . 0317 . C5 . o2 . np Method 

Start 22950 End 



OJ990605_43.0317.C5 
+ 

25760 

AAT/NAP 

25733 



41619 



GI 


6850899 




Score 


925 




Exons 


22950. .23044, 23484 


. .24029, 


24277. .24444, 24 720 .. 24 926, 






25551. .25733 










GI Descrip. 


(AL137898) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No. 


86019 




Strand 


+ 




Start 


23292 




. End 


25760 




Name 


OJ990605 43. 0317. C5 


. o2 . as 


Method 


GEN SCAN 




Start 


23292 




End 


25760 




GI 


none 




Score 


.87 




Exons 


23292. .24029, 24277 


. .24444, 


25551. .25760 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No. 


86020 




Strand 


+ 




Start 


26705 




End 


34312 




Name 


OJ990605 43. 0317. C5 


. o3.gs 


Method 


GENSCAN 




Start 


.26705 




End 


34253 




GI 


none 




Score 


.82 




Exons 


26705. .26756, 26954 


. .27072, 


27240. .27404, 27584 .. 27 915 , 






28582. .28654, 28982 


. .29181, 


29316. .29419, 30584 30666, 






30866. .30889, 31610 


. .33502, 


33950.. 34253 





Seq. No. 41496 

Gene No. 86020 

Start 26705 

Name 0 J990605_43 . 0317 . C5 . o3 . np 

Start 31619 

GI 7486120 

Exons 31619. .32009, 32271 .. 33502, 

GI Descrip. hypothetical protein F25E4. 

gi I 7267845 | emb | CAB78188 . 1 1 



Seq. ID OJ990605_43.0317.C5 

Strand + 

End 34312 

Method AAT/NAP 

End 34312 

Score 598 
33986. .34312 
70 - Arabidopsis thaliana 
(AL161532) putative protein 



[Arabidopsis thaliana] gi | 7321042 | emb | CAB82 150 . 1 1 
putative protein [Arabidopsis thaliana] 



(AL050399) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41496 
86021 
13784 

OJ990605_43. 

4037 

none 

4037. .4183, 
4300. .4461, 
4856. .4993, 
5230. .5340, 
6262. .6375, 
7423. .7536, 



0317.C5.ol.tm 



4078. .4182, 4147, 

4572. .4757, 4578, 

4860. .4991, 4860, 

5235.. 5339, 5881, 

6262.. 6375, 6263. 

7423.. 7536, 7424, 



Seq. ID OJ990605_43.0317.C5 
Strand 

End 16483 
Method TBLASTX: Maize 
End 7561 
Score 67 

.4209, 4237. .4458, 4281. .4457, 
.4757, 4579. .4758, 4580. .4759, 
.4997, 5217.. 5339, 5219.. 5338, 
.6000, 5884. .6003, 5885. .6001, 
.6376, 6674. .6790, 6674. .6790, 
.7561 



Seq. No. 41496 

Gene No. 86021 

Start 13784 

Name OJ990605_43 . 0317 .C5.ol.ts 

Start 4282 

GI none 
Exons 



Seq. ID OJ990605_43.0317.C5 
Strand 

End 16483 

Method TBLASTX : Soybean 

End 67 90 

Score 208 



4282. .4458, 4284. .4454, 4302. .4460, 4313. .4459, 4577. .4756, 
4578. .4757, 4579.. 4758, 4580. .4759, 4853.. 4993, 4860. .4991, 
4860. .4997, 5211. .5330, 5219. .5332, 5235. .5366, 5884. .5997, 



41620 




5885.. 6001, 6263.. 6376, 6277.. 6393, 6286. .6393, 6674.. 6790, 
6674. .6790 



Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317. 


C5 


Gene No. 


86021 




Strand 






Start 


13784 




End 


16483 




Name 


OJ990605 43. 0317. C5 . 


ol. tc 


Method 


TBLASTX: Cress 




Start 


4299 




End 


5321 




GI 


none 




Score 


210 




Exons 


4299.-4469, 4300.. 4470, 4583 


..4759, 4588. .4758, 4853. .4993, 




4860.. 4991, 5235.. 5321 








Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317. 


C5 


Gene No. 


86021 




Strand 






Start 


13784 




End 


16483 




Name 


OJ990605 43. 0317. C5. 


o2 .gp 


Method 


AAT/GAP 




Start 


13784 




End 


16483 




GI 


none 




Score 


541 




Exons 


13784. .13816, 16134. 


.16343, 


16433. .16483 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317. 


C5 


Gene No. 


86022 




Strand 






Start 


18143 




End 


18697 




Name 


OJ990605 43. 0317. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


18143 




End 


18697 




GI 


none 




Score 


82 




Exons 


18143. .18208, 18152. 


. 18232, 


18153. .18230, 18232. .18306, 






18233. .18328, 18249. 


.18311, 


18350. .18463, 18470 .. 18592, 






18614. .18697 










Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No . 


86023 




Strand 






Start 


18838 




. End 


19275 




Name 


OJ990605 43. 0317. C5. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


18838 




End 


19275 




GI 


none 




Score 


209 




Exons 


18838. .19038, 18839. 


. 19159, 


18932. .19117, 19020. .19124, 






19129. .19242, 19157. 


.19213, 


19243.. 19275 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No. 


86024 




Strand 






Start 


19277 




End 


19549 




Name 


OJ990605 43. 0317. C5. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


19277 




End 


19549 




GI 


none 




Score 


38 




Exons 


19277. .19318, 19307. 


.19396, 


19319. .19399, 19388 .. 19549, 






19394. .19525 










Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No. 


86025 




Strand 






Start 


19934 




End 


20822 




Name 


OJ990605 43. 0317. C5 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19934 




End 


20822 




GI 


none 




Score 


71 




Exons 


19934. .20149, 19941 


.20150, 


19967. .20155, 20154 .. 20258 , 






20298. .20498, 20301 


.20519, 


20486. .20662, 204 92 .. 20656, 






20499. .20681, 20679 


.20798, 


20694. .20822 





41621 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No. 


86025 




Strand 






Start 


19934 




End 


20822 




Name 


OJ990605 43. 0317. C5 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20364 




End 


20663 




GI 


none 




Score 


154 




Exons 


20364. .20495, 20367. 


.20495, 


20389. .20496, 20488 .. 20643, 






20496. .20663, 20496. 


.20660 








Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


. C5 


Gene No. 


86026 




Strand 






Start 


23577 




End 


24450 




Name 


OJ990605 43. 0317. C5 . 


o2.tc 


Method 


TBLASTX: Cress 




Start 


23577 




End 


23927 




GI 


none 




Score 


116 




Exons 


23577. .23786, 23805. 


.23927, 


23831. .23902 




Seq. No. 


41496 




Seq. ID 


OJ990605 43. 0317. C5 


Gene No. 


86026 




Strand 






Start 


23577 




End 


24450 




Name 


OJ990605 43. 0317. C5 . 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


23805 




End 


24450 




GI 


none 




Score 


165 




Exons 


23805. .23927, 23825. 


.23902, 


24250. .24450, 24294. .24437 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No . 


86026 




Strand 






Start 


23577 




End 


24450 




Name 


OJ990605 43. 0317. C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


23811 




End 


24446 




GI 


none 




Score 


184 




Exons 


23811. .23975, 23831. 


.23908, 


24250. .24444, 24276. .24446 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


.C5 


Gene No. 


86027 




Strand 






Start 


24719 




End 


24863 




Name 


OJ990605 43. 0317. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


24719 




End 


24863 




GI 


none 




Score 


135 




Exons 


24719. .24859, 24719. 


.24862, 


24723. .24863 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


-C5 


Gene No. 


86028 




Strand 






Start 


24865 




End 


25766 




Name 


OJ990605 43. 0317. C5. 


08. tm 


Method 


TBLASTX: Maize 




Start 


24865 




End 


25766 




GI 


none 




Score 


108 




Exons 


24865. .24927, 24866. 


.24928, 


24867. .24935, 25529 .. 25678, 






25548. .25706, 25550. 


.25705, 


25689. .25766, 25713.. 25763 




Seq. No. 


41496 




Seq. ID 


OJ990605_43.0317 


-C5 


Gene No. 


86029 




Strand 






Start 


32603 




End 


33013 




Name 


OJ990605 43. 0317. C5 . 


o2.tm 


Method 


TBLASTX: Maize 




Start 


32603 




End 


33013 




GI 


none 




Score 


443 





41622 






Exons 


32603. .33004, 32621 .. 33013, 


32677. .33009 




Seq. No. 


41496 


Seq. ID 


OJ990605_43.0317.C5 




Gene No. 


86030 


Strand 






Start 


33116 


End 


33379 




Name 


OJ990605 43.0317.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


33116 


End 


33379 . 




GI 


none 


Score 


307 




Exons 


33116. .33379, 33116. .33349, 


33118. .33378 




Seq. No. 


41496 


Seq. ID 


OJ990605 43.0ol7.C5 




Gene No. 


86031 


Strand 






Start 


33286 


End 


33433 




Name 


OJ990605 43.0317.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


33286 


End 


33433 




GI 


none 


Score 


203 




Exons 


33286. .33432, 33287. . 33#3;3 : 








Seq. No. 


41497 


Seq. ID 


OJ990605_43.0317.C6 




Gene No. 


86032 


Strand 


+ 




Start 


1 


End 


4367 




Name 


OJ990605 43.0317.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3137 




GI 


7484932 


Score 


62 




Exons 


1..40, 2338. .2471, 2992. .3137 






GI Descrip. 


DNA-binding protein homolog 


F4I18.17 - 


Arabidopsis thaliana 


Cn 




gi|3386609|gb|AAC28539.1| (AC004665) putative AT-hook 


f 1 1 
f i 




DNA-binding protein [Arabidopsis thaliana] 




Seq. No. 


41497 


Seq. ID 


OJ990605_43.0317.C6 




Gene No. 


86032 


Strand 


+ 




Start 


1 


End 


4367 




Name 


OJ990605 43.0317.C6.ol.gs 


Method 


GENSCAN 




Start 


986 


End 


4367 




GI 


none 


Score 


.62 


"■--J 


Exons 


986. .1023, 1361.. 1568, 2992 


..3135, 3240. .3408, 4243. .4367 




Seq. No. 


41497 


Seq. ID 


OJ990605_43.0317.C6 


.a i=. 


Gene No. 


86033 


Strand 




LJ 


Start 


6668 


End 


8169 


= t= 
- *■* 


Name 


OJ990605 43.0317.C6.o2.gs . 


Method 


GENSCAN 




Start 


6668 


End 


8086 




GI 


none 


Score 


.98 




Exons 


6668. .7608, 7693. .8086 








Seq. No. 


41497 


Seq. ID 


OJ990605_43.0317.C6 




Gene No. 


86033 


Strand 






Start 


6668 


End 


8169 




Name 


OJ990605 43.0317.C6.o2.np 


Method 


AAT/NAP 




Start 


6668 


End 


8086 




GI 


5668667 


Score 


2242 




Exons 


6668. .7616, 7693. .8086 








GI Descrip. 


(D63136) Beta-tubulin [Zinnia elegans] 






Seq. No. 


41497 


Seq. ID 


OJ990605_43.0317.C6 




Gene No. 


86033 


Strand 






Start 


6668 


End 


8169 



41623 




Name OJ990605_43.0317 .C6.ol.gp Method AAT/GAP 

Start 7764 End 8169 

GI 220_10.R1084 Score 763 

Exons 7764.. 8169 

GI Descrip. ' 13544 9/ sp | PI 8025 | TBB1_MAIZE 1.0e-51 TUBULIN BETA-1 CHAIN 

>gi_100932_pir S14701 tubulin beta-1 chain - maize 

>gi_295851_emb_CAA37060_ (X52878) beta 1 tubulin [Zea mays]' 



Seq. " No. 


41497 








Seq. ID 


OJ990605_43.0317.C6 


Gene No. 


86034 








Strand 




Start 


10876 








. End 


11411 


Name 


OJ990605 43. 


0317 


.C6.o2. 


gp 


Method 


AAT/GAP 


Start 


10876 








End 


11411 


GI 


2798243 








Score 


1034 


Exons 


10876. .11411 










Seq. No. 


41497 








Seq. ID 


OJ990605_43.0317.C6 


Gene No. 


O C t\ ~i c 

86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317 


.C6.0I . 


tc 


Method 


TBLASTX: Cress 


Start 


6734 








End 


8086 


GI 


none 








Score 


895 


Exons 


6734 . .7588, 


6735 


. .7385, 


7446. 


.7589, 7594. .7617, 7685.-7939, 




7691 . . 8080, 


7767 


. .8075, 


8012. 


.8086 




Seq. No. 


41497 








Seq. ID 


OJ990605_43.0317.C6 


Gene No. 


86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317 


.C6.0I. 


tm 


Method 


TBLASTX: Maize 


Start 


6734 








End 


8086 


GI 


none 








Score 


1174 


Exons 


6734. .7588, 


6735 


. .7589, 


7594. 


.7617, 7598. .7648, 7676. .7807, 




7691 . . 8O0U, 


1 lb 1 


. .7949, 


7989. 


.8075, 8 


012. .8086 


Seq. No. 


41497 








Seq. ID 


OJ990605_43.0317.C6 


Gene No. 


86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317 


. C6 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6734 








End 


6941 


GI 


none 








Score 


328 


Exons 


6734. .6940, 


6735 


. .6941 








Seq. No. 


41497 








Seq. ID 


OJ990605_43.0317.C6 


Gene No. 


86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317 


.C6.0I. 


ts 


Method 


TBLASTX : Soybean 


Start 


6734 








End 


8086 


GI 


none 








Score 


363 


Exons 


6734. .6988, 


6735 


. .6992, 


6989. 


.7552, 6990. .7571, 7544. .7588, 




7545. .7589, 


7594 


..7617, 


7595. 


.7636, 7685. .7807, 7691. .7828, 




7767. .7829, 


7826 


. .7966, 


7827. 


.7946, 7955. .8080, 7989. .8069, 




8012. .8086 












Seq. No. 


41497 








Seq. ID 


OJ990605_43.0317.C6 


Gene No. 


86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 



41624 



Start 


7046 








End 


7322 


GI 


none 








Score 


401 


Exons 


.7046. .7321, 


7050. 


.7322 








Seq. No. 


41497 








Seq. ID 


OJ990605 


Gene No. 


86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317. 


C6.ol. 


tw 


Method 


TBLASTX: 


Start 


7382 








End 


8086 


GI 


none 








Score 


46 


Exons 


7382. .7417, 


7382. 


.7588, 


7443. 


.7589, 7594. .7617, 




7691. .8080, 


7767. 


.8075, 


8015. 


.8086 




Seq. No. 


41497 








Seq. ID 


OJ990605 


Gene No. 


86035 








Strand 




Start 


11576 








End 


12151 


Name 


OJ990605 43. 


0317. 


C6.o3. 


gp 


Method 


AAT/GAP 


Start 


11576 








End 


12151 


GI 


none 








Score 


1082 


Exons 


11576. .12151 










Seq. No. 


41498 








Seq. ID 


OJ990605 


Gene No. 


86036 








Strand 


+ 


Start 


1 








End. 


595 


Name 


OJ990605 43. 


0317. 


C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


535 


GI 


6006372 








Score 


144 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..160, 391. .535 

(AP000559) hypothetical protein [Oryza sativa] 



41498 Seq. ID 

86036 Strand 

1 End 

OJ990605_4 3 . 0317 . C7 . ol . gs Method 

77 End 

none Score 
77. .595 



OJ990605_43.0317.C7 
+ 

595 

GEN SCAN 

595 

.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41498 Seq. ID 

86037 Strand 

4328 End 

OJ990605_4 3 . 0317 . C7 . o2 . np Method 

4328 End 

5042463 Score 
4328. .4730, 6238. .6266 

(AC007789) unknown protein [Oryza sativa] 



OJ990605_43.0317.C7 
+ 

6266 
AAT/NAP 
6266 
200 



41498 Seq. ID 

86038 Strand 

12036 End 

OJ990605_43. 0317 .C7 ,o4 .np Method 

12036 End 

5852179 Score 



OJ990605_43.0317.C7 
+ 

18036 
AAT/NAP 
16091 
372 



12036. .12056, 13045 .. 13275, 13350 13535, 16074.. 16091 
(AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 



41498 



Seq. ID OJ990605_43.0317.C7 



41625 



Gene No. 


86038 


Strand 


+ 




Start 


12036 


End 


18036 




Name 


OJ990605 43. 0317 .C7 .o6.gs 


Method 


GENSCAN 




Start 


15967 ~ 


End 


18036 




GI 


none 


Score 


.44 




Rxons 


15967. .15978, 174 62. .17 620 


, 17746.. 18036 




Seq, No. 


41498 


Seq. ID 


OJ990605_43. 0317 


.C7 


Gene No. 


86039 


Strand 


+ 




Start 


24732 


End 


26230 




Name 


OJ990605 43. 0317 .C7 .08 .gs 


Method 


GENSCAN 




u Lai L 


24732 ~~ 


End 


26230 




GI 


none 


Score 


.74 




R von s 


24732. .25454, 26087. .26230 








Seq. No. 


41498 


Seq. ID 


OJ990605_43 . 0317 


.C7 


Gene No. 


86040 


Strand 


+ 




Start 


26835 


End 


26912 




Name 


OJ990605 43.0317.C7.o9.gs 


Method 


GENSCAN 




Start 


26835 ~ 


End 


26912 




GI 


none 


Score 


.92 




R von s 


26835 . . 26912 








Seq. No. 


41498 


Seq. ID 


OJ990605_43.0317 


.C7 


Rpn^ No. 


86041 


Strand 






Start 


1679 


End 


27017 






OJ990605 43.0317.C7.o3.np 


Method 


AAT/NAP 




Start 


1679 


End 


23006 




GI 


7484961 


Score 


225 




Exons 


1679.. 1725, 5349.. 5473, 6234.. 6589, 7410.. 7541, 13356.. 


13695, 




21118. .21306, 22945.. 23006 








GI DescriD. 


extensin homolog T9E8.80 - 


Arabidopsis 


thaliana 






gi| 4584539 lembl CAB40769.il 


(AL049608) 


extensin-like protein 




[Arabidopsis thaliana] gi | 


7268037 lembl CAB78376.il (AL161536) 




extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


41498 


Seq. ID 


OJ990605_43.0317 


.C7 


Gene No. 


86041 


Strand 






Start 


1679 


End 


27017 




Name 


OJ990605 43.0317.C7.o2.gs 


Method 


GENSCAN 




Start 


3493 


End 


3879 




GI 


none 


Score 


.54 




Exons 


3493.. 3640, 3755.. 3879 








Seq. No. 


41498 


Seq. ID 


OJ990605_43.0317 


.C7 


Gene No. 


86041 


Strand 






Start 


1679 


End 


27017 




Name 


OJ990605 43.0317.C7.ol.gp 


Method 


AAT/GAP 




Start 


8664 


End 


9200 




GI 


none 


Score 


962 




R von «5 


8664. .9200 








Seq. No. 


41498 


Seq. ID 


OJ990605_43.0317 


.C7 


Gene No. 


86041 


Strand 






Start 


1679 


End 


27017 




Name 


OJ990605 43.0317.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9050 


End 


9319 





41626 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 159 

9050.. 9199, 9052.. 9207/ 9063.. 9200, 9227.. 9319 



41498 Seq. ID 

86041 Strand 
1679 End 
OJ990605_43 . 0317 . C7 . o2 . gp Method 
12394 End 
101153_1.R1084 Score 
12394. .12645, 13093.. 13132 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ990605_43.0317.C7 

27017 
AAT/GAP 
13132 
401 



41498 
86041 
1679 

OJ990605_43.0317.C7.o5.np 
13059 
7484961 



Seq. ID OJ990605_43.0317.C7 
Strand 

27017 
AAT/NAP 
27017 
243 



End 

Method 
End 
Score 

13059. .13246, 13335 .. 13687 , 14918 .. 15017, 21118 .. 21261, 
26820.. 27017 

extensin homolog T9E8.80 - Arabidopsis thaliana 
gi|4584539|emb|CAB40769.1| (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi I 7268037 | emb | CAB78376. 1 1 (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 


41498 




Seq. ID 


OJ990605_43.0317 


.C7 


Gene No. 


86041 




Strand 






Start 


1679 




End 


27017 




Name 


OJ990605 43. 0317. C7. 


o3.gp 


Method 


AAT/GAP 




Start 


18702 




End 


20998 




GI 


none 




Score 


1367 




Exons 


18702. .19174, 20665. 


.20780, 


20873. .20998 




Seq. No. 


41498 




Seq. ID 


OJ990605_43.0317 


.C7 


Gene No. 


86041 




Strand 






Start 


1679 




End 


27017 




Name 


OJ990605 43-. 0317. C7. 


o7 .gs 


Method 


GENSCAN 




Start 


20902 




End 


23247 




GI 


none 




Score 


.45 




Exons 


20902, .21044, 22493. 


.22545, 


22813. .22960, 23091.. 23247 




Seq. No. 


41498 




Seq. ID 


OJ990605_43.0317 


.C7 


Gene No. 


86041 




Strand 






Start 


1679 




End 


27017 




Name 


OJ990605 43. 0317. C7. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


22311 




End 


22736 




GI 


none 




Score 


59 




Exons 


22311. .22385, 22316. 


.22384, 


22490. .22534, 22506 .. 22532 , 






22626. .22724, 22629. 


.22736, 


22636. .22728 




Seq. No. 


41499 




Seq. ID 


OJ990525_11.0310 


.C20 


Gene No. 


86042 




Strand 






Start 


45 




End 


593 




Name 


OJ990525 11.0310.C20 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


45 




End 


593 




GI 


none 




Score 


110 





41627 



Exons 



45. .137, 48. .128, 336. .434, 344.-433, 516. .593, 527. .592 



Seq. No. 41500 Seq. ID OJ990525_11 . 0310 .C41 

Gene No. 86043 Strand 

Start 1055 End 1977 

Name OJ990525JL1 . 0310 .C41 . ol . gp Method AAT/GAP 

Start 1055 < End 1977 

GI 85912_1.R1084 Score 761 

Exons. 1055.. 1425, 1923.. 1977 

GI Descrip. ' 4324 617/gb | AF106619 | AF106619 4.0e-36 Cloning vector pDR1149 
complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41501 
86044 
27 

OJ990525_11.0310.C45.ol.tm 
27 

none 



Seq. ID OJ990525_11.0310.C45 
Strand 

End 221 

Method TBLASTX : Mai ze 

End 221 

Score 138 



27. .143, 28. .144, 140. .220, 141. .221 



41502 
86045 
604 

OJ990525_11.0310.C52.ol.tc 
604 
none 

604. .798, 609. .800, 952. .1014 



Seq. ID OJ990525_11.0310.C52 
Strand 

End 1014 

Method TBLASTX : Cress 

End 1014 

Score 147 



Seq. No. 41502 
Gene No. . 86045 

Start 604 

Name OJ990525_11 . 0310 .C52 . ol . ts 

Start 672 

GI none 

Exons 672.. 800, 673.. 798, 952.. 1014 

Seq. No. 41503 . 

Gene No. 8604 6 

Start 358 

Name OJ990525_11 . 0310 . C60 . ol . tm 

Start 358 

GI none 
Exons 



Seq. ID OJ990525_11.0310.C52 
Strand 

End 1014 

Method TBLASTX : Soybean 

End 1014 

Score 127 



Seq. ID OJ990525_11.0310.C60 
Strand 

End 1109 

Method TBLASTX : Maize 

End 1109 

Score 94 



358. .456, 359. .451, 548. .664, 550. .636, 551. .637, 722. .802, 
723. .791, 7.77. .830, 779.-832, 1049.. 1105, 1050.. 1109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41504 
86047 
1 

OJ990825_16.0303.Cl.ol.gp 
1 

uC-osflcypl70al0bl 



Seq. ID OJ990825_16.0303.C1 
Strand 

End 3365 

Method AAT/GAP 

End 781 

Score 634 



1..35, 260. .333, 422. .559, 666. .781 

, 5815410/gb|AAD52659.1|AF177392_l 5.0e-52 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] ' 



Seq. No. 



41504 



Seq. ID OJ990825_16.0303.Cj 



41628 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ~No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



86047 
1 

OJ990825_16.0303.Cl.ol.np 
1 

6692731 



Strand 

End 3365 

Method AAT/NAP 

End 2274 

Score 1535 



1..35, 260. .333, 422. .559, 666. .821, 1193. .1342, 1515. .1574, 
1664.. 1791, 1875.. 2274 

(AC012679) putative MAP kinase [Arabidopsis thaliana] 



41504 
86047 
1 

OJ990825_16.0303.Cl.ol.tm 

211 

none 



Seq. ID OJ990825_16.0303.C1 
Strand 

End 3365 

Method TBLASTX : Mai ze 

End 2274 ■ 

Score 68 



211. .333, 260. .358, 419. .562, 501. .560, 666. .815, 666. .824, 
667.. 822, 1190.. 1345, 1206.. 1355, 1515.. 1574, 1516.. 1575, 
1519. .1575, 1660.. 1794, 1662.. 1793, 1663.. 1794, 1664.. 1795, 
1664. .1804, 1861. .2274, 1883. .2170, 2234.. 2269 



41504 
86047 . 
1 

OJ990825_16.0303.Cl.o2.ts 

223 

none 



Seq. ID OJ990825_16.0303.C1 
Strand 

- End 3365 

Method TBLASTX : Soybean 

End 1345 

Score 70 



223. .333, 414. .560, 419. .562, 666. .824, 667. .819, 1090. .1143, 
1165. .1332, 1190. .1345, 1206. .1343, 1211. .1345 



41504 
86047 
1 

OJ990825_16.0303.Cl.o2.tc 

286 

none 



Seq. ID OJ990825_16.0303.C1 
Strand 

End 3365 

Method TBLASTX: Cress 

End 551 

Score 38 



286. .324, 292. .333, 414. .551, 419. .550 



41504 
86047 
1 

OJ990825_16.0303.Cl.ol.gs 

666 

none 



Seq. ID OJ990825_16.0303.C1 
Strand 

End 3365 

Method GENSCAN 

End 3365 

Score .84 



666. .821, 1193. .1342, 1515. .1574, 1664. .1791, 1875. .2274, 
3190. .3365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41504 
86047 
1 

OJ990825_16.0303.Cl.ol.tc 

669 

none 



Seq. ID OJ990825_16.0303.C1 
Strand 

End 3365 

Method TBLASTX : Cress 

End 2275 

Score 104 



669. .818, 669. .824, 1190. .1342, 1194. .1340, 1214. .1348, 
1215. .1355, 1518. .1574, 1519. .1575, 1662. .1811, 1664. .1768, 
1665. .1784, 1766. .1816, 1871. .2170, 1871. .2164, 1873. .2274, 
1900.. 2268, 2192.. 2275, 2234.. 2275 



41629 



Seq. No. 


41504 






Seq. ID 


OJ990825_16.0303.C1 


Gene No. 


86047 






Strand 




Start 


1 






End 


3365 


Name 


OJ990825 16. 


0303. 


Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1521 






End 


2275 


GI 


none 






Score 


74 


Exons 


1521. .1574, 


1522. 


.1575, 1662. 


.1793, 1664. .1804, 1666. .1794, 


1667. .1795, 


1829. 


.2170, 1861. 


.2268, 1861. .2274, 2234. .2275 


Seq. No. 


41504 






Seq. ID 


OJ990825_16.0303.C1 


Gene No. 


86047 






Strand 




Start 


1 






End 


3365 


Name 


OJ990825 16. 


0303. 


Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1697 






End 


2217 


GI 


none 






Score 


82 


Exons 


1697. .1804, 


1704 . 


.1793, 1835. 


.2170, 1861. .2217, 1861. .2217 


Seq. No. 


41505 






Seq. ID 


OJ990825_16.0303.C2 


Gene No. 


86048 






Strand 


+ 


Start 


2571 






End 


3751 


Name 


OJ990825 16. 


0303. 


C2.ol.gs 


Method 


GEN SCAN 


Start 


2571 






End 


3751 


GI 


none 






Score 


.55 


Exons 


2571. .3108, 


3552. 


.3751 






Seq. No. 


41505 






Seq. ID 


OJ990825_16.0303.C2 


Gene No. 


86048 






Strand 


+ 


Start 


2571 






End 


3751 


Name 


OJ990825 16 


0303 


C2.ol.np 


Method 


AAT/NAP 


Start 


2580 






End 


3101 


GI 


3643595 






Score 


249 


Exons 


2580. .3101 










GI Descrip. 


(AC005395) putative oleosin protein [Arabidopsis thaliana] 


Seq. No. 


41505 






Seq. ID 


OJ990825_16.0303.C2 


Gene No. 


86048 






Strand 


+ 


Start 


2571 






End 


3751 


Name 


OJ990825 16 


.0303 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Start . 


2690 






End 


3062 


GI 


none 






Score 


88 


Exons 


2690. .3061, 


2691 


..2747, 2823. 


.2870, 2949.. 3062 


Seq. No. 


41505 






Seq. ID 


OJ990825_16.0303.C2 


Gene No. 


86048 






Strand 


+ 


Start 


2571 






End 


3751 


Name 


OJ990825 16 


.0303 


.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


2835 






End 


3071 


GI 


none 






Score 


49 


Exons 


2835. .2870, 


2949 


..3071, 2951. 


.3070 




Seq. No. 


41506 






Seq. ID 


OJ990825_16.0303.C4 


Gene No. 


86049 






Strand 


+ 


Start 


4203 






End 


4553 


Name 


OJ990825 16 


.0303 


.C4 .ol .gp 


Method 


AAT/GAP 


Start 


4203 






End 


4553 


GI 


none 






Score 


670 


Exons 


4203. .4553 











41630 



Seq. No. 


41506 


Seq. ID 


OJ990825 


_16.0303.C4 


Gene No. 


86050 


Strand 


+ 




Start 


6353 


End 


8970 




Name 


OJ990825 16.0303.C4.ol.np 


Method 


AAT/NAP 




Start 


6353 


End 


8967 




GI 


6862941 


Score 


383 




Exons 


6353.. 6749, 6838.. 7011, 8043. 


.8190, 8728.. 8967 




GI Descrip . 


(AC019018) putative oxidoreductase [Arabidopsis 


thaliana] 


Seq. No. 


41506 


Seq. ID 


OJ990825 


_16.0303.C4 


Gene No. 


86050. 


Strand 


+ 




Start 


6353 


End 


8970 




Name 


OJ990825 16.0303.C4.o2.gs 


Method 


GENSCAN 




Start 


6353 


End 


8970 




GI 


none 


Score 


.65 




Exons 


6353.. 6749, 6909.. 7003, 7186. 


.7458, 7475. .7651, 


7752. .7868, 




8059.. 8190, 8728.. 8772, 8836. 


.8970 






Seq. No. 


41506 


Seq. ID 


OJ990825 


_16.0303.C4 


Gene No. 


86051. 


Strand 


+ 




Start 


9687 


End 


10017 




Name 


OJ990825 16.0303.C4.o3.gs 


Method 


GENSCAN 




Start 


9687 


End 


10017 




GI 


none 


Score 


. 65 




Rxon 


9687.. 9752, 9774.. 9919, 9987. 


. 10017 






Seq. No. 


41506 


Sea. ID 


OJ990825 


_16.0303.C4 


Gpne No 


86052 


Strand 


+ 




Start 


14188 


End 


14658 




Name 


OJ990825 16.0303.C4.o5.gs 


Method 


GENSCAN 




Start 


14188 


End 


14637 




GI 


none 


Score 


.4 




Exons 


14188. .14637 








Seq. No. 


41506 


Seq. ID 


OJ990825 


_16.0303.C4 


Gene No. 


86052 


Strand 


+ 




Start 


14188 


End 


14658 




Name 


OJ990825 16.0303.C4.o4.np 


Method 


AAT/NAP 




Start 


14537 


End 


14658 




GI 


5777617 


Score 


102 




Exons 


14537. .14658 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


41506 - 


Seq. ID 


OJ990825 


16. 0303. C4 


Gene No. 


86053 


Strand 


+ 




Start 


15963 


End 


16057 




Name 


OJ990825 16.0303.C4.o3.gp 


Method 


AAT/GAP 




Start 


15963 


End 


16057 




GI 


5867 1.R1084 


Score 


143 




Exons 


15963. .16057 








GI Descrip. 


M64986/sp|P35132|UBC9 ARATH 


5.0e-58 


UBIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 (UBIQQITIN- 


PROTEIN 


LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 -Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 



41631 




ubiquitin conjugating enzyme [Arabidopsis' 





Seq. No. 


41506 


Seq. ID 


OJ990825_16.0303.C4 




Gene No. 


86054 


Strand 






Start 


7665 


End 


8047 




Name 


OJ990825 16.0303.C4.o2.gp 


Method 


AAT/GAP 




Start 


7665 


End 


8047 




GI ■'* 


uC-osroM202018e03bl 


Score 


728 




Exons 


. 7665. .8047 








GI Descrip. 


'3218542/dbj I AB004813 | AB004813 8.0e-09 


Oryza sativa AOXlb and 






AOXla genes, complete cds f 








Seq. No. 


41506 


Seq. ID 


OJ990825_16.0303.C4 




Gene No. 


86055 


Strand 






Start 


10797 


End 


11960 




Name 


OJ990825 16.0303.C4.o2.np 


Method 


AAT/NAP 




Start 


10765 


End 


11783 




GI 


6715737 


Score 


428 




Exons 


10765. .11101, 11226.. 11783 








GI Descrip. 


(AC016447) putative zinc finger protein [Arabidopsis thaliana] 




Seq. No. 


41506 


Seq. ID 


OJ990825_16.0303.C4 




Gene No . 


86055 


Strand 






Start 


10797 


End 


11960 


sr 

=~ 


Name 


OJ990825 16.0303.C4.o4.gs 


Method 


GENS CAN 


fcr 


Start 


107Q7 

J- \J 1 ^ 1 


End 


11960 


r= 


GI 


none 


Score 


.91 


y 


Exons 


10797. .11213, 11271.. 11960 






3 

u 


Seq. No. 


41506 


Seq. ID 


OJ990825_16.0303.C4 




Gene No. 


86056 


Strand 






Start 


16445 


End 


18061 


y 


Name 


OJ990825 16.0303.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


6881 


End 


8181 




GI 


none 


Score 


166 




Exons 


6881.. 7027, 6896.. 7057, 8038 


..8181, 8053. .8133, 8055.. 8180 




Seq. No. 


41506 


Seq. ID 


OJ990825_16.0303.C4 




Gene No . 


86056 


Strand 






Start 


16445 


End 


18061 


~ 


Name 


OJ990825 16.0303.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


10813 


End 


11043 




GI 


none 


Score 


324 




Exons 


10813. .11043, 10815.. 11042 








Seq. No. 


41506 


Seq. ID 


OJ990825_16.0303.C4 




Gene No . 


86056 


Strand 






Start 


16445 


End 


18061 




Name 


OJ990825 16.0303.C4.o6.gs 


Method 


GEN SCAN 




Start 


16445 


End 


18061 




GI 


none 


Score 


.43 




Exons 


16445. .16531, 16622 .. 16641, 


17255. .17352, 17564.. 18061 




Seq. No. 


41507 


Seq. ID 


OJ990825_16.0303.C5 




Gene No. 


86057 


Strand 






Start 


142 


End 


1182 




Name 


OJ990825 16.0303.C5.ol.gs 


Method 


GENSCAN 



41632 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



142 End 

none Score 
142.. 1182 

41507 Seq. ID 

86058 Strand 

1447 End 

OJ990825_1 6 . 0303 .C5.ol.tw Method 

4 69 End 

none Score 
469. .837, 501. .791 

41507 Seq.. ID 

86058 Strand 

1447 End 

OJ990825_16 . 0303 .C5.ol.ts Method 

490 End 

none Score 
490. .879 

41507 Seq. ID 

86058 Strand 

1447 End 

OJ990825_16.0303.C5.o2.gs Method 

1447 End 

none Score 

1447.. 1555, 2860.. 3030, 3113.. 3525 



1182 
.91 . 



OJ990825_16.0303.C5 
3525 

TBLASTX: Wheat 

837 

319 



OJ990825_16.0303.C5 
3525 

TBLASTX : Soybean 

879 

183 



OJ990825_16.0303.C5 

3525 
GENSCAN 
3525 
.41 



OJ990825 16. 0303. C5 



41507 Seq. ID 

86058 Strand 

1447 End 3525 

OJ990825_16 . 0303 .C5.ol.gp Method AAT/GAP 

2184 End 2704 

LIB3431-001-P1-N1-B5 Score 762 
2184.. 2416 2522. .2704 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ■ 



Seq. No. 


41508 




Seq. ID 


OJ990825_16.0303. 


C8 


Gene No. 


86059 




Strand 






Start 


2711 




End 


3154 




Name 


OJ990825 16. 0303. C8 


. ol .gp 


Method 


AAT/GAP 




Start 


2711 




End 


3154 




GI 


none 




Score 


864 




Exons 


2711. .3154 










Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303. 


C9 


Gene No. 


86060 




Strand 


+ 




Start 


297 




End 


3246 




Name 


OJ990825 16. 0303. C9 


.ol.gs 


Method 


GENSCAN 




Start 


297 




End 


3246 




GI 


none 




Score 


.79 




Exons 


297. .407, 511. .764, 


2266. . 


2411, 2778.. 


2942, 2973.-3246 




Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303. 


C9 


Gene No. 


86060 




Strand 


+ 




Start 


297 




End 


3246 





41633 



Name . OJ990825_16 . 0303 . C9 . ol . np Method 

Start 2332 End 

GI 1170408 Score 

Exons 2332.. 2411, 2973.. 3244 

GI Descrip. HOMEOBOX-LEUCINE ZIPPER PROTEIN HAT 14 

gi 1 549885 (U09334) homeobox protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



AAT/NAP 

3244 

134 

(HD-ZIP PROTEIN 14) 



OJ990825_16.0303.C9 
+ 

8900 
AAT/GAP 
8900 
972 



41509 Seq. ID 

86061 Strand 
8287 End 
OJ990825_16.0303.C9.ol.gp Method 
8287 End 
none Score 
8287. .8771, 8876. .8900 

41509 Seq. ID 

86062 Strand 
12370 End 
OJ990825_16.0303'.C9.o2.gp Method 
12370 End 
none Score 
12370. .12686 

41509 Seq. ID 

86063 Strand 
22784 End 
OJ990825_16.0303.C9.o3.gs Method 
22784 End 
none Score 
22784. .22834, 23163 23260, 23296 2344 1, 24246.-24523, 
25719. .25842, 26310 .. 26348, 26636.-26868 



OJ990825_16.0303.C9 
+ 

12686 
AAT-/GAP 
12686 
583 



OJ990825_16.0303.C9 
+ 

26868 
GENSCAN 
26868 
.66 



Seq. No. 


41509 


Gene No. 


86063 


Start 


22784 


Name 


OJ990825 16. 0303. C9 


Start 


23660 


GI 


5667165 


Exons 


23660. .23849 


GI Descrip. 


5670155/gb|AF161269 




japonica BAC clone 


Seq. No. 


41509 


Gene No. 


86063 


Start 


22784 


Name 


OJ990825 16. 0303. C9 


Start 


23933 


GI 


6907086 


Exons 


23933.-24696, 24760 


GI Descrip. 


(AP001129) hypothet 


Seq. No. 


41509 


Gene No. 


86064 


Start 


4587 


Name 


OJ990825- 16. 0303. C9 


Start 


4587 


GI 


7489524 



Seq. ID OJ990825_16.0303.C9 

Strand + 

End 26868 

Method AAT/GAP 

End 23849 

Score 338 



Seq. ID OJ990825_16.0303.C9 

Strand + 

End 26868 

Method AAT/NAP 

End 25595 

Score 1133 



.24931, 25156.. 25595 



,np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990825_16.0303.C9 

6816 
AAT/NAP 
6816 
1235 



41634 




Exons 4587.. 4650, 4752.. 4828, 4936.. 5093, 5178.. 5263, 5374.. 5521, 

5553. .6816 

GI Descrip. probable auxin transport protein - rice 

gi| 3377509 | gb | AAC39514 . 1| (AF056027) auxin transport protein 
REH1 [Oryza sativa] 





Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 




Gene No . 


86065 




-v" Strand 








Start 


16116 




End 


22052 






Name 


OJ990825 16. 0303. C9. 


o3.gp 


Method 


AAT/GAP 






Start 


16116 




End 


17919 






GI 


uC-osflM202058gllal 




Score 


954 






Exons 


16116. .16372, 16477. 


.16567, 


17641. .17781, 17886. .17919 






GI Descrip. 


'5670155/gb|AF161269 


. 1-IAF161269 4.0e-8 6 Oryza sativa subsp 






japonica BAC clone 34K24, complete sequence 1 






Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 




Gene No . 


86065 




Strand 








Start 


16116 




End 


22052 






Name 


OJ990825 16. 0303. C9. 


o3 .np 


Method 


AAT/NAP 






Start 


16214 




End 


22052 






GI 


•6957704 




Score 


865 






Exons 


16214. .16372, 16477. 


.16567, 


17641. .17781, 17886. .17951, 








18506. .18643, 19085. 


.19186, 


19327. .19401, 19482. .19562, 




— 




20361. .20452, 21888. 


.22052 








fn 


GI Descrio. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 




i y 


Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 


f ^ 


Gene No . 


86066 




Strand 






i~l 


Start 


27110 




End 


27681 




■A 


Name 


OJ990825 16. 0303. C9. 


o4 . gs 


Method 


GENSCAN 




r 1 1 


Start 


27110 




End 


27622 






GI 


none 




Score 


.98 




B 

f 1 


Exons 


27110. .27622 












Seq. No. 


41509 




Seq. ID 


OJ990825J.6.0303 


.C9 




Gene No. 


86066 




Strand 






r — 


Start 


27110 




End 


27681 




%1 


Name 


OJ990825 16. 0303. C9. 


o5.np 


Method 


AAT/NAP 






Start 


27116 




End 


27616 




? ^ 


GI 


6728961 




Score 


388 






Exons 


27116. .27616 












GI Descrip. 


(AC018363) putative 


calmodulin [Arabidopsis thaliana] 






Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 




Gene No. 


86066 




Strand 








Start 


27110 




End 


27681 






Name 


OJ990825 16. 0303. C9. 


o5 . gp 


Method 


AAT/GAP 






Start 


27465 




End 


27681 






GI 


2311836 




Score 


410 






Exons 


27465. .27681 












Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 




Gene No. 


86067 




Strand 








Start 


29061 




End 


32233 






Name 


OJ990825 16. 0303. C9. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


4587 




End 


6837 





41635 



GI 


none 








Score 


49 


Exons 


4587. .4649, 


4588. 


.4650, 


4754. 


.4828, 4755. .4832, 4928. .5107, 




4930. .5103, 


5161. 


.5265, 


5168. 


.5272, 5347. .5487, 5373. .5486, 




5376. .5489, 


5944 . 


.6012, 


6046. 


.6126, 6235.-6495, 6242. .6505, 




6532. .6837, 


6560. 


.6802 








Seq. No. 


41509 








Seq. ID 


OJ990825_16.0303.C9 


Gene No . 


86067 








Strand 




Start 


29061 








End 


32233 


Name 


OJ990825 16. 


0303. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4587 








End 


5462 


GI 


none 








Score 


62 


Exons 


4587. .4649, 


4588. 


.4653, 


4736. 


.4816, 4751.. 4828, 4755.. 482.9, 




4930. .5103, 


4940. 


.5095, 


5161. 


.5265, 5168.. 5257, 5181.. 5267, 




5182. .5265, 


5359. 


.5457, 


5373. 


.5456, 5373.. 5462 


Seq. No. 


41509 








Seq. ID 


OJ990825_16.0303.C9 


Gene No. 


86067 








Strand 




Start 


29061 








End 


32233 


Name 


OJ990825 16. 


0303. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4587 








End 


5487 


GI 


none 








Score 


75 


Exons 


4587. .4649, 


4754. 


.4828, 


4755. 


.4832, 4928.. 5095, 4930.. 5103, 




5161. .5265, 


5168. 


.5272, 


5359. 


.5487, 5373. .5486 


Seq. No. 


41509 








Seq. ID 


OJ990825_16.0303.C9 


Gene No. 


86067 








Strand 




Start 


29061 








End 


32233 


Name 


OJ990825 16. 


0303. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4751 








End 


5462 


GI 


none 








Score 


74 


Exons 


4751. .4828, 


4930. 


.5103, 


5170. 


.5265, 5373.. 5462 


Seq. No. 


41509 








Seq. ID 


OJ990825_16.0303.C9 


Gene No. 


86067 








Strand 




Start 


29061 








End 


32233 


Name 


OJ990825 16. 


0303. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5910 








End 


27454 


GI 


none 








Score 


64 


Exons 


5910. .5993, 


27096 


..27344, 27113. .27343, 


27362. .27454, 




27386. .27451 










Seq. No. 


41509 








Seq. ID 


OJ990825_16.0303.C9 


Gene No. 


86067 








Strand 




Start 


29061 








End 


32233 


Name 


OJ990825 16. 


0303. 


C9.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


6245 








End 


6498 


GI 


none 








Score 


223 


Exons 


6245. .6496, 


6247. 


.6498 








Seq. No. 


41509 








Seq. ID 


OJ990825_16.0303.C9 


Gene No. 


86067 








Strand 




Start 


29061 








End 


32233 


Name 


OJ990825 16. 


0303. 


C9.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


6362 








End 


6813 


GI 


none 








Score 


72 


Exons 


6362. .6496, 


6364. 


.6495, 


6554. 


.6790, 6580. .6813 



41636 




Seq. No. 


41509 




Seq. ID 


OJ990825_16. 0303 


. C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 




Name 


OJ990825 16. 0303. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


6551 




End 


6837 




GI 


none 




Score 


307 




Exons • 


6551.. 6817, 6580.. 6828, 6799 


>. .6837 






Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 




Name 


OJ990825_16.0303.C9. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


12723 




End 


13130 




GI 


none 




Score 


98 




Exons 


12723 .. 12743, 12780. 


. 12872 , 


12787. .12900, 12853 .. 13029, 






12864 .. 13028 , 13075. 


. 13128, 


13080. .13130 




Seq. No. 


41509 




Seq. ID 


OJ990825JL6.0303 


.C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 




Name 


OJ990825_16.0303.C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12723 




End 


13008 




GI 


none 




Score 


134 




Exons 


12723. .12743, 12780. 


. 12881, 


12787. .12876, 12871 13008 , 






12882. .13007 










Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 




Name 


OJ990825 16. 0303. C9. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


12888 




End 


13256 




GI 


none 




Score 


53 




Exons 


12888. .12956, 12889. 


.12960, 


12942. .13034, 12961 .. 13035, 






13080. .13256 










Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 




Name 


OJ990825 16.0303.C9.o9.tm 


Method 


TBLASTX: Maize 




Start 


13230 




End 


13605 




GI 


none 




Score 


51 




Exons 


13230. .13274, 13230. 


.13277, 


13261. .13326, 13392 .. 13445, 






13393. .13449, 13497. 


.13565, 


13498. .13605, 13569.. 13604 




Seq. No. 


41509 




Seq. ID 


OJ990825 16. 0303. C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 




Name 


OJ990825 16. 0303. C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


16202 




End 


16601 




GI 


none 




Score 


204 




Exons 


16202. .16444, 16207. 


.16374, 


16214. .16402, 16473. .16601, 






16476. .16565, 16477. 


.16590 








Seq. No. 


41509 




Seq. ID 


OJ990825_16.0303 


.C9 


Gene No. 


86067 




Strand 






Start 


29061 




End 


32233 





41637 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990825_16.0303.C9.o6. tm 

17641 

none 

17641. .17787, 17 643 17783, 

17887. .17952, 17888 .. 17950, 

18499. .18645, 18503 1864 6, 

19088. .19210, 19155. .19208, 

19479. .19562, 19481 .. 19564 , 
19648. .19692 



Method TBLASTX : Mai ze 

End- 19692 

Score 160 
17646. .17789, 17886 .. 17951 , 
18495. .18638, 18499 18633, 
19066. .19188, 19088. .19198, 
19326. .19409, 19329 19403, 
19482. .19568, 19636 .. 19668 , 



41509 
86067 
29061 

OJ990825_16.0303.C9.o5.tc 
17739 



End 

Method 
End 

none Score 
17739. .17783, 17740 .. 17790, 17886 .. 17951, 17888 .. 17 950, 
18499. .18645, 18503 .. 1864 6, 19066 .. 19188 , 19088 .. 19189, 
19097. .19192, 19326.. 19394 



Seq. ID OJ990825_16.0303.C9 
Strand 

32233 

TBLASTX: Cress 
19394 
43 



41509 
86067 
29061 

OJ990825_16.0303.C9.o6.ts 
19153 



Seq. ID OJ990825_16.0303.C9 
Strand 

End 32233 

Method TBLASTX : Soybean 

End 20452 

none Score 55 

19153.. 19188, 19326.. 19409, 19327 19368, 19475 .. 19567 , 
19479.. 19568, 19481 .. 19564 , 19626 19739, 19648 .. 19716, 
20360. .20452 

Seq. ID OJ990825_16.0303.C9 
Strand 

End 32233 

Method TBLASTX: Cress 

End 27613 

Score 96 
27371.. 27613 

Seq. ID OJ990825__16.0303.C9 
Strand 

End 32233 

Method TBLASTX : Soybean 

End 27595 

Score 97 
27371. .27595 

Seq. ID OJ990825_16.0303.C9 
Strand 

End 32233 

Method TBLASTX : Wheat 

End 27583 

Score 92 
27221. .27337, 27371.. 27583 

Seq. ID OJ990825__16.0303.C9 
Strand 

End 32233 



Seq. No. 


41509 




Gene No. 


86067 




Start 


29061 




Name 


OJ990825 16. 0303. C9. 


o3. tc 


Start 


27128 




GI 


none 




Exons 


27128. .27334, 27146. 


.27337, 


Seq. No. 


41509 




Gene No. 


86067 




Start 


29061 




Name 


OJ990825 16. 0303. C9. 


o5 . ts 


Start 


27128 




GI 


none 




Exons 


27128. .27382, 27146. 


.27337, 


Seq. No. 


41509 




Gene No. 


86067 




Start 


29061 




Name 


OJ990825 16. 0303. C9. 


o3.tw 


Start 


27128 




GI 


none 




Exons . 


27128. .27334, 27146. 


.27337, 


Seq. No. 


41509 




Gene No. 


86067 




Start 


29061 





41638 




Name 


OJ990825 16. 0303. C9. 


oS.gs 


Method 


GEN SCAN 






Start 


29061 




End 


31271 






GI 


none 




Score 


.77 






Exons 


29061. .29079, 29365. 


.29458, 


29511. .29649, 29740 


. .29874, 






30105. .30279, 30430. 


.30626, 


31150. .31271 






Seq. No. 


41509 




Seq. ID 


OJ990825 


_16.0303 


.C9 


Gene No. 


86067 




Strand 








Start 


29061 




End 


32233 






Name 


OJ990825_16.0303.C9. 


ol.tm 


Method . 


TBLASTX: 


Maize 




Start 


29434 




End 


31290 






GI 


none 




Score 


307 






Exons 


29434. .29649, 29435. 


.29653, 


29561. .29650, 29562 


. .29654, 






29740. .29871, 29741. 


.29872, 


29741. .29875, 30105 


. .30278, 






30106. .30270, 30418. 


.30627, 


30430. .30603, 30432 


. .30629, 






31144. .31290, 31154. 


.31273, 


31159. .31284 






Seq. No. 


41509 




Seq. ID 


OJ990825 


JL6.0303 


.C9 


Gene No. 


86067 




Strand 








Start 


29061 




End 


32233 






Name 


OJ990825_16.0303.C9. 


ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


29435 




End 


30479 






GI 


none 




Score 


225 






Exons 


29435. .29650, 29440. 


.29466, 


29473. .29649, 29581 


. .29652, 






29675. .29875, 29739. 


.29876, 


29740. .29877, 29744 


. .29875, 






29745. .'29876, 30097. 


.30276, 


30102. .30278, 30103 


. .30270, 






30105. .30281, 30432. 


.30479 










Seq. No. 


41509 




Seq. ID 


OJ990825 


JL6.0303 


.C9 


Gene No. 


86067 




Strand 








Start 


29061 




End 


32233 






Name 


OJ990825 16. 0303. C9. 


o6.np 


Method 


AAT/NAP 






Start 


29443 




End 


32233 






GI 


6016708 




Score 


1176 






Exons 


29443. .29649, 29740. 


.29874, 


30105. .30279, 30430 


. .30626, 






31150. .31271, 32213. 


.32233 










GI Descrip. 


(AC009325) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


41509 




Seq. ID 


OJ990825 


_16.0303 


.C9 


Gene No. 


86067 




Strand 








Start 


29061 




End 


32233 






Name 


OJ990825 16. 0303. C9. 


o2.tc 


Method 


TBLASTX : 


Cress . 




Start 


29458 




End 


31273 






GI 


none 




Score 


174 






Exons 


29458. .29649, 29459. 


.29650, 


29740. .29877, 29747 


. .29875, 






30097. .30270, 30102. 


.30278, 


30430. .30576, 30432 


. .30575, 






31144. .31272, 31154. 


.31273 










Seq. No. 


41509 




Seq. ID 


OJ990825 


_16.0303 


.C9 


Gene No. 


86067 




Strand 








Start 


29061 




End 


32233 






Name 


OJ990825 16. 0303. C9. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


29494 




End 


30560 






GI 


none 




Score 


118 






Exons 


29494. .29646, 29495. 


.29641, 


29743. .29877, 29795 


. .29875, 






30097. .30258, 30102. 


.30278, 


30430. .30549, 30432 


. .30560 





41639 




Seq. No. 


41510 






Seq. ID 


OJ990825 


_16. 0303. C10 


Gene No. 


O H C\ c o 

86068 






Strand 


+ 




Start 


6 






End 


2050 




Name 


OJ990825 16. 


0303. C10. ol. 


gs 


Method 


GENSCAN 




Start 


6 






End 


2050 




GI 


none 






Score 


.78 




Exons 


6. .169, 1483 


..1564, 1604 


..1741, 1988.. 


2050 




Seq. No. 


41510 






Seq. ID 


OJ990825 


_16. 0303. C10 


Gene No. 


86069 






Strand 


+ 




Start 


4058 






End 


4511 




Name 


OJ990825 16. 


0303. C10. ol. 


gp 


Method 


AAT/GAP 




Start 


4058 






End 


4511 




GI 


none 






Score 


770 




Exons 


4058. .4511 












Seq. No. 


41510 






Seq. ID 


OJ990825 


_16. 0303. C10 


Gene No. 


86070 






Strand 






Start 


1 






End 


152 




Name 


OJ990825 16. 


0303. C10. ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


152 




GI 


6016708 






Score 


128 




Exons 


1. .152 












GI Descrip. 


(AC009325) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


41510 






Seq. ID 


OJ990825 


_16. 0303. C10 


Gene No. 


86071 






Strand 






Start 


4362 






End 


6457 




Name 


OJ990825 16. 


0303. C10. o2. 


gs 


Method 


GENSCAN 




Start 


4362 






End 


6457 




GI 


none 






Score 


.7 




Exons 


4362. .4446, 


4716. .4788, 


5331 


..5412, 5829. .5919, 


5991. .6067, 




6440. .6457 












Seq. No. 


41510 






Seq. ID 


OJ990825 


_16. 0303. C10 


Gene No. 


86071 






Strand 






Start 


4362 






End 


6457 




Name 


OJ990825 16. 


0303. C10. o2. 


gp 


Method 


AAT/GAP 




Start 


4398 






End 


5901 




GI 


287066 






Score 


739 




Exons 


4398. .4585, 


4716. .4788, 


5331 


..5412, 5829.. 5901 




Seq. No. 


41511 






Seq. ID 


OJ990825 


_16.0303.C11 


Gene No. 


86072 






Strand 






Start 


1081 






End 


1787 




Name 


OJ990825 16. 


0303.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


1081 






End 


1787 




GI 


none 






Score 


.6 




Exons 


1081. .1090, 


1734. .1787 










Seq. No. 


41511 






Seq. ID 


OJ990825 


_16.0303.C11 


Gene No. 


86073 






Strand 






Start 


1883 






End 


1946 




Name 


OJ990825 16. 


0303.Cll.ol. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


1552 






End 


1946 




GI 


none 






Score 


95 




Exons 


1552. .1629, 


1553. .1627, 


1728 


..1787, 1733. .1804, 


1734. .1790, 



41640 






1866. .1946, 


1870 


..1944, 1871 


. . 1945 








Seq. No. 


41511 






Seq. ID 


OJ990825_16. 


0303, 


Cll 


Gene No. 


86073 






Strand 








Start 


1883 






End 


1946 






Name 


OJ990825 16. 


0303 


. Cll.ol.gp 


Method 


AAT/GAP 






Start 


1883 ~ 






End 


1945 






GI 


426359 






Score 


106 






Exons 


1883. .1945 














Seq. No. 


41512 






Seq. ID 


OJ990825_16, 


0303. 


C12 


Gene No. 


86074 






Strand 








Start 


488 






End 


3344 






Name 


OJ990825 16. 


0303 


.C12.ol.gp 


Method 


AAT/GAP 






Start 


488 ~ 






End 


620 






GI 


426359 






Score 


219 






Exons 


488. .620 














Seq. No: 


41512 






Seq. ID 


OJ990825_16 


0303. 


C12 


Gene No. 


86074 






Strand 








Start 


488 






End 


3344 






Name 


OJ990825 16. 


0303 


.C12 . ol . gs 


Method 


GEN SCAN 






Start 


489 






End 


3344 






GI 


none 






Score 


.87 






Exons 


489.. 669, 1931.. 


2003, 2452. . 


2533, 3104 


..3194, 3271 


.334 4 




Seq. No. 


41512 






Seq. ID 


OJ990825_16 


0303. 


C12 


Gene No. 


86074 






Strand 








Start 


488 






End 


3344 






Name 


OJ990825 16. 


0303 


.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1656 






End 


1981 






GI 


none 






Score 


84 






Exons 


1656. .1850, 


1660 


..1851, 1927 


..1980, 1931. .1981 







Seq. No. 41513 
Gene No. 8 6075 

Start 1032 

Name OJ990825_16 . 0303 . C13 . ol . gs 

Start 1032 
GI none 

Exons 1032.. 1120, 2301.. 2419, 

3129.. 3160, 3271.. 3313, 

5436.-5498, 6258. .6265, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
256S..2644, 2696 
3398.-3465, 4198 
6723. .6806 



OJ990825_16.0303.C13 
+ 



6806 
GENS CAN 
6806 
.43 

2788, 
4266, 



2903. 
4459. 



.2948, 
.4627, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



41513 Seq. ID 

8 6075 Strand 
1032 End 
OJ990825_16.0303.C13.ol.np Method 
1823 End 
4126964 Score 
1823. .1889, 2643. .2780, 4681. .4706 

(AB017545) peroxisomal membrane anchor protein [Cricetulus 
longicaudatus ] 



OJ990825_16.0303.C13 
-f 

6806 
AAT/NAP 
4706 
63 



41513 
86075 
1032 



Seq. ID OJ990825_16.0303.C13 
Strand + 
End 6806 



41641 






Name 


OJ990825 16. 


0303. 


C13.ol 




Method 


AAT/GAP 










Start 


2344 








End 


2737 










GI 


5002932 








Score 


466 










Exons 


2344. .2419, 


2565. 


.2737 
















Seq. No. 


41513 








Seq. ID 


OJ990825 


_16. 


0303 


.C13 




Gene No. 


86076 








Strand 












Start 


4087 








-End 


4955 










Name 


OJ990825 16. 


0303. 


C13.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2447 








End 


2961 










GI 


none 








Score 


150 










Exons 


2447. .2491, 


2615. 


.2770, 


2615. 


.2785, 2658.-2786, 


2885. .2953, 






2899. .2961, 


2902. 


.2961 
















Seq. No. 


41513 








Seq. ID 


OJ990825 


_16. 


0303 


.C13 




Gene No. 


86076 








Strand 


- 










Start 


4087 








End 


4955 










Name 


OJ990825 16. 


0303. 


C13.o2 


.gp 


Method 


AAT/GAP 










Start 


4087 








End 


4955 










GI 


none 








Score 


1277 










Exons 


4087. .4263, 


4455. 


.4955 
















Seq. No. 


41514 








Seq. ID 


OJ990825 


_16. 


0303 


.C14 




Gene No. 


86077 








Strand 


+ 










Start 


517 








End 


824 








j 


Name 


OJ990825 16. 


0303. 


C14.ol 


.gs 


Method 


GENS CAN 








n 


Start 


517 








End 


824 










GI 


none 








Score 


.77 










Exons 


517. .571, 811. .824 














y 

sr. 


Seq. No. 


41514 








Seq. ID 


OJ990825 


_16. 


0303 


.C14 




Gene No. 


86078 








Strand 


- 








u 


Start 


2110 








End 


3030 










Name 


OJ990825 16. 


0303. 


C14.o2 


.gs 


Method 


GENSCAN 










Start. 


2110 








End 


3030 










GI 


none 








Score . 


1 










Exons 


2110. .3030 


















cr 


Seq. No. 


41514 








Seq. ID 


OJ990825 


_16. 


0303 


.C14 


3 


Gene No. 


86079 








Strand 










J 




5103 








End 


6249 










Name 


OJ990825 16. 


0303. 


C14.ol 


.np 


Method 


AAT/NAP 










Start - 


5080 








End 


6184 










GI 


7339707 








Score 


78 










Exons 


5080. .5261, 


5579. 


.5692, 


5913. 


.6184 












GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


41514 








Seq. ID 


OJ990825 


JL6. 


0303 


.C14 




Gene No. 


86079 








Strand 












Start 


5103 








End 


6249 










Name 


OJ990825 16. 


0303. 


C14.o3 


.gs 


Method 


GENSCAN 










Start 


5103 






End 


6249 










GI 


none 








Score 


.47 










Exons 


5103. .5304, 


5543. 


.5670, 


5964. 


.6249 












Seq. No. 


41515 








Seq. ID 


OJ990825 


_16. 


0303 


.C15 




Gene No. 


86080 








Strand 











41642 



Start 
Name 
Start 
GI 

Exons 



4112 End 9551 

OJ990825_1 6 . 0303 . C15 . o2 . gs Method GENSCAN 
4112 End 9551 

none Score .94 

4112. .4322, 6117. .6292, 8114. .8152, 8609. .8812, 8948. .9101, 
9205. .9551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41515 
86081 
15850 

OJ990825_16.0303.C15.o5.gs 

15850 

none 



Seq. ID OJ990825_16.0303.C15 

Strand + 

End 20587 

Method GENSCAN 

End 20587 

Score .55 



15850. .15906, 16045 .. 16174, 16176 .. 16304 , 16613 .. 16800, 
17056. .17129, 17644. .17809, 18201 .. 18301, 18724 .. 18922, 
20459. .20587 



Seq. No. 41515 Seq. ID 

Gene No. , 8 6082 Strand 

Start 9902 End 

Name OJ990825_16 . 0303 . C15 . o3 . gs Method 

Start 9902 End 

GI none Score 

Exons 9902.. 10234 



OJ990825_16.0303.C15 

10234 
GENSCAN 
10234 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41515 
86083 
10928 
OJ990825 
4226 
none 
4226 
8609 
9309 



16.0303.C15.o2.ts 



.4315, 
.8731, 
.9392 



6116. .6157, 
8753. .8815, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6182. .6298, 
8945. .9103, 



OJ990825_16.0303.C15 
14840 

TBLASTX : Soybean 
9392 
80 

6184. .6291, 8608. .8730, 
8947.. 9102, 9204.. 9296, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41515 
86083 
10928 
OJ990825 
10822 
none 
10822 
10955 
11057 



16.0303.C15.o2.tm 



10857, 
11050, 
11293, 



10823. 
10968. 
11061. 



,10870, 
,11051, 
,11288 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10826 

10972 



OJ990825 16.0303.C15 



14840 

TBLASTX: Maize 
11293 
48 

10864, 10922. .10966, 
11052, 11053. .11247, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



41515 
86083 
10928 

OJ990825_16. 0303. CIS. ol.tc 

10898 

none 

10898. .11062, 10932. .11051, 
11076. .11315, 11136. .11315 

41515 
86083 
10928 



Seq. ID 

Strand 

End * 

Method 

End 

Score 



OJ990825_16.0303.C15 
14840 

TBLASTX: Cress 

11315 

112 



10944. .11069, 11072. .11314, 



Seq. -ID 

Strand 

End 



OJ990825 16.0303.C15 



14840 



41643 




Name 


OJ990825 16.0303.C15 


.o4 .gs 


Method GEN SCAN 






Start 


10928 




End 14828 






GI 


none 




Score .84 






Exons 


10928. .11323, 11410. 


.11577, 


12095. .12331, 12424 


. .12465, 






12553. .12735, 13164. 


.13295, 


14376. .14828 






Seq. No. 


41515 




Seq. ID OJ990825 


_16.0303 


.CIS 


Gene No. 


86083 




Strand 






Start 


10928 




End 14840 






Name 


OJ990825 16. 0303. CI 5 


.ol.np 


Method AAT/NAP 






Start 


10931 




End 14840 






GI 


6573750 




Score 1349 






Exons 


10931. .11323, 11410. 


.11600, 


12124. .12331, 12394 


. . 12447, 






12498. .12735, 13164. 


.13295, 


14376. .14517, 14581 


. .14840 




GI Descrip. 


(AC009398) F20B24.8 


[Arabidopsis thaliana] 






Seq. No. 


41515 




Seq. ID OJ990825 


J.6.0303 


.C15 


Gene No. 


86083 




Strand 






Start 


10928 




End 14840 






Name 


OJ990825 16.0303.C15 


.ol.ts 


Method TBLASTX : , 


Soybean 




Start 


10964 




End 14450 






GI 


none 




Score 71 






Exons 


10964. .11044, 10965. 


.11045, 


11078. .11326, 11082 


. .11327, 






11404. .11598, 11408. 


.11563, 


11410. .11601, 11411 


. .11602, 






12107 ..12331, 12111. 


.12332, 


12119. .12343, 12506 


. .12535, 






12585. .12695, 12598. 


.12744, 


12599. .12742, 13161 


. .13298, 






13174. .13254, 14376. 


.14450 









Seq. No. 


41515 


Seq. ID 


OJ990825_16.0303 


.CIS 


Gene No. 


86083 


Strand 






Start 


10928 


End 


14840 




Name 


OJ990825 16.0303.C15.ol.gp 


Method 


AAT/GAP 




Start 


11073 


End 


11626 




GI 


701864 


Score 


795 




Exons 


11073. .11323, 11410.. 11626 








GI Descrip. 


2462753 4.0e-42 (AC002292) 


putative polygalacturonase 






[Arabidopsis thaliana] 








Seq. No. 


41515 


Seq. ID 


OJ990825_16.0303 


.CIS 


Gene No. 


86083 


Strand 






Start 


10928 


End 


14840 




Name 


OJ990825 16.0303.C15.o3.tm 


Method 


TBLASTX: Maize 




Start 


11389 


End 


11677 




GI 


none 


Score 


217 




Exons 


11389. .11607, 11393. .11677, 


11400. .11606, 11401. .11676 




Seq. No. 


41515 


Seq. ID 


OJ990825_16.0303 


-CIS 


Gene No. 


86083 


Strand 






Start 


10928 


End 


14840 




Name 


OJ990825 16.0303.C15.o2.tc 


Method 


TBLASTX: Cress 




Start 


11405 


End 


13283 




GI 


none 


Score 


143 




Exons 


11405. .11599, 11410. .11601, 


11411. .11602, 12107. .12331, 






12123. .12332, 12598 .. 12690, 


13191. .13283 




Seq. No. 


41515 


Seq. ID 


OJ990825_16.0303 


• CIS 


Gene No. 


86083 


Strand 







41644 




Start - 


10928 


End 


14840 




Name 


OJ990825 16.0303.C15..ol.tm 


' Method 


TBLASTX: Maize 




Start 


12110 


End 


12733 




GI 


none 


Score 


283 




Exons 


12110. .12331, 12111. .12347, 


12119. .1232 


8, 12409. .12465, 




12416. .12466, 12423 .. 12479, 


12581. .12718, 12582. .12728, 






12589. .12732, 12590.. 12733 








Seq. No. 


41516 


Seq. ID 


OJ990825_16.0303 


.C16 


Gene No. 


86084 


Strand 


+ 




Start 


3291 


End 


4249 




Name 


OJ990825 16.0303.C16.ol.np 


Method 


AAT/NAP 




Start 


3291 


End 


4246 




GI 


5091599 


Score 


1670 




Exons 


3291. .4246 








GI Descrip. 


(AC007858) 10A19I.2 [Oryza 


sativa] 






Seq. No. 


41516 


Seq. ID 


OJ990825JL6.0303 


.C16 


Gene No. 


86084 


Strand 


+ 




Start 


3291 


End 


4249 




Name 


OJ990825 16.0303.C16.o2.gs 


Method 


GENSCAN 




Start 


3291 


End 


4249 




GI 


none 


Score 


.63 




Exons 


3291.. 3621, 3627.. 4249 








Seq. No. 


41516 


Seq. ID 


OJ990825_16.0303 


.C16 


Gene No. 


86085 


Strand 


- 




Start 


825 


End 


1363 




Name 


OJ990825 16.0303.C16.ol.gs 


Method 


GENSCAN 




Start 


825 


End 


1363 




GI 


none 


Score 


.4 




Exons 


825. .951, 981. .1363 








Seq. No. 


41516 


Seq. ID 


OJ990825_16.0303 


.C16 


Gene No. 


86086 


Strand 






Start 


5415 


End 


5529 




Name 


OJ990825 16.0303.C16.ol.gp 


Method 


AAT/GAP 




Starts. 


5069 


End. 


5529 




GI 


20158 1.R1084 


Score 


827 




Exons 


5069. .5529 








GI Descrip. 


•2462753 4.0e-42 (AC002292) 


putative polygalacturonase 




[Arabidopsis thaliana] 1 









Seq. No. 


41516 










Seq. ID 


OJ990825_ 


16. 


0303 


.C16 


Gene No. 


86086 










. Strand 










Start 


5415 










•End 


5529 








Name 


OJ990825 16. 


0303 


C16 


. o3 


.gs 


Method 


GENSCAN 








Start 


5415 










End 


5527 








GI 


none 










Score 


.51 








Exons 


5415. .5527 




















Seq. No. 


41517 










Seq. ID 


OJ990825_ 


16 


0303 


.C17 


Gene No. 


86087 










Strand 


+ 








Start 


212 










End 


439 








Name.. 


OJ990825 16. 


0303 


.C17 


.ol 


.gs 


Method 


GENSCAN 








Start' 


212 










End 


439 








GI 


none 










Score 


.86 









41645 



Exons 


212. .439 








Seq. No. 


41518 




Seq. ID 


OJ000122_44.0406.C4 


Gene No. 


86088 




Strand 




Start 


743 




End 


2002 


Name 


OJ000122 44 


. 0406.C4 .ol.gs 


Method 


GENS CAN 


Start 


743 




End 


2002 


GI 


none 




Score 


.58 


Exons 


743. .2002 








Seq. No. 


41518 




Seq. ID 


OJ000122_44.0406.C4 


Gene No. 


86088 




Strand 




Start 


743 




End 


2002 


Name 


OJ000122 44 


. 0406.C4 .ol.np 


Method 


AAT/NAP 


Start 


1763 




End 


1882 


GI 


6598801 




Score 


78 


Exons 


1763. .1882 








GI Descrip. 


(AF024504) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


41518 




Seq. ID 


OJ000122_44.0406.C4 


Gene No. 


86089 




Strand 




Start 


3409 




End 


4602 


Name 


OJ000122 44 


.0406.C4.o2.gs 


Method 


GENS CAN 


Start 


3409 




End 


4602 


GI 


none 




Score 


.98 


Exons 


3409. . 4602 








Seq. No. 


41518 




Seq. ID 


OJ000122_44.0406.C4 


Gene No. 


86089 




Strand 




Start 


3409 




End 


4602 


Name 


OJ000122 44 


.0406.C4.o2.np 


Method 


AAT/NAP 


Start 


4453 




End 


4578 


GI 


6598801 




Score 


78 


Exons 


4453. . 4578 








GI Descrip. 


(AF024504) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


41518 




Seq. ID 


OJ000122_44.0406.C4 


Gene No i 


86090 




Strand 




Start 


5707 




End 


9745 


Name 


OJ000122 44 


.0406.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


914 




End 


9040 


GI 


none 




Score 


60 


Exons 


914. .937, 941. .1042, 1112. .1177, 3607. 


.3705, 3778.. 3831, 




3781. .3846, 


5762.. 6121, 5762. 


.6121, 5764. .6129, 5844. .6128, 




6143. .6175, 


8729. .8878, 8729. 


.8944, 8731. .8931, 8914. .9012, 




8951. .9040 








Seq. No. 


41518 




Seq. ID 


OJ000122_44.0406.C4 


Gene No. 


86090 




Strand 




Start 


5707 




End 


9745 


Name 


OJ000122 44 


.0406.C4.o3.gs 


Method 


GEN SCAN 


Start 


5707 




End 


9745 


GI 


none 




Score 


.57 


Exons 


5707. .5821, 


5988.. 6054, 6133. 


.6693, 7468.. 7699, 8666.. 9745 


Seq. No. 


41518' 




Seq. ID 


OJ000122_44 .0406.C4 


Gene No. 


86090 




Strand 





41646 



Start 


5707 


End 


9745 






Name 


OJ000122 44.0406.C4.ol.gp 


Method 


AAT/GAP 






Start 


8830 


End 


9162 






GI 


none 


Score 


624 






Exons 


8830. .9162 










Seq. No. 


41519 


Seq. ID 


OJ000122_44 


.0406. 


C5 


Gene No. 


86091 


Strand 








Start 


755 


End 


DO 4 O 






Name 


OJ000122 44.0406.C5.ol.gs 


Method 


GENSCAN 






Start 


755 


End 


6060 






GI 


none 


Score 


.46 






Exons 


755. .860, 1515.. 1709, 2597 


..2677, 4718 


..4793, 5438 


. .5590 






5625. .6060 










Seq. No. 


41519 


Seq. ID 


OJ000122_44 


.0406. 


C5 


Gene No. 


86091 


Strand 








Start 


755 


End 


bo 4 0 






Name 


OJ000122 44.0406.C5.ol.np 


Method 


AAT/NAP 






Start 


2381 


End 


2798 






GI 


6539570 


Score 


179 






Exons 


2381.. 2446, 2605.. 2798 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41519 


Seq. ID 


OJ000122_44 


.0406. 


C5 


Gene No. 


86091 


Strand 


- 






Start 


755 


End 


6846 






Name 


OJ000122 44.0406.C5.o2.np 


Method 


AAT/NAP 






Start 


2934 


End 


JUli 






GI 


6630699 


Score 


93 






Exons 


2934. .3013 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536 | db j | BAA89566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


41519 


Seq. ID 


OJ000122_44 


.0406. 


C5 


Gene No. 


86091 


Strand 








Start 


755 


End 


6846 . 






Name 


OJ000122 44.0406.C5.o3.np 


Method 


AAT/NAP 






Start 


4551 


End 


6846 






GI 


5777623 


Score 


1320 






Exons 


4551. .4793, 5612. .6120, 6297. .6440, 6690. .6846 






GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 






Seq. No. 


41520 


Seq. ID 


OJ000122_44 


.0406. 


C6 


Gene No. 


86092 


Strand 


+ 






Start 


9042 


End 


15809 






Name 


OJ000122 44.0406.C6.o3.gs 


Method 


GENSCAN 






Start 


9042 


End 


15809 






GI 


none 


Score 


.52 






Exons 


9042.. 9049, 11028 .. 11536, 


12674. .12808, 12845 13040, 






13461. .13518, 14196. .14474 


, 15217. .15298, 15691. .15809 




Seq. No. 


41520 


Seq. ID 


OJ000122_44 


.0406. 


C6 


Gene No. 


86092 


Strand 


+ 






Start 


9042 


End 


15809 






Name 


OJ000122 44.0406.C6.o2.gp 


Method 


AAT/GAP 







41647 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15144 End 

none Score 
15144. .15647 . 

41520 Seq. ID 

86093 Strand 

18812 End 

OJ000122_44 .0406.C6.o3.gp Method 

18812 End 

25685JL.R1084 Score 
18812. .18948, 19092 .. 19176, 
20506.. 20590 

, 2661412/emb|CAA04261| 6.0e- 
[Lycopersicon esculentum] ■ 

41520 Seq. ID 

86093 Strand 

18812 End 

OJ000122_4 4 . 0406 . C6 . o2 . np Method 

18875 End 

7434316 Score 

18875. .18948, 19092 ... 19173, 19839 

20506. .20688, 20794,.-. 20999, 22054 



15647 
982 



OJ000122 
+ 

22681 
AAT/GAP 
20590 
1182 



44. 0406. C6 



19839. .19976, „20174 20398, 
72 (AJ000728) MAP kinase kinase 



OJ000122_44 .0406.C6 
+ 

22681 
AAT/NAP 
22297 
943 

19976, 20174. .20398, 
22099, 22202.. 22297 



protein kinase MEK1 - tomato gi I 2661412 | emb | CAA04261 . 1 1 
(AJ000728) MAP kinase kinase [Lycopersicon esculentum] 



41520 
86093 
18812 

OJ000122_4 4.0406.C6.o5.gs 
19821 
none 



Seq. ID OJ000122_44.0406.C6 

Strand + 

End 22681 

Method GENSCAN 

End * 22448 

Score .74 



19821. .19976, 20506 20688 , 20794 .. 20999, 21310 .. 21535, 
22202. .22295, 22426.-22448 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41520 
86093 
18812 

OJ000122_44 .0406.C6.o4.gp 
20653 

60839_1.R1084 

20653. .20688, 20794 .. 20999, 
22426. .22681 

, 2661412/emb|CAA04261| 1.0e-42 (AJ000728) MAP kinase kinase 
[Lycopersicon esculentum] 1 



OJ000122_44 
+ 

22681 
AAT/GAP 
22681 
1170 



,0406. C6 



22054. .22099, 22202 22295, 



41520 Seq. ID 

86094 Strand 
26535 End 
OJ000122_4 4 . 0406 . C6 . o5 . gp Method 
26535 End 
uC-osflcypl04cl2al Score 
26535. .26689 

, 5852170/embtAL117 t 265.1|OST17804 3.0e-29 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17/804 ' 



OJ000122_44 .0406.C6 
+ 

26689 
AAT/GAP 
26689 
199 



Seq. No. 



41520 



Seq. ID OJ000122_44.0406.C6 



41648 



Gene No. 


86095 


Strand 


+ 




Start 


27687 


End 


32143 




Name 


QJUUUl^ 44 . U4 Uo . Co . Oo . gp 


Method 


AAT/GAP 




Start 


27687 


End 


28277 




GI 


2310235 


Score 


294 




Exons 


27687. .27724, 28138.. 28277 








GI Descrip. . 


5852182/emb|CAB55420.1| 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


41520 


Seq. ID 


OJ000122 


_44.0406.C6 


Gene No. 


86095 


Strand 


+ 




Start 


27687 


End 


32143 




Name 


OJ000122 44.0406.C6.ol0.gp 


Method 


AAT/GAP 




Start 


28142 


End 


32143 




GI 


342 1.R1084 


Score 


6938 




Exons 


28142. .32143 








GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein [Oryza 




sativa] 1 








Seq. No. 


41520 


Seq. ID 


OJ000122 


_44.0406.C6 


Gene No. 


86095 


Strand 


+ 






27687 


End 


32143 




Name 


OJ000122* 44.0406.C6.o3.np 


Method 


AAT/NAP 




Start 


28146 


End 


31434 




GI 


4680203 


Score 


3224 




Exons 


28146. .29795, 29951 .. 30181 , 


30457. .31434 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


41520 


Seq. ID 


OJ000122 


_44.0406.C6 


Gene No. 


86096 


Strand 






Start 


843 


End 


3517 




Name 


OJ000122 44.0406.C6.ol.gs 


Method 


GENSCAN 




Start 


843 


End 


3517 




GI 


none 


Score 


.8 




Exons 


843. .1445, 1552. .1734, 1767. 


.1972, 2281. .2308, 


3084. .3198, 




3462.. 3517 








Seq. No. 


41520 


Seq. ID 


OJ000122 


_44.0406.C6 


Gene No . 


86097 


Strand 






Start 


4163 


End 


5876 




Name 


OJ000122 44.0406.C6.o2.gs 


Method 


GENSCAN 




Start 


4163 


End 


5828 




GI 


none 


Score 


.5 




Exons 


4163.. 4777, 4912.. 5145, 5355 


..5517, 5545.. 5828 




Seq. No. 


41520 


Seq. ID 


OJ000122 


_44.0406.C6 


Gene No. 


86097 


Strand 






Start 


4163 


End 


5876 




Name 


OJ000122 44.0406.C6.ol.np 


Method 


AAT/NAP 




Start 


4166 


End 


5741 




GI 


2062167 


Score 


1083 




Exons 


4166. .4359, 4522. .4777, 4912 


..5145, 5355.. 5485, 


5591. .5741 


GI Descrip. 


(AC001645) Proline-rich protein APG isolog [Arabidopsis 




thaliana] 








Seq. No. 


41520 


Seq. ID 


OJ000122 


_44.0406.C6 


Gene No. 


86097 


Strand 







41649 




Start 4163 End 5876 

Name OJ000122_44.0406.C6.ol.gp Method AAT/GAP 

Start 4959 End 5876 

GI 43355J..R1084 Score 1143 

Exons 4959.. 5145, 5355.-5485, 5591.. 5876 



GI Descrip. '2062167 2.0e-61 (AC001645) Proline-rich protein APG isolog 





[Arabidopsis : thaliana] 1 












41520 






Seq. ID' 


OJ000122 


44 0406 C6 


bene ino. 


0 OU jO 






rand 






Start 


16441 






End 


19151 




Name 


OJ000122 44. 


0406.C6.o4 . 


gs 


Method 


GENSCAN 






16441 






End 


19151 






none 






Score 


. 64 




Exons 


16441. .16658 


, 18824.. 19151 








Q c /t KT /-n 

DcCj. LNO . 


41520 






Qprr ID 


OJ000122 


44 0406. C6 


bene wo • 








9r rand 






Start 


23417 






End 


23914 




Name 


OJ000122 44. 




gs 


Method 


GENSCAN 






23417 






End 


23914 




bl 


none 






Score 


.47 




Exons 


23417. .23914 












beq. NO. 


41520 






Seq. ID 


OJ000122 


44 0406 Tfi 


Gene No. 


86100 






Strand 






Start 


25591 






End 


26507 




Name 




0406.C6.o3. 


tc 


Method 


TBLASTX: 


V^X. C O O 


Start 


4148 






End 


4786 




GI 


none 






Score 


77 




Exons 


4148. .4360, 


4148. .4360, 


4173. 


.4361, 4514. .4786, 


4542 4778 


oeq. NO. 


41520 






Seq. ID 


OJ000122 


44 0406 C6 




86100 






Strand 






OLaiL 


25591 






End 


26507 




Name 


OJ000122_44. 


0406.C6.o2. 


tm 


Method 


TBLASTX: 


Ma i ze 


otaiL 


*± X DO 






End 


5847 




GI 


none. 






Score 


238 




Exons 


4163. .4360, 


4164. .4361, 


4520. 


.4777, 4521. .4766, 


4903. .5082, 




4910. .5143, 


4915. .5154, 


5346. 


.5486, 5346.. 5492, 


5571 . .5765, 




5580. .5774, 


5593. .5811, 


5605. 


.5847 






oeq. wo. 


41520 






Seq. ID 


OJ000122 


44 0406 C6 


bene ino . 


86100 






Strand 






OLalL. 


25591 






End 


26507 




Name 


OJ000122 44. 


0406.C6.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4163 






End 


5016 




GI 


none 






Score 


219 




Exons 


4163. .4360, 


4167. .4361, 


4520. 


.4786, 4533.. 4589, 


4650. .4799, 




4915. .5016 












Seq. No. 


41520 






Seq. ID 


OJ000122 


_44.0406.C6 


Gene No. 


86100 






Strand 






Start 


25591 






End 


26507 




Name 


OJ000122 44. 


0406.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5017 






End 


5774 




GI 


none 






Score 


111 





41650 



Exons 



5017. .5154, 5021. .5143, 5356. .5481, 5358. .5492, 5580. .5774, 
5591.. 5734, 5593.. 5754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41520 Seq. ID 

86100 Strand 

25591 End 

OJ000122_44.0406.C6.o4 .tc Method 

5343 End 

none Score 

5343.. 5489, 5580.. 5756, 5599.. 5799 



41520 
86100 
25591 

OJ000122_44.0406.C6.o5.tm 
14193 
none 
14193. 
14313. 
14569. 
15415. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
14347, 14255 



OJ000122_44 .0406.C6 
26507 

TBLASTX: Cress 

5799 

169 



OJ000122 44. 0406. C6 



,14318, 14204 

14486, 14331. .14489, 14333 

,14625, 15214. .15303, 15216 

15459, 15680. .15754, 15693 



Seq. No. 41520 
Gene No. 86100 
Start 25591 

Name OJ000122_4 4 . 04 06 . C6 . ol . tm 

Start 19073 
GI none 

Exons 19073. .19108, 19089 .. 19178, 

19866. .19982, 19869 .. 19976, 
20158. .20397, 20168 .. 20398 , 
20498. .20608, 20501 20698, 
20503. .20688, 20769 .. 20999, 
22053. .22082, 22057 .. 22101, 
22207. .22290 



26507 

TBLASTX: Maize 
15773 
142 

14275, 14312. .14479, 
14506, 14568. .14624, 
15299, 15217. .15303, 
15773 



Seq. ID OJ000122_44.0406.C6 
Strand 

End 26507 

Method TBLASTX : Mai ze 

End 22290 

Score 128 
19108. .19176, 19836. .19862, 
19931. .19993, 19931 .. 19996, 
20204 . .20398, 20440 .. 20688, 
20502. .20687, 20502 .. 20699, 
20793. .20849, 20794 .. 20997, 
22202. .22288, 22207 .. 22290, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41520 
86100 
25591 

OJ000122_44.0406.C6.ol.ts 

19078 

none 

19078. .19167, 19833. .19982, 
20158. .20397, 20168 .. 20398, 
20502. .20684, 20502 .. 20699, 
20794. .20826, 20806 .. 20895, 
20899. .20997, 22205.. 22285 

41520 
86100 
25591 

OJ000122_44.0406.C6.ol.tc 

19093 

none 



Seq. ID OJ000122_44 .0406.C6 
Strand 

End 26507 

Method TBLASTX : Soybean 

End 22285 

Score 110 
19890. .19979, 20158 .. 20322, 
20172. .20399, 20347 .. 204 00, 
20503. .20688, 20793 .. 20828, 
20826. .20900, 20898 .. 20999, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_44 .0406.C6 
26507 

TBLASTX: Cress 

22285 

108 



19093. .19167, 19863. .19976, 19866 .. 19982, 19919 .. 19993, 
19946. .20002, 20158 .. 20397, 20168 20398 , 20172 .. 20399, 
20443. .20688, 20502 20714 , 20503 .. 20688 , 20793 .. 20894, 



41651 




20794. .20895, 20902 .. 20994 , 20910 .. 20999, 22193.. 22285 



Seq. No. 


41520 




Seq. ID 


OJ000122^44.0406 


.C6 




86100 




Strand 






Qf ar f 

OCdX t- 


95591 




End 


26507 




Naine 


OJ000122 44 0406 C6 


o2 . tw 


Method 


TBLASTX: Wheat 






20378 ~ 




End 


20936 




GI 


none 




Score 


35 






20378 20398. 20501 


.20698, 


20502. .20687, 20502 .. 20699, 






20503.. 20688, 20769. 


.20936, 


20773. .20934 






41520 




Seq. ID 


OJ000122_44.0406 


.C6 


bene . 


86100 




Strand 






Otolt 


25591 




End 


26507 




Name 


OJ000122 44 0406 C6 


r>7 fi<? 


Method 


GEN SCAN 




ouaiu 


25591 _ 




End 


26507 




Vjr J. 


nunc 




Score 


.46 




IT von q 


25591 25747. 26449. 


. 26507 








Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


.C6 




86101 




Strand 








28476 

£. O 1 / V 




End 


28832 




Name 


OJ000122 44 0406 C6 


o5 . tw 


Method 


TBLASTX: Wheat 




jualL, 


98476 _ 




End 


28832 




PT 






Score 


103 




Exons 


9R476 9RR8*} 98S66 


988 1 7 
. z. o o x /., 


28574. .28816, 28575 .. 28832, 






98^7 6 98 ft 97 










Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


.C6 




R61 02 




Strand 






o Lai U 


9874 ft 




End 


29497 




Name 


O.T0001 9 9 44 0406 P6 

V_/U W W W X Z. Z. 1l.W1wu.WV. 


UJ • t J 


Method 


TBLASTX : Soybean 






98748 ~~ 




End 


29186 






none 




Score 


102 




Exons 


9874ft 9ftft^1 98749 


28823 


28824. .28886, 28881 . .2.9186, 






28913.. 29185 










O M . 1^1 W . 


41520 




Seq. ID 


OJ000122__44.0406 


,C6 




ft 61 02 • 




Strand 






o Lai L. 


98748 
o / 1 o 




End 


29497 




INdiUC 


O.T000199 44 0406 P6 

UU UUU1£>&> 11.W1WU.WU. 


o5 . tc 


Method 


TBLASTX: Cress 




JtaJ. 1 


98Q1 0 _ 

C O .7 X w 




End 


29225 




(IT 
VJX 


nunc . 




Score 


267 




U* von a 


98Q10 9Q0S6 98Q17 


29225 


29102. .29197 




Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


.C6 


Gene No. 


86102 




Strand 






kj Lai u 


28748 




End 


29497 




IN CllllC 


O.T000199 44 0406 T6 

UU UUUIll il.WIWU.WU. 


o3 .tw 


Method 


TBLASTX: Wheat 




Start 


29046 




End 


29497 




GI 


none 




Score 


65 




Exons 


29046. .29099, 29054. 


.29098, 


29100. .29204, 29111 .. 29200, 






29218. .29304, 29219. 


.29305, 


29285. .29359, 29308 .. 29358, 






29364. .29495, 29365. 


.29496, 


29365. .29496, 29366.-29497 




Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


-C6 


Gene No. 


86102 




Strand 







41652 




Start 


28748 




End 


29497 




Name 


OJ000122 44. 0406. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


29091 




End 


29490 




GI 


none 




Score 


99 






29091. .29219, 29103. 


.29225, 


29219. .29344, 29225.-29344, 






29365. .29490 










Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


.C6 


Gene No. 


86103 




Strand 






Start 


29651 




End 


30063 




Name 


OJ000122 44. 0406. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




O Lai L» 


29651 




End 


30063 




GI 


none 




Score 


87 




IT von r 


29651. .29701, 29652. 


.29714, 


29700. .29897, 29715 29894 , 






29720. .29896, 29972 . 


.30061, 


29980. .30063, 29981.. 30061 






41520 




Seq. ID 


OJ000122_44.0406 


.C6 




86104 




Strand 






u Lai. U 


30064 




End 


31380 




Name 


OJ000122 44. 0406. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


30064 




End 


31380 




GI 


none 




Score 


162 




F.xons 


30064. .30201, 30065. 


.30202, 


30192. .30965, 30198 .. 30788 , 






30199. .30981, 30975. 


.31016, 


30976. .31020, 30979 31020, 






31023. .31118, 31027. 


.31086, 


31065. .31205, 31066 .. 31206, 






31098. .31214, 31219. 


.31299, 


31282. .31380 




Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


.C6 


Gene No. 


86104 




Strand 






Start 


30064 




End 


31380 




Name 


OJ000122 44. 0406. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


30107 ~~ 




End 


30420 




GI 


none 




Score 


85 




Rxons 

i_J A 1 i *J 


30107. .30202, 30192. 


.30392, 


30199. .30420 




Seq. No. 


41520 




Seq. ID 


OJ000122_44.0406 


.C6 


Rpnp No. 


86104 




Strand 






Start 


30064 




End 


31380 




Name 


OJ000122 44. 0406. C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


30347 




End 


30798 




GI 


none 




Score - 


160 




Exons 


30347. .30529, 30351. 


.30788, 


30351. .30794, 30355 .. 30798 , 






30361. .30798 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



41521 
86105 
1128 

OJ000122_4 4 . 04 06 . C7 . ol . np 
1128 
4680204 

1128. .2564, 2660. .3759, 3869. 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000122_44.0406.C7 

Strand + 

End 5230 

Method AAT/NAP 

End 5230 

Score 987 

.4042, 4139. .4269, 5207. .5230 



41521 Seq. ID 

86105 Strand 

1128 End 

OJ000122 44.0406.C7.ol.gs Method 



OJ000122_44.0406.C7 
+ 

5230 
GENSCAN 



41653 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



1143 End 5071 

none Score .58 

1143. .1521, 1642. .2033, 2100. .2399, 2445. .2564, 2660. .2801, 

2978. .3072, 3074. .3759, 3869. .4042, 4334. .4406, 5006. .5071 



41521 
86105 
1128 

OJ000122_44 .0406.C7.ol.tw 

1771 

none 



Seq. ID OJ000122_44.0406.C7 

Strand + 

End 5230 

Method TBLASTX : Wheat 

End 2174 

Score 221 



1771. .1887, 1773. .2009, 1773. .1922, 1874. .2041, 2079. .2174, 
2079. .2174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41521 
86105 
1128 

OJ000122_44 .0406.C7.o2.tw 

2175 

none 



Seq. ID OJ000122_44.0406.C7 

Strand + 

End 5230 

Method TBLASTX : Wheat 

End 2872 

Score 69 



2175. .2255, 2496. .2570, 2651. .2872, 2653. .2727 



41522 
86106 
1 

OJ000122_44.0406.C8.ol.np 
1 

7340881 
1..523, 2208. .2276 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000122_44.0406.C8 

Strand + 

End 2476 

Method AAT/NAP 

End 2276 

Score 124 



41522 
86106 
1 

OJ000122_4 4.0406.C8.ol.gs 

265 

none 

,265. .393, 2288. .2476 



Seq. ID OJ000122_44.0406.C8 

Strand + 

End 2476 

Method GENSCAN 

End 2476 

Score .72 



Seq. ID OJ000122_44.0406.C8 

Strand + 

End 2476 

Method AAT/GAP 

End 1994 

Score 129 



41522 
86106 
1 

OJ000122_44.0406.C8.ol.gp 
1905 

uOosflcyp088bl2bl 
1905. .1994 

, 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 1 



41522 
86107 
4556 

OJ000122_44 .0406.C8.o3.gp 

4486 

none 

4486. .5024 



Seq. ID OJ000122_44.0406.C8 

Strand + 

End 5024 

Method AAT/GAP 

End 5024 

Score 943 



41654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



41522 
86107 
4556 

OJ000122_4 4 . 0406 . C8 . o2 . gs 

4556 

none 

4556. .4978 

41522 
86108 
9521 

OJ000122_44 .0406.C8.o4 . gp 

9521 

none 

9521. .9701 



Seq. ID OJ000122_44.0406.C8 

Strand + 

End 5024 

Method GENSCAN 

End 4 978 

Score .81 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_44.0406.C8 
+ 

9701 
AAT/GAP 
9701 
316 



41522 Seq. ID 

86109 Strand 
14211 End 
OJ000122_4 4 . 040 6 . C8 . o2 . np Method 
14211 End 
6630696 Score 
14211.. 18012 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000122 
+ 

18012 
AAT/NAP 
18012 
6286 



44. 0406. C8 



Seq. ID OJ000122_44.0406.C8 

Strand + 

End 18012 

Method AAT/GAP 

End 15145 

Score 1395 

contains similarity to 



41522 
86109 . 
14211 

OJ000122_44 . 0406 . C8 . o5 . gp 
14253 

101595_1.R1084 
14253. .14953, 15069.. 15145 
'3047066 3.0e-15 (AF058825) 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



OJ000122_44.0406.C8 
+ 

25130 
GENSCAN 
25130 
1 



41522 Seq. ID 

86110 Strand 
24771 End 
OJ000122_4 4 . 0406 . C8 . o7 . gs Method 
24771 End 
none Score 
24771.. 25130 

41522 Seq. ID 

86111 Strand 
26043- End 
OJ000122_44 . 0406 . C8 . 08 . gs Method 
26043 End 
none Score 
26043. .26145, 26177 .. 26281, 26426.-26492, 28417 .. 28545, 
28600. .28726, 28836 .. 29166, 30304 .. 30715, 30993 .. 31078 , 
31310. .31480, 32487. .32560, 32568.. 32756 



OJ000122_44.0406.C8 
+ 

33902 
GENSCAN 
32756 
.49 



41522 
86111 



Seq. ID OJ000122_44.0406.C8 
Strand + 



41655 




Start 


26043 


End 


33902 




Name 


OJ000122 44.0406.C8.o3.np 


Method 


AAT/NAP 




Start 


26171 


End 


33902 




GI 


7340881 


Score 


36 




Exons 


26171. .26463, 30515 .. 30557, 


33125. .33342, 33860.. 33902 




GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41522 


Seq.. ID 


. OJ000122_44 .0406. 


C8 


Gene No. 


86111 


Strand 


+ 




Start 


26043 


End 


33902 




Name 


OJ000122 44 . 0406 .C8 .08 . gp 


Method 


AAT/GAP 




Start 


33127 


End 


33574 


- 


GI 


none 


Score 


868 




Exons 


33127. .33574 








Seq. No. 


41522 


Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86112 


Strand 






Start 


2827 


End 


3011 




Name 


OJ000122 44 .0406.C8.o2.gp 


Method 


AAT/GAP 




Start 


2827 


End 


3011 




GI 


21474 1.R1084 


Score 


172 




Exons 


2827. .2857, 2895. .3011 








GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidop 




thaliana] 1 








Seq. No. 


41522 


Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86113 


Strand 






Start 


6490 


End 


6889 




Name 


OJ000122 44.0406.C8.o3.gs 


Method 


GEN SCAN 




Start 


64 90 


End 


6889 




GI 


none 


Score 


.43 




Exons 


6490. . 6646, 6885. .6889 








Seq. No. 


41522 


Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86114 


Strand 






Start 


20188 


End 


23635 




Name 


OJ000122_44.0406.C8.o6.gs 


Method 


GEN SCAN 




Start 


20188 


End 


23635 




GI 


none 


Score 


.83 




Exons 


20188. .20568, 21448. .21663, 


23294. .23427, 23584.. 23635 




Seq. No. 


41522 


Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86114 


Strand 






Start 


20188 


End 


23635 




Name 


OJ000122 44.0406.C8.o6.gp 


Method 


AAT/GAP 




Start 


21219 


End 


21700 




GI 


4716188 


Score 


927 




Exons 


21219. .21700 








Seq. No. 


41522 


Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86115 


Strand 






Start 


24665 


End 


25407 




Name 


OJ000122 44 .0406.C8.o7.gp 


Method 


AAT/GAP 




Start 


24665 


End 


25407 




GI 


8505 1.R1084 


Score 


1429 




Exons 


24665. .25407 








GI Descrip. 


' 6015437/dbj | AB008112 . 1 1 AB008112 1 . Oe- 


12 Homo sapiens PEX1 



41656 



complete cds' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41522 Seq. ID 

86116 Strand 

33127 End 

OJ000122_4 4 . 0406 . C8 . o5 . tm Method 

2743 End 

none Score 



OJ000122_44.0406.C8 
33440 

TBLASTX: Maize 

33420 

66 



2743.-2778, 2754. .2786, 2755. .2811, 2763. .2810, 4643. .4873, 
4648. .4971, 4940. .4975, 9618. .9812, 9628. .9756, 20206 20544, 
24800. .25120, 24810 25031 , 25089 .. 25124 , 28845 .. 28940, 
29034. .29192, 29045 29185, 33103 33171, 33282 33413, 
33310.. 33420 



Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8. 


oS.tw 


Method 


TBLASTX: Wheat 




Start 


4637 




End 


33440 




GI 


none 




Score 


194 




Exons 


4637. .4873, 4655. .4774, 4813 


..4974, 4940. .4975, 9618. .9812 




9628. .9792, 9805. .9843, 20206 .. 20547 , 


20219. .20536, 






z4 /yz . . zoiz4 ,. z4/yz. 


O A O O ^ 


24794. .25117, 28866 .. 28940, 






29034. .29192, 29048. 


.29185, 


33103. .33171, 33105. .33170, 






33262. .33420, 33264. 


.33377, 


33270. .33440, 33313.. 33420 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 . 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14105 




End 


14502 




GI 


none 




Score 


127 




Exons 


14105. .14203, 14106. 


.14240, 


14217. .14501, 14291. .14500, 






14320.. 14502 










Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14253 




End 


14561 




GI 


none 




Score 


310 




Exons 


14253. .14561, 14300. 


.14500, 


14367. .14558 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name' 


OJ000122 44. 0406. C8. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


15084 




End 


15428 




GI 


none 




Score 


381 




Exons 


15084. .15356, 15086. 


.15358, 


15086. .15358, 15387. .15428 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


15540 




End 


16004 




GI 


none 




Score 


270 





41657 




Exons 


15540. .16004, 15779 


. .15997 








Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


-C8 


Can A KTo 


ft 61 1 

OOJ.lv 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start . 


15650 




End* 


15838 




GI 


none 




Score 


192 


V 


Exons 


15650. .15838, 15651 


. .15791, 


15655. .15810 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


bene ino . 


OullD 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15794 




End 


16190 




GI 


none 




Score 


149 




Exons 


15794. .16009, 15834 


. .16013, 


16017. .16190 




Seq. No. 


41522 


- 


Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Cfarf 
jLal L 


^127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15840 




End 


16593 




GI 


none 




Score 


701 




Exons 


15840. .16463, 15848 


. .16345, 


16404. .16463, 16470 16589, 






16471. .16593 










Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16513 




End 


16977 




GI 


5509260 




Score 


312 




Exons 


16513. .16977, 16608 


. .16682, 


16723. .16926, 16905.. 16952 




GI Descrip. 


- 










Seq. No. 


41522 




Seq. ID 


OJ000122_44 .0406 


.C8 




OUJ.1U 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16606 




End 


16866 




GI 


none 




Score 


232 




Exons 


16606. .16866 










Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


.C8 


ucllc IN (J • 


ftfil 1 6 

ODJ-lu 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


16647 




End 


17112 




GI 


none 




Score 


290 




Exons 


16647. .16778, 16648 


. .17112, 


16783. .16929 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406 


-C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16648 




End 


17193 





41658 




GI 


none 




Score 


252 




Exons 


16648. .16992, 16987 


. .17193 








Seq. No. 


41522 




Seq. ID 


OJ000122_44 .0406. 


C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


17046 




End 


17394 




GI 


none 




Score 


141 




Exons 


17046. .17210, 17047 


. .17205, 


17205. .17393, 17206 17394 , 






17215. .17394 










Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17173 




End 


17545 




GI 


none 




Score 


354 




Exons 


17173. .17544, 17196 


. .17543, 


17297. .17545 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406. 


C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


17401 




End 


17876 




GI 


none 




Score 


105 




Exons 


17401. .17475, 17406 


. .17474, 


17490. .17876, 17491. .17874 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406- 


C8 


Gene No. 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


17407 




End 


17748 




GI 


none 




Score 


93 




Exons 


17407. .17520, 17539 


. .17748, 


17544. .17693 




Seq. No. 


41522 




Seq. ID 


OJ000122_44.0406. 


C8 


Gene No.- 


86116 




Strand 






Start 


33127 




End 


33440 




Name 


OJ000122 44. 0406. C8 


. o9.gs 


Method 


GENSCAN 




Start 


33127 




End 


33374 




GI 


none 




Score 


.8* 




Exons 


33127. .33300, 33309 


. .33374 








Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406. 


C9 


Gene No. 


86117 




Strand 


+ 




Start 


1196 




End 


2152 




Name 


OJ000122 44. 0406. C9 


. ol.gs 


Method 


GENSCAN 




Start 


1196 




End 


2152 




GI 


none 




Score 


.9 




Exons 


1196. .1267, 1551. .1681, 1915 


. .2152 






Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406. 


C9 


Gene No. 


86118 




Strand 


+ 




Start 


5158 




End 


6570 




Name 


OJ000122 44. 0406. C9 


.ol.np 


Method 


AAT/NAP 




Start 


5158 




End 


6570 





41659 




GI 


7340868 




Score 


147 




Exons 


5158. .5339, 


6468. .6570 








GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 


UCI1C LN VJ . 


86119 






+ 




Start 


6695 




End 


7152 




Name 


OJ000122 44 




Method 


AAT/GAP 




Start 


6695 




End 


7152 




GI 


5003095 




Score 


638 




Exons 


6695. . 6861, 


6961. .7152 








Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 


Gene No. 


86120 




Strand 


+ 




Start 


9182 




End 


17797 




Name 


OJ000122 44 


.0406.C9.o2.gp 


Method 


AAT/GAP 




Start 


9094 




End 


10952 




GI 


uC-osflcyp029d05bl 


Score 


988 




Exons 


9094. .9338, 


10380. .10607, 


10910. 10952 






GI Descrip. 


, 5091542/gb|AAD39571.1|AC007067 11 7.0e-30 (AC007067) T10O24 




[Arabidopsis thaliana] 1 








Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 


Gene No. 


86120 




Strand 


+ 




Start 


9182 




End 


17797 




Name 


OJ000122 44 


.0406.C9.o3.gs 


Method 


GEN SCAN 




Start 


9182 




End 


17797 




GI 


none 




Score 


.74 




Exons 


9182. .9338, 


10380. .10607, 


10910. .11017, 


11472. .11557, 





11685. .11860, 11893. .11980, 12529 .. 12611 , 13185 .. 13299, 
13694. .13785, 14491 .. 14584 , 14931 .. 15008, 15687 .. 16088 , 
16101. .16574, 17750.. 17797 



Seq. No. 


41523 




Seq. ID 


OJ000122 


_4 4 


.0406 


.C9 


Gene No. 


86120 




Strand 


+ 








Start 


9182 




End 


17797 








Name 


OJ000122 44. 0406. C9. 


o2 .np 


Method 


AAT/NAP 








Start 


10400 




End 


11049 








GI 


5091542 




Score 


461 








Exons 


10400. .10607, 10910. 


.11049 












GI Descrip. 


(AC007067) T10O24.11 


[Arabidopsis thaliana] 








Seq. No. 


41523 




Seq. ID 


OJ000122 


_4 4 


.0406 


.C9 


Gene No. 


86120 




Strand 


+ 








Start 


9182 




End 


17797 








Name 


OJ000122 44. 0406. C9. 


o3.gp 


Method 


AAT/GAP 








Start 


10959 




End 


11251 








GI 


none 




Score 


586 








Exons 


10959. .11251 














Seq. No. 


41523 




Seq. ID 


OJ000122 


_44 


.0406 


.C9 


Gene No. 


86120 




Strand 


+ 








Start 


9182 




End 


17797 








Name 


OJ000122 44. 0406. C9. 


o4 . gp 


Method 


AAT/GAP 








Start 


11527 




End 


12309 








GI 


none 




Score 


807 








Exons 


11527. .11800, 11893. 


.11980, 


12210. .12309 









41660 



Seq. No. 


41523 




Seq. ID 




4 4 . U4UO . Ly 


Gene No. 


86121 




Strand 


+ 




Start 


18131 




End 


18429 




Name 


OJ000122 44. 


0406.C9.o4.gs 


Method 


GEN SCAN 




Start 


18131 




End 


18429 




GI 


none 




Score 


.67 




Exons 


18131. .18342, 18405. .18429 








Seq. No. 


41523 




Seq. ID 


OJ000122 


A A n A C\£ r*Q 


Gene No. 


86122 




Strand 






Start 


2765 




End 


8293 




Name 


OJ000122 44. 


0406.C9.o2.gs 


Method 


GENSCAN 




Start 


2765 




End 


8293 




GI 


none 




Score 


.45 




Exons 


2765. .2853, 


5392.. 5463, 6330. 


.6678, 6759.. 6809, 


8291. .8293 


Seq. No. 


41523 




Seq. ID 


OJ000122 


_44.0406.C9 


Gene No. 


86123 




Strand 






Start 


15076 




End 


15339 




Name 


OJ000122 4.4. 


0406.C9.o5.gp 


Method 


AAT/GAP 




Start 


15076 




End 


15339 




GI 


3107559 




Score 


463 




Exons 


15076.. 15339 









Seq. No. 41523 Seq. ID 

Gene No. 86124 Strand 

Start 15329 End 

Name OJ000122_44 . 0406.C9 . 06. gp Method 

Start 15329 End 

GI 3767699 Score 

Exons 15329.. 15479 



OJ000122_44.0406.C9 

15479 
AAT/GAP 
15479 
234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41523 Seq. ID 

86125 Strand 

15717 End 

OJ000122_44 .0406.C9.ol.tm Method 

9217 End 

none Score 



OJ000122_44.0406.C9 
20847 

TBLASTX: Maize 

11198 

82 



9217.. 9321, 9218.. 9277, 9305.. 9346, 10396 10605, 10398. 
10427. .10606, 10907. .10960, 10908 .. 11048, 10909 .. 11097 , 
11142. .11198 



,10607, 



Seq. No. 41523 

Gene No. 86125 

Start 15717 

Name OJ000122_44 .0406.C9.ol . ts 

Start 10399 

GI none 
Exons 



Seq. ID OJ000122_44.0406.C9 



Strand 
End 

Method 

End 

Score 



20847 

TBLASTX: Soybean 

11040 

269 



10399. .10605, 10427. .10606, 10908 .. 11039, 10909.. 11040 



Seq. No. 41523 Seq. ID 

Gene No. 86125 Strand 

Start 15717 End 

Name OJ000122_44 .0406.C9.ol . tc / Method 

Start 10417 End 

GI none Score 



OJ000122_44.0406.C9 
20847 

TBLASTX: Cress 

11064 

252 



41661 






Exons 


10417 . . 10605, 10430. 


. 10606, 


10908. .11039, 10909. .11064 






Sea. No. 


41523 




Seq. ID 


OJ000122_44,0406 


.C9 




Gene No . 


86125 




Strand 








Start 


15717 




End 


20847 






Name 


OJ000122 44. 0406. C9. 


o3. ts 


Method 


TBLASTX: Soybean 






Start- 


13183 




End 


14608 






GI 


none 




Score 


35 






Exons 


13183. .13203, 13231. 


. 13299, 


13700. .13738, 13703. .13765, 








14317 . . 14388, 14319. 


. 14393, 


14323. .14 391, 14 48 9. . 14587, 








14494. .14598, 14495. 


. 14608 










Seer. No. 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 




Gene No . 


86125 




Strand 








Start 


15717 




End 


20847 






Name 


OJ000122 44. 0406. C9. 


o3.np 


Method 


AAT/NAP 






Start 


15717 




End 


19792 






GI 


5042446 




Score 


469 






Exons 


15717. .16010, 16060. 


.16344, 


16384. .16556, 18929. .19042,,. 








19193. .19473, 19518. 


.19792 










GI Descrip. 


(AC007789) putative 


WRKY DNA binding protein [Oryza sativa] 




Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 




Gene No. 


86125 




Strand 








Start 


15717 




End 


20847 






Name 


OJ000122 44 .0406.C9. 


ol. tw 


Method 


TBLASTX: Wheat 




n 


Start 


16488 _ 




End 


19043 




u 


GI 


none 




Score 


78 








16488 16559. 16489 


.16560, 


18923. .18997, 18 926 .. 19042, 








18927 19043. 18927 


. 19043 








3 


Sea No 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 




Gene No. 


86125 




Strand 








Start 


15717 




End 


20847 






Name 


OJ000122 44. 0406. C9. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


16488 ~ 




End 


19043 






GI 


none 




Score 


85 






Exons 


16488. .16559. 16489. 


.16560, 


18926. .19042, 18927. .19043, 




3 




18933. .19043 












Seq. No. 


41523 




Seq. ID 


OJ000122_44.0406 


.C9 




Gene No. 


86125 




Strand 








Start 


15717 




End 


20847 






Name 


OJ000122 44 . 0406.C9. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


18924 ~ 




End 


19237 






GI 


none 




Score 


159 






Exons 


18924 . . 19040, 18926. 


.19042, 


19184. .19237 






Seq. No. 


41523 




Seq. ID 


OJ000122__44.0406 


.C9 




Gene No. 


86125 




Strand 








Start 


15717 




End 


20847 






Name 


OJ000122 44. 0406. C9. 


o5 .gs 


Method 


GENSCAN 






Start 


19181 




End 


20847 






GI 


none 




Score 


. 94 






Exons 


19181. .19759, 19904. 


.19975, 


20743. .20847 






Seq. No. 


41524 




Seq. ID 


OJ000122_44.0406 


.C10 



41662 




Gene No. 


86126 






Strand 




Start 


1677 






End 


4332 


Name 


OJ000122 44 


. 0406. CIO. ol . 




Method 


GEN SCAN 


Cfarf 
o Lai u. 


1677 ~~ 






End 


4332 


VJX 


none 






Score 


.55 


JjAUUO 


1677 1746, 


4292 . . 4332 










41525 






Seq. ID 


OJ000122 44 . 0406 -C12 


Gene No. 


86127 






Strand 


+ — 


Start 


489 






End 


1137 


Name 


OJ000122 44, 


.0406.C12.ol, 


.np 


Method 


AAT/NAP 


Start 


489 






End 


1137 


GI 


2498930 






Score 


742 


Exons 


489.-552, 720. .1137 








GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 



Seq. No. 


41525 


Seq. ID 


OJ000122_44 


.0406 


.C12 




86127 


Strand 


+ 






Start 


489 


End 


1137 






Name 


OJ000122 44.0406.C12.ol.gs 


Method 


GENSCAN 






Start 


493 


End 


1022 






GI 


none 


Score 


.7 






Exons 


493. .552, 720. .1022 










Seq. No. 


41526 


Seq. ID 


OJ000302_24 


.0413 


.C3 


Gene No. 


86128 


Strand 








Start 


601 


End 


736 






Name 


OJ000302 24.0413.C3.ol.np 


Method 


AAT/NAP 






Start 


601 


End 


715 






GI 


6562317 


Score 


97 






Exons 


601. .715 










GI Descrip. 


(AL133421) glycerophosphodiester phosphodiesterase- 


-like 


protein 




[Arabidopsis thaliana] 










Seq. No. 


41526 


Seq. ID 


OJ000302_24 


;0413 


.C3 


Gene No. 


86128 


Strand 








Start 


601 


End 


736 






Name 


OJ000302 24.0413.C3.ol.gs 


Method 


GENSCAN 






Start 


605 


End 


736 






GI 


none 


Score 


.82 






Exons 


605. .736 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41527 Seq. ID OJ000302_24 . 04 13 . C4 

86129 Strand 

1 End 1370 

OJ000302_24 . 0413 . C4 . ol . np Method AAT/NAP 

1 End 825 

6562317 Score 328 

1..29, 122. .305, 631. .825 

(AL133421) glycerophosphodiester phosphodiesterase-like protein 
[Arabidopsis thaliana] 



Seq. No. 41527 Seq. ID 

Gene No. " 86129 Strand 

Start 1 End 

Name OJ000302 24.0413.C4.ol.tm Method 



OJ000302_24.0413.C4 
1370 

TBLASTX: Maize 



41663 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Ill End 765 

none Score 14 5 

111. .323, 123. .305, 124. .315, 437. .517, 631. .765, 638. .718 



41527 
86129 
1 

OJ000302_24.0413.C4.ol.gs 
122 
none 

122. .305, 631. .812, 1277. .1289 

41527 
86129 
1 

OJ000302_24 .0413.C4 .ol.ts 
154 
none 



Seq. ID OJ000302_24.0413.C4 
Strand 

End 1370 

Method GENSCAN 

End 1289 

Score . 95 



Seq. ID OJ000302_24 . 0413.C4 
Strand 

End 1370 

Method TBLASTX : Soybean 

End 7 96 

Score 109 



154. .306, 156. .305, 631. .768, 647. ,796 



41527 
86129 
1 

OJ000302_24 .0413.C4.ol.gp 
178 

4968877 



Seq. ID OJ000302_24 .0413.C4 
Strand 

End 1370 

Method AAT/GAP 

End 1370 

Score 702 



178. .305, 631. .812, 1277. .1370 

1781115/emb|CAB06224| 9.0e-10 (Z83864) glpQl [Mycobacterium 
tuberculosis] 



41527 
86129 
1 

OJ000302_24 .0413.C4 .ol.tw 
203 
none 



Seq. ID OJ000302_24.0413.C4 
Strand 

End 1370 

Method TBLASTX : Wheat 

End 786 

Score 87 



203. .307, 204. .305, 205';. 312, 207. .326, 631. .720, 638. .715, 
648. .725, 649. .726,, 707. .778, 714. .779, 714. .785, 715. .786 



Seq. ID OJ000302_24.0413.C5 
Strand 

End 1342 
Method TBLASTX : Maize 
End 12 67 

none Score 59 

474. .524, 477. .554, 546. .707, 556. .672, 738. .899, 745. .906, 
867. .1022, 967. .990, 1023. .1121, 1032. .1118, 1039. .1122, 
1193. .1267 



41528 
86130 
480 

OJ000302_24.0413.C5.ol.tm 
474 



41528 
86130 
480 

OJ000302_24.0413.C5.ol.np 
480 

7485312 
480. .1342 

hypothetical protein F10M10.110 - Arabidopsis thaliana 



Seq. ID OJ000302_24.0413.C5 
Strand 

End 1342 

Method AAT/NAP 

End 1342 

Score 218 



41664 



gi|4455179|emb|CAB36711.1| (AL035521) hypothetical protein 
[Arabidopsis thaliana] gi | 7270384 | emb | CAB80151 . 1 1 (AL161585) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


41529 


Seq. ID 


OJ000302_24 


.0413 


.C7 




Gene No . 


86131 


Strand 


+ 








Start 


80 


End 


325 








Name 


OJ000302 24.0413.C7.ol.gp 


Method 


AAT/GAP 








Start 


80 


End 


325 








GI 


uC-osflM202097dl0bl 


Score 


88 








Exons 


80. .145, 305. .325 












GI Descrip. 


, 4062935/dbj | AB003495 . 1 | AB0034 95 3.0e- 


14 Oryza sativa DNA f 






di hvdirof lavonol 4— reductase. 


complete 


cds 1 








Seq. No. 


4 1530 


Seq. ID 


OJ000302 24 


. 0413 


.C8 




Gene No . 


86132 


Strand 


+ 








Start 


1101 


End 


2921 








Name 


OJ000302 24 0413 C8 ol at> 


Mpt* hod 


AAT/GAP 








Start 


1101 ~~ 


End 


2921 








GI 


2311618 


Score 


814 








Exons 


1101. .1276, 2621. .2921 












Sea No. 


41531 


Seq. ID 


OJ000302 24 


.0413 


.C10 




Gene No . 


86133 


Strand 


+ 






k i .. 


Start 


562 


End 


880 








Name 


OJ000302 24.0413.C10.ol.gs 


Method 


GENS CAN 






in 


Start 


562 


End 


880 






f « 


GI 


none 


Score 


.95 








Exons 


562. .735, 768. .880 












Seq. No. 


41531 


Seq. ID 


OJ000302 24 


. 0413 


.C10 




Gene £Jo 9 


86134 


Strand 








; y 


Start 


438 


End 


2462 








Name 


OJ000302 24.0413.C10.ol.np 


Method 


AAT/NAP 








Start 


438 


End 


2462 






L, : 


GI 


6721512 


Score 


184 








Exons 


438.. 530, 1980.. 2028, 2071.. 


2204, 2232 


. .2462 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


41531 


Seq. ID 


OJ000302_24 


.0413 


.C10 


f == 


Gene No. 


86134 


Strand 










Start 


438 


End 


2462 








Name 


OJ000302 24.0413.C10.o2.gs 


Method 


GENSCAN 








Start 


1496 


End 


2219 








GI 


none 


Score 


.55 








Exons 


1496.. 1569, 2075.. 2219 












Seq. No. 


41532 


Seq. ID 


OJ000302_24 


.0413 


.Cll 




Gene No. 


86135 


Strand 


+ 








Start 


536 


End 


4354 








Name 


OJ000302 24.0413.Cll.ol.gs 


Method 


GENSCAN 








Start 


536 


End 


4354 








GI 


none 


Score 


.54 








Exons 


536. .1003, 2950. .3049, 4140. 


.4354 










Seq. No. 


41532 


Seq. ID 


OJ000302_24 


.0413 


.Cll 




Gene No. 


86136 


Strand 


+ 







41665 




Start 


6487 


End 


6754 


Name 


OJ000302 24 .0413.Cll.ol. tm 


Method 


TBLASTX: Maize 


Start 


406 ~~ 


End 


820 


GI 


none 


Score 


193 


P 1 von ^ 


406. .648, 407. .649, 407. .649, 


644 . .712, 


655. .702, 709. .819, 




713. .820, 713. .820 






Seq. No. 


41532 


Seq. ID 


OJ000302_24.0413.C11 


Gene No. 


86136 


Strand 


+ 


Start 


6487 


End 


6754 


Name 


OJ000302 24 .0413.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


458 ~~ 


End 


772 




none 


Score 


246 


Exons 


458. .772, 479.. 715, 481. .735 






Seq. No. 


41532 


Seq. ID 


OJ000302_24.0413.C11 


Gene No. 


86136 


Strand 


+ 


Start 


6487 


End - 


6754 


Name 


OJ000302 24 . 0413. Cll.o2. tin 


Method 


TBLASTX: Maize 


Start 


1013 


End 


1378 


GI 


none 


Score 


59 


Exons 


1013.. 1078, 1058.. 1210, 1064. 


.1378 




Sea No. 


41532 


Seq. ID 


OJ000302_24.0413.C11 


Gene No. 


86136 


Strand 


+ 


Start 


6487 


End 


6754 


Name 


OJ000302 24.0413.Cll.o3.np 


Method 


AAT/NAP 


Start 


6487 


End 


6754 


riT 

ui 


4678224 


Score 


71 




6487. .6754 






(IT DpsrriD 


(AC007135) unknown protein [Arabidopsis thaliana] 


Seq. No. 


41533 


Seq. ID 


OJ000302_24 .0413.C12 


Gene No. 


86137 


Strand 




Start 


1487 


End 


1653 


Name 


OJ000302 24.0413.C12.ol.gs 


Method 


GENSCAN 


Start 


1487 


End 


1653 


GI 


none 


Score 


.9 


Exons 


1487. .1653 






Seer. No. 


41534 


Seq. ID 


OJ000302_24.0413.C13 


Gene No. 


86138 


Strand 


+ 


Start 


152 


End 


243 


Name 


OJ000302 24.0413.C13.ol.np 


Method 


AAT/NAP 


Start 


152 


End 


243 


GI 


5852093 


Score 


44 


Exons 


152. .243 






GI DescriD. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


41534 


Seq. ID 


OJ000302_24.0413.C13 


Gene No. 


86139 


Strand 


+ 


Start 


412 


End 


1162 


Name 


OJ000302 24.0413.C13.ol.gs 


Method 


GENSCAN 


Start 


412 


End 


1162 


GI 


none 


Score 


.88 


Exons 


412. .526, 1037. .1162 







41666 




Seq. No. 


41534 


Seq. ID 


OJ000302_ 


_24.: 


:0413. 


C13 


Gene No. 


86140 


Strand 


+ 








Start . 


10866 


End 


10945 








Name 


OJ000302 24.0413.C13.o3.gs 


Method 


GENSCAN 








Start 


10866 


End 


10945 








GI 


none 


Score 


.77 








Exons 


10866. .10945 












Seq. No. 


41534 


Seq. ID 


OJ000302_ 


_24. 


0413. C13 


Gene No. 


86141 


Strand 










Start 


4730 


End 


6498 








Name 


OJ000302 24.0413.C13.o2.np 


Method 


AAT/NAP 








Start 


4730 


End 


6498 








GI 


7228450 


Score 


185 








Exons 


4730. .4843, 4929. .5054, 5196. 


.5256, 6459. .6498 








GI Descrip. 


(AP001366) hypothetical prote 


Ln [Oryza 


sativa] 








Seq. No. 


41535 


Seq. ID 


OJ000302 


_24 


.0413 


.C14 


Gene No. 


86142 


Strand 


+ 








Start 


1 


End 


3350 








Name 


OJ000302 24.0413.C14.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


634 








GI 


7109461 


Score 


464 








Exons 


1. .634 












GI Descrip. 


(AC016662) putative cytochrome P-450 [Arabidopsis thaliana] 


Seq. No. 


41535 


Seq. ID 


OJ000302 


_24 


.0413 


.C14 


Gene No. 


86142 


Strand 


+ 








Start 


1 


End 


3350 








Name 


OJ000302 24.0413.C14.ol.gs 


Method 


GENSCAN 








Start 


86 


End 


3350 








GI 


none 


Score 


.88 








Exons 


86. .622, 3318.. 3350 












Seq. No. 


41535 


Seq. ID 


OJ000302 


_24 


.0413 


.C14 


Gene No. 


86143 


Strand 










Start 


3267 


End 


3395 








Name 


OJ000302 24.0413.C14.ol.ts 


Method 


TBLASTX: 


Soybean 




Start- 


4 


End 


622 








GI 


none 


Score 


127 








Exons 


4. .105, 5. .115, 227. .298, 350 


. .514, 602. .622 








Seq. No. 


41535 


Seq. ID 


OJ000302 


_24 


.0413 


.C14 


Gene No. 


86143 


Strand 










Start 


3267 


End 


3395 








Name 


OJ000302 24.0413.C14.o2.np 


Method 


AAT/NAP 








Start 


3267 


End 


3395 








GI 


7340905 


Score 


86 








Exons 


3267. .3395 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41536 


Seq. ID 


OJ000302 


_24 


.0413 


.C15 


Gene No. 


86144 


Strand 


+ 








Start 


753 


End 


5880 








Name 


OJ000302 24.0413.C15.ol.gs 


Method 


GENSCAN 








Start 


753 


End 


5880 








GI 


none 


Score 


.8 









41667 




Exons " 753.. 974, 2053.. 2116, 2367.. 2426, 2560.. 2744, 2851.. 2940, 

2947.. 3463, 3552.. 4537, 4631.. 5491, 5791.. 5880 



Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86145 




Strand 


+ 




Start 


124 




End 


1444 




Name 


OJ000302 24.0413.C16.ol 


.gs 


Method 


GENSCAN 




Start 


124 




End 


1444 




GI 


none 




Score 


.44 




Exons 


124. .228, 500.. 652, 812 


. .1444 








Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


o ci a a 
ool4o 




Strand 






Start 


440 




End 


5682 




Name 


OJ000302 24.0413.C16.ol 


.np 


Method 


AAT/NAP 




Start 


440 




End 


5682 




GI 


4378066 




Score 


2867 




Exons 


440. .4268, 5574. .5682 










GI Descrip. 


(AF098806) polyprotein 


[Sorghum bicolor] 






gi|4680208|gb|AAD27571. 


1IAF114171 12 


(AF114171) polyprotein 




[Sorghum bicolor] 










Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 




Strand 


_ 




Start 


440 




End 


5682 




Name 


OJ000302 24.0413.C16.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


763 




End 


990 




GI 


none 




Score 


192 




Exons 


763. . 990 










Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 




Strand 






Start 


440 




End 


5682 




Name 


OJ000302 24.0413.C16.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1046 




End 


1378 




GI 


none 




Score 


58 




Exons 


1046.. 1225, 1232.. li/o, 


1233. 


.1364 






Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 




Strand 






Start 


440 




End 


5682 




Name 


OJ000302 24.0413.C16.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1148 




End . 


1537 




GI 


none 




Score 


258 




Exons 


1148 . . 1537 










Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 




Strand 






Start 


440 




End 


5682 




Name 


OJ000302 24.0413.C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1187 




End 


1645 




GI 


none 




Score 


80 




Exons 


1187. .1645, 1326.. 1520, 


1370. 


.1585 






Seq. No. 


41537 




Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 




Strand 






Start 


440 




End 


5682 





41668 




Name 


OJ000302 24 


. 0413 


.C16.o2 


. QS 


Method 


GEN SCAN 




Start 


1640 ~ 








End 


5633 




GI 


none 








Score 


.84 




Exons 


1640. .2205, 


2299 


. .4167, 


4642. 


.4896, 4947. .5237, 5494. .5633 


Seq. No. 


41537 








Seq. ID 


OJ000302 24.041J 


. ClO 


Gene No.' 


86146 








Strand 






Start 


440 








End 


5682 




Name 


OJ000302 24 


.0413 


.C16.o3 


.tw 


Method 


TBLASTX : Wheat 




Start 


1847 








End 


2279 




GI 


none 








Score 


190 




Exons 


1847. .2278, 


1854 


. .2279 










Seq. No. 


41537 








Seq. ID 


OJOOOJUz Z4.U41J 


.LID 


Gene No. 


86146 








Strand 






Start 


440 








End 


c c 0 0 




Name 


OJ000302 24 


.0413 


.CI6.06 


. tw 


Method 


TBLASTX : Wheat 




Start 


2345 








End 


2722 




GI 


none 








Score 


109 




Exons 


2345. .2470, 


2555 


. .2722 










Seq. No. 


41537 








Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 








Strand 






Start 


440 








End 


5682 




Name 


OJ000302 24 


.0413 


.C16.o2 


.np 


Method 


AAT/NAP 




Start 


2523 








End 


5268 




GI 


4680183 








Score 


727 




on ^ 


2523. .2607, 


3015 


. .3396, 


3484. 


.3523, 3977. .4491, 4610.. 5268 


GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


41537 








Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 








Strand 






Start 


440 








End 


5682 




Name 


OJ000302 24 


.0413 


.CI6.0I 


. ts 


Method 


TBLASTX : Soybean 




Start 


2546 








End 


2929 




GI 


none 








Score 


85 




Exons 


2546. .2929, 


2736 


. .2879 










Seq. No. 


41537 








Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 








Strand 






Start 


440 








End 


5682 




Name 


OJ000302 24 


.0413 


,C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2648 








End 


3031 




GI 


none 








Score 


183 




Exons 


2648 . . 3031, 


2661 


. .2921 










Seq. No. 


41537 








Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 








Strand 






Start 


440 








End 


5682 




Name 


OJ000302 24 


.0413 


.CI6.0I 


.tw 


Method 


TBLASTX: Wheat 




Start 


2771 








End 


3190 




GI 


none 








Score 


111 




Exons 


2771. .3190, 


2772 


. .2945, 


3021. 


.3188 






Seq. No. 


41537 








Seq. ID 


OJ000302_24.0413 


.C16 


Gene No. 


86146 








Strand 






Start 


440 








End 


5682 





41669 




Name 


OJ000302 24 


.0413.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3059 ~~ 






End 


3416 


GI 


none 






Score 


245 


Exons 


3059. . 3415, 


3060. .3416 








Seq. No. 


41537 






Seq. ID 


OJ000302_24.0413.C16 


Gene No. . 


86146 






Strand 




Start 


440 






End 


5682 


Name 


OJ000302 24 


.0413.C16.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3191 ~ 






End 


3544 


GI 


none 






Score 


106 


Exons 


3191. .3484, 


3191. .3544, 


3192. 


.3518, 3215.. 3301 


Seq. No. 


41537 






Seq. ID 


OJ000302_24.0413.C16 


Gene No. 


86146 






Strand 




Start 


440 






End 


5682 


Name 


OJ000302 24 


.0413.C16.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


3752 






End 


4111 


GI 


none 






Score 


79 


Exons 


3752. .3973, 


3753. .3974, 


3980. 


.4111 




Seq. No. 


41538 






Seq. ID 


OJ000302_24.0413.C17 


Gene No. 


86147 






Strand 


+ 


Start 


9456 






End 


10356 


Name 


OJ000302 24 


.0413.C17.o2. 


np 


Method 


AAT/NAP 


Start 


9456 






End 


10356 


GI 


7427953 






Score 


286 


TCxon ^ 


9456. .9801, 


9840. .9995, 


10031 


. .10356 




VJ _> _/ W *J V— * _* J» * 


probable dihydropteroate 


s synthase (EC 


2.5.1.15) - garden pe< 




gi 1 1934 972 | emb | CAA69903 . 


1| (Y08611) dihydropterin 




pyrophosphokinase /dihydropteroate synthase [Pisum sativum] 


Seq. No. 


41538 






Seq. ID 


OJ000302_24 .0413.C17 


Gene No. 


86148 






Strand 




Start 


2841 






End 


8478 


Name 


OJ000302 24 


.0413.C17.o2. 


gs 


Method 


GEN SCAN 


Start 


2841 






End 


8478 


GI 


none 






Score 


. .78 


Exons 


2841. .2873, 


3273. .3304, 


3695. 


.3934, 4568. .5039, 6155. .6807, 




6912. .7219, 


8211. .8337, 


8415. 


.8478 




Seq. No. 


41538 






Seq. ID 


OJ000302_24.0413.C17 


Gene No. 


86148 






Strand 




Start 


2841 






End 


8478 


Name 


OJ000302 24 


.0413.C17.ol. 


np 


Method 


AAT/NAP 


Start 


3624 






End 


7140 


GI 


6730638 






Score 


1113 


Exons 


3624. .3934, 


4568. .5039, 


6155. 


.6807, 6912.. 7140 


GI Descrip. 


(AC008262) 


F4N2.16 [Arabidopsis thaliana] 


Seq. No. 


41538 






Seq. ID 


OJ000302_24.0413.C17 


Gene No. 


86148 






Strand 




Start 


2841 






End 


8478 


Name 


OJ000302 24 


.0413.C17.ol. 


gp 


Method 


AAT/GAP 


Start 


6753 






End 


7876 


GI 


none 






Score 


986 


Exons 


6753. .6807, 


6912. .7219, 


7715. 


.7876 





41670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



41538 Seq. ID 

86149 Strand 
10037 End 17286 

OJ000302_24 . 04 13 . C17 . o3 . gs Method GENSCAN 
10037 End 16838 

none Score . 85 

10037. .10157, 10475. .10732, 13434 13558 , 13659 

13859. .13937, 14026 .. 14112, 14203 .. 14451, 14545 

15535. .15621, 15819 .. 16017 , 16648.. 16838 



OJ000302 24.0413.C17 



,13765, 
,14694, 



41538 
86149 
10037 

OJ000302_24 .0413.C17.o2.gp 
13115 

LIB3433-048-P1-K1-G3 
13115. .13343, 13434.. 13563 
•5921933/sp|Q43147|CP85_LYCES 
PROTEIN) >gi_1421741 (U54770) 
[Lycopersicon esculentum] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_24 . 0413. C17 

17286 
AAT/GAP 
13563 
606 



1.0e-25 CYTOCHROME P450 85 
cytochrome P450 homolog 



( DWARF 



41538 Seq. ID OJ000302_24 . 04 13 . C17 

86149 Strand 

10037 End 17286 

OJ000302_24 . 04 13 . C17 . o3 . np Method AAT/NAP 

13259 End 17286 

5921933 Score 1332 

13259. .13343, 13434 13558 , 13659 .. 13765, 13859 .. 13937, 

14026. .14112, 14203. .14451, 14545 .. 14694, 15535 .. 15868 , 

16648. .16788, 17234.. 17286 

CYTOCHROME P450 85 (DWARF PROTEIN) gi 11421741 (U54770) 
cytochrome P450 homolog [Lycopersicon esculentum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 24.0413.C17 



41538 
86149 
10037 

OJ000302_24.0413.C17.o3.gp 
13520 

29331_1.R1084 

13520. .13558, 13659 .. 13765, 
14203.. 14357 

' 1781115/emb | CAB06224 | 9.0e-10 (Z83864) glpQl [Mycobacterium 
tuberculosis] 1 



17286 
AAT/GAP 
14357 
846 



13859. .13937, 14026 .. 14 112, 



41538 
86150 
18685 

OJ000302_24.0413.C17.o2.tm 

3458 

none 

3458. .3565, 
3672. .3923, 

41538 
86150 
18685 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 24.0413.C17 



3472.. 3579, 3476. 
3672.. 3923, 3673. 



19081 

TBLASTX: Maize 
3924 
47 

3565, 3519.. 3569, 3668.. 3922, 
3924 



Seq. ID 

Strand 

End 



OJ000302 24.0413.C17 



19081 



41671 



Name 


OJ000302 24 -0413.C17.ol.tc 


Method 


TBLASTX: Cress 




Of a r*-f- 

olail 


3732 ~~ 


End 


5045 






none 


Score 


54 




Lxons 


373? 3767 3807 3938* 4566 


..4610, 4567. .4611, 4591. .4839, 




4 602 . . 5045, 4611 .. 4931 








Seq. No. 


41538 


Seq. ID 


OJ000302_24.0413. 


C17 


Gene No. 


86150 


Strand 






Cf a r f 
O Lai U 


18685 


End 


19081 




Name 


OJ000302 24 . 0413.C17 .ol . ts 


Method 


TBLASTX : Soybean 




Of a -rf- 


3771 "~ 


End 


4880 






UUl 1C 


Score 


122 




Exons 


3771 3938. 4569.-4772, 4570 


..4752, 4815. .4880 




Seq. No. 


41538 


Seq. ID 


OJ000302_24.0413. 


C17 


Gene No. 


86150 


Strand 


— 






18685 


End 


19081 




Mamo 


OJ000302 24.0413.C17.o5.tm 


Method 


TBLASTX: Maize 




O l_ Cl X. u 


4563 ~~ 


End 


4749 








Score 


88 




IT von Q 


4563. .4748, 4569.-4748, 4570 


. .4749 






Seq. No. 


41538 


Seq. ID 


OJ000302_24.0413 


■ C17 


Gene No. 


86150 


Strand 






Of a r*f- 
O Let I. U 


18685 


End 


19081 




Name 


OiT00030? 24 0413 C17.ol.tm 


Method 


TBLASTX: Maize 




Of 3 


474Q ~~ 


End 


4989 




bl 


none 


Score 


256 




EjXOIIO 


4749 4988. 4749.-4988, 4756 


. .4989 






oeq. wo. 


4 1 ^38 

41J JO 


Seq. ID 


OJ000302_24 .0413 


.C17 


Gene No. 


86150 


Strand 






Start 


18685 


End 


19081 






OJ000302 24 .0413.C17.o4 .tm 


Method 


TBLASTX: Maize 




Cf -a yf 

O L. a. i. L. 


13256 _ 


End 


13919 




bl 


none 


Score 


71 




Exons 


132S6 13345. 13269 .. 13346, 


13451. .13552, 134 58 .. 13547 , 






13699 13767. 13701 .. 13772 , 


13857. .13919, 13858.. 13917 




OCvJ . 1N.O . 


41 S38 


Seq. ID 


OJ000302_24.0413 


.C17 




86150 


Strand 






Start 


18685 


End 


19081 




Name ..... 


OJ000302 24.0413.C17.o2.tc 


Method 


TBLASTX: Cress 




Cf arf 


13268 


End 


14304 




PT 




Score 


106 






13268 13345. 13428 13556, 


13430. .13558, 13659 .. 13778 , 






13663 13767 13857 13949, 


13858. .13947, 14023 .. 14106, 






14023 14118, 14206.. 14304 








Sea. No. 


41538 


Seq. ID 


OJ000302_24.0413 


-C17 


Gene No. 


86150 


Strand 






Start 


18685 


End 


19081 




Name 


OJ000302 24.0413.C17.o2.ts 


Method 


TBLASTX : Soybean 




Start 


14197 


End 


14454 




GI 


none 


Score 


79 




Exons . 


14197. .14325, 14203 .. 14445, 


14204. .14371, 14359. .14 4 54 





41672 






Set}. No. 


41538 


Seq. ID 


OJ000302_24.0413. 


C17 




Gene No. 


86150 


Strand 








Start 


18685 


End 


19081 






Name 


OJ000302 24.0413.C17.o3.tm 


Method 


TBLASTX: Maize 






Start 


14236 


End 


14697 






GI 


none 


Score 


104 






Exons 


14236. .14445, 14237 .. 14371, 


14314. .14454, 14540 .. 14 695, 








14543. .14587, 14545. .14697 










Seq. No. 


41.538 


Seq. ID 


OJ000302__24.0413. 


C17 




Gene No. 


86150 


Strand 








Start 


18685 


End 


19081 






Name 


OJ000302 24.0413.C17.o3.tc 


Method 


TBLASTX: Cress 






Start 


15586 


End 


16751 






GI 


none 


Score 


72 






Exons 


15586. .15882, 16686. .16751 










Seq. No. 


41538 


Seq. ID 


OJ000302_24.0413. 


,C17 




Gene No. 


86150 


Strand 








Start 


18685 


End 


19081 






Name 


OJ000302 24.0413.C17.o3.ts 


Method 


TBLASTX: Soybean 






Start 


15787 


End 


16775 






GI 


none 


Score 


150 




L T -} ... 


Exons 


15787.. 15870, 16626. ,16751, 


16645. .16749, .1674 6 .. 16775 




f f% 


Seq. No. 


41538 


beq. iu 




.C17 


n \ 


Gene No. 


86150 


Strand 








Start 


18685 


End 


19081 




i-J 


Name 


OJ000302 24.0413.C17.o4.gs 


Method 


GENSCAN 




id 


Start 


18685 


End 


19081 




Ih 


GI 


none 


Score 


.44 




?7\ 
- y 


Exons 


18685. .18803, 18875.. 19081 








T ^ 


Seq. No. 


41539 


Seq. ID 


OJ000302_24.0413 


.C18 




Gene No. 


86151 


Strand 








Start 


1547 


End 


1967 






Name 


OJ000302 24.0413.C18.ol.gs 


Method 


GENSCAN 






Start 


1547 


End 


1967 






GI 


none 


Score 


.66 






Exons 


1547. .1657, 1740. .1967 










Seq. No. 


41540 


Seq. ID 


OJ000302_24.0413 


.C20 




Gene No. 


86152 


Strand 








Start 


49 


End 


781 






Name 


OJ000302 24.0413.C20.ol.gp 


Method 


AAT/GAP 






Start 


49 


End 


289 






GI 


426093 


Score 


301 






Exons 


49. .289 










Seq. No. 


41540 


Seq. ID 


OJ000302_24.0413 


.C20 




Gene No. 


86152 


Strand 








Start 


49 


End 


781 






Name 


OJ000302 24.0413.C20.ol.gs 


Method 


GENSCAN 






Start 


99 


End 


781 






GI 


none 


Score 


.54 






Exons 


99. .300, 735.. 781 









41673 



Seq. No. 41541 Seq. ID 

Gene No. 86153 Strand 

Start 673 End 

Name 0 J000222_20 . 0403 . CI . ol . gs Method 

Start 673 End 

GI none Score 

Exons 673. . 1357 



OJ000222_20.0403.C1 
+ 

1357 
GENSCAN 
1357 
.82 



Seq. No. 41541 Seq. ID 

Gene No. 86153 Strand 

Start 673 End 

Name OJ000222_20 . 0403 . CI . ol . gp Method 

Start 786 End 

GI 2312053 Score 

Exons 786.. 1071 

Seq. No. 41542 Seq. ID 

Gene No. 86154 Strand 

Start 475 ' End 

Name OJ000222_20 . 0403 . C2 . o2 . tm Method 

Start 4 69 End 

GI none Score 

Exons 469.. 540, 480. .554, 480.. 542, 612.. 773, 
631. .774 



OJ000222_20.0403.C1 
+ 

1357 
AAT/GAP 
1071 
476 



OJ000222_20.0403.C2 
+ 

9704 

TBLASTX: Maize 

778 

61 

616. .774, 629. .778, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41542 Seq. ID 

86154 Strand 

475 End 

OJ000222_20 . 0403 . C2 . ol . gs Method 

475 End 

none Score 



OJ000222_20.0403.C2 
+ 

9704 
GENSCAN 
9694 
.59 



475.. 540, 632. .771, 1537. .1663, 2347.. 2495, 2901.. 3036, 
3388.-3472, 3586. .3857, 3999. .4131, 5938. .6072, 6786. .7144, 
8328. .8464, 9589.-9694 



Seq. ID OJ000222_20.0403.C2 

Strand + 

End 9704 

Method TBLASTX : Mai ze 

End 38 69 

Score 86 

3584. .3706, 3585. .3719, 3704.. 3856, 3710. .3775, 



41542 
86154 
475 

OJ000222_20.0403.C2.o3.tm 
3559 
none 

3559. .3690, 
3714. .3869 



Seq. No. 41542 Seq. ID 

Gene No. 86154 Strand 

Start 475 End 

Name OJ000222_20 . 0403 . C2 . ol . np Method 

Start 6818 End 

GI 7487328 Score 

Exons 6818.. 7144, 8157.. 8247, 8336.. 8464, 9376.. 9483, 9589.. 9704 

GI Descrip. hypothetical protein T22A6.300 - Arabidopsis thaliana 
gi|5051789|emb|CAB45082.1| (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269297 | emb | CAB79357 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



OJ000222_20.0403.C2 
+ 

9704 
AAT/NAP 
9704 
208 



Seq. No. 



41542 



Seq. ID OJ000222_20.0403.C2 



41674 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand + 
End 9704 
Method TBLASTX : Mai ze 
End 94 66 

none Score 71 

7106. .7147, 8149. .8259, 8154. .8243, 8155. .8256, 8316. .8465, 
8327. .8386, 8352. .8465, 9370. .9456, 9373.-9465, 9392. .9466 



86154 
475 

OJ000222_20 . 0403 . C2 . pi . tm 
7106 



41542 
86154 
475 

OJ000222_20.0403.C2.ol.gp 
8384 

23385_1.R1084 

8384. .8464, 9376.-9495, 9589 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9695 

•5051789/emb | CAB45082.il 1.0e-25 (AL078637) putative protein 
[Arabidopsis thaliana] * 



OJ000222_20.0403.C2 
+ 

9704 
AAT/GAP 
9695 
546 



Seq. No. 


41542 


Seq. ID 


OJ000222_20.0403.C2 


Gene No. 


86154 


Strand 


+ 


Start 


475 


End 


9704 


Name 


OJ000222 20.0403.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


9468 


End 


9703 


GI 


none 


Score 


196 


Exons 


9468.. 9497, 9586.. 9687, 9590 


..9694, 9593.. 9703 


Seq. No. 


41543 


Seq. ID 


OJ000222_20.0403.C3 


Gene No. 


86155 


Strand 


+ 


Start 


205 


End 


2476 


Name 


OJ000222 20.0403.C3.ol.gp 


Method 


AAT/GAP 


Start 


205 


End 


788 


GI 


23385 1.R1084 


Score 


743 


Exons 


205. .266, 345. .433, 509. .788 






GI Descrip. 


, 5051789/emb |CAB45082.1| 1.0e-25 (AL078637) putative protein 


[Arabidopsis thaliana] ' 






Seq. No. 


41543 


Seq. ID 


OJ000222_20.0403.C3 


Gene No. 


86155 


Strand 


+ 


Start 


205 


End 


2476 


Name 


OJ000222 20.0403.C3.ol.gs 


Method 


GENS CAN 


Start / 


207 


End 


2463 


GI 


none 


Score 


.52 


Exons 


207. .433, 2024. .2246, 2341.. 


2463 




Seq. No. 


41543 


Seq. ID 


OJ000222_20. 0403.C3 


Gene No. 


86155 


Strand 


+ 


Start 


205 


End 


2476 


Name 


OJ000222 20.0403.C3.ol.np 


Method 


AAT/NAP 


Start 


2317 


End 


2476 


GI 


6630729 


Score 


90 


Exons 


2317. .2476 






GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


41544 


Seq. ID 


OJ000222_20.0403.C4 


Gene No. 


86156 


Strand 


+ 


Start 


1 


End 


11881 


Name 


OJ000222 20.0403.C4.ol.np 


Method 


AAT/NAP 



41675 



Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 9972 

6630729 Score 2503 

1..23, 1010. .1269, 2542. .2855, 2886. .3122, 3501. .4469, 

4560. .4894, 5695. .5973, 6076. .6328, 7164. .7334, 7427. .7519, 

7967. .8074, 9449. .9565, 9651. .9740, 9892. .9972 

(AL132958) putative protein [Arabidopsis thaliana] 



41544 
86156 
1 

OJ000222_20.0403.C4.ol.gs 
1143 
none 



Seq. ID OJ000222_20.0403.C4 

Strand + 

End 11881 

Method GENSCAN 

End 11881 

Score . 67 



1143. .1269, 2542. .2826, 3619. .4469, 4560. .4894, 5695. .5973, 
6076. .6328, 7164. .7334, 7427. .7519, 7967. .8074, 9449. .9565, 
9651. .9740, 9892. .9913, 11183 .. 11285, 11668. .11881 



Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86156 




Strand 


+ 




Start 


1 




End 


11881 




Name 


OJ000222 20 


.0403.C4.ol.gp 


Method 


AAT/GAP 




Start 


4585 




End 


5753 




GI 


none 




Score 


714 




Exons 


4585. .4894, 


5695. .5753 








Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86156 




Strand 


+ 




Start 


1 




End 


11881 




Name 


OJ000222 20 


.0403.C4.o2.np 


Method 


AAT/NAP 




Start 


5544 




End 


9972 




GI 


6630729 




Score 


1404 




Exons 


5544. .5973, 


6076.. 6328, 7164 


..7334, 7427. .7519, 7967. .8074, 




9449. .9565, 


9651.. 9740, 9892 


. .9972 






GI Descrip. 


(AL132958) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86157 




Strand 






Start 


11687 




End 


15917 




Name 


OJ000222 20 


.0403.C4 ,o3.np 


Method 


AAT/NAP 




Start 


11687 




End 


15851 




GI 


7406392 




Score 


949 




Exons 


11687. .11877, 12146. .12404, 


14568. .14801, 15465.. 15851 




GI Descrip. 


(AL162873) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


,C4 


Gene No. 


86157 




Strand 






Start 


11687 




End 


15917 




Name 


OJ000222 20 


.0403.C4.o2.gs 


Method 


GENSCAN 




Start 


12104 




End 


15851 




GI 


none 




Score 


.85 




Exons 


12104. .12117, 12146. .12404, 


14568. .14801, 15465. . 15851 




Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86157 




Strand 






Start 


11687 




End 


15917 




Name 


OJ000222 20 


.0403.C4.o2.gp 


Method 


AAT/GAP 




Start 


14629 




End 


15917 





41676 




GI 


43115 1.R1084 




Score 


1204 




F.xons 


14629. .14801, 15465. .15917 










'2062167 3.0e-43 


(AC001645) 


Proline-rich protein APG isolo< 




[Arabidopsis thaliana] 1 








Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


-C4 


Gene No. 


86158 




Strand 






Start 


16510 




End 


17461 




Name 


OJ000222 20.0403. 


C4 .o3.gs 


Method 


GENSCAN 




Start 


16510 




End 


17461 




GI 


none 




Score 


.63 




Exons 


16510. .16610, 17195. .17332, 


17413. .17461 




Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86158 




Strand 


— 




Start 


16510 




End 


17461 




Name 


OJ000222 20.0403. 


C4 .o3.gp 


Method 


AAT/GAP 




Start 


16936 




End 


17424 




GI 


3766804 




Score 


916 




Exons 


16936. .17424 










Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86159 




Strand 






Start 


18531 




■End 


18825 




Name 


OJ000222 20.0403. 


C4.o7.ts 


Method 


TBLASTX: Soybean 




Start 


1026 




End 


2627 




GI 


none 




Score 


192 






1026.. 1265, 2529. 


.2627 








Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86159 




Strand 






Start 


18531 




End 


18825 




Name 


OJ000222 20.0403. 


C4 .o4 . ts 


Method 


TBLASTX : Soybean 




Start 


4161 




End 


4469 




GI 


none 




Score 


67 




Exons 


4161.. 4280, 4224. 


.4325, 4308 


..4469, 4316. .4417 




Sea. No. 

Km* Km* \m£ 9 tl V-/ • 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86159 




Strand 






Start 


18531 




End 


18825 




Name 


OJ000222 20.0403. 


C4 .06. ts 


Method 


TBLASTX : Soybean 




Start 


4641 




End 


5838 




GI 


none 




Score 


124 




Exons 


4641. .4742, 4665. 


.4793, 4673 


..4789, 4678.-4794, 4851. .4895 




5672.. 5821, 5673. 


.5834, 5689 


..5838, 5693. .5836 




Seq. No. 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86159 




Strand 






Start 


18531 




End 


18825 




Name 


OJ000222 20.0403. 


C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6086 




End 


7322 




GI 


none 




Score 


303 




Exons 


6086.. 6328, 6097. 


.6327, 7161 


..7322, 7161. .7319, 7166. .7321 


Seq. No. . 


41544 




Seq. ID 


OJ000222_20.0403 


.C4 


Gene No. 


86159 




Strand 






Start 


18531 




End 


18825 





41677 



Name 

Start 

GI 

Exons 



OJ000222_20.0403.C4.o4.tm Method TBLASTX: Maize 

6248 End 7334 

none Score 120 

6248.-6328, 6248.-6322, 6249. .6323, 7159. .7305, 7161. .7334, 
7163. .7330 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41544 
86159 
18531 

OJ000222_20.0403.C4.o2.tm 

9473 

none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Mai ze 

End 9981 

Score 166 



9473. .9568, 9475. .9567, 9491. .9568, 9632. .9739, 9633. .9740, 
9650. .9748, 9651. .9749, 9840. .9980, 9862. .9981, 9879. .9980, 
9886. .9981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41544 
86159 
18531 

OJ000222_20.0403.C4.o3.ts 

11681 

none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Soybean 

End 12206 

Score 115 



11681. . 11878, 11751. .11879, 12138. .12206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41544 
86159 
18531 

OJ000222_20.0403.C4.o2.tc 

11729 

none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Cress 

End 12429 

Score 65 



11729. .11830, 11751. .11831, 11819 .. 11878, 11829 .. 1187 9, 
12144. .12299, 12145. . 12297, 12321 12422 , 12328. .12429 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



41544 
86159 
18531 

OJ000222_20.0403.C4.o5.tm 

11729 

none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Mai ze 

End 12299 

Score 194 



11729. .11878, 11748. .11882, 11757 .. 11879, 11759 .. 11896, 
12138. .12299, 12145.. 12297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41544 
86159 
18531 

OJ000222_20.0403.C4.o5.ts 

12207 

none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Soybean 

End 14798 

Score 78 



12207. .12299, 12321 .. 12410, 12322 .. 124 11 , 14 568 14798 , 
14614. .14691 



Seq. No. 41544 

Gene No. 86159 

Start 18531 

Name OJ000222_20.0403.C4.o3.tm 

Start 12349 

GI none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX: Maize 

End 15530 

Score 78 



41678 



Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start < 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

13 Start 

%j Name 

in Start 

fy GI 

L'f Exons 

ly Seq. No. 

\1 Gene No. 

fy Start 

^~ Name 

L Start 

4 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



12349 12411, 12351. .12410, 14553 .. 14807 , 14569 .. 14709, 
14631. .14735, 14758 .. 14802 , 15466 15528, 15471. .15530 



41544 
86159 
18531 

OJ000222_20.0403.C4 .ol.tc 
15469 
none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Cress 

End 15767 

Score 67 



nunc t- /- a r 

15469. .15531, 15474 .. 15548 , 15537 .. 1564 4 , 15550 .. 1564 5 , 
15666. .15767, 15667.. 15759 * 



41544 
86159 
18531 

OJ000222_20.0403.C4 .o2.ts 
15474 
none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX : Soybean 

End 15767 

Score 58 



nunc _ , t _ i i- s~ * <-t 

15474.. 15548, 15475 ... 15531, 15532 15648 , 15537 .. 15647 , 
15666. .15767, 15667.. 15756 



41544 
86159 
18531 

OJ000222_20 . 0403 . C4 . ol . tm 
15531 
none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX: Maize 

End 15767 

Score 109 



15531. .15650, 15550. .15651, 15654 .. 15767 , 15655.. 15759 



41544 
86159 
18531 

OJ000222_20 . 0403 . C4 . 06 . tm 
17292 
none 



Seq. ID OJ000222_20.0403.C4 
Strand 

End 18825 

Method TBLASTX: Maize 

End 17464 

Score 176 



17292.. 17423, 17292 .. 17462, 17293 .. 174 63, 17294.. 17464 



41544 
86159 
18531 

OJ000222_20.0403.C4 ,o4 .np ■ 
18531 
6815099 

18531.. 18825 * t 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ000222__20.0403.C4 
Strand 

End 18825 

Method AAT/NAP 

End 18825 

Score 89 



41545 
86160 
118 

OJ000222_20 . 04 03 . C5 . ol . tm 
1 

none 



Seq. ID OJ000222_20.0403.C5 
Strand 

End 1188 

Method TBLASTX : Mai ze 

End 1188 

Score 92 



1..78, 2. .88, 5. .85, 140. .238, 163.. 243, 164. .241, 611. .727, 
614. .721, 788. .862, 801. .899, 802. .906, 803. .898, 808. .906, 
1097. .1183, 1100. .1186, 1102. .1188 



41545 



Seq. ID OJ000222_20.0403.C5 



41679 



Gene No. 


86160 




Strand 






OtdLL 


118 




End 


1188 




Name 


OJ000222 20 


.0403.C5.ol.gs 


Method 


GEN SCAN 




btart 


118 




End 


1183 




bl 


none 




Score 


.76 




Exons 


118. .241, 614. .720, 799. .909, 


1102. .1183 




Seq. No. 


41546 




Seq. ID 


OJ000222_ 


20. 0403. C6 


Gene No. 


86161 




Strand 


+ 






*i O 




End 


385 




Name 


OJ000222 20 


.0403.C6.ol.gp 


Method 


AAT/GAP 




otart 


246 




End 


385 




b± 


none 




Score 


233 




dxons 


246. .385 










Seq. No. 


41546 




Seq. ID 


OJ000222_ 


_20.0403.C6 


Gene No. 


86162 




Strand 


+ 




otair U 


8550 




End 


9572 




Name 


OJ000222 20 


.0403.C6.o2.gs 


Method 


GENSCAN 




otaru 


8550 




End 


9572 




bl 


none 




Score 


.88 




Exons 


8550. .8708, 


9132.. 9461, 9471. 


.9572 






oeq tj wo . 


41546 




Seq. ID 


OJ000222_ 


20. 0403. C6 


Gene No . 


86163 




Strand vv 






Start 


258 




End 


7893 




Name 


OJ000222 20 


.0403.C6.ol.gs 


Method 


GENSCAN 




Start 


258 




End 


7893 




bl 


none 




Score 


.92 




Exons 


258.. 436, 1122.. 1164, 1304.. 1375, 1762 


..1854, 2079. .2237, 




2323. .2508, 


3290.. 3361, 3641. 


.3715, 4288.. 4505, 


5388. .5493 




5603. .5713, 


5816.. 5983, 6280. 


.6433, 6534. .6600, 


6763. .7105 




7402. .7466, 


7547. .7722, 7871. 


.7893 






O n j-w XT a 

beq. no. 


41546 




Seq. ID 


OJ000222_ 


_20.0403.C6 


Gene No . 


86163 




Strand 






C+-3T*+- 

buart 


258 




End 


7893 




Name 


OJ000222 20 


.0403.C6.ol.np 


Method 


' AAT/NAP 




Start 


1304 




End 


7861 




(ZT 


2459424 




Score 


315 




Exons 


1304. .1375, 


1762.. 1854, 2079. 


.2228, 2314.. 2514, 


3287. .3352 




4043. .4148, 


-4274.. 4350, 4399. 


.4505, 5068.. 5188, 


5284. .5469 




5594. .5713, 


5816.. 5983, 7794. 


.7861 






ul UcSCIip. 


(AC002332) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


41546 




Seq. ID 


OJ000222_ 


_20.0403.C6 


Gene No. 


86163 




Strand 






Cf arf 
OLdiL 


258 




End 


7893 




Name 


OJ000222 20 


.0403.C6.o2.gp 


Method 


AAT/GAP' 




OldiL 


4044 




End 


5122 




GI 


3766803 




Score 


495 




Exons 


4044. .4071, 


4287.. 4518, 5087. 


.5122 






Seq. No. 


41546 




Seq. ID 


OJ000222_ 


_20.0403.C6 


Gene No. 


86164*. 




Strand 






Start 


9197 * 




End 


9617 





Name 



OJ000222 20.0403.C6.o3.tm 



Method TBLASTX : Mai ze 



41680 



Start 
GI 

Exons 



249 End 2364 

none Score 207 

249. .437, 252. .437, 259.-438, 280. .438, 710. .799, 710. .799, 
714. .809, 1304. .1396, 1304. .1378, 1754. .1855, 1759. .1869, 
1761. .1865, 2076. .2231, 2076. .2237, 2086. .2235, 2098. .2238, 
2302.. 2364, 2323.. 2364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41546 Seq. ID 

86164 Strand 

9197 . End 

OJ000222_20 . 0403 . C6 . ol . tm Method 

4292 End 

none Score 



OJ000222_20.0403.C6 
9617 

TBLASTX : Maize 

5654 

329 



4292. .4522, 4293.-4523, 4294. .4521, 4298. .4525, 5080, 



5087. .5191, 5087. .5191, 5282. 
5598. .5654 



,5494, 5284. .5493, 5597, 



,5157, 
.5653, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41546 
86164 
9197 

OJ000222_20.0403.C6.ol.tc 

5305 

none 



Seq. ID OJ000222_20.0403.C6 
Strand 

End 9617 

Method TBLASTX : Cress 

End 5984 

Score 167 



5305. .5493, 5309. .5494, 5592. .5762, 5597. .5713, 5763. .5984, 
5804. .5983 



Seq. No. 41546 

Gene No. 86164 

Start 9197 

Name OJ000222_20 . 0403 . C6 . o2 . tm 

Start 5654 

GI none 
Exons 



Seq. ID OJ000222_20.0403.C6 
Strand 

End 9617 

Method TBLASTX : Mai ze 

End 5975 

Score 110 



5654. .5713, 5655. .5762, 5804. .5974, 5817. .5975 



Seq. No. 41546 

Gene No. 86164 

Start 9197 

Name OJ000222_20 . 0403 . C6 . o4 . tm 

Start 6563 

GI none 
Exons 



Seq. ID OJ000222_20.0403.C6 



Strand 
End 

Method 

End 

Score 



9617 

TBLASTX: Maize 

6976 

227 



6563.. 6601, 6749.-6976, 6749.. 6949, 6760.. 6975 



Seq. No. 


41546 








Seq. ID 


OJ000222_20.0403 


.C6 


Gene No. 


86164 








Strand 






Start 


9197 








End 


9617 




Name 


OJ000222 20. 


0403 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7536 








End 


7730 




GI 


none 








Score 


92 




Exons 


7536. .7730, 


7549 


. .7662, 


7557. 


.7721 






Seq. No. 


41546 








Seq. ID 


OJ000222_20.0403 


.C6 


Gene No. 


86164 








Strand 






Start 


9197 








End 


9617 




Name 


OJ000222 20. 


0403 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


9197 






End 


.9617 - 




GI 


544018 








Score 


363 




Exons 


9197. .9617 















41681 



GI Descrip. NITRATE /CHLORATE TRANSPORTER gi | 1076359 | pir | IA45772 

nitrate-inducible nitrate transporter - Arabidopsis thaliana 
gi 1 166668 (L10357) CHL1 [Arabidopsis thaliana] gi I 3157921 
(AC002131) Identical to nitrate/chlorate transporter cDNA 
gb|L10357 from A. thaliana. ESTs gb|H37533 and gb|R29790, 
gb|T46117, gb|T46068 / gb|T75688, gb|R29817, gb|R29862, gb|Z34634 
and gb|Z34258 



Seq. No. 41546 

Gene No. 8 6164 

Start 9197 

Name OJ000222_20.0403.C6.o2.tc 

Start 9202 

GI none 

Exons 9202.. 9231, 9209.. 9232, 9241. 
9303. .9617 



OJ000222_20.0403.C6 
9617 

TBLASTX: Cress 

9617 

40 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9279, 9294. .9464, 9301. .9612, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41546 Seq. ID 

86164 Strand 

9197 End 

OJ000222_20 . 04 03 . C6 . o5 . tm Method 

9280 End 

none Score 

9280.. 9489, 9286.. 9525, 9297.. 9542 



OJ000222_20.0403.C6 
9617 

TBLASTX: Maize 

9542 

166 



Seq. No. 41546 Seq. ID 

Gene No. 8 6164 Strand 

Start 9197 End 

Name OJ000222_20.0403.C6.o2.ts Method 

Start 9324 End 

GI none Score 

Exons 9324.. 9542 



OJ000222_20.0403.C6 
9617 

TBLASTX: Soybean 

9542 

242 



Seq. No. 
Gene No. 
Start 
Name . 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41547 
86165 
74 

OJ000222_20.0403.C7.ol.gs 
74 

none 



Seq. ID OJ000222_20.0403.C7 



Strand 
End 

Method 

End 

Score 



+ 

2202 
GENSCAN 
2202 
.71 



74. .143, 585.-697, 1011. .1223, 1426. .1528, 1721. .2202 



41547 
86165 
74 

OJ000222_20.0403.C7.o2.np 
767 

5777617 
767. .865 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000222_20.0403.C7 

Strand + 

End 2202 

Method AAT/NAP 

End 865 

Score 77 



41547 Seq. ID 

86165 Strand 

74 End 

OJ000222_20.0403.C7.o5.np Method 

1577 End 

'5042438 Score 
1577. .2103 



OJ000222__20.0403.C7 
+ 

2202 
AAT/NAP 
2103 • 
131 



41682 




GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sat i va] 








Seq. No. 


41547 




Seq. ID 


OJ000222 


J20. 


0403 


.C7 


Gene No. 


86166 




Strand 










Start 


1 




End 


333 








Name 


OJ000222 20.0403.C7.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


333 








GI 


602292 




Score 


103 








Exons 


1..160, 270. .333 














GI Descrip. 


(U17987) RCH2 protein 


[Brassica napus] 










Seq. No. 


41547 




Seq. ID 


OJ000222_ 


_20. 


0403 


.C7 


Gene No. 


86167 




Strand 










Start 


867 




End 


2275 








Name 


OJ000222 20.0403.C7.o3 


.np 


Method 


AAT/NAP 








Start 


867 




End 


2275 








GI 


6006372 




Score 


72 








Exons 


867. .1058, 2195. .2275 














GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41548 




Seq. ID 


OJ000222 


_20. 


0403 


.C8 


Gene No. 


86168 




Strand 


+ 








Start 


534 




End 


604 








Name 


OJ000222 20.0403.C8.ol 


.gs 


Method 


GENSCAN 








Start 


534 




End. 


604 








GI 


none 




Score 


.89 








Exons" 


534. .604 














Seq. No. 


41548 




Seq. ID 


OJ000222 


_20. 


0403 


.C8 


Gene No. 


86169 




Strand 


+ 








Start 


5904 




End 


6899 








Name 


OJ000222 20.0403.C8.o3 


.gs 


Method 


GENSCAN 








Start 


5904 




End 


6899 








GI 


none 




Score 


.76 








Exons 


5904. .6289, 6806. .6899 














Seq. No. 


41548 




Seq. ID 


OJ000222 


_20. 


0403 


.C8 


Gene No. 


8.6170 




Strand 


+ 








Start 


7901 




End 


8776 








Name 


OJ000222 20.0403.C8.o4 


.gs 


Method 


GENSCAN 








Start 


7901 




End 


8776 








GI 


none 




Score 


1 








Exons 


7901. .8776 














Seq. No. 


41548 




Seq. ID 


OJ000222 


_20. 


0403 


.C8 


Gene No. 


86171 




Strand 


+ 








Start 


11845 




End 


13166 








Name 


OJ000222 20.0403.C8.o5 


.gs 


Method 


GENSCAN 








Start 


11845 




End 


13166 








GI 


none 




Score 


.98 








Exons 


11845. .12535, 13048.. 13166 












Seq. No. 


41548 




Seq. ID 


OJ000222 


_20. 


0403 


.C8 


Gene No. 


86172 




Strand 


+ 








Start ' 


17190 




End 


23186 








Name 


OJ000222 20.0403.C8.o2 


.np 


Method 


AAT/NAP 








Start 


17190 




End 


23186 









41683 




GI 


6466937 




Score 


2306 






17190 17220 18952 


.23186 








\J _X LJ w w ^ J- K-S . 


(AC011621) Dutative 


retroelement pol. polyprotein [Arabidop 




t ha 1 i ana 1 










Sea No. 


41548 




Seq. ID 


OJ000222 20 0403 

\y w \J \J \y fa fa fa fa \J * \«/ * v 


. C8 


Gene No. 


86173 




Strand 






Start 


112 




End 


249 - 




Name 


OJ000222 20. 0403. C8. 


ol .np 


Method 


AAT /NAP 




Start 


112 ~ 




End 


249 




GI * 


5777617 




Score 


81 




Rvon ^ 

lit AUlli? 


112 . . 249 










GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza 


sativa] 




O C VJ . I 1 ! \J m 


41548 




Seq. ID 


OJ000222_20.0403 


.C8 


fjpnp NO 


86174 




Strand 






Start 


13592 




End 


18648 




Name 


OJ000222 20. 0403. C8. 


o6.gs 


Method 


GEN SCAN 




Start 


13592 




End 


18648 




GI 


none 




Score 


.68 




TTvons 


13592. .13690, 14049. 


.14220, 


14578. .14701, 15344. .15773, 






17672. .17793, 17835. 


.17880, 


17886. .17916, 18017 .. 18122 , 






18531 . . 18648 










Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403 


. C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20 0403 C8 


o 6 . tm 


Method 


TBLASTX: Maize 




Start 


14691 ~~ 




End 


15153 




GI 


none 




Score 


135 




i-J *V V-/ ilO 


14691 14813. 14692 


.14844, 


14844 . .15149, 14845. .15153 




Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403 


. C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20 0403 C8 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14982 ~ 




End 


15159 




GI 


none 




Score 


196 




Exons 


14982 .. 15131/ 14983. 


.15159, 


14983.. 15132 




Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403 


. C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8. 

\J W W V/ W fa. fa fa fa W * \J ~ V «^ 4 V*^ u • 


06. tw 


Method 


TBLASTX: Wheat 




Start 


15198 _ 




End 


15507 




GI 


none 




Score 


64 




Exnn 4 ? 

tmi *\ \mJ 1 A 


15198 15503 15199 


.15378, 


15403. .15507 




Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403 


.C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8. 


o7 . tm 


Method 


TBLASTX: Maize • 




Start 


19770 




End 


20099 




GI 


none 




Score 


240 




Exons 


19770. .20099, 19904. 


.20047 








Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403 


-C8 



41684 




Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


20148 




End 


20690 




GI 


none 




Score 


446 




Exons 


20148. .20690, 20258 


. .20668, 


20370. .20690 




Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


. o4.tw 


Method 


TBLASTX: Wheat 




Start 


20313 




End 


20795 




GI 


none 




Score 


306 




Exons 


20313. .20795, 20321 


. .20674, 


20442. .20762 




Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


20352 




End 


20554 




GI 


none 




Score 


196 




Exons 


20352. .20543, 20375 


. .20554, 


20423.. 20551 




Seq. No. 


41548 




Seq. ID 


OJ000222_20. 0-403. 


C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


20768 




End 


21130 




GI 


none 




Score 


302 




Exons 


20768. .21130, 20772 


. .21119 








Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20847 




End 


21245 




GI 


none 




Score 


311 




Exons 


20847. .21245, 20876 


. .21196 








Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20871 




End 


21395 




GI 


none 




Score 


648 




Exons 


20871. .21356, 20874 


. .21395, 


20876. .21391 




Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


Gene No. 


86175 




Strand 






Start 


25075 




End 


25564 




Name 


OJ000222 20. 0403. C8 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


21156 




End 


21398 




GI 


none 




Score 


212 




Exons 


21156. .21398 










Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


Gene No. 


86175 




Strand 







41685 






Start 


25075 




End 


25564 






Name 


OJ000222 20. 0403. C8 


. oS.tm 


Method 


TBLASTX: Maize 






Start 


21396 




End 


21821 






GI 


none 




Score 


209 






Exons 


21396. .21599, 21398 


. .21586, 


21591. .21821, 21596. .21787 






Seq. No-. 


41548 




oeq . ± u 


07000999 90 040^ 


C8 




Gene No . 


ool /o 




O LldliU 








Start 


25075 






c JJD4 






Name 


OJ000222 20. 0403. C8 


. ol. tw 


Method 


TBLASTX: Wheat 






Start 


21594 




End 


21989 






GI 


none 




Score 


383 






Exons 


21594. .21989, 21698 


. .21988 










Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 




Gene No. 


odI/o 




Strand 








Start 


25075 




End 


25564 






Name 


OJ000222 20. 0403. C8 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


21822 




End 


22457 






GI 


none 




Score 


745 






Exons 


21822. .22457, 21923 


. .22456, 


21948.. 22457 






Seq. No. 


41548 




Seq. ID 


OJ000222_20/0403. 


C8 




Gene No. 


86175 




Strand 








Start 


25075 




End 


25564 




"i a? 


Name 


OJ000222 20. 0403. C8 


.ol. ts 


Method 


TBLASTX : Soybean 




lis 


Start 


21858 




End 


22229 




f Li 


GI 


none 




Score 


341 




; . 5 


Exons 


21858. .22229, 21875 


• .22138 










Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 


^ a? 


Gene No . 


ool/o 




Strand 






§ y 


Start 


25075 




End 


25564 




= 


Name 


OJ000222 20. 0403. C8 


.o5. tw 


Method 


TBLASTX: Wheat 




f ^ 


Start 


22077 




End 


22469 




^ J 


GI 


none 




Score 


277 




Li 


Exons 


22077. .22469, .22172 


. .22456 








w 


Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 




Gene No. 


86175 




Strand 






? ^ 

LJ 


Start 






End 


25564 






Name 


OJ000222 20. 0403. C8 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


22461 




End 


23180 






GI 


none 




Score 


360 






Exons 


22461. .22829, 22562 


. .22819, 


22863. .23081, 22910 .. 23107, 








23109. .23180, 23123 


. .23179 










Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 




bene no. 


q a i n a 
ooi/j 




Strand 








Start 


25075 




End 


25564 






Name 


OJ000222 20. 0403. C8 


.o2. tw 


Method 


TBLASTX: Wheat 






Start 


22527 




End 


22850 






GI 


none 




Score 


325 






Exons 


22527. .22850, 22541 


. .22837 










Seq. No. 


41548 




Seq. ID 


OJ000222_20.0403. 


C8 




Gene No. 


86175 




Strand 







41686 




Start 


25075 


End 


25564 


Name 


OJ000222 20.0403.C8.o8.gs 


Method 


GEN SCAN 


Start 


25075 


End 


25527 


GI 


none 


Score 


1 . 


Exons 


25075. .25527 






Seq. No. 


41548 


Seq. ID 


OJ000222_20.0403.C8 


Gene No. 


86175 


Strand 




Start 


25075 


End 


25564 


Name 


OJ000222 20.0403.C8.o3.ts 


Method 


TBLASTX: Soybean 


Start 


25084 


End 


25564 


GI 


none 


Score 


56 


Exons 


25084. .25293, 25100 .. 25249, 


25360. .25563, 25364.. 25564 


Seq. No. 


41548 


Seq. ID 


OJ000222_20.0403.C8 


Gene No. 


86175 


Strand 




Start 


25075 


End 


25564 


Name 


OJ000222 20.0403.C8.o8.tm 


Method 


TBLASTX: Maize 


Start 


25087 


End 


25564 


GI 


none 


Score 


61 


Exons 


25087. .25317, 25208 .. 25318 , 


25360. .25563, 25363 .. 25500, 




25364. .25564 






Seq. No. 


41549 


Seq. ID 


OJ000222_20.0403.C9 


Gene No. 


86176 


Strand 




Start 


1 


End 


1014 


Name 


OJ000222 20.0403.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1014 


GI 


6978038 


Score 


95 


Exons 


1..27, 316. .744, 907. .1014 






GI Descrip. 


(AF190130) taxadienol acetyl 


transferase [Taxus cuspidata] 


Seq. No. 


41549 . 


Seq. ID 


OJ000222_20.0403.C9 


Gene No. 


86176 


Strand 




Start 


1 


End 


1014 


Name 


OJ000222 20.0403.C9.ol.gs 


Method 


GENSCAN 


Start 


76 


End 


813 


GI 


none 


Score 


.9 


Exons 


76. .813 






Seq. No. 


41549 


Seq. ID 


OJ000222_20.0403.C9 


Gene No. 


86177 


Strand 




Start 


8344 


End 


9588 


Name 


OJ000222 20.0403.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


22 


End ■ 


403 


GI 


none 


Score 


122 


Exons 


22. .96, 169. .276, 292. .402, 


293. .403 




Seq. No. 


41549 


Seq. ID 


OJ000222_20.0403.C9 


Gene No. 


86177 


Strand 




Start 


8344 


End 


9588 


Name 


OJ000222 20.0403.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


442 


End 


814 


GI 


none 


Score 


37 


Exons 


442. .480, 449.-478, 541. .741 


, 544.-729 


, 566. .739, 745. .813, 



773. .814 



41687 




Seq. No. 


41549 




Seq. ID 


OJ000222_ 


_20 


.0403 


.C9 


Gene No. 


86177 




Strand 










Start 


8344 




End 


yooo 








Name 


OJ000222 20.0403.C9.o2. 


np 


Method 


AAT/NAP 








Start 


8344 




End 


9588 








GI 


6815099 




Score 


95 








Exons 


8344. .8478, 9563. .9588 














GI Qescrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41550 




Seq. ID 


OJ000222_ 


_20 


.0403 


.C10 


Gene No. 


86178 




Strand 


+ 








Start 


434 




End 


1451 








Name 


OJ000222 20. 0403. C10. ol 


.gs 


Method 


GENSCAN 








Start 


434 




End 


1451 








GI 


none 




Score 


.94 








Exons 


434 . . 635, 1333. . 1451 














Seq. No. 


41550 




Seq. ID 


OJ000222_ 


_20 


.0403 


.C10 


Gene No. 


86179 




Strand 










Start 


2527 




End 


4800 








Name 


OJ000222 20. 0403. C10. o2 


.gs 


Method 


GENSCAN 








Start 


2527 




End 


4800 








GI 


none 




Score 


.7 








Exons 


2527. .2660, 4288.-4344, 


4491. 


.4800 










Seq. No. 


41550 




Seq. ID 


OJ000222_ 


_20 


.0403 


.C10 


Gene No. 


86179 




Strand 










Start 


2527 




End 


4oUU 








Name 


OJ000222 20. 0403. C10. ol 


.np 


Method 


AAT/NAP 








Start 


4303 




End 


4800 








GI 


7523517 




Score 


281 








Exons 


4303. .4340, 4491. .4800 














GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41551 




Seq. ID 


OJ000222_ 


_20 


.0403 


.Cll 


Gene No. 


86180 




Strand 


+ 








Start 


646 




End 


1508 








Name 


OJ000222 20.0403.Cll.ol 


.gs 


Method 


GENSCAN 








Start 


646 


End 


1508 








GI 


none 




Score 


.95 








Exons 


646. .846, 1503. .1508 














Seq. No. 


41552 




Seq. ID 


OJ000222_ 


_20 


.0403 


.C13 


Gene No. 


86.181 




Strand 


+ 








Start 


2037 




End 


8335 








Name 


OJ000222 20.0403.C13.ol 


.gs 


Method 


GENSCAN 








Start 


2037 




End 


8335 








GI 


none 




Score 


.48 








Exons 


2037.. 2193, 2298.. 2827, 


2935. 


.2989, 3972.. 4042, 


4578. .4663, 




4764. .4854, 5303. .5433, 


5981. 


.6102, 6315. .6425, 


6614. .6659, 




6710. .6817, 8087. .8169, 


8286. 


.8335 










Seq. No. 


41552 




Seq. ID 


OJ000222_ 


_20 


.0403 


.C13 


Gene No. 


86181 




Strand 


+ 








Start 


2037 




End 


8335 








Name 


OJ000222 20.0403.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


4572 




End 


6841 









41688 




GI 11159_1.R1084 Score 1064 

Exons 4572. .4663, 4764. .4854, 5303. .5371, 6103. .6183, 6260. .6425, 

6614.. 6659, 6737.. 6841 
GI Descrip. * 2264315/dbj | AB005243 . 1 | AB005243 5.0e-ll Arabidopsis thaliana 





genomic DNA, 


chromosome 


5, PI 


clone: MRN17, complete sequence 


Seq. No. 


41552 






Seq. ID 


OJ000222_20.0403.C13 


Gene No. 


86182 






Strand 




Start 


9580 






End 


10003 


Name 


OJ000222 20. 


0403.C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4761 






End 


6403 


GI 


none 






Score 


75 


Exons 


4761. .4856, 


4763. .4855, 


4764. 


.4856, 4765. .4857, 5289.-5372, 




5291. .5377, 


5297 . . 5377, 


6092. 


.6184, 6097.. 6183, 6099. .6185, 




6099. .6188, 


6103. .6186, 


6259. 


.6399, 6260.. 6400, 6260.. 6403 


Seq. No. 


41552 






Seq. ID 


OJ000222_20.0403.C13 


Gene No. 


86182 






Strand 




Start 


9580 






End 


10003 


Name 


OJ000222 20. 


0403.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6265 






End 


8165 


GI 


none 






Score 


206 


Exons 


6265. . 6438, 


6266. . 6424,' 


6735. 


.6821, 6735.. 6803, 8127.. 8165 


Seq. No. 


41552 






Seq. ID 


OJ000222_20. 0403.C13 


Gene No. 


86182 






Strand 




Start 


9580 






End 


10003 


Name 


OJ000222 20. 


0403.C13.o2 


. as 


Method 


GENSCAN 


Start 


9580 






End 


10003 


GI 


none 






Score 


.82 


Exons 


9580. .9673, 


9981. .10003 








Seq. No. 


41553 






Seq. ID 


OJ000222_20.0403.C14 


Gene No. 


86183 






Strand 


+ 


Start 


202 






End 


287 


Name 


OJ000222 20. 


0403.C14.ol 


. gs 


Method 


GENSCAN 


Start 


202 






End 


287 


GI 


none 






Score 


.9 


Exons 


202. .287 










Seq. No. 


. 41553 






Seq. ID 


OJ000222_20.0403.C14 


Gene No. 


86184 






Strand 




Start 


1791 






End 


1811 


Name 


OJ000222 20. 


0403.C14.o2 


. gs 


Method 


GENSCAN 


Start 


1791 






End 


1811 


GI 


none 






Score 


.58 


Exons 


1791. .1811 










Seq. No. 


41554 






Seq. ID 


OJ000222_20.0403.C15 


Gene No. 


86185 






Strand 




Start 


1 






End 


6450 


Name 


OJ000222 20. 


0403.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


5626 


GI 


6466937 






Score 


2295 


Exons 


1..3963, 5594. .5626 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 











41689 




Seq. No. 


41554 


Seq. ID 


OJ000222_20.0403 


.C15 


Gene No. 


86185 


Strand 






Start 


1 


End 


6450 




Name 


OJ000222 20.0403.C15.o2.gs 


Method 


GENS CAN 




Start 


3235 


End 


6450 




GI 


none 


Score 


.56 




Exons 


3235. .3719, 4008. .4280, 4372. 


.4703, 5744. .5838, 6445. .6450 


Seq. No. 


41554 


Seq. ID 


UJUUU 


• CIO 


Gene no . 


86185 


Strand 






Start 


1 


End 


6450 




Name 


OJ000222 20.0403.C15.o2.np 


Method 


7\ 7\ T /MAD 




Start 


5760 


End 


oyu / 




GI 


6630697 


Score 






Exons 


5760.. 5907 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




Seq. No. 


. 41554 


Seq. ID 


OJ000222_20.0403 


.C15 


Gene No. 


86186 


Strand 






Start 


9336 


End 


yd ou 




Name 


OJ000222_20 . 04 03 . C15 . o4 . tm 


Method 


TBLASTX : Mai ze 




Start 


5 


End 






GI 


none 


Score 


o c o 




Exons 


5.. 373 








Seq. No. 


41554 


Seq. ID 


OJ000222_20.0403 


-C15 


Gene No. 


86186 


Strand 






Start 


9336 


End 


Ck O O A 

9830 




Name 


OJ000222_20 . 0403.C15.ol. tw 


Method 


TBLASTX : Wheat 




Start 


167 


End 


760 




GI 


none 


Score 


zh y 




Exons 


167 . . 313, 380 . .760 








Seq. No. 


41554 


Seq. ID 


OJ000222_20.0403 


.C15 


Gene No. 


86186 


Strand 






Start 


9336 


End 


yo ju 




Name 


OJ000222 20.0403.C15.ol.tm 


Method 


loitAbix: Maize 




Start 


380 


End 


lUlO 




GI 


none 


Score 


330 




Exons 


380. .1015, 429. .920 








Seq. No. 


41554 


Seq. ID 


ninnnooo on n^n^ 

UUUUUZZ^ ZU . U4UJ 




Gene No. 


86186 


Strand 






Start 


9336 


End 


9830 




Name 


OJ000222 20.0403.C15.o2.ts 


Method 


TBLASTX: Soybean 




Start 


608 


End 


979 




GI 


none 


Score 


152 




Exons 


608.. 979, 618.. 953 








Seq. No. 


41554 


Seq. ID 


OJ000222_20.0403 


.C15 


Gene No. 


86186 


Strand 






Start 


9336 


End 


9830 




Name 


OJ000222 20.0403.C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


848 


End 


1264 




GI 


none 


Score 


93 




Exons 


848. .1135, 849. .1016, 860. .1042, 1151. 


.1264 





41690 



Seq. No. 41554 Seq. ID 

Gene No. 86186 Strand 

Start 9336 End 

Name OJ000222_20 . 0403 .CIS . o4 . tw Method 

Start 1265 End 

GI none Score 

Exons 1265.. 1681 



OJ000222_20.0403.C15 
9830 

TBLASTX: Wheat 

1681 

215 



Seq. No. 


A 1 C C A 








Seq. ID 


OJ000222_20.0403 




Gene No. 


86186 








Strand 






Start 


9336 








End 


9830 




Name 


OJ000222 20. 


0403 


.C15.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1394 








End 


1960 




GI 


none 








Score 


74 




Exons 


1394. .1720, 


1455 


. .1598, 


1709. 


.1960, 1710.. 1952 




Seq. No. 


41554 








Seq. ID 


OJ000222_20.0403 


.C15 


Gene No. 


86186 








Strand 






Start 


9336 








End 


9830 




Name 


OJ000222 20. 


0403 


.C15.o4 


. ts 


Method 


TBLASTX: Soybean 




Start 


1433 








End 


1678 




GI 


none 








Score 


66 




Exons 


yC 1433.. 1678, 


1527 


. .1598 










Seq. No. 


41554 








Seq. ID 


OJ000222_20.0403 


.CIS 


Gene No. 


86186 








Strand 






Start 


9336 








End 


9830 




Name 


OJ000222 20. 


0403 


.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1703 








End 


2056 




GI 


none 








Score 


99 




Exons 


1703. .2056, 


1704 


..1964 











Seq. No. 41554 Seq. ID 

Gene No. 86186 Strand 

Start 9336 End 

Name OJ000222_20 . 0403 . C15 . o2 . tw Method 

Start 1811 End 

GI none Score 
Exons 



OJ000222_20.0403.C15 
9830 

TBLASTX: Wheat 

2122 

57 



1811.. 2119, 1815.. 1928, 1817.. 2122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41554 
86186 
9336 

OJ000222 

1979 

none 



20.0403.C15.o2.tm 



Seq. ID OJ000222_20.0403.C15 



Strand 
End 

Method 

End 

Score 



9830 

TBLASTX: Maize 

2463 

99 



1979. .2284, 2076. .2258, 2266. .2463, 2267. .2377 



Seq. No. 41554 Seq. ID 

Gene No. 86186 Strand 

Start 9336 End 

Name OJ000222_20 . 0403 . C15 . o3 . ts Method 

Start 2275 End 

GI none ,^ • Score 

Exons 2275.. 2475 



OJ000222_20.0403.C15 
9830 

TBLASTX : Soybean 

2475 

201 



41691 




Seq. No. 


41554 




Seq. ID 


OJ000222_ 


20. 


0403 


.C15 


Gene No. 


86186 




Strand 










Start 


9336 




End 


9830 








Name 


OJ000222 20.0403.C15. 


o3. gs 


Method 


GEN SCAN 








Start 


9336 




End 


9830 








GI 


none 




Score 


.75 








Exons 


9336. .9830 














Seq. No. 


41555 




Seq. ID 


OJ000222_ 


20. 


0403 


.C16 


Gene No. 


86187 




Strand 










Start 


743 




End 


1559 








Name 


OJ000222 20.0403.C16. 


ol.gs 


Method 


GENSCAN 








Start 


743 




End 


1559 








GI 


none 




Score 


.82 








Exons 


743. .816, 1325. .1481, 


1521. 


.1559 











Seq. No. 


41556 




Seq. ID 


OJ000322_ 


15.0413 


.CI 


Gene No. 


86188 




Strand 


+ 






Start 


11322 




End 


19682 






Name 


OJ000322 15. 0413. CI. 


ol.np 


Method 


AAT/NAP 






Start 


11322 




End 


15813 






GI 


7340909 




Score 


169 






Exons 


11322. .11393, 12779. 


.13130, 


15644. .15813 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41556 




Seq. ID 


OJ000322_ 


15.0413 


.CI 


Gene No. ' 


86188 




Strand 


+ 






Start 


11322 




' End 


19682 






Name 


OJ000322 15. 0413. CI. 


o4 . gs 


Method 


GENSCAN 






Start 


15597 




End 


19682 






GI 


none 




Score 


.56 






Exons 


15597. .15722, 15757. 


.15816, 


16109. .16268, 16543. 


.16824, 






17540. .17706, 17963. 


.18074, 


18351. .18461, 18610. 


.18732, 






19240. .19358, 19485. 


.19682 











Seq. No. 41556 Seq. ID OJ000322_15 . 0413 . CI 

Gene No. 86189 Strand 

Start 382 End 3935 

Name OJ000322_15. 0413. CI. ol.gs Method GENSCAN 

Start 382 End 3935 

GI none Score .53 

Exons 382.. 669, 773.. 949, 1735.. 1827, 2908.. 3018, 3132.. 3462, . 
3586. .3935 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



41556 
86190 
16168 

OJ000322_15.0413.Cl.o2.np 
16168 
5922608 

16168. .16371, 17090. .17249, 17409 .. 17529, 18967 
(AP000492) hypothetical protein [Oryza sativa] 



Seq. ID OJ000322_15.0413.C1 
Strand 

19146 
AAT/NAP 
19034 
150 



End 

Method 

End 

Score 



,19034 



41556 Seq. ID 

86190 Strand 

16168 End 

OJ000322_15 . 0413 . CI . o3 . np Method 



OJ000322_15.0413.C1 

19146 
AAT/NAP 



41692 




Start 17838 End 19146 

GI 5777617 Score 81 

Exons 17838. .17949, 19083.. 19146 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 


41556 








Seq. ID 


OJ000322 


_15.0413. 


CI 


Gene No. 


86191 








Strand 


- 






Start 


23721 








End 


23975 






Name 


OJ000322 15. 


0413. 


Cl.o2. 


ts 


Method 


TBLASTX : 


Soybean 






397 










691 






GI 


none 








Score 


172 






Exons 


397. .627, 407. .595 












Seq. No. 


41556 








Seq. ID 


OJ000322 


_15.0413. 


CI 


Gene No. 


86191 








Strand 


- 






Start 


23721 








End 


23975 






Name 


OJ000322 15. 


0413. 




ts 


Method 


TBLASTX: 


Soybean 




o car c 


1738 










9D7D 






GI 


none 








Score 


271 






Exons 


1738. .2070, 


1745. 


• £. VJ DO 












Seq. No. 


41556 








Seq. ID 


OJ000322 


_15.0413. 


CI 


Gene No. 


86191 








Strand 


- 






Start 


23721 








End 


23975 






Name 


OJ000322 15. 


0413. 


PI r\ R 
LI •Oj . 


gs 


Method ' 


GENS CAN 






o car c 


23721 
















GI 


none 








Score 


.57 






Exons 


23721. .23975 














Seq. No. 


41557 








Seq. ID 


OJ000322 


_15.0413. 


C2 


Gene No. 


86192 








Strand 


- 






Start 


595 








End 


789 






Name 


OJ000322 15. 


0413. 




gs 


Method 


GENS CAN 






Start 


595 








End 


789 






rr 


none 








Score 


.78 






Exons 


595. .789 
















Seq. No. 


41558 








Seq. ID 


OJ000322 


^15.0413. 


C3 


Gene No. 


86193 








Strand 


+ 






Start 


1070 








End 


14123 






Name 


OJ000322 15. 


0413. 


C3.ol. 


gs 


Method-. ■ 


GENS CAN 






Start 


1070 








End 


4107 






GI 


none 








Score 


.41 






Exons 


1070. .1267, 


2846. 


.3014, 


3220. 


.3279, 3500.. 3671, 


3725. .3872, 




3877. .4001, 


4068. 


.4107 












Seq. No. 


41558 








Seq. ID 


OJ000322 


_15.0413. 


C3 


Gene No. 


86193 








Strand 


+ 






Start 


1070 








End 


14123 






Name 


OJ000322 15. 


0413. 


C3.o2. 


np 


Method 


AAT/NAP 






Start 


2934 








End 


14123 






GI 


7339707 








Score 


116 






Exons 


2934. .3049, 


4215. 


.4315, 


5164. 


.5251, 5528.. 5620, 


9897. .10100 



13073. .13169, 13200. .13368, 13881.. 14123 
GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



Seq. No. 41558 Seq. ID OJ000322_15 . 04 13 . C3 



41693 




Gene No. 


86193 




Strand 


+ 


Start 


1070 




End 


14123 


Name 


OJ000322 15. 0413. C3 


. ol .np 


Method 


AAT/NAP 


Start 


4922 




End 


6112 


GI 


7487940 




Score 


1273 


Exons 


4922. .6112 








GI Descrip. 


leucine-rich repeat 


protein 


F21B7.28 - 


Arabidopsis thaliam 




gi|2809259|gb|AAB97719.1| (AC002560) F21B7.28 [Arabidopsis 




thaliana] 








Seq. No. 


41558 




Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86193 




Strand 


+ 


Start 


1070 




End 


14123 


Name 


OJ000322 15. 0413. C3 


. o2 . gs 


Method 


GENSCAN 


Start 


4934 




End 


6115 


GI 


none 




Score 


.63 


Exons 


4934. .6115 








Seq. No. 


41558 




Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86193 




Strand 


+ 


Start 


1070 




End 


14123 


Name 


OJ000322 15. 0413. C3 


. o4 . gs 


Method 


GENSCAN 


Start 


9717 




End 


14083 


GI 


none 




Score 


.43 


Exons 


9717.. 10368, 10456. 


.10508, 


11082. .11440, 11467. .11759, " 




11896. .12039, 12166 


. .12257, 


12442. .12990, , 13180. .13368, 




13886. .14083 








Seq. No. 


41558 




Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86194 




Strand 




Start 


7140 




End 


7613 


Name 


OJ000322 15. 0413. C3 


. o3.gs 


Method 


GENSCAN 


Start 


7140 




End 


7613 


GI 


none 




Score 


.95 


Exons 


7140. .7230, 7510. .7613 






Seq. No. 


41558 




Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86195 




Strand 




Start 


11995 




End 


12093 


Name 


OJ000322 15. 0413. C3 


. ol.gp 


Method 


AAT/GAP 


Start 


11995 




End 


12093 


GI 


3761204 




Score 


109 


Exons 


11995. .12093 








Seq. No. 


41558 




Seq, ID 


OJ000322_15.0413.C3 


Gene No. 


86196 




Strand 




Start 


13521 




End 


14220 


Name 


OJ000322 15. 0413. C3 


. o2 . gp 


Method 


AAT/GAP 


Start 


13521 




End 


14220 


GI 


none 




Score 


920 


Exons 


13521. .13661, 13875 


. .14220 






Seq. No. 


41558 




Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86197 




Strand 




Start 


14308 




End 


16819 


Name 


OJ000322 15. 0413. C3 


.o4 . tm 


Method 


TBLASTX: Maize 


Start 


4931 




End 


5254 



41694 



GI 


none 






Score 


189 


Exons 


4931.. 5134, 4952 


. .5131, 


5147. 


.5203, 5204.. 5254, 5210.. 5254 


Seq. No. 


41558 






Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86197 






Strand 




Start 


14308 






End 


16819 


Name 


OJ000322 15.0413 


.C3.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


4985 






End 


5422 


GI 


none 






Score 


488 


Exons \ 


4985.. 5137, 4987 


. .5175, 


4988. 


.5353, 5252.. 5422, 5293.. 5352 


Seq. No. 


41558 






Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86197 






Strand 




Start 


14308 






End 


16819 


Name 


OJ000322 15.0413 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4988 






End 


5410 


GI 


none 






Score 


431 


Exons 


4988. .5338, 4993 


. .5175, 


5258. 


.5410 




Seq. No. 


41558 






Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86197 






Strand 




Start 


14308 






End 


16819 


Name 


OJ000322 15.0413 


,C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5291 






End 


5866 


GI 


none 






Score 


82 . 


Exons 


5291.. 5416, 5294 


. . 5434, 


5353. 


.5502, 5356.-5859, 5357. .5857, 




5684. .5866 










Seq. No. 


41558 






Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86197 






Strand 




Start 


14308 






End 


16819 


Name 


OJ000322 15.0413 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5866 






End 


6236 


GI 


none 






Score 


363 


Exons 


5866.. 6111, 5867 


. . 6136, 


5946. 


.6116, 6206.. 6229, 6207.. 6236 


Seq. No. 


41558 






Seq. ID 


OJ000322_15.0413.C3 


Gene No. 


86197 






Strand 




Start 


14308 






End 


16819 


Name 


OJ000322 15.0413 


-C3.o3. 


gp 


Method 


AAT/GAP 


Start 


14308 






End 


16560 


GI 


95672 1.R1084 






Score 


1082 


Exons . 


14308. .14735, 16309 .. 16369, 16481.. 16560 


GI Descrip. 


'3122313/sp|024467|L14B 


_PRUAR 


2.0e-30 


LEC14B HOMOLOG >gi_2351587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(U82760) LEC14B homolog [Prunus armeniaca] 1 



41558 
86197 
14308 

OJ000322_15.0413.C3.o3.np 

14563 

3122326 



Seq. ID OJ000322_15.0413.C3 
Strand 

End 16819 

Method AAT/NAP 

End 16819 

Score 419 



14563. .14735, 16309 16369, 16481 .. 16639, 16718.. 16819 
LEC14B PROTEIN gi | 1181604 | dbj | BAA11768 . 1 | (D83074) LEC14B 
protein [Lithospermum erythrorhizon] 



Seq. No. 



41558 



Seq. ID OJ000322_15.0413.C3 



41695 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 

End 16819 

Method TBLASTX : Mai ze 

End 16614 

Score 118 
14610. .14702, 14706. .14735, 
16307. .16387, 16481 .. 16573, 



86197 
14308 

OJ000322_15 . 0413 . C3 . o3 . tm 
14608 
none 

14608. .14691, 14609. .14698, 
14710. .14736, 16306. .16374, 
16483.. 16614 

41558 
86197 
14308 

OJ000322_15.0413.C3.o2.ts 
14613 
none 

14613. .14702, 14614. .14682, 16296 .. 16370, 16306 1 6374 , 
16481. .16564, 16483 .. 16626, 16718 .. 168 16, 16724 .. 1 6801, 
16726. .16815 



Seq. ID OJ000322_15.0413.C3 
Strand 

End 16819 

Method TBLASTX : Soybean 

End 16816 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41558 

86197 

14308 

OJ000322 

15654 

none 



15.0413.C3.o5.gs 



Seq. ID OJ000322_15.0413.C3 
Strand 

End 16819 

Method GEN SCAN 

End 16755 

Score .79 



15654. .15674, 16309 16369, 16718.. 16755 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 15. 0413. C5 



710 

AAT/NAP 

710 

79 



41559 
86198 
1 

OJ000322_15 . 0413 . C5 . ol . np 
1 

2506789 
1..37, 510. .571, 602. .710 

HYPOTHETICAL 33.8 KD PROTEIN IN LEUS-GLTL INTERGENIC REGION 
gi|7449091|pir| IA64800 purine nucleosidase-related protein ybeK 
- Escherichia coli gi 1 1778569 | gb | AAB40852 . 1 1 (U82598) YaaF 
homolog [Escherichia coli] gi | 1786871 | gb | AAC73752 . 1 | (AE000169) 
putative tRNA synthetase [Escherichia coli] 

gi|4062271|dbj IBAA35303.il (D90705) Hypothetical protein in gltL 
3 'region . 



Seq. No. 41559 Seq. ID 

Gene No. 86198 Strand 

Start 1 End 

Name - OJ000322_15 .0413. C5 . ol . gs Method 

Start 518 End 

GI none Score 

Exons 518.. 673 

Seq. No. 41560 

Gene No. 86199 Strand 

Start 1 End 

Name OJ000322_15 . 04 13 . C6 . ol . np Method 

Start 1 ■ End 

GI 2506789 Score 
Exons 



OJ000322_15.0413.C5 
710 

GENSCAN 

673 

.9 



Seq. ID OJ000322_15.0413.C6 



4664 
AAT/NAP 
4529 
87 



1..97, 3010. .3252, 3450. .3520, 4348. .4529 



41696 



GI Descrip. HYPOTHETICAL 33.8 KD PROTEIN IN LEUS-GLTL INTERGENIC REGION 

gi|7449091|pir| IA64800 purine nucleosidase-related protein ybeK 
- Escherichia coli gi 1 1778569 | gb | AAB40852 . 1 1 (U82598) YaaF 
homolog [Escherichia coli] gi 1 1786871 1 gb | AAC73752 . 1 1 (AE000169) 
putative tRNA synthetase [Escherichia coli] 

gi| 4062271 | dbj IBAA35303.il (D90705) Hypothetical protein in gltL 
3' region . 



Seq. No. 41560 

Gene No. 86199 

Start 1 

Name OJ000322_15 . 0413 . C6 . ol . gs 

Start 267 

GI none 
Exons 



Seq. ID OJ000322_15.0413.C6 
Strand 

End 4664 

Method GENS CAN 

End 4 664 

Score . 63 



267. .453, 591. .826, 974. .1171, 1310. .1432, 1951. .2151, 
2324. .2464, 3036. .3215, 3603. .3785, 4431. .4664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41560 
86200 
6337 

OJ000322JL5. 
12 

none 

12. .65, 63.. 

41560 
86200 
6337 

OJ000322_15. 

1331 

none 

1331. .1432, 
1955. .2056, 

41560 
86200 
6337 

OJ000322_15. 

2940 

none 

2940. .3014, 



0413.C6.ol.tc 



Seq. ID OJ000322_15.0413.C6 
Strand 

End 7915 
Method TBLASTX : Cress 
End 350 
62 



Score 

188, 67. .123, 276. .350 



Seq. ID OJ000322_15.0413.C6 
Strand 

End 7915 

04 13 . C6 . ol . ts Method TBLASTX : Soybean 

End 2079 

Score 75 

1365. .1436, 1895. .1957, 1896. .1952, 1951. .2079, 
1963. .2079 



Seq. ID OJ000322_15.0413.C6 
Strand 

End 7915 
Method TBLASTX : Soybean 
End 3215 
90 



0413.C6.o2.ts 



Score 

3018.. 3215, 3019.. 3204 



Seq. No. 


41560 






Seq. ID 


OJ000322_ 


_15. 


0413 


.C6 


Gene No. 


86200 






Strand 










Start 


6337 






End 


7915 








Name 


OJ000322 15 


.0413 


.C6.o2.gs 


Method 


GENSCAN 








Start 


6337 






End 


7915 








GI 


none 






Score 


.84 








Exons 


6337. .6535, 


7878 


. .7915 












Seq. No. 


41561 






Seq. ID 


OJ000322_ 


_15. 


0413 


-C15 


Gene No. 


86201 






Strand 










Start 


1 






End 


711 








Name 


OJ000322 15 


.0413 


.C15.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


711 . - 








GI 


5091513 






Score 


944 








Exons 


1. .711 

















41697 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41561 
86201 
1 

OJ000322_ 
14 

none 
14. .568 



15.0413.C15.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_15.0413.C15 
711 

GEN SCAN 

568 

.74' 



Seq. No. 41562 Seq. ID OJ000322_15 . 04 13 . CI 6 

Gene No. 86202 Strand + 

Start 1 End 858 

Name OJ000322_15 . 0413 .C16 . ol .np Method AAT/NAP 

Start 1 End 611 

GI 4966372 Score 160 

Exons 1..57, 297.. 400, 522.. 611 

GI Descrip. (AC006341) ESTs gb|N38586 and gb|N38613 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 41562 

Gene No. 86202 

Start 1 

Name OJ000322_15 . 0413 .C16.ol . gp 

Start 319 

GI 3695_1.R1084 

Exons 319.. 400, 522.. 858 

GI Descrip. ' 2244910/emb | CAB10332 . 1 | 5. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 
End 

Score , 



OJ000322_ 
+ 

858 

AAT/GAP 
858 
7 92 



15.0413.C16 



0e-28 (Z97339) hypothetical protein 



Seq. No. 


41562 




Seq. ID 


OJ000322_15.0413.C16 


Gene No. 


86202 




Strand 


+ 


Start 


1 




End 


858 


Name 


OJ000322 15.0413.C16.ol 


gs 


Method 


GENSCAN 


Start 


522 




End 


614 


GI 


none 




Score 


.68 


Exons 


522.. 614 








Seq. No. 


41562 




Seq. ID 


OJ000322_15.0413.C16 


Gene No. 


86203 




Strand 


+ 


Start 


1042 




End 


1115 


Name 


OJ000322 15.0413.C16.o2 


gp 


Method 


AAT/GAP 


Start 


1042 




End 


1115 


GI 


80488 1.R1084 




Score 


124 


Exons 


1042. .1115 








GI Descrip. 


M521193/dbj IAB013450.1 


AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene' 






Seq. No. 


41563 




Seq. ID 


OJ000322_15.0413.C17 


Gene No. 


86204 




Strand 




Start 


1 




End 


774 


Name 


OJ000322 15.0413.C17.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


774 


GI 


5091513 




Score 


1353 



Exons 1..774 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



41698 



Seq. No. 


41563 


Seq. ID 


OJ000322JL5.0413. 


C17 


Gene No. 


86204 


Strand 






Start 


1 


End 


774 




Name 


OJ000322 15.0413.C17.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


744 




GI 


none 


Score 


.56 




Exons 


61. .744 








Seq. No. 


41564 


Seq, ID 


OJ000322_15.0413. 


C22 


Gene No. 


86205 


Strand 


+ 




Start 


2609 


End 


6327 




Name 


OJ000322 15.0413.C22.ol.gp 


Method 


AAT/GAP 




Start 


2609 


End 


2857 




GI 


'3761181 


Score 


417 




Exons 


2609. .2857 








GI Descrip. 


4521193/dbj IAB013450.il AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


41564 


Seq. ID 


OJ000322_15.0413. 


C22 


Gene No. 


86205 


Strand 


' + 




Start 


2609 


End 


6327 




Name 


OJ000322 15.0413.C22.ol.np 


Method 


AAT/NAP 




Start 


2755 


End 


6327 




GI 


7106512 


Score 


3105 




Exons 


2755.. 2814, 2888.. 4396, 4931. 


.5899, 5954.. 6327 




GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


41564 


Seq. ID 


OJ000322_15.0413. 


C22 


Gene No. 


86206 


Strand 


+ 




Start 


8506 


End 


9342 




Name 


OJ000322 15.0413.C22.o2.gp 


Method 


AAT/GAP 




Start 


8506 


End 


8754 




GI 


3761181 


Score 


422 




Exons 


8506. .8754 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe-i 


39 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


41564 


Seq. ID 


OJ000322_15,0413. 


C22 


Gene No. 


86206 


Strand 


+ 




Start 


8506 


End 


9342 




Name 


OJ000322 15.0413.C22.o2.np 


Method 


AAT/NAP 




Start 


8652 


End 


9342 




GI 


7106512 


Score 


120 




Exons 


8652. .8711, 8785.. 8832, 9156. 


.9342 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


, protein 


[Oryza sativa] 




Seq. No. 


41564 


Seq. ID 


OJ000322_15.0413. 


C22 


Gene No. 


86207 


Strand 






Start 


8879 


End 


8952 




Name 


OJ000322 15.0413.C22.o3.gs 


Method 


GENSCAN 




Start 


8879 


End 


8952 




GI 


none 


Score 


.95 




Exons 


8879.-8952 








Seq. No. 


41565 


Seq. ID 


OJ000322_15.0413. 


C23 



41699 




Gene No. 


86208 








Strand 


+ - 


Start 


133 








End 


2144 


Name 


OJ000322 


15.0413.C23. 


ol, 


.gp 


Method 


AAT/GAP 


Start 


133 








End 


1249 


GI 


5038674 








Score 


928 


Exons 


133. .475, 


1119. .1249 






- 




Seq. No. 


41565 








Seq. ID 


OJ000322_15.0413.C23 


Gene No. 


86208 








Strand 


+ 


Start 


133 








End 


2144 


Name 


OJ000322 


15.0413.C23. 


ol, 


.gs 


Method 


GENSCAN 


Start 


437 








End 


2144 


GI 


none 








Score 


.93 


Exons 


437. .475, 


1119. .2144 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



41565 Seq. ID OJ000322_15 . 04 13 . C23 

86208 Strand + 

133 End 2144 

OJ000322_15 . 04 13 . C23 . ol . np Method AAT/NAP 

437 End 2135 

6729022 Score 1090 

437. .475, 1119. .2135 

(AC009177) unknown protein [Arabidopsis thaliana] 



OJ000322_15.0413.C23 
+ 

2144 
AAT/GAP 
1694 
870 



41565 Seq. ID 

86208 Strand 
133 End 
OJ000322_15 . 04 13 . C23 . o2 . gp Method 
1258 End 
uC-osroM202019g02al Score 
1258. .1694 

'5668813/gb|AAD46039.1|AC007519_24 1.0e-17 (AC007519) Similar to 
gb_X77136 HSR203J protein from Nicotiana tabacum and is a member 
of the PF_00135 Carboxylesterase family. ESTs . gb_Z25688 and 
gb_F14025 come from this gene. [Arabidopsis thaliana] 1 

41565 Seq. ID OJ000322_15 . 0413 . C23 

86209 Strand 

2238 End 2811 

OJ000322_15 .0413. C23 . o3 . gp Method AAT/GAP 

2238 End 2811 

55480_1.R1084 Score 1105 
2238. .2811 

' 4176420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



41565 
86210 
4225 

OJ000322_15 .0413. C23 . o2 . tm 

434 

none 



Seq. ID OJ000322_15.0413.C23 



Strand 
End 

Method 

End 

Score 



6091 

TBLASTX: Maize 

1592 

74 



434. .475, 1116. .1178, 1121. .1225, 1124. .1297, 1146. .1325, 
1278.. 1322, 1365.. 1592, 1367.. 1591 



41565 
86210 



Seq. ID 
Strand 



OJ000322 15.0413.C23 



41700 




Start 


4225 








End 


6091 


Name 


OJ000322 15 


.0413. 


C23.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1118 








End 


1886 


GI 


none 








Score 


206 


Exons 


1118. .1291, 


1146. 


.1325, 


1367. 


.1885, 1368. .1886 


Seq. No. 


41565 








Seq. ID 


OJ000322 15 0413 C23 


bene wo • 


ft £9i n 

O DZ XVJ 








St* T~ ATl H 
O Li d l l\JL 




Start 


4225 








End 


6091 


Name 


OJ000322 15 


.0413. 


C23.o2 


.ts 


Method , 


TBLASTX : Soybean 


Start 


1118 








End 


1325 


GI 


none 








Score 


201 


Exons 


1118. .1279, 


1146. 


.1325 








Seq. No. 


41565 








uCLj a -L LJ 


OJ000322 15 0413 C23 


IjCilc LNO . 


O DZ X U 












Start 


4225 












Name 


OJ000322 15 


.0413. 


C23.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1430 








End 


2132 


GI 


none 










844 

Oil 


Exons 


1430. .I960, 


1431. 


.2132 








Seq. No. 


41565 












bene no . 


ft £9 1 fi 




* 








Start 


4225 ■ 










fiDQI 

D U _7 X 


Name 


OJ000322 15 


.0413. 


C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1593 








End 


2060 


GI 


none 








Score 


730 


Exons 


1593. .2060, 


1593. 


.1661, 


1595. 


.2059 




Seq. No. 


41565 








Seq. ID 


OJ000322_15.0413.C23 


bene wo . 


O DZIU 








Strand 




Start 


4225 








End 


6091 


Name 


OJ000322 15 


.0413. 


C23.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1828 








End 


2135 


GI 


none 








Score 


476 


Exons 


1828. .1890, 


1829. 


.1960, 


1830. 


.2135, 1935. .2009, 2015.. 2134 


Seq. No. 


41565 








Seq. ID 


OJ000322_15.0413.C23 


bene ino . 


ft£9i n 








Strand 




Start 


4225 








End 


6091 


Name 


OJ000322 15 


.0413. 


C23.02 


.tc 


Method 


TBLASTX: Cress 


Start 


1887 








End 


2129 


GI 


none 








Score 


258 


Exons 


1887. .2129, 


1889. 


.2128 








Seq. No. 


41565 








Seq. ID 


OJ000322_15.0413.C23 


bene ino . 


ftfi91 f) 
O DZ X U 








Strand 




Start 


4225 








End 


6091 


Name 


OJ000322 15 


.0413. 


C23.o2 


. gs 


Method 


GENSCAN 


Start 


4225 








End 


6091 


GI 


none 








Score 


.68 


Exons 


4225. .4352, 


5785. 


.6091 








Seq. No. 


41566 








Seq. ID 


OJ000322_15.0413.C24 


Gene No. 


86211 . 








Strand 




Start 


563 








End 


1316 



41701 



Name 


OJ000322 15.0413.C24.ol.ts 


Method 


TBLASTX: Soybean 


Start 


554 


End 


1139 


GI 


none 


Score 


131 


Exons 


554. .814, 833. .919, 930. .1139 






Seq. No. 


41566 


Seq. ID 


OJ000322_15.0413 


Gene No. 


86211 


Strand 




Start 


563 


End 


1316 


Name 


OJ000322 15.0413.C24.ol.gs 


Method 


GEN SCAN 


Start 


563 


End 


862 


GI 


none 


Score 


.71 


Exons 


563.-862 






Seq. No. 


41566 


Seq. ID 


OJ000322_15.0413 


Gene No. 


86211 


Strand 




Start 


563 


End 


1316 


Name 


OJ000322 15.0413.C24.ol.np 


Method 


AAT/NAP 


Start 


563 


End 


1316 


GI 


4416302 


Score 


579 


Exons 


563. .1316 






GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 


Seq. No. 


41566 


Seq. ID 


OJ000322JL5.0413 


Gene No. 


86211 


Strand 




Start 


563 


End - 


1316 


Name 


OJ000322 15.0413.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


584 


End 


1140 


GI 


none 


Score 


104 


Exons 


584. .931, 614. .901, 684. .920, 


930. .1139, 931. .1140 


Seq. No. 


41566 


Seq. ID 


OJ000322_15.0413 


Gene No. 


86211 


Strand 




Start 


563 


End 


1316 


Name 


OJ000322 15.0413.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


629 


End 


931 


GI 


none 


Score 


76 


Exons 


629. .820, 629. .805, 824. .931 






Seq. No. 


41567 


Seq, ID 


OJ000322_16.0413 


Gene No. 


86212 


Strand 


+ 


Start 


1842 


End 


2215 


Name 


OJ000322 16.0413.Cl.ol.gs 


Method 


GENSCAN 


Start . 


1842 


End 


2215 


GI 


none 


Score 


.84 


Exons 


1842.. 1917, 2041.. 2112, 2136. 


.2215 




Seq. No. 


41567 


Seq. ID 


OJ000322 16.0413 


Gene No. 


86213 


Strand 


+ 


Start 


3365 


End 


3434 


Name 


OJ000322 16.0413.Cl.ol.gp 


Method 


AAT/GAP 


Start 


3365 


End 


3434 


GI 


35458 1.R1084 


Score 


64 


Exons 


336S..3434 






GI Descrip. 


•3868853/dbj IBAA34247I 1.0e-21 (AB013853) GPI-anchored ] 




[Vigna radiata] 1 






Seq. No. 


41567 


Seq. ID 


OJ000322_16.0413 



41702 



Gene No. 


86214 


Strand 




Start 


2366 


End 


3294 


Name 


OJ000322 16.0413.Cl.o2.gs 


Method 


GENSCAN 


Start 


2366 


End 


3294 


GI 


none 


Score 


.89 


Exons 


2366. .2537, 3243. .3294 






Seq. No. 


41568 


Seq. ID 


OJ000322_16.0413.C2 


Gene No. 


86215 


Strand 


+ 


Start 


514 


End 


1096 


Name 


OJ000322 16.0413.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


475 


End 


900 


GI 


none 


Score 


62 


Exons 


475. .594, 616. .900 






Seq. No. 


41568 


Seq. ID 


OJ000322_16.0413.C2 


Gene No. 


86215 


Strand 


+ 


Start 


514 


End 


1096 


Name 


OJ000322 16.0413.C2.ol.gs 


Method 


GENSCAN 


Start 


514 


End 


616 


GI 


none 


Score 


.44 


Exons 


514. .616 






Seq. No. 


41568 


Seq. ID 


OJ000322_16.0413.C2 


Gene No. 


86215 


Strand 


+ 


Start 


514 


End 


1096 


Name 


OJ000322 16.0413.C2.ol.np 


Method 


AAT/NAP 


Start 


514 


End 


1096 


GI 


6006375 


Score 


962 


Exons 


514. .1096 






GI Descrip. 


(AP000559) Similar to ORF3 protein - rice tungro bacilliform 




virus &RTUORFS_2 (C4 0785) 


[Oryza sativa] 


Seq. No. 


41569 


Seq. ID 


OJ000322_16.0413.C5 


Gene No. 


86216 


Strand 


+ 


Start 


194 


End 


1725 


Name 


OJ000322 16.0413.C5.ol.gs 


Method 


GENSCAN 


Start 


194 


End 


1725 


GI 


none 


Score 


.69 


Exons 


194. .260, 377. .448, 1564.. 


1725 




Seq. No. 


41570 


Seq. ID 


OJ000322_16.0413.C6 


Gene No. 


86217 


Strand 


+ 


Start 


1 


End 


2012 


Name 


OJ000322 16.0413.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2012 


GI 


5734720 


Score 


256 



Exons 1..21, 793.. 1590, 1963.. 2012 

GI Descrip. (AC008075) Contains PF| 01426 BAH (bromo-adj acent homology) 

domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. No. 41570 Seq. ID 

Gene No. 86217 Strand 

Start 1 End 

Name OJ000322_1 6 . 04 13 . C6 . ol . gs Method 

Start 410 End 



OJ000322_16.0413.C6 
+ 

2012 

GENSCAN 

1572 



41703 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
410. .486, 591. .710, 802. .1572 



.55 



41571 
86218 
1 

OJ000322_16.0413.C7.ol.np 
1 

5734720 



Seq. ID OJ000322_16.0413.C7 



Strand 
End 

Method 

End 

Score 



+ 

2359 
AAT/NAP 
2359 
138 



1..35, 317. .567, 690. .844, 2319. .2359 

(AC008075) Contains PF| 01426 BAH (bromo-adj acent homology) 
domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



41571 
86218 
1 

OJ000322_16.0413.C7.ol.tm 

348 

none 



Seq. ID OJ000322_16.0413.C7 

Strand + 

End 2359 

Method TBLASTX : Maize 

End 844 

Score 87 



348. .446, 444. .572, 457. .528, 471. .572, 683. .844, 710. .790 



41571 
86218 
1 

OJ000322_16 . 0413 . C7 . ol . ts 

348 

none 

348. .467, 441. .572, 683. .808 

41571 
86218 
1 

OJ000322_16 . 04 13 . C7 . ol . gs 

354 

none 

354. .567, 690. .1156 

41572 
86219 
415 

OJ000322_16.0413.C8.ol.gs 

415 

none 

415. .487, 1490. .1581 

41573 
86220 
1025 

OJ000322_16.0413.C9.ol.gs 

1025 

none 

1025. .1108, 1425. .1572, 1684, 
3660. .3759 



Seq. ID OJ000322_16.0413.C7 

Strand + 

End 2359 

Method TBLASTX: Soybean 

End 808 

Score 88 



Seq. ID OJ000322_16.0413.C7 

Strand + 

End 2359 

Method GENSCAN 

End 1156 

Score .62 



Seq. ID OJ000322_16.0413.C8 

Strand + 

End 1581 

Method GENSCAN 

End 1581 

Score .91 



Seq. ID OJ000322_16.0413.C9 

Strand + 

End 4614 

Method GENSCAN 

End 3759 

Score .76 

.1925, 2607.. 2783, 2897. .3120, 



Seq. No. 
Gene No. 



41573 
86220 



Seq. ID OJ000322_16.0413.C9 
Strand + 



41704* 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1025 - End 4614 

OJ000322_1 6 . 04 13 . C9 . ol . np Method AAT/NAP 

1461 End 4614 

5734720 Score 422 

1461. .2193, 2607.. 2820, 2943. .3041, 4553. .4614 

(AC008075) Contains PF 101426 BAH (bromo-adjacent homology) 

domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 

gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41573 Seq. ID OJ000322__16 . 04 13 . C9 

86221 Strand + 

14993 End 20406 

OJ000322__1 6 . 04 13 . C9 . o3 . np Method AAT/NAP 

14993 End 20406 

6453905 Score 904 

14993. .15307, 19284 .. 19642 , 19932.. 20406 

(AC011663) putative protein kinase [Arabidopsis thaliana] 



41573 
86222 
5971 

OJ000322_16.0413.C9.o5.tm 

1291 

none 



Seq. "ID OJ000322_16.0413.C9 



Strand 
End 

Method 

End 

Score 



31111 

TBLASTX: Maize 

1646 

101 



1291. .1326, 1415. .1561, 1416. .1646, 1416. .1646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41573 
86222 
5971 

OJ000322_16.0413.C9.o6.tm 

1706 

none 



Seq. ID OJ000322_16.0413.C9 
Strand 

End 31111 

Method TBLASTX : Maize 

End 3040 

Score 43 



1706. .1735, 1707.. 1739, 1737. .1811, 1737. .1826, 1996.. 2166, 
2040. .2060, 2047.. 2172, 2622. .2699, 2697. .2825, 2710.. 2781, 
2723. .2824, 2936.. 3040, 2941. .3021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41573 
86222 
5971 

OJ000322_16.0413.C9.ol.gp 



OJ000322 16. 0413. C9 



Seq. ID _ 
' Strand 
End 31111 
Method AAT/GAP 
5971 End 7087 

2311214 Score 806 

5971. .6302, 6858.. 6940, 7049. .7087 

5881963/gb|AAD55139.1|AF066079_l 2.0e-23 (AF066079) 
dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000322_16.0413.C9 
Strand 

End 31111 

Method TBLASTX : Soybean 

End 8090 

Score 86 

.6941, 6853. .6942, 7052. .7084, 



41573 
86222 
5971 

OJ000322_16.0413.C9.ol.ts 
6183 
none 

6183. .6305, 6205.. 6303, 6807. 
7053. .7085, 7085. .7120, 7158. .7283, 7193. .7288, 7380. .7589, 
7380. .7583, 7674. .7802, 7678. .7800, 7989. .8090, 7990. .8088 



Seq. No. 



41573 



Seq. ID OJ000322JL6.0413.C9 



41705 



Gene No. 86222 
Start 5971 

Name OJ000322_16. 0413.C9.ol. tc 

Start 6198 
GI none 
Exons 6198. 

7053. 

7437. 



.6302, 6199.. 6303, 6849. 
.7121, 7193.. 7288, 7194. 
.7589, 7446. .7589, 7501. 



Strand 

End 31111 

Method TBLASTX : Cress 

End 7805 

Score 106 
.6944, 6856.. 6945, 7049. 
.7298, 7389.. 7436, 7393. 
.7590, 7674.. 7760, 7674. 



,7120, 
,7440, 
,7805, 



7675. .7797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41573 
86222 
5971 

OJ000322_16.0413.C9.ol.tm 
6198 
none 



Seq. ID OJ000322_16.0413.C9 
Strand 

31111 

TBLASTX: Maize 
8334 
93 



End 

Method 
End 
Score 

6198.. 6305, 6202.. 6303, 6807.. 6941, 6856.. 6942, 7052.. 7120, 
7053. .7121, 7191. .7298, 7193. .7288, 7378. .7455, 7380. .7583, 
7380.. 7583, 7504.. 7587, 7674.. 7802, 7692.. 7766, 7693.. 7797, 
7974.. 8090, 7990.. 8088, 8274.. 8333, 8275.. 8334 



Seq. ID OJ000322_16.0413.C9 
Strand 

End 31111 
Method TBLASTX: Wheat 
End 7229 
Score 122 

6302, 6198.. 6302, 6199.. 6303, 6849.. 6944, 6853.. 6942, 
7041. .7118, 7045. .7119, 7049. .7120, 7053. .7121, 7191. .7229, 
7193. .7228 



Seq; No. 41573 

Gene No. 86222 

Start 5971 

Name OJ000322_16. 0413.C9.o2 . tw 

Start 6198 

GI none 

Exons 6198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41573 Seq. ID OJ000322_16 . 04 13 . C9 

86222 Strand 

5971 End 31111 

OJ000322_16.0413.C9.o2.np Method AAT/NAP 

6201 End 8650 

5881963 Score 1299 

6201.. 6302, 6858.. 6941, 7049.. 7119, 7198.. 7285, 7392.. 7583, 
7677.. 7813, 7886.. 8650 

(AF066079) dihydrolipoamide S-acetyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41573 Seq. ID OJ000322_16 . 04 13 . C9 

86222 Strand 

5971 End 31111 

0 J000322_16 . 04 13 . C9 . o4 . np Method AAT/NAP 

7760 End 30697 

6175155 Score 194 

7760.. 7979, 8112.. 8316, 8629.. 8733, 20016 .. 20088 , 30644.. 30697 

(AC010796) putative protein kinase [Arabidopsis thaliana] 



41573 
86222 
5971 

OJ000322 

8274 

none 



16.0413.C9.o3.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_16.0413.C9 
31111 

TBLASTX: Cress . 

8484 

204 



41706 




Exons 8274.. 8483, 8275.. 8484 



Seq. No. 


41573. 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 


_ 




Start 


5971 




End 


31111 




Name 


OJ000322 16. 0413. C9. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


8274 




-End 


8484 




GI 


none 




Score 


247 




Exons 


8274. .8483, 8275. .84 


84 








Seq. No. 


41573 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 


_ 




Start 


5971 




End 


31111 




Name 


OJ000322 16. 0413. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


8337 




End 


8484 




GI 


none 




Score 


196 




Exons 


8337..8483, 8341. .8484 








Seq. No. 


41573 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 






Start 


5971 




End 


31111 




Name 


OJ000322 16. 0413. C9. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


14999 




End 


20075 




GI 


none 




Score 


269 




Exons 


14999. .15244, 15016. 


.15084, 


15154. .15249, 15250 .. 15306, 






15251. .15313, 19352. 


.19480, 


19384. .19482, 194 68 .. 19644 , 






19487. .19642, 19971. 


.20075 








Seq. No. 


41573 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 






Start 


5971 




End 


31111 




Name 


OJ000322_16 . 04 13 . C9 . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15002 




End 


15232 




GI 


none 




Score 


193 




Exons 


15002. .15232, 15013. 


.15228 








Seq. No. 


41573 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 






Start 


5971 




End 


31111 




Name 


OJ000322 16. 0413. C9. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


15008 




End 


15322 




GI 


none 




Score 


229 




Exons 


15008. .15244, 15031. 


.15081, 


15139. .15243, 15254.. 15322 




Seq. No. 


41573 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 






Start 


5971 




End 


31111 




Name 


OJ000322 16. 0413. C9. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


15008 




End 


15313 




GI 


none 




Score 


225 




Exons 


15008. .15262, 15145. 


.15258, 


15247. .15306, 15248.. 15313 




Seq. No. 


41573 




Seq. ID 


OJ000322_16.0413. 


C9 


Gene No. 


86222 




Strand 






Start 


5971 




End 


31111 




Name 


OJ000322 16. 0413. C9. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


19352 




End 


19642 





41707 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



126 



19352. .19474, 19393 19464 , 19484 .. 19642 , 19507. .19632 



41573 Seq. ID 

86222 " Strand 

5971 End 

OJ000322_16.0413.C9.o2.tc Method 

19393 End 

none Score 



OJ000322_16.0413.C9 
31111 

TBLASTX: Cress 

20174 

269 



19393. .19473, 19394 .. 19687 , 19516 .. 19677, 19974 .. 20045, 
20028.. 20174 



Seq. No. 41573 

Gene No. 86222 

Start 5971 

Name OJ000322JL6 . 04 13 . C9 . o2 . tm 

Start 19406 

GI none 

Exons 19406. .19684, 19408.. 19680 

Seq. No. 41573 

Gene No. 86222 

Start 5971 

Name OJ000322_16.0413.C9.o4 .gs 

Start 24751 

GI none 

Exons 24751. ..24844, 24846 .. 25202, 
27615. .27667 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_16.0413..C9 
31111 

TBLASTX: Maize 

19684 

425 



OJ000322_16.0413.C9 

31111 
GENS CAN 
27667 
.48 



2S287..25378, 26103 .. 26379, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



41573 Seq. ID OJ000322_16 . 0413 . C9 

86222 Strand 

5971 End 31111 

OJ000322_16.0413.C9.o2.gp Method AAT/GAP 

27999 End 28082 

5867_1.R1084 Score 133 

27999.. 28082 

M64986/sp|P35132'|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 

41573 Seq. ID OJ000322_16 . 0413 . C9 

86222 Strand 

5971 End 31111 

OJ000322_16.0413.C9.o3.gp Method AAT/GAP 

30274 End 31111 

14908_1.R1084 Score 1572 

30274. .31111 

, 6015437/dbj | AB008112 . 1 | AB008112 3-0e-10 Homo sapiens PEX1 mRNA, 
complete cds' 



41573 
86222 
5971 



Seq. ID 

Strand 

End 



OJ000322 16. 0413. C9 



31111 



41708 




Name 


OJ000322 16. 


0413 


.C9.o5. 


gs 


Method 


GENSCAN 


Start 


30642 








End 


30983 


GI 


none 








Score 


.99 


Exons 


30642. .30983 










Seq. No. 


41574 








Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 








Strand 




Start 


1989 








End 


4688 


Name 


OJ00UJ2Z ID. 


U4 lo 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1914 








End 


4534 


GI 


none 








Score 


34 


Exons 


1914 . . 1952, 


1917 


. . 1955, 


1989. 


.2015, 1993.. 2016, 2013.. 2462, 




2014 . . 2466, 


2014 


. .2463, 


2025. 


.2471, 2810.. 3013, 2811.. 3011, 




2813 . . 3013, . 


3090 


. .3143, 


3091. 


.3141, 3121.. 3345, 3135.. 3302, 




3139 . . 3312, 


3143 


. .3328, 


3206. 


.3391, 3316.. 3393, 3317.. 3568, 




3390. .3626, 


3391 


. .3624, 


3423. 


.3842, 3428.. 3841, 3664.. 4026, 




3665. .4024, 


3687 


. .4520, 


3697. 


.4518, 4051. .4521, 4286. .4534 


Seq. No. 


41574 








Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 








Strand 




Start 


1989 








End 


4688 


Name 


OJ000322_16. 


0413 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1983 








End 


2471 


GI 


none 








Score 


64 


Exons 


1983. .2018, 


1993 


. .2052, 


.1998. 


.2462, 1999.. 2460, 2029.. 2463, 




2277 . . 2471 












Seq. No. 


41574 








Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 








Strand 




Start 


1989 








End 


4688 


Name 


OJ000322_16. 


0413 


.Cll.ol 


. gs 


Method 


GENSCAN 


Start 


1989 








End 


4538 


GI 


none 








Score 


.68 


Exons 


1989. .2459, 


2816 


. .3010, 


3093. 


.4538 




Seq. No. 


41574 








Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 








Strand 




Start 


1989 








End 


4688 


Name 


OJ000322 16. 


0413 


.Cll.ol 


. np 


Method 


AAT/NAP 


Start 


1992 








End 


4688 


GI 


6562000 








Score 


1919 


Exons 


1992. .2459, 


2816 


. .3010, 


3093. 


.4518, 4668.-4688 


GI Descrip. 


(AL133363) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


41574 








Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 








Strand 




Start 


1989 








End 


4688 


Name 


OJ000322 16. 


0413 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2003 








End 


2400 


GI 


none 








Score 


334 


Exons 


2003. .2194, 


2004 


. .2399, 


2005. 


.2400, 2008. .2400 


Seq. No. 


41574 








Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 








Strand 




Start 


1989 








End 


4688 


Name 


OJ000322 16. 


0413 


.Cll.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2870 








End 


3306 



41709 




GI 


none 




Score 


154 


Exons 


2870.. 3013, 2871.. 3014, 


2871. 


.3014, 3088.. 3141, 3159.. 3185, 




3262.. 3306, 3270.. 3299 








Seq. No. 


41574 




Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 




Strand 


- 


Start 


1989 




End 


4688 


Name 


OJ000322 16.0413.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


3861 




End 


4202 


GI 


427660 




Score 


676 


Exons 


3861. .4202 








Seq. No. 


41574 




Seq. ID 


OJ000322_16.0413.C11 


Gene No. 


86223 




Strand 


- 


Start 


1989 




End 


4688 


Name 


OJ000322 16.0413.Cll.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4152 




End 


4522 


GI 


none 




Score 


411 


Exons 


4152. .4520, 4153. .4521, 


4154. 


.4522 




Seq. No. 


41575 




Seq. ID 


OJ000322_16.0413.C12 


Gene No. 


86224 




Strand 


+ 


Start 


466 




End 


1208 


Name 


OJ000322 16.0413.C12.ol. 


gs 


Method 


GENSCAN 


Start 


466 




End 


1208 


GI 


none 




Score 


.52 


Exons 


466. .617, 644..792, 1122 


:. .1208 




Seq. No. 


41575 




Seq. ID 


OJ000322 16.0413.C12 


Gene No. 


86225 




Strand 


_ 


Start 


373 




End 


1472 


Name 


OJ000322 16.0413.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


364 




End 


731 


GI 


none 




Score 


251 


Exons 


364.. 537, 371.. 538, 373. 


.564, 


606. .728, 


611. .727, 615. .731 


Seq. No. 


41575 




Seq. ID 


OJ000322_16.0413.C12 


Gene No. 


86225 




Strand 


_ 


Start 


373 




End 


1472 


Name 


OJ000322 16.0413.C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


364 




End 


646 


GI 


none 




Score 


143 


Exons 


364. .537, 371. .571, 611. 


.646 






Seq. No. 


41575 




Seq. ID 


OJ000322_16.0413.C12 


Gene No. 


86225 




Strand 




Start 


373 




End 


1472 


Name 


OJ000322 16.0413.C12.ol. 


np 


Method 


AAT/NAP 


Start 


373 




End 


1472 


GI 


6562000 




Score 


292 


Exons 


373.. 510, 614.. 727, 1374 


. .1472 




GI Descrip. 


(AL133363) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


41576 




Seq. ID 


OJ000322_16.0413.C13 


Gene No. 


86226 




Strand 


+ 


Start 


10453 




End 


14092 


Name 


OJ000322 16.0413.C13.o2. 


gs 


Method 


GENSCAN 



41710 



Start 
GI 

Exons 



10453 End 13405 

none Score .86 

10453. .10830, 11816. .12126, 1214 1 .. 12225, 12687 .. 12872, 

12969. .13136, 13211.. 13405 



Seq. No. 41576 
Gene No. 86226 
Start 10453 ' 

Name 0 J000322_l 6 . 04 13 . C13 . o2 . np 

Start 11801 
GI 5738372 

Exons 11801. .12060, 1214 1 .. 12225, 

13211. .13244, 13302. .13409, 

GI Descrip. (AL033545) putative protein 
gi I 7269087 | emb | CAB79196 . 1 1 
[Arabidopsis thaliana] 



Seq. ID OJ000322_16.0413.C13 

Strand + 

End 14092 

Method AAT/NAP 

End 14092 

Score 1024 
12687. .12872, 12969 .. 13136, 
13914. .14092 
[Arabidopsis thaliana] 
(AL161557) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41576 Seq. ID 

86226 Strand 

10453 End 

OJ000322_16 . 04 13 . C13 . ol . gp Method 

12185 End 

uC-osflcyp027fllbl Score 



OJ000322_16.0413.C13 
+ 

14092 
AAT/GAP 
13337 
960 



12185. .12225, 12687 12872, 12969 13136, 13211. .13337 
'5881963/gb|AAD55139.1|AF066079_l 2.0e-23 (AF066079) 
dihydrolipoamide S-acetyltransferase [Arabidopsis thaliana] 1 



41576 
86227 
1 

OJ000322_16 . 04 13 . C13 . ol . np 
1 

6561999 



Seq. ID OJ000322_16.0413.C13 
Strand 

End 7438 

Method AAT/NAP 

End 5083 

Score 1243 



1..31, 175. .230, 358. .428, 697. .829, 870. .1005, 1623. .1783, 
2770.. 2905, 2990.. 3062, 3182.. 3282, 3421.. 3586, 3893.. 4002, 
4858.. 5083 

GI Descrip. (AL133363) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 41576 

Gene No. 86227 

Start 1 

Name OJ000322_16. 0413.C13.ol . gs 

Start 342 

GI none 
Exons 



Seq. ID OJ000322_16.0413.C13 
Strand 

End 7438 

Method GENSCAN 

End 7438 

Score .55 



342. .442, 697. .796, 881. .1005, 1623. .1783, 2770. .2911, 
2990. .3062, 3182. .3282, 3421. .3586, 3893. .4002, 4858. .5077, 
5589.. 5697, 5839.. 6059, 6608.. 6668, 7386.. 7438 



Seq. No. 41576 

Gene No. 86228 

Start 10728 

Name OJ000322_16 . 0413. C13 . o2 . tm 

Start 10728 

GI none 
Exons 



Seq. ID OJ000322_16.0413.C13 

Strand . 

End 12216 

Method TBLASTX : Mai ze 

End 12216 

Score 130 



10728. .10826, 10732 .. 10803, 10764 .. 10811, 11815 .. 12063, 
11816. .12061, 12138. .12182, 12139 .. 12183, 12185 .. 12214 , 
12187. .12216 



41711 






Seq. No. 


41576 


Seq. ID 


OJ000322_16.0413 


.C13 




Gene No. 


86229 


Strand 








Start 


12756 


End 


13409 






Name 




Method 


TBLASTX: Maize 






Start 


12756 


End 


13409 






GI 


none 


Score 


217 






Exons 


12756. .12875, 12758 .. 12874 , 


12766. .12879, 12966 13121 , 








12966. .13127, 13095 .. 13136, 


13099. .13137, 13182. .13301, 








13208. .13312, 13210. .13299, 


13211. .13312, 13302. .13406, 








13303. .13407, 13305.. 13409 










Seq. No. 


41576 


Seq. ID 


OJ000322_16.0413 


.C13 




Gene No. 


86229 


Strand 








OUdl L 




End 


13409 






Name 


OJ000322 16.0413.C13.ol.ts 


Method 


TBLASTX : Soybean 






Start 


12831 


End 


13409 






GI 


none 


Score 


79 






Exons 


12831. .12875, 12834 .. 12875, 


12957. .13064, 12965 .. 13135, 








12966. .13136, 12967 .. 13164 , 


13211. .13285, 13306. .13407, 








13328. .13408, 13329.. 13409 












*» J- -J 1 1 


Seq. ID 


OJ000302_16.0403 


. CI 




Gene No. 


86230 


Strand 


+ 




ca " 


Start 


891 


End 


4563 






Name 


OJ000302 16.0403.Cl.ol.gs 


Method 


GENSCAN 




Eil ■ 


Start 


891 


End ■ 


4563 




r : 3 

H 1 H 
: S3? 


GI 


none 


Score 


.41 






Exons 


891.. 1360, 1398.. 1647, 2559 


..4458, 4475. .4563 




3 


Seq. No. 


41577 


Seq. ID 


OJ000302 16.0403 


.CI 




vj C11C 1^ • 


86230 


Strand 


+ 




i y 


Start 


891 


. End 


4563 




= 


Name 


OJ000302 16.0403.Cl.o2.np 


Method 


AAT/NAP 






Start 


2548 


End 


4439 






GI 


6723394 


Score 


880 






Exons 


2548. .4439 










GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


41577 


Seq. ID 


OJ000302_16.0403 


.CI 


!- 


fjprip Mn 


86231 


Strand 








Start 


680 


End 


1633 






Name 


OJ000302 16.0403-Cl.ol.np 


Method 


AAT/NAP 






Start 


680 


End 


1390 






GI 


6850868 


Score 


372 






Exons 


680. .837, 954. .1390 










GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


41577 


Seq. ID 


OJ000302_16.0403 


.CI 




Gene No. 


86231 


Strand 








Start 


680 


End 


1633 






Name 


OJ000302 16.0403.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1198 


End 


1633 






GI 


uC-osflcypl40c05bl 


Score 


813 






Exons 


1198. .1633 










GI Descrip. 


, 2832698/emb|CAA16796.1| 2. 


Oe-62 (AL021713) starch synthase 



protein [Arabidopsis thaliana] 1 



41712 



Seq. No. 


41577 








Seq. ID 


OJ000302_16.0403.C1 


Gene No. 


86232 








Strand 




Start 


5115 








End 


8660 


Name 


OJ000302 16 


.0403 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


939 








End 


1301 


GI 


none 








Score 


149 


Exons 


939.. 1070... 


951. . 


1070, 952.. 1071, 1074. 


.1301, 1074.. 1253, 




1085. .1300 












Seq. No. 


41577 








Seq. ID 


OJ000302 16. 0403. CI 


Gene No. 


86232 








Strand 




Start 


5115 








End 


8660 


Name 


OJ000302 16 


.0403 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


951 








End 


1255 


GI 


none 








Score 


172 


Exons 


951. .1070, 


952. . 


1071, 1074.. 


1253, 1085 


. .1255 


Seq. No. 


41577 








Seq. ID 


OJ000302__16.0403.C1 


Gene No. 


86232 








Strand 




Start 


5115 








End 


8660 


Name 


OJ000302 16 


.0403 


.CI .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3219 








End 


3728 


GI 


none 








Score 


338 


Exons . 


3219. .3455, 


3219 


. . 3455, 


3242 


..'3457, 3440.. 3718, 3450.. 3728, 




3459. .3728 












Seq. No. 


41577 








Seq. ID 


OJ000302_16.0403.C1 


Gene No. 


86232 








Strand 




Start 


5115 








End 


8660 


Name 


OJ000302 16 


.0403 


.CI .o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


3730 








End 


3922 


GI 


none 








Score 


216 


Exons 


3730. .3807, 


3732 


1Q70 


1119 


..3920, 3791. .3922 


Seq. No. 


41577 








Seq. ID 


OJ000302_16.0403.C1 


Gene No. 


86232 








Strand 




Start 


5115 








End 


8660 


Name 


OJ000302 16 


.0403 


.Cl.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4001 








End 


4238 


GI 


none 








Score 


236 


Exons 


4001. .4165, 


4002 


. .4238, 


4015 


. .4167 




Seq. No. 


41577 








Seq. ID 


OJ000302_16.0403.C1 


Gene No. 


86232 








Strand 




Start 


5115 








End 


8660 


Name 


OJ000302 16 


.0403 


.Cl.o2. 


gs 


Method 


GEN SCAN 


Start 


5115 








End 


8584 


GI 


none 








Score 


.7 


Exons 


5115. .5147, 


5153 


. .5344, 


5411 


..5533, 5648. .5710, 5795. .5899, 




6717. .6773, 


7010 


. .7087, 


7174 


..7248, 7567. .7617, 7756. .7835, 




7919. .8019, 


8098 


. .8156, 


8351 


. .8584 




Seq. No. 


41577 








Seq. ID 


OJ000302_16.0403.C1 


Gene No. 


86232 








Strand 




Start 


5115 








End 


.8660 


Name 


OJ000302 16 


.0403 


.Cl.o3. 


np 


Method 


AAT/NAP 



41713 





Start 


5120 








End 


8660 






GI 


2674203 








Score 


713 






Exons 


5120. .5344, 


5411. 


.5533, 


5648. 


.5710, 


5795. .5899, 


5979. .6078, 






6177. .6304, 


7010. 


.7087, 


7174. 


.7248, 


7567. .7617, 


7756. .7835, 






7919. .8009, 


8085. 


.8156, 


8381. 


.8467, 


8611. .8660 






GI Descrip. 


(AF036328) CLP protease 


regulatory subunit CLPX 


[Arabidopsis 






thaliana] 
















Seq. No. 


41577 








Seq. ID OJ000302 


_16.0403.C1 




Gene No. 


86232 








Strand 








Start 


5115 








End 


8660 






Name 


OJ000302 16. 


0403. 


CI . o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5187 








End 


8467 






GI 


none 








Score 


60 






Exons 


5187. .5264, 


5213. 


.5263, 


5273. 


.5347, 


5274. .5345, 


5408. .5533, 






5412. .5564, 


5643. 


. 5714, 


5645. 


.5716, 


5647. .5718, 


5754. .5897, 






5792. .5899, 


6176. 


.6253, 


6177. 


.6251, 


7007. .7066, 


7172. .7234, 






7174. .7245, 


7558. 


.7620, 


7565. 


.7618, 


7723. .7839, 


7742. .7837, 






7917. .7994, 


7918. 


.7944, 


8106. 


.8159, 


8378. .8467, 


8379. .8447 




Seq. No. 


41577 








Seq. ID OJ000302 


_16.0403.C1 




Gene No. 


86232 








Strand 






T l 


Start 


5115 








End 


8660 






Name 


OJ000302 16. 


0403. 


CI . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


5201 ~~ 








End 


8449 






GI 


none 








Score 


100 




f\ i 


Exons 


5201. .5371, 


5217. 


.5345, 


5408. 


.5533, 


5412. .5537, 


5645. .5716, 






5646. .5711, 


5792. 


.5899, 


5811. 


.5897, 


5977. .6063, 


6176. .6253, 






6177 . . 6242, 


7007. 


.7066, 


7010. 


.7090, 


7174. .7236, 


7174. .7245, 






7558 . .7620, 


7565. 


.7621, 


7723. 


.7839, 


7742. .7837, 


7917. .7976, 


f y 




7918 . .7947, 


8085. 


. 8159, 


8378. 


.8449, 


8379. .8447 




5 


Seq. No. 


41577 








Seq. ID OJ000302 


_16.0403.C1 


13 


Gene No. 


86232 








Strand 








Start 


5115 








End 


8660 






Name " 


OJ000302 16. 


0403. 


Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5213 








End 


5522 






GI 


none 








Score 


135 




ri 

■sat 


Exons 


5213. .5347, 


5217. 


.5345, 


5408, 


.5521, 


5412. .5522 




e 3 


Seq. No. 


41577 








Seq. ID OJ000302 


_16.0403.C1 




Gene No. 


86232 








Strand 








Start 


5115 








End 


8660 






Name 


OJ000302 16. 


0403. 


Cl.o2. 


gp 


Method 


AAT/GAP 






Start 


5411 








End 


6087 






GI 


LIB3432-004- 


•Pl-Kl 


-C10 




Score 


732 






Exons 


5411. .5533, 


5648. 


.5710, 


5795. 


.5899, 


5979. .6087 






GI Descrip. 


•2674203/gb |AAB88706.1| 


7.0e- 


30 (AF036328) CLP 


protease 






regulatory subunit CLPX 


[Arabidopsis 


thaliana] 1 






Seq. No. 


41577 








Seq. ID OJ000302 


_16.0403.C1 




Gene No. 


86232 








Strand 








Start 


5115 








End 


8660 






Name 


OJ000302 16. 


0403. 


Cl.o3. 


gp 


Method 


AAT/GAP 






Start 


7559 








End 


7868 






GI 


2800778 








Score 


209 






Exons 


7559. .7617, 


7756. 


.7868 











41714 



GI Descrip. 2674203/gb | AAB88706. 1 1 - 7 . Oe-30 (AF036328) CLP protease 
regulatory subunit CLPX [Arabidopsis thaliana] 



Sea No. 


41577 


Seq. ID 


OJ000302_16.0403 


.CI 


Gene No. 


86232 


Strand 






Start 


5115 


End 


8660 




Name 


OJ000302 16. 0403. CI. o4 . 


gp Method 


AAT/GAP 




Start 


7566 . 


End 


7949 




GI 


2800778 


Score 


245 




Exons 


7566.. 7617, 7756.. 7835, 


7919. .7949 






GI Descrip. 


2674203/gb|AAB88706.1| 


7.0e-30 (AF036328) CLP protease 






TPfrn 1 3 1 otv ^nhnni f CLPX 


[Arabidopsis thaliana] 




Seq. No. 


41578 


Seq. ID 


OJ000302_16.0403 


.C3 


Gene No. 


86233 


Strand 


+ 




Start 


4535 


End 


7219 




Name 


OJ000302 16.0403.C3.o2. 


gs Method 


GENSCAN 




Start 


4535 


End 


7219 




GI 


none 


Score 


.48 




Exons 


4535. .4634, 5844. .6001, 


6536.. 6619, 7094.. 7219 




Seq. No. 


41578 


Seq. ID 


OJ000302JL6.0403 


.C3 


Gene No. 


86233 


Strand 


+ 




Start 


4535 


End 


7219 




Name 


OJ000302 16.0403.C3.ol. 


gp Method 


AAT/GAP 




Start 


4 653 


End 


4965 




GI 


72524 1.R1084 


Score 


408 




Exons 


4653. .4965 








GI Descrip. 


f 5091496/dbj IAB023482.2 


IAB023482 3.0e- 


84 Oryza sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41578 Seq. ID 

8 6233 Strand 

4 535 End 

OJ000302_16 . 0403 . C3 . o2 . gp Method 

4860 End 

5816518 Score 
4860. .4965 

4521193/dbj | AB0134 50 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000302_16.0403.C3 
+ 

7219 
AAT/GAP 
4965 
156 



41578 
86234 
1 

OJ000302_16.0403.C3.ol.np 



OJ000302 16. 0403. C3 



2146739 
1..238, 325 
1917. .2099, 
hexokinase 



Seq. ID _ 
Strand 

End 4706 
Method- AAT/NAP 
End 3488 
Score 1330 
..406, 827. .957, 1028. .1126, 1388. .1543, 
2192,. 2342, 3217.. 3488 
(EC 2.7.1.1) 1 - Arabidopsis thaliana 



1652. .1726, 



gi I 881521 1 gb | AAB49908.il (U28214) hexokinase 1 [Arabidopsis 
thaliana] gi | 4972059 | emb| CAB43927 . 1 1 (AL078470) hexokinase 
[Arabidopsis thaliana] gi I 7269811 1 emb | CAB79671 . 1 1 (AL161574) 
hexokinase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



41578 
86234 



Seq. ID 
Strand 



OJ000302 16. 0403. C3 



41715 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 4706 

OJ000302_1 6 . 040.3 . C3 . o2 . np Method AAT/NAP 

1 End 4706 

7106512 Score 115 

1..130, 4525. .4573, 4647. .4706 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



41578 Seq. ID 

86234 Strand 
1 End 
OJ000302_16 . 0403. C3 . ol . gs Method 
325 End 
none Score 
325.-445, 827. .957, 1028. .1126, 1388.. 
1888.. 2099, 2192.. 2342, 3217.. 3479 



OJ000302_16.0403.C3 

4706 
GENSCAN 
3479 
.71 

1543, 1652.. 1730, 



41578 
86235 
5705 

OJ000302_16 . 0403. C3 . ol . tm 

131 

none 



Seq. ID OJ000302_16.0403.C3 
Strand 

End 7595 

Method TBLASTX : Mai ze 

End 3371 

Score 69 



131. .253, 173. .238/ 320. .436, 322. .435, 826. .957, 827. .952, 
864.-953, 1017.. 1127, 1025.. 1132, 1381.. 1539, 1383.. 1538, 
1385. .1540, 1385.. 1543, 1646.. 1726, 1647.. 1727, 1654.. 1728, 
1914.. 2099, 1915.. 2100, 1930.. 2100, 2190.. 2342, 2195.. 2365, 
2207.. 2368, 3216.. 3371 



Seq. No. 41578 

Gene No. 86235 

Start 5705 

Name OJ000302_16 . 0403 . C3 . ol . tc 

Start 132 

GI none 
Exons 



Seq. ID OJ000302_16.0403.C3 
Strand 

End 7595 

Method TBLASTX : Cres s 

End 3425 

Score 65 



132. .257, 173. .244, 316. .417, 317. .433, 826. .957, 827. .952, 
1016. .1123, 1025. .1126, 1029. .1127, 1383. .1538, 1385. .1540, 
1385. .1543, 1646. .1726, 1649. .1726, 1710. .1733, 1914. .2099, 
1915. .2100, 2192.. 2365, 2196.. 2342, 3213 .. 3302, 3216 3425, 
3217. .3321 



Seq. No. 41578 

Gene No. 86235 

Start 5705 

Name OJ000302_16 . 0403 . C3 . ol . ts 

Start 135 

GI none 
Exons 



Seq. ID OJ000302_16.0403.C3 
Strand 

End 7595 

Method TBLASTX : Soybean 

End 3425 

Score 72 



135. .245, 153. .188, 173. .244, 322. .417, 332. .418, 826. .957, 
827. .952, 864. .956, 1014. .1127, 1025. .1126, 1383. .1538, 
1385. .1540, 1385. .1543, 1646. .1726, 1647. .1727, 1658. .1735, 
1914. .2102, 1915.. 2100, 2143.. 2229, 2193.. 2327, 2195.. 2341, 
2196. .2342, 2204.. 2347, 3216.. 3425, 3217.. 3321 



Seq. No.. 41578 Seq. ID 

Gene No. 86235 Strand 

Start 5705 End 

Name OJ000302 16 . 0403 .C3 . ol . tw Method 



OJ000302_16.0403.C3 
7595 

TBLASTX: Wheat 



41716 



Start 1442 End 1747 

GI none Score 55 

Exons 1442. .1540, 1442. .1543, 1443. .1544, 1646.. 1747, 1647. .1727 





Seq. No. 


41578 


Seq. ID 


OJ000302_16.0403.C3 




Gene No. 


86235 


Strand 






Start 


5705 


End 


7595 




Name 


OJ000302 16.0403.C3.o3.gp , 


Method 


AAT/GAP 




Start 


5705 


End 


7190 




GI 


61605 1.R1084 


Score 


566 




Exons 


5705. .5977, 7110. .7190 








GI Descrip. 


, 5852170/emb | AL117265 . 1 1 OST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 




Seq. No. 


41578 


Seq. ID 


OJ000302_16.0403.C3 




Gene No. 


86235 


Strand 






Start 


5705 


End 


7595 




Name 


OJ000302 16.0403.C3.o3.np 


Method 


AAT/NAP 




Start 


6350 


End 


7595 




GI 


6063554 


Score 


243 




Exons 


6350. .6523, 7162. .7199, 7572 


. .7595 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) ,C71850 (E0464) ,C98611 (E0464 






correspond to a region of the predicted gene.; hypothetical 


1 3 




protein [Oryza sativa] 








Seq. No. 


41579 


Seq. ID 


OJ000302_16.0403.C4 


y i 


Gene No. 


86236 


Strand 


+ 


\ y 


Start 


1 


End 


902 


f 3 


Name 


OJ000302 16.0403.C4.ol.np 


Method 


AAT/NAP 


1. Li 


Start 


1 


End 


902 




GI 


5852179 


Score 


294 




Exons 


1.-313, 728. .902 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




f li 


Seq. No. 


41579 


Seq. ID 


OJ000302_16.0403-C4 


^ J 


Gene No. 


86237 


Strand 




L JL 


Start 


33 


End 


702 




Name 


OJ000302 16.0403.C4.ol.gs 


Method 


GEN SCAN 




Start 


33 


End 


702 


% a? 


GI 


none 


Score 


.92 


Id 


Exons 


33. .214, 651. .702 








Seq. No. 


41580 


Seq. ID 


OJ000302_16.0403-C5 




Gene No. 


86238 


Strand 


+ 




Start 


1 


End 


580 




Name 


OJ000302 16.0403.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


577 




GI 


2146774 


Score 


797 




Exons 


1..577 








GI Descrip. 


serine acetyltransf erase (EC 


2.3.1.30) 


Sat-52 - Arabidopsis 



thaliana gi 1905391 (U30298) serine acetyltransf erase 
[Arabidopsis thaliana] 



Seq. No. 41580 Seq. ID OJ000302_16 . 0403.C5 

Gene No. 8 6238 Strand + 

Start 1 End 580 

Name OJ000302_16. 0403 .C5 . ol .gs Method GENSCAN 



41717 



Start 50 End . 580 

GI none Score . 98 

Exons 50 ,.580 



Seq. No. 


41580 






Seq. ID 


OJ000302_16.0403 


.C5 


Gene No. 


86239 






Strand 


- 




Start 


314 






End 


762 




Name 


OJ000302 16.0403 


CS.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


13 






End 


580 




GI 


none 






Score 


746 




Exons 


13. .99, 14. .580, 


160. . 


369, 


287. .571 






Seq. No. 


41580 






Seq. ID 


OJ000302_16.0403 


.C5 


Gene No. 


86239 






Strand 






Start 


314 






End 


762 




Name 


OJ000302 16.0403 


.CS.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


22 






End 


514 




GI 


none 






Score 


314 




Exons 


22. .78, 23. .265, 


154. . 


297, 


242. .514, 265. .363/ 287. .514 




Seq. No. 


41580 






Seq. ID 


OJ000302_16.0403 


.C5 


Gene No. 


86239 






Strand 






Start 


314 






■ End 


762 




Name 


OJ000302 16.0403 


.CS.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


77 






End 


614 




GI 


none 






Score 


7 61 




Exons 


77. .610, 154. .369, 294 


. .614 


, 308. .607, 


541. . 612 





Seq. No. 41580 Seq. ID OJ000302_16 . 0403 . C5 

Gene No. 86239 Strand 

Start 314 End 762 

Name OJ000302_16. 0403 . C5 . ol . gp Method AAT/GAP 

Start 314 End 762 

GI uC-osroM202029c03al Score 872 

Exons 314.. 762 

GI Descrip. ' 2146774/pir | | S71207 2.0e-27 serine acetyltransf erase (EC 
2.3.1.30) Sat-52 - Arabidopsis thaliana >gi_905391 (U30298] 
serine acetyltransferase [Arabidopsis thaliana] ' 



Seq. No. 41581 Seq. ID 

Gene No. 86240 Strand 

Start 7904 End 

Name OJ000302_1 6 . 04 03 . C6 . o2 . gs Method 

Start 7904 End 

GI none Score 

Exons 7904.. 8161 



OJ000302_16.0403.C6 
+ 

8161 
GENSCAN 
8161 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41581 Seq. ID 

86241 Strand 

9127 End 

OJ000302_1 6 . 04 03 . C6 . o2 . np Method 

8957 End 

7106512 Score 

8957.. 9016, 9090,. 9270, 9305.. 10578 



OJ000302_16.0403.C6 
+ 

10578 
AAT/NAP 
10578 
1293 



GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



41718 




Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86241 


Strand 


+ 


Start 


9127 


End 


10578 


Name 


OJ000302 16.0403.C6.o3.gs 


Method 


GENSCAN 


Start 


9127 


End 


10516 


GI 


none 


Score 


.7 


Exons 


9127.. 9150, 9234.. 9580, 9673.. 10516 




Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86242 


Strand 


- 


Start 


621 


End 


5246 


Name 


OJ000302 16.0403.C6.ol.np 


Method 


AAT/NAP 


Start 


621 


End 


5246 


GI 


7228457 


Score 


6345 


Exons 


621. .837, 904. .1863, 1986. 


.2820, 2884. 


.4818, 4880. .5246 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86242 


Strand 




Start 


621 


End 


5246 


Name 


OJ000302 16.0403.C6.o3.ts 


Method 


TBLASTX: Soybean 


Start 


688 


End 


1236 


GI 


5666795 


Score 


68 


Exons 


688. .870, 925. .1062, 1138. 


.1236 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 


Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86242 


Strand 




Start 


621 


End 


5246 


Name 


OJ000302 16.0403.C6.o4.tw 


Method 


TBLASTX: Wheat 


Start 


925 


End 


1383 


GI 


none 


Score 


74 


Exons 


925.. 1074, 926.. 1063, 1108 


..1359, 1109 


..1291, 1129.. 1383 


Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86242 


Strand 




Start 


621 


End 


5246 


Name 


OJ000302 16.0403.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1792 


End 


2193 


GI 


none 


Score 


94 


Exons 


1792.. 2193, 2003.. 2146 






Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86242 


Strand 




Start 


621 


End 


5246 


Name 


OJ000302 16.0403.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1817 


End 


2241 


GI 


none 


Score 


259 


Exons 


1817. .2143, 1819. .2241, 1834. .2241 




Seq. No. 


41581 


Seq. ID 


OJ000302_16.0403.C6 


Gene No. 


86242 


Strand 




Start 


621 


End 


5246 


Name 


OJ000302 16.0403.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


1915 


End 


2299 



41719 




GI 


none 








Score 


157 




Exons 


1915. .2298, 


1934. 


.2155, 


2213. 


.2299 






Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


.C6 


Gene No. 


86242 








Strand 






Start 


621 








End 


5246 




Name 


OJ000302 16. 


0403. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2326 








End 


2682 




GI 


none 








Score 


71 




Exons 


2326. .2442, 


2326. 


.2682, 


2336. 


.2647 






Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


-C6 


Gene No. 


86242 








Strand 






Start 


621 








End 


5246 




Name 


OJ000302 16. 


0403. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2350 








End 


2812 




GI 


none 








Score 


203 




Exons 


2350. .2811, 


2354. 


.2812, 


2356. 


.2811, 2357.. 2812 




Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


.C6 


Gene No. 


86242 








Strand 






Start 


621 








End 


5246 




Name 


OJ000302 16. 


0403. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2407 








End 


2772 




GI 


none 








Score 


117 




Exons 


2407.. 2541, 


2548. 


.2772 










Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


,C6 


Gene No. 


86242 








Strand 






Start 


621 








End 


5246 




Name 


OJ000302 16. 


0403. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2977 








End 


3463 




GI 


none 








Score 


168 




Exons 


2977. .3462, 


3008. 


.3268, 


3290. 


.3463 






Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


.C6 


Gene No. 


86242 








Strand 






Start 


621 








End . 


5246 




Name 


OJ000302 16. 


0403. 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4200 








End 


4589 




GI 


none 








Score 


93 




Exons 


4200. .4457, 


4234. 


.4473, 


4440. 


.4538, 4441. .4521, 4545. .4589 


Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


.C6 


Gene No. 


86242 








Strand 






Start 


621 








End 


5246 




Name 


OJ000302 16. 


0403. 


C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4302 








End 


4550 




GI 


none 








Score 


185 




Exons 


4302. .4550 














Seq. No. 


41581 








Seq. ID 


OJ000302_16.0403 


.C6 


Gene No. 


86243 








Strand 






Start 


.7874 








End 


8050 




Name 


OJ000302 16. 


0403. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7874 








End 


8050 




GI 


none 








Score 


198 





41720 




Exons 7874.. 8050, 7904.. 7972, 7942.. 8049 



Seq. No. 


41582 Seq. ID 


OJ000302_16.0403 


.C7 


Gene No. 


86244 Strand 


+ 




Start 


1 End 


2578 




Name 


OJ000302 16.0403.C7.ol.np Method 


AAT/NAP 




Start 


1 End 


2539 




GI 


7106512 Score 


2252 




Exons 


1..1004, 1324.. 2085, 2163.. 2539 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


41582 Seq. ID 


OJ000302 16.0403 


.C7 


Gene No. 


86244 Strand 


+ 




Start 


1 End 


2578 




Name 


OJ000302 16.0403.C7.ol.gs Method 


GENS CAN 




Start 


95 End 


2578 




GI 


none Score 


.58 




Exons 


95.. 849, 1461.. 1885, 2265.. 2578. 






Seq. No. 


41582 Seq. ID 


OJ000302_16.0403 


. U / 


Gene No. 


86245 Strand 






Start 


2825 End 


2977 




Name 


OJ000302 16.0403.C7.o2.np Method 


AAT/NAP 




Start 


2825 End 


2977 




GI 


7106513 Score 


268 




Exons 


2825. .2977 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41583 Seq. ID 


OJ000302 16.0403 


.C8 


Gene No. 


86246 Strand 


+ 




Start 


1 End 


735 




Name 


OJ000302 16.0403.C8.ol.np Method 


AAT/NAP 




Start 


1 End 


735 




GI 


7106512 Score 


942 




Exons 


1. .735 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


41583 Seq. ID 


OJ000302_16.0403 


.C8 


Gene No. 


86246 Strand 


+ 




Start 


1 End 


735 




Name 


OJ000302 16.0403.C8.ol.gs Method 


GENS CAN 




Start 


8 End 


544 




GI 


none Score 


1 




Exons 


8. .544 






Seq. No. 


41584 Seq. ID 


OJ000302_16.0403 


.C9 


Gene No. 


86247 Strand 






Start 


1 End 


997 




Name 


OJ000302 16.0403.C9.ol.np Method 


AAT/NAP 




Start 


1 End 


997 




GI 


6016871 Score 


311 




Exons 


1..380, 437. .764, 977. .997 






GI Descrip. 


(AP000570) EST C98565 (E0414 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 





41721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41584 Seq. ID 

86247 Strand 

1 End 

OJ000302_16 . 0403 . C9 . ol . gs Method 

96 End 

none Score 
96. .770 



OJ000302_16.0403.C9 
997 

GENS CAN 

770 

.86 



41585 
86248 
1 

OJ000302 
1 

6069646 
1..42, 211 
(AP000616) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
658, 940.. 1931 
similar to putative reverse transcriptase 



16.0403.C10.ol.np 



OJ000302_16.0403".C10 
+ 

1931 
AAT/NAP 
1931 
847 



(AC005315) 
Similar to 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8 
[Oryza sativa] 



Seq. No. 


41585 




Seq. ID 


OJ000302_16. 0403. C10 


Gene No . 


86249 




Strand 




Start 


2358 




End 


2545 


Name 


OJ000302 16.0403.C10.ol. 


tm 


Method 


TBLASTX: Maize ' 


Start 


213 




End 


893 


GI 


none 




Score 


184 


Exons 


213. .368, 214. .423, 433. 


.543 


, 438. .551 


, 439. .666, 618. .668, 




638. .742, 678. .893, 681. 


.884 






Seq. No. 


41585 




Seq. ID 


OJ000302_16. 0403. C10 


Gene No. 


86249 




Strand 




Start 


2358 




End 


2545 


Name 


OJ000302 16. 0403. C10. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


897 




End 


1193 


GI 


none 




Score 


204 


Exons 


897.. 1193, 902.. 1045, 1083.. 


1163 




Seq. No. 


41585 




Seq. ID 


OJ000302_16. 0403. C10 


Gene No. 


86249 




Strand 




Start 


2358 




End 


2545 


Name 


OJ000302 16. 0403. C10. o2. 


tm 


Method ■ 


TBLASTX: Maize 


Start 


1359 




End 


1907 


GI 


none 




Score 


71 


Exons 


1359. .1451, 1405.. 1602, 


1463 


..1696, 1464. .1694, 1719. .1907 


Seq. No. 


41585 




Seq. ID 


OJ000302_16. 0403. C10 


Gene No. 


86249 




Strand 




Start 


2358 




End 


2545 


Name 


OJ000302 16. 0403. C10. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1463 




End 


1655 


GI 


none 




Score 


212 


Exons 


1463. .1621, 1467. .1655 








Seq. No. 


41585 




Seq. ID 


OJ000302JL6. 0403. C10 


Gene No. 


86249 




Strand 




Start 


2358 




End 


2545 



41722 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_16. 0403. CIO. o2.gs 

2358 

none 

2358.. 2366, 2435.-2545 



Method GENSCAN 
End 2545 
Score .59 



41586 Seq. ID OJ000302__16 . 0403 . Cll 

86250 Strand + 
7757 End 8123 
OJ000302_16. 0403. Cll. ol.gp Method AAT/GAP 
7757 End 8123 
uC-osroM202029c03al Score 714 
7757. .8123 

'2146774/pir | | S71207 2.0e-27 serine acetyltransf erase (EC 
2.3.1.30) Sat-52 - Arabidopsis thaliana >gi_905391 (U30298) 
serine acetyltransferase [Arabidopsis thaliana] 1 

41586 Seq. ID OJ000302_16 . 0403 . Cll 

86251 Strand 

1 End 674 6 

OJ000302_16. 0403 . Cll .ol .np Method AAT/NAP 

1 End 1342 

6016871 Score 420 
1..879, 945. .1342 

(AP000570) EST C98565 (E0414 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

41586 Seq. ID OJ000302_16 . 0403 . Cll 

86251 Strand 

1 End 674 6 

OJ000302_16 . 04 03 . Cll . ol . gs Method GENSCAN 

125 . End 5540 

none Score . 55 

125. .1392, 2234. .2484, 3616. .3891, 4002. .4855, 5294. .5362, 
5440. .5540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41586 Seq. ID OJ000302_16 . 0403 . Cll 

86251 Strand 

1 . End 674 6 

OJ000302_16 . 04 03 . Cll . o2 . np Method AAT/NAP 

2087 End 6746 

6069646 Score 449 

2087.. 3077, 6703.. 6746 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



41586 
86251 
1 

OJ000302_16. 0403. Cll. o3.np 

2239 

6016871 

2239.. 2309, 3440.. 4553, 4608. 
(AP000570) EST C98565 (E0414 ) 



OJ000302_16. 0403. Cll 

6746 
AAT/NAP 
5389 
353 

.4912, 5341. .5389 

corresponds to a region of the 



Seq. ID 

Strand 

End 

Method 

End 

Score 



predicted gene.; hypothetical protein [Oryza sativa] 



41723 




Seq. No. 


41586 




Seq. ID 


OJ000302 16.0403 


. Cll 


Gene . No. 


86252 




Strand 






Start 


7978 




End 


8123 




Name 


OJ000302 16. 


0403.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


81 




End 


3957 




GI 


none 




Score 


132 




Exons 


81. .338, 98. 


.343, 100.. 348,. 


3692... 3865, 


3862.-3957 




Seq. No. 


41586 




Seq. ID 


OJ000302_16.0403 


.Cll 


Gene No. 


86252 




Strand 






Start 


7978 




End 


8123 




Name 


OJ000302 16. 


0403.Cll.ol. tm 


Method 


TBLASTX: Maize 




Start 


2114 




End 


2673 




GI 


none 




Score 


90 




Exons 


2114. .2326, 


2327.. 2530, 2345 


..2521, 2578. .2673, 2583. .2672 


Seq. No. 


41586 




Seq. ID 


OJ000302_16.0403 


.Cll 


Gene No. 


86252 




Strand 






Start 


7978 




End 


8123 




Name 


OJ000302 16. 


0403.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


7941 




End 


8123 




GI 


none 




Score 


209 




Exons 


7941. .8123, 


7945. .8121 








Seq. No. 


41586 




Seq. ID 


OJ000302_16.0403 


.Cll 


Gene No. 


86252 




Strand 






Start 


7978 




End 


8123 




Name 


OJ000302 16. 


0403.Cll.o4 .np 


Method 


AAT/NAP 




Start 


7978 




End 


8123 




GI 


2146774 




Score 


160 




Exons 


7978. .8123 










GI Descrip. 


serine acetyltransf erase (EC 


2.3.1.30) 


Sat-52 - Arabidopsis 




thaliana gi | 


905391 (U30298) 


serine acetyltransf erase 






[Arabidopsis 


thaliana] 








Seq. No. 


41587 




Seq. ID 


OJ000302_16.0403 


.C12 


Gene No. 


86253 




Strand 






Start 


1 




End 


371 




Name 


OJ000302 16. 


0403.C12.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


371 




GI 


none 




Score 


730 




Exons 


1. .371 










Seq. No. 


41587 




Seq. ID 


OJ000302_16.0403 


.C12 


Gene No. 


86253 




Strand 






Start 


1 




End 


371 




Name 


OJ000302 16. 


0403.C12.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


165 




GI 


7384806 




Score 


204 




Exons 


1. .165 










GI Descrip. 


(AB040502) serine acetyltransf erase [Allium tuberosum] 




Seq. No. 


41587 




Seq. ID 


OJ000302_16.0403 


.C12 


Gene No. 


86253 




Strand 






Start 


1 




End 


371 




Name 


OJ000302 16. 


0403.C12.ol.gs 


Method 


GENSCAN 





41724 






Start 


106 








End 


243 




GI 


none 








Score 


.48 




Exons 


106. .243 














Seq. No. 


41588 








Seq. ID 


OJ000302_16.0403.C14 




Gene No. 


86254 








Strand 


+ 




Start 


845 








. End 


8488 




Name 


OJ000302 16 


.0403 


.C14.ol 


.gs 


Method 


GENS CAN 




Start 


845 








End 


8485 




GI 


none 








Score 


.78 




Exons 


845. .969, 1069.. 


1170, 1465.. 


1573, 2102 


..2177, 2267. .3105, 






3685. .3807, 


3884 


. .3959, 


4039 


..4232, 4355.-4546, 4635. .4703, 






5485. .5694, 


7342 


. .7491, 


8023 


..8084, 8168. .8243, 8315. .8485 




Seq. No. 


41588 








Seq. ID 


OJ000302_16.0403.C14 




Gene No. 


86254 








Strand 


+ 




Start 


845 








End 


8488 




Name 


OJ000302 16 


.0403 


.C14.ol 


.np 


Method 


AAT/NAP 




Start 


2156 








End 


8488 




GI 


4582783 








Score 


2060 




Exons 


2156. .2177, 


2267 


. .3212, 


3304 


..3355, 3685. .3807, 3884. .3959, 






4048. .4232, 


4355 


. .4546, 


4635 


..4703, 5482. .5694, 5973. .6098, 






7342. .7491, 


8023 


. .8084, 


8168 


..8243, 8315. .8488 




GI Descrip. 


(AJ006752) 


starch synthase, 


isoform V 


[Vigna unguiculata] 


- — 


Seq. No. 


41588 








Seq. ID 


OJ000302_16.0403.C14 




Gene No. 


86255 








Strand 


+ 


rii 


Start 


9594 








End 


11806 


r ^ 


Name 


OJ000302 16 


.0403 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2767 








End 


3212 




GI 


none 








Score 


556 


i y 


Exons 


2767. .3210, 


2767 


. .3204, 


2768 


..3205, 2949. .3212 




Seq. No. 


4 1588 








Seq. ID 


OJ000302_16.0403.C14 




Gene No. 


86255 








Strand 


+ 




Start 


9594 








End 


11806 




Name 


OJ000302 16 


.0403 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3301 








End 


4423 


w 


GI 


none 








Score 


91 


r ~ 


Exons 


3301. .3357, 


3302 


. .3358, 


3667 


..3807, 3684. .3809, 3684. .3809, 






3685. .3837, 


3878 


. .3985, 


3881 


..3964, 3882. .3983, 4043. .4231, 






4047. .4232, 


4310 


. .4423, 


4348 


..4419, 43S5..4423 




Seq. No. 


41588 








Seq. ID 


OJ000302_16.0403.C14 




Gene No. 


86255 








Strand 


+ 




Start 


9594 








End 


11806 




Name 


OJ000302 16 


.0403 


.C14.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


4044 








End 


4420 




GI 


none 








Score 


290 




Exons 


4044. .4232, 


4046 


.'.4228, 


4310 


..4420, 4348. .4416 




Seq. No. 


41588 








Seq. ID 


OJ000302_16.0403.C14 




Gene No. 


86255 








Strand 


+ 




Start 


9594 








End 


11806 




Name 


OJ000302 16 


.0403 


.C14.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


4061 








End 


4507 




GI 


none 








Score 


163 



41725 




Exons 


4061. .4192, 


4062. 


.4190, 


4173. 


.4232, 4187. .4231, 


4310. .4507, 




4354. .4473, 


4365. 


.4505 










Seq. No. 


41588 








Seq. ID 


OJ000302 


_16.0403.C14 


Gene No. 


86255 








Strand 


+ 




Start 


9594 








End 


11806 




Name 


OJ000302 16 


.0403. 


C14.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4653 








End 


8072 




GI 


none 








Score 


68 




Exons 


4653. .4700, 


5479. 


.5697, 


5484 . 


.5696, 5972.. 6094, 


5973. .6107, 




5973. .6170, 


7339. 


.7494, 


7344. 


.7490, 8019. .8072, 


8020. .8070 


Seq. No. 


41588 








Seq. ID 


OJ000302 


_16.0403.C14 


Gpnp "Wo - 


86255 








Strand 


+ 




Start 


9594 








End 


11806 




Name 


OJ000302 16 


.0403. 


C14 .o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5470 








End 


5733 






none 








Score 


325 




Exons 


5470. .5706, 


5483. 


.5725, 


5484. 


.5705, 5509.. 5733 




Seq. No. 


41588 








Seq. ID 


OJ000302 


_16.0403.C14 


Gene No. 


86255 








Strand 


+ 




Start 


9594 








End 


11806 




Name 


OJ000302 16 


.0403. 


C14.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7341 








End 


8430 




GI 


none 








Score 


231 




Exons 


7341. .7487, 


7348. 


.7494, 


7348. 


.7494, 8020.. 8082, 


8020. .8082, 




8148. .8243, 


8164. 


.8244, 


8166. 


.8243, 8311. .8430, 


8312. .8425, 



8326. .8430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41588 Seq. ID 

86255 Strand 
9594 End 
OJ000302_16 . 0403 . C14 . o2 . np Method 
9552 End 
2499327 Score 
9552.. 9973, 11550.. 11781 

NADH-UBIQUINONE OXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX 
I-20KD) (CI-20KD) gi | 1084345 | pir | | S52286 NADH dehydrogenase (EC 
1.6.99.3) - Arabidopsis thaliana gi | 643090 | emb | CAA58887 . 1 1 
(X84078) NADH dehydrogenase [Arabidopsis thaliana] 



OJ000302_16.0403.C14 
+ 

11806 
AAT/NAP 
11781 
844 



41588 
86255 
9594 

OJ000302_16 . 0403 . C14 . o3 . tm 
9586 
none 

9586.. 9624, 9591.. 9623, 9731 

9750. .9998, 11517 11567 , 11541. . 11789, 11546 
11554. .11781 



OJ000302_16.0403.C14 
+ 

11806 

TBLASTX: Maize 
11806 
54 

9850, 9734.. 9973, 9735.. 9998, 
11806, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 41588 

Gene No. 86255 

Start 9594 

Name OJ000302_16.0403.C14 ,o2.gs 

Start 9594 



Seq. ID OJ000302_ 

Strand + 

End 11806 

Method GENSCAN 

End 11784 



16.0403.C14 



41726 





GI * 


none 


Score 


.65 




Exons 


9594. .9973, 11550. .11784 








Seq. No. 


41588 


Seq. ID 


OJ000302_16.0403 




Gene No. 


86255 


Strand 


+ 




Start 


9594 


End 


11806 




Name 


OJ000302 16.0403.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


9734 


End 


11785 




GI 


none 


Score 


414 




Exons 


9734.. 9973, 9735.-9998, 9750 


..9992, 11517. .11567, 11541 






11546. .11593, 11554. .11781, 


11648. .11785 




Seq. No. 


41588 


Seq. ID 


UU^lJU JU^. JL \J . \J *1 \J J 




Gene No. 


o c o c c 

86255 


Strand 


4. 

1 




Start 


9594 


End 


llOUO 




Name 


OJ000302 16.0403.C14.ol.ts 


Method 






Start 


9734 


End 


QQ7 A 




GI 


none 


Score 


X D 




Exons 


9734.. 9973, 9735.. 9974 








Seq. No. 


41588 


Seq. ID 


OJ000302_16.0403 




Gene No. 


86255 


Strand 


+ 




Start 


9594 


End 


11806 




Name 


OJ000302 16.0403.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9753 


End 


11751 


- er 


GI 


none 


Score 


211 


•~= : = 


Exons 


9753. .9998, 9770. .9961, 11554 .. 11601 , 


11562. .11615, 


: ~ 

1: -J 




11628. .11708, 11653.. 11751 






%y 


Seq. No. 


41588 


Seq. ID 


OJ000302_16.0403 


\j 


Gene No. 


86255 


Strand 


+ 




Start 


9594 


End 


11806 


= =^ 


Name 


OJ000302 16.0403.C14.o4.ts 


Method 


TBLASTX : Soybean 


e 


Start 


11625 


End 


11806 


i j 


GI 


none 


Score 


232 


'■x I 


Exons 


11625. .11783, . 11627. .11806, 


11650. .11781, 11654.. 11785 




Seq. No. 


41589 


Seq. ID 


OJ000302_16.0403 




Gene No. 


86256 


Strand 


+ 




O +- 4- 

btart 


1 


End 


1267 




Name 


OJ000302 16.0403.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1267 




GI 


7269847 


Score 


177 




Exons 


1..65, 1181. .1267 








GI Descrip. 


(AL161575) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


41589 


Seq. ID 


OJ000302_16.0403 




Gene No. 


86257 


Strand 






Start 


12 


End 


123 




Name 


OJ000302 16.0403.C15.ol.gs 


Method 


GEN SCAN 




Start 


12 


End 


123 




GI 


none 


Score 


.51 




Exons 


12. .123 








Seq. No. 


41590 


Seq. ID 


OJ000302JL6.0403 




Gene No. 


86258 


Strand 


+ 




Start 


608 


End 


764 



41727 





Name 


OJ000302 16.0403.C17.ol.gs 


Method 


GENSCAN 




Start 


608 


End 


764 




GI 


none 


Score 


.8 




Exons 


608. .764 








Seq. No. 


41591 


Seq. ID 


OJ000302_16.0403.C20 




Gene No. 


86259 


Strand 






Cf art 


104 


End 


3347 




Name 


OJ000302 16.0403.C20.ol.gs 


Method 


GENSCAN 




Start 


104 


End 


3076 




GI 


none 


Score 


.87 




Exons 


104. .267, 563. .671, 1002. .1064, 1149. .1307, 2007. .2148, 






2227.. 2599, 2872. .3076 








Seq. No. 


41591 


Seq. ID 


OJ000302_16.04 03.C20 




Gene No. 


86259 


Strand 






Start 


104 


End 


3347 




Name 


OJ000302 16.0403.C20.ol.gp 


Method 


AAT/GAP 




Start 


225 


End 


2947 




GI 


535 2.R1084 


Score 


2343 




Exons 


225.. 671, 1002.. 1064, 1149.. 


1307, 2007. 


.2148, 2227. .2599, 






2872. .2947 






£= : 


GI Descrip. 


'2104681/emb|CAA66481| 2.0e- 


29 (X97907) 


transcription factor 






[Vicia faba] • 






in 


Seq. No. 


41591 


Seq. ID 


OJ000302_16.0403.C20 


? t s 

s y 


Gene No. 


86259 


Strand 






O Lai l_ 


104 


End 


3347 


% y 


Name 


OJ000302 16.0403.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


424 


End 


1260 




GI 


none 


Score 


416 


§ y 


Exons 


424. .672, 425. .673, 425. .673 


, 990.. 1064 


, 1002. .1064, 1003. .1077 


= 




1004.. 1066, 1143.. 1259, 1147 


..1260, 1150. .1260 




Seq. No. 


41591 


Seq. ID 


OJ000302_16.0403.C20 




Gene No. 


86259 


Strand 






Start 


104 


End 


3347 




Name 


OJ000302 16.0403.C20.ol.np 


Method 


AAT/NAP 




Start 


483 


End 


307 6 


r ^ 


GI 


6492266 


Score 


569 




Exons 


483. .671, 1002. .1064, 1149.. 


1307, 2010. 


.2148, 2230.. 2560, 






2860.. 2910, 2941.. 3076 








GI Descrip. 


(AF110228) nuclear RNA binding protein A [Spinacia oleracea] 




Seq. No. 


41591 


Seq. ID 


OJ000302_16.0403.C20 




Gene No. 


86259 


Strand 






Start 


104 


End 


3347 




Name 


OJ000302 16.0403.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


990 


End 


1303 




GI 


none 


Score 


72 




Exons 


990.. 1061, 1002.. 1058, 1003. 


.1077, 1004 


..1066, 1142. .1201, 






1146. .1241, 1147. .1251, 1148 


..1276, 1241. .1303 




Seq. No. 


41591 


Seq. ID 


OJ000302_16.0403.C20 




Gene No. 


86259 


Strand 






Start 


104 


End 


3347 




Name 


OJ000302 16.0403.C20.o2.tm 


Method 


TBLASTX: Maize 



41728 



Start 
GI 

Exons 



1995 ' 
none 

1995.. 2132, 2010.. 2156, 2068. 

2228.. 2365, 2456.-2563, 2808. 



End " 3082 
Score 92 

.2148, 2226.. 2354, 2227.-2355, 
.2909, 2876.. 2905, 3011.. 3082 



Seq. No. 


41591 




Seq. ID 


OJ000302_16. 


0403. 


C20 


Gene No. 


86259 




Strand 


- 






Start 


104 




End 


3347 






Name 


OJ000302_JL6.0403.C20.o2 


.gp 


Method 


AAT/GAP 






Start 


o o c o 

2962 




End 


oo4 / 






GI 


none 




Score 


736 






Exons 


2962. .3347 












Seq. No. ' 


41592 




Seq. ID 


OJ000302_16. 


0403. 


C21 


Gene No. 


86260 




Strand 


- 






Start 


751 




End 


912 






Name 


OJ000302_16 . 0403 . C21 . ol 


.gs 


Method 


GEN SCAN 






Start 


"7 C 1 

751 




End 








GI 


none 




Score 


.96 






Exons 


751. .912 












Seq. No. 


41593 




Seq. ID 


OJ000302_16. 


0403. 


C22 


Gene No. 


86261 




Strand 


+ 






Start 


840 




End 


4054" 






Name 


OJ000302 16.0403.C22.ol 


.gs 


Method 


GENSCAN 






Start 


840 




End 


4054 






GI 


none 




Score 


. 01 






Exons 


840. .1229, 1254. .2027, 


2243. . 


4054 








Seq. No. 


41593 




Seq. ID 


OJ000302_16. 


0403. 


C22 


Gene No. 


86261 




Strand 


+ 






Start 


840 




End 


4054 






Name 


OJ000302 16.0403.C22.ol 


.np 


Method 


AAT/NAP 






Start 


840 




End 


4051 






GI 


5803259 




Score 


4183 






Exons 


OQU../1U1, 












GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


41594 




Seq. ID 


OJ000302_16. 


0403. 


C23 


Gene No. 


86262 




Strand 


+ 






Start 


5071 




End 


9410 






Name 


OJ000302 16.0403.C23.o2 


.np 


Method 


AAT/NAP 






Start 


5028 




End 


9410 






GI 


4 680179 




Score 


6294 






Exons 


5028. .9410 ' 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


41594 




Seq. ID 


OJ000302_16. 


0403. 


C23 


Gene No. 


86262 




Strand 


+ 






Start 


5071 




End 


9410 






Name 


OJ000302 16.0403.C23.o2 


. gs 


Method 


GENSCAN 






Start 


5071 




End 


9267 






GI 


none 




Score 


.63 






Exons 


5071.. 5241, 5301.. 9267 












Seq. No. 


41594 




Seq. ID 


OJ000302_16. 


0403. 


C23 


Gene No. 


86263 




Strand 









41729 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



9410 
AAT/NAP 
1081 
1765 



OJ000302_16.0403.C23.ol.np 
1 

7228457 
1..1081 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



41594 
86263 
1 

OJ000302_16.0403.C23.ol.tw 

108 

none 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Wheat 

End 9224 

Score 669 



108. .224, 279. .437, 8598. .9224, 8654. .9223 



41594 
86263 
1 

OJ000302_16.0403.C23.o5.tm 

510 

none 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Maize 

End 872 

Score 102 



510. .557, 529. .678, 540. .752, 549. .872, 562. .843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41594 
86263 
1 

OJ000302_16.0403.C23.o3.tw 

553 

none 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Wheat 

End 8591 

Score 590 



553. .585, 603. .719, 8112. .8591, 8130. .8291, 8207. .8590 



41594 
86263 
1 

OJ000302_16.0403.C23.o6.tw 

5297 

none 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Wheat 

End 5660 

Score 293 



5297. .5401, 5301. .5660, 5426. .5659 



Seq. No. 41594 

Gene No. 86263 

Start 1 

Name OJ000302_16. 0403.C23.o8 . tm 

Start 5541 

GI none 

Exons 5541.. 5837, 5558.. 5728 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Maize 

End 5837 

Score * 201 



Seq. No. 41594 

Gene No. 86263 

Start 1 

Name OJ000302_1 6 . 04 03 . C23 . o7 . tm 

Start 6183 

GI none 

Exons 6183.. 6503 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Mai ze 

End 6503 

Score 210 



41730 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41594 
86263 
1 

OJ000302_16. 

6236 

none 

6236. .6331, 

41594 
86263 
1 

OJ000302_16. 

6761 

none 

6761. .7204, 

41594 
86263 
1 

OJ000302_16. 

6830 

none 

6830. .7075, 

41594 
86263 
1 

OJ000302_16. 

6834 

none 

6834. .7115, 

41594 
86263 
1 

OJ000302_16, 

7188 

none 

7188. .7220, 
7231. .7365, 

41594 
86263 
1 

OJ000302_16. 

7296 

none 

7296. .7598, 

41594 
86263 
1 

OJ000302_16, 

7317 

none . * 

7317. .7670, 



0403.C23.o7.tw 
6237.. 6590, 6420. 

0403.C23.o4.tw 
6765. .7247 

0403.C23.o4.tm 
6834.. 7301, 6921. 

0403.C23.o4.ts 
6917. .7114 

0403.C23.ol.ts 



7188. .7220, 7224. 
7340. .7582 



0403.C23.o5.tw 



7334. .7597 



0403.C23.o6.tm 



7328. .7588 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6590 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_16.0403.C23 
9410 

TBLASTX: Wheat 

6590 

262 



OJ000302_16.0403.C23 
9410 

TBLASTX: Wheat 

7247 

546 



Seq. ID OJ000302_16.0403.C23 
Strand 

9410 

TBLASTX: Maize 
7301 
385 



End 

Method 
End 
Score 
.7268 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Soybean 

End 7115 

Score 183 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Soybean 

End 7584 

Score 57 

.7583, 7227.. 7301, 7231.. 7584, 



Seq. ID OJ000302_16.0403.C23 

Strand ■ - 

End 9410 

Method TBLASTX : Wheat 

End 7598 

Score 397 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_16.0403.C23 
9410 

TBLASTX: Maize' 

7670 

325 



41731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

~Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41594 
86263 
1 

OJ000302_1 6.0403. C23 . o2 . tw 

7599 

none 

7599. .8108, 7631. .8017 

41594. 

86263 

1 

OJ000302_16.0403.C23.o3.ts 

7608 

none 

7608. .7850 



41594 
86263 
1 

OJ000302_16. 

7671 

none 

7671. .8024, 



41594 
86263 
1 

OJ000302_16. 

8289 

none 

8289. .8471, 

41594 
86263 
1 

OJ000302_16. 

8379 

none 

8379. .8639, 

41594 
86263 
1 

OJ000302_16. 

8439 

none 

8439. .8729, 

41594 
86263 
1 

OJ000302_16. 

8778 

none 

8778. .8939, 
8939. .9034, 



0403.C23.o2.tm 
7673.. 7939, 7713, 

0403.C23.ol.tc 
8472.. 8615, 8537. 

0403.C23.o2. : ts 
8384.. 8485, 8571, 

0403.C23.o3.tm 
8508. .8726 

0403.C23.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8009 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8614 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8639 

Seq. ID 

Strand 

End 

Method 

End 

Score 



%J000302_16.0403.C23 
9410 

TBLASTX: Wheat 

8108 

642 



OJ000302__16.0403.C23 
9410 

TBLASTX : Soybean 

7850 

197 



OJ000302_16.0403.C23 
9410 

TBLASTX: Maize 

8024 

483 



OJ000302_16.0403.C23 
9410 

TBLASTX: Cress 

8615 

90 



OJ000302_16.0403.C23 
9410 

TBLASTX: Soybean 

8639 

300 



OJ000302_16.0403.C23 
9410 

TBLASTX: Maize 

8729 

387 



8781. .8930, 
9096. .9365, 



Seq. ID OJ000302_16.0403.C23 
Strand 

End 9410 

Method TBLASTX : Mai ze 

End 9365 

Score 22 6 
8786.. 8932, 8937.. 9035, 8937.. 9005, 
9104. .9364 



41732 



Seq. No. 


41594 




Seq. ID 


OJ000302_16.0403 


Gene No. 


86263 




Strand 




Start 


1 




End 


9410 


Name 


OJ000302 16.0403. 


C23.o8.tw 


Method 


TBLASTX: Wheat 


Start 


9224 




End 


9410 


GI 


none 




Score 


196 


Exons 


9224.. 9361, 9225. 


.9410 






Seq. No. 


41595 




_ 

Seq. ID 


OJ000302_11.0403 


Gene No. 


86264 




Strand 


+ 


Start 


1 




End 


218 


Name 


OJ000302 11.0403. 


C2.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


218 


GI 


4038034 




Score 


105 


Exons 


1. .218 








GI Descrip. 


(AC005936) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


41595 




Seq. ID 


OJ000302_11.0403 


Gene No. 


86265 




Strand 




Start 


91 




End 


166 


Name 


OJ000302_11.0403. 


C2.ol.gs 


Method 


GENSCAN 


Start 


91 




End 


166 


GI 


none 




Score 


.71 


Exons 


91. .166 








Seq. No. 


41595 




Seq. ID 


OJ000302_11.0403 


Gene No. 


86266 




Strand 




Start 


128 




End 


567 


Name 


OJ000302 11.0403. 


C2.ol.gp 


Method 


AAT/GAP 


Start 


128 




End 


567 


GI 


40118 1.R1084 




Score 


837 


Exons 


128. .567 








GI Descrip. 


•4038034 1.0e-20 


(AC005936) 


unknown protein [Arabidopsi 




thaliana] 1 








Seq. No. 


41596 




Seq. ID 


OJ000302_11.0403 


Gene No. 


86267 




Strand 


+ 


Start 


2925 




End 


5970 


Name 


OJ000302 11.0403. 


C3.o2.gs 


Method 


GENSCAN 


Start 


2925 




End 


5970 


GI , 


none 




Score 


.42 


Exons 


2925. .3019, 4408. 


.4567, 5456. .5727, 5863. .5970 


Seq. No. 


41596 




Seq. ID 


OJ000302_11.0403 


Gene No. 


86268 




Strand 




Start 


1 




End 


1300 


Name 


OJ000302 11.0403. 


C3 . ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1300 


GI 


2149640 * 




Score 


722 


Exons 


1..237, 311. .531, 


629. .1300 







GI Descrip. (U91995) Argonaute protein [Arabidopsis thaliana] 

gi|5733867|gb|AAD49755.1|AC007932_3 (AC007932) Identical to 
gb|U91995 Argonaute protein from Arabidopsis thaliana. ESTs 
gb|H76075, gb|AA720232, gb|N65911 and gb|AA651494 come from this 
gene . 



Seq. No. 



41596 



Seq. ID OJ000302_11.0403.C3 



41733 





Gene No. 


. 86268 


Strand 








Start 


1 


End 


1300 






Name 


OJ000302 11.0403.C3.ol.gs 


Method 


GENSCAN 






Start 


88 


End 


1269 






GI 


none 


Score 


.93 






Exons 


88. .237, 311. .531, 629. .692, 


737. .1269 






Seq. No. 


41596 


Seq. ID 




C3 




Gene No. 


86269 


Strand 








Start 


1656 


End 


Z, 1 4 J 






Name 


OJ000302 11.0403.C3.ol.tc 


Method 








Start 


81 


End 


1265 






GI 


none 


Score 


112 






Exons 


81. .227, 82. .240, 87. .239, 341. .532, 


"34*3 fi9d HCi 








626.-892, 845.. 970, 959.. 1006 


, 1037. . 


i mp 1 1 ftft i occ 






Seq. No. 


41596 


Seq. ID 




C3 




Gene No. 


86269 


Strand 








Start. 


1656 


End 








Name 


OJ000302 11.0403.C3.ol.ts 


Method 


•POT 7\OfV. C r-v t vW 

i niiAb i a : boyoean 






Start 


84 


End 


692 






GI 


none 


Score 


139 






Exons 


84. .239, 85. .240, 87. .239, 331. .522, 


340. .537, 341. .532, 








622.. 672, 624.. 692, 626.. 691 










Seq. No. 


41596 


Seq. ID 


OJ000302_11.0403. 


C3 


V.i 


Gene No. 


86269 


Strand 






tu 


Start 


1656 


End 


2143 






Name 


OJ000302 11.0403.C3.ol.tm 


Method 


TBLASTX: Maize 




1 _ 3 


Start 


87 


End 


935 






GI 


none 


Score 


129 






Exons 


87. .239, 92. .244, 93. .239, 154. .240, 


287. .442, 299.-436, 




i y 




310. .441, 439. .537, 440. .532, 


626. .841, 627. .842, 627. .842 


f ^ 




838. .894, 874. .933, 882. .935 










Seq. No. 


41596 


Seq. ID 


OJ000302_11.0403. 


C3 




Gene No. 


86269 - . 


Strand 








Start 


1656 .^t^v,/.; 


.End ' 


2143 






Name 


OJ000302 11.0403.C3.ol¥gp T 


Method 


AAT/GAP 






Start 


1656 


End 


2143 






GI 


uC-osflcypl72f08bl 


Score 


968 






Exons 


1656. .2143 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



M337179/gb|AAD18100| 1.0e-17 (AC006416) This gene is continued 
on the 5 ,f end of BAC T12M14. [Arabidopsis thaliana] 1 



41597 
86270 
1 

OJ000302_11.0403.C5.ol.np 
1 

7339707 

1..223, 459.. 576, 1989. .2092 

(AP001539) hypothetical protein [Oryza sativa] 



Seq. ID OJ000302_11.0403.C5 

Strand + 

End 2092 

Method AAT/NAP 

End 2092 

Score 88 



41597 
86270 
1 



Seq. ID OJ000302_11.0403.C5 
Strand + 
End 2092 



41734 



Name 

Start 

GI 

Exons 

Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ000302_11 . 04 03 . C5 . ol . gs Method GENSCAN 

132 End 1548 

none Score . 69 

132. .316, 500. .587, 1381. .1548 



41598 
86271 
229 

OJ000302_11.0403.C6.ol.gs 

229. 

none 



Seq. ID OJ000302_11.0403.C6 

Strand + 

End 3239 

Method GENSCAN 

End 3239 

Score . 65 



229. .297, 631. .792, 1438. .1518, 1520. .1924, 2032. .2108, 
2136.. 2253, 2870.. 3057, 3209.. 3239 



Seq. No. 41598 Seq. ID 

Gene No. 86272 Strand 

Start 14795 End 

Name OJ000302_11 . 0403 . C6 . o3 . gs Method 

Start 14795 End 

GI none Score 
Exons 



OJ000302_11.0403.C6 
+ 

26021 
GENSCAN 
25898 
.69 



14795. .15895, 17728 .. 17826, 18320 .. 18669, 18 991 .. 19207 , 

19380. .19459, 19561 .. 19651, 19692 .. 19847 , 21184 .. 21309, 

21479. .21606, 21929 .. 22057 , 22059 .. 22270 , 22345 .. 22420, 

22455. .22^473, 24298 .. 2454 9, 24572 .. 24 659, 25768.. 25898 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



41598 Seq. ID 

86272 Strand 

14795 End 

OJ000302_1 1 . 04 03 . C6 . o3 . np Method 

14801 End 

7267774 Score 



OJ000302_11.0403.C6 
+ 

26021 
AAT/NAP 
19729 
1691 



14801. .15696, 15733. .15895, 17728 .. 17826, 18154 .. 18237 , 
18320. .18669, 18991 .. 19207, 19380 19459, 19561.. 19729 



GI Descrip. (AL161518) putative methyltransf erase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start*-' 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41598 Seq. ID 

86272 ,\. Strand 
-1.4795 . ' " * . End 

6 J000302_ll . 0403 . C6 . o3 . gp Method 
23482 End 
31151_2.R1084 Score 
23482. .23753, 25768.. 26021 

M877775/gb|AAD31424.1|AF126531_l 4.0e-09 (AF126531) putative 
DNA-directed RNA polymerase III Cll subunit [Homo sapiens] ' 



OJ000302_11.0403.C6 . 
+ 

26021 
AAT/GAP 
26021 
992 



41598 Seq. ID 

86272 Strand 

14795 End 

OJ000302_11 . 04 03 . C6 . o4 . np Method 

24349 End 

4309697 Score 



OJ000302_11.0403.C6 
+ 

26021 
AAT/NAP 
25895 
209 



24349.-24468, 24572 24659, 25768.. 25895 

(AC006266) putative DNA-directed RNA polymerase subunit 

[Arabidopsis thaliana] 



41598 
86273 



Seq. ID OJ000302_11.0403.C6 
Strand 



41735 





Start 


3678 


End 


13880 






Name 


OJ000302 11.0403.C6.o2.gs 


Method 


GENSCAN 






Start 


3678 


End. 


13880 






GI 


none 


Score 


.64 






Exons 


3678.-3829, 4217.. 4380, 5697. 


.5786, 6853. .7004, 


7551. .7580, 






7819. .7988, 9111.. 9185, 9433. 


.9589, 9829.-9875, 


11006. .11286, 






11613. .11749, 12238. .12404, 13343.. 13880 






Seq. No. 


41598 


Seq. ID 


OJ000 


_11.0403.C6 




Gene No. 


86273 


Strand 








Start 


3678 


End 


13880 






Name 


OJ000302 11.0403.C6.ol.gp 


Method 


AAT/GAP 






Start 


6344 


End 


6996 






GI 


5003123 


Score 


1220 






Exons 


6344. .6996 










Seq. No. 


41598 


Seq. ID 


OJ000302_ 


11. 0403. C6 




Gene No. 


86273 


Strand 








Start 


3678 


End 


13880 






Name 


OJ000302 11.0403.C6.ol.np 


Method 


AAT/NAP 






Start 


7408 


End 


11291 






GI 


4337179 


Score 


268 






Exons 


7408. .7549, 8394. .8525, 9111. 


.9291, 9430.. 9563, 


9773. .9875, 






11006. .11120, 11199.. 11291 










GI Descrip. 


(AC006416) This gene is continued on the 5 1 end 


of BAC T12M14. 


: ; 5 

•3 • " 




[Arabidopsis thaliana] 








r i s 


Seq. No. 


41598 


Seq. ID 


OJ000302_ 


11. 0403. C6 


f 1 


Gene No. 


86273 


Strand 








Start 


3678 


End 


13880 






Name 


OJ000302 11.0403.C6.o2.gp 


Method 


AAT/GAP 




=. = 

t 55* 


Start 


9437 


End 


11225 






GI 


5003124 


Score 


784 




- 


Exons 


9437.. 9589, 9829.. 9875, 11006 


. .11225 






□ 


GI Descrip. 


4337179/gb|AAD18100| 1.0e-17 


(AC006416) 


This gene is continued 






on the 5 f end of BAC T12M14. 


[Arabidopsis thaliana] 


r ^ 


•Seq. No. - 


41598 • ' 


Seq. . ID 


OJ000302_ 


_11.0403.C6 . 




Gene No. 


86273 


Strand 








Start 


3678 " 


End 


13880 






Name 


OJ000302 11.0403.C6.o2.np 


Method 


AAT/NAP 






Start 


13311 


End 


13876 






GI 


5932554 


Score 


388 






Exons 


13311. .13876 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC0094 65) putative inner mitochondrial membrane protein 
[Arabidopsis thaliana] gi | 6175180 | gb|AAF04906. 1 |AC011437_21 
(AC011437) putative inner mitochondrial membrane protein 
[Arabidopsis thaliana] 

Seq. ID OJ000302_11.0403.C6 



41598 
86274 
22641 

OJ000302_11.0403.C6.o5.np 
22641 
7489544 

22641. .22793> 27156 .. 27308, 27381 .. 27771, 27843 28000, 
28556. .28776, 28860 .. 29087, 30032 .. 30069, 30417 .. 30457 , 



Strand 

End 30753 

Method AAT/NAP 

End 30753 

Score 87 9 



41736 



30714. .30753 

GI Descrip. probable mitogen activated protein kinase - rice 

gi|3450842|gb|AAC32599,l| (AF080436) mitogen activated protein 
kinase kinase [Oryza sativa] 



Seq. No. 


41598 




Seq. ID 


OJ000302 


_11.0403. 


C6 


Gene No. 


86274 




Strand 


- 






Start 


22641 




End 


30753 






Name 


OJ000302 11. 0403. C6. 


o4 .gp 


Method 


AAT/GAP 






Start 


26367 




End 


26846 






GI 


3760971 




Score 


880 






Exons 


26367. .26846 












Seq. No. 


41598 




Seq. ID 


OJ000302_ 


JL1.0403. 


C6 


Gene No. 


86274 




Strand 








Start 


22641 




End 


30753 






Name 


OJ000302 11. 0403. C6. 


o4 .gs 


Method 


GEN SCAN 






Start 


26584 




End 


30494 






GI 


none 




Score 


.94 






Exons 


26584. .27308, 27381. 


.27771, 


27843. .28000, 29741 


. .29783, 






30417. .30494 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



41598 Seq. ID OJ000302_11 . 0403 . C6 

86274 Strand 

22641 End 30753 

OJ000302_11 . 0403 . C6 . o5 . gp Method AAT/GAP 

29572 End 29735 

533_1.R1084 Score 162 

29572. .29625, 29648.. 29735 

'113172/spl P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] f 



Seq. No. 41598 

Gene No. 86275 

Start 32244 

Name OJ000302_11 . 0403.C6.ol. tw 

Start 6782 

GI none 

Exons 6782.. 6820, 6850.. 7005, 6855. 

7817. .7870, 7817. .7879 



OJ000302_11.0403.C6 
33959 

TBLASTX: Wheat 

7879 

39 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7007, 6856.. 7005, 6873.. 7007, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41598 
86275 
32244 

OJ000302_11. 

6850 

none 

6850. .7005, 
7819. .7893 



0403.C6.o6.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_11.0403.C6 
33959 

TBLASTX: Maize 

7893 

196 



6850. .7005, 6873. .7007, 7816.. 7893, 7817.. 7891, 



Seq. No. 41598 Seq. ID 

Gene No. 86275 Strand 

Start 32244 End 

Name OJ000302_11 . 04 03 . C6 . o4 . tm Method 

Start 7930 End 



OJ000302_11. 0403. C6 
33959 

TBLASTX: Maize 
9288 



41737 




GI none Score 127 

Exons 7930.. 8001, 8399.. 8524, 8403.. 8525, 8404.. 8559, 9090.. 9284, 

9092. .9283,. 9106. .9288 



Seq. No. 


41598 




Seq. ID 


OJ000302_11.0403 


.C6 


Gene No. 


86275 




Strand 






Start 


32244 




End 


33959 




Name 


OJ000302 11. 0403. C6 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11007 




End 


11120 




GI 


none 




Score 


64 




Exons 


11007. .11120, 11080 


. . 11115 








Seq. No. 


41598 




Seq. ID 


OJ000302JL1.0403 


-C6 


Gene No. 


86275 




Strand 






Start 


32244 




End 


33959 




Name 


OJ000302 11. 0403. C6 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13446 




End 


13778 




GI 


none 




Score 


55 




Exons 


13446. .13778, 13462 


. .13566, 


13666. .13767 




Seq. No. 


41598 




Seq. ID 


OJ000302_11.0403 


.C6 


Gene No . 


86275 




Strand 






Start 


32244 




End 


33959 




Name 


. OJ000302 11. 0403. C6 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


134 61 




End 


13784 




GI 


none 




Score 


71 




Exons 


13461. .13784, 13462 


. .13587, 


13497. .13598, 13663.. 13767 




Seq. No. 


41598 




Seq. ID 


OJ000302_11.0403 


.C6 


Gene No . 


86275 




Strand 






Start 


32244 




End 


33959 




Name 


OJ000302 11. 0403. C6 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


18362 




End 


19162 




GI 


none 




Score 


478 




Exons 


18362. .18667, 18406 


. .18672, 


18413. .18664, 18559 .. 18669, 






18990. .19124, 18991 


. . 19161, 


18992.. 19162 




Seq. No. - 


41598 




Seq. ID : 


OJ000302JL1. 0.403 


,C6 


Gene No . 


86275 ' 




Strand 






Start 


32244 




End 


33959 




Name 


' OJ000302 11. 0403. C6 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


18452 




End 


18613 




GI 


none 




Score 


291 




Exons 


18452. .18613, 18455 


. . 18613 








Seq. No. 


41598 




Seq. ID 


OJ000302_11.0403 


• C6 


Gene No. 


86275 




Strand 






Start 


32244 




End 


33959 




Name 


OJ000302 11. 0403. C6 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


19361 




End 


19684 




GI 


none 




Score 


135 




Exons 


19361. .19462, 19377 


. .19463, 


19530. .19676, 19558 .. 19677 , 






19560. .19676, 19561 


. .19683, 


19562. .19684 




Seq. No. 


- 41598 




Seq. ID 


OJ000302_11.0403 


.C6 


Gene No. 


86275 




Strand 






Start 


32244 




End 


33959 





41738 



Name 

Start 

GI 

Exons 



Seq. No. 

Ge.ne . No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_11 . 0403 . C6 . o3 . tin Method 
24345 End 
none Score 



TBLASTX: Maize 

25915 

173 



24345. .24419, 2434 6 244 62, 24563 .. 24 655, 25762.-25899, 
25764. .25898, 25766 .. 25915, 25767. .25907 



41598 . 

86275 

32244 

OJ000302_11 . 0403 . C6 . ol . tm 

26540 

none 

26540. .26584, 26543 26584 , 
26758. .26850, 26838 .. 27014 , 
26992. .27126, 26997 .. 27098, 
27106. .27315, 27358 27594 # 
27593. .27772, 27595 27771, 
27848. .28006, 28552 28773, 
28863.. 28913 

41598 
86275 
32244 

OJ000302_11.0403.C6.o3.ts 

27157 

none 



Seq. ID 

.Strand 
End 

Method 
End 
Score 

26582 

26839 

27098 

27379 

27846 

28554 



OJ000302 11. 0403. C6 



33959 

TBLASTX: Maize 
28918 
40 

26752, 26590. .26748, 
26985, 26979. .27101, 
27316, 27106. .27324, 
27594, 27380. .27595, 



28001, 27848. 
28775, 28862. 



.28000, 
.28918, 



Seq. ID OJ000302_11.0403.C6 
Strand 

End 33959 

Method TBLASTX : Soybean 

End 28002 

Score 111 



27157. .27312, 27157 27324 , 27158 .. 27313, 27347 .. 27418, 
27371. .27418, 27379.-274 98, 27451 .. 2754 6, 27637 27771, 
27650. .27772, 27846 .. 28001, 27850.. 28002 



41598 
86275 
32244 

OJ000302_11.0403.C6.o2.tc 

27629 

none 

27629. .27733, 
27853. .28002, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 11. 0403. C6 



33959 
TBLASTX: 
28021 
73 



Cress 



27640. .27768, 
27860... 28021 



27846. .28001, 27850 .. 28002, 



41598 
86275 
32244 

OJ000302_11 . 0403 . C6 . ol . tc 

28593 

none 

28593. .28625, 28642 .. 28755, 
28859. .29056 

41598 
86275 
32244 

OJ000302_11.0403.C6.ol.ts 

28596 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 11. 0403. C6 



33959 
TBLASTX; 
29057 
63 



Cress 



28644..28772, 28857 .. 29057 , 



Seq. ID OJ000302_11.0403.C6 
Strand 

End 33959 

Method TBLASTX : Soybean 

End 29093 

Score 174 



28596. .28778, 28597 .. 28776, 28857 .. 29093, 28859. .29086 



Seq. No. 



41598 



Seq. ID OJ000302_11.0403.C6 



41739 




bene no. 


O OZ / 3 


Strand 




Start 


32244 


End 


33959 


Name 


OJ000302 11.0403.C6.o5.gs 


Method 


GENSCAN 


Start 


32244 


End 


33959 


GI 


none 


Score 


.82 


Exons 


32244. .32568, 33793.. 33959 






Seq. No. 


41598 


Seq. ID 


OJ000302_11.0403'.C6 


Gene No. 


86275 


Strand 


- 


Start 


32244 


End 


33959 


Name 


OJ000302 11.0403.C6.o6.gp 


Method 


AAT /ftAP 


Start 


32560 


End 


32629 


GI 


uC-osflcypl58c04al 


Score 


81 


Exons 


32560. .32629 






GI Descrip. 


1 4581164 /gb | AAD24647 . 1 | AC006220_3 2.0e 


-17 (AC006220) putative 




polyprotein [Arabidopsis thaliana] 1 




Seq. No. 


41599 


Seq. ID 


OJ000302_11.0403.C7 


Gene No. 


86276 


Strand 


+ 


Start 


1141 


End 


7758 


Name 


OJ000302 11.0403.C7.ol.gs 


Method 


GENSCAN 


Start 


1141 


End 


7758 


GI 


none 


Score 


.65 


Exons 


1141. .1189, 2040. .2065, 2195. 


.2217, 4590. .4729, 4747. .4803, 




5113.. 5364, 5505.. 5645, 5938. 


.6114, 6780. .7098, 7152. .7518, 




7612. .7758 






Seq. No. 


41599 


Seq. ID 


OJ000302_11.0403.C7 


Gene No. 


86276 


Strand 


+ 


Start 


1141 


End 


7758 


Name 


OJ000302 11.0403.C7.ol.np 


Method 


AAT /NAP 


Start 


5034 


End 


7479 


GI 


7485292 


Score 


587 


Exons 


5034. .5364, 5505. .5645, 6780. 


.7479 




GI Descrip. 


hypothetical protein A TM018A10.3 - Arabidopsis thaliana 




gi|2252851|gb|AAB62849.1| (AF013294) A 


TM018A10.3 gene produd 




[Arabidopsis thaliana] gi | 7267430 | emb | CAB80900 . 1 | (AL161472) 




coded for by A. thaliana cDNA 


T20730; 


similarity to*; Contains 




EST gb:AI992907.1, AA586261, 


T20730 [Arabidopsis thaliana] 


Seq. No. 


41599 


Seq. ID 


OJ000302_11.0403.C7 


Gene No . 


86276 


Strand 


+ 


Start 


1141 


End 


7758 


Name 


OJ000302 11.0403.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


5139 


End 


5360 


GI 


none 


Score 


192 


Exons 


5139.. 5360, 5168.. 5290, 5316. 


.5360 




Seq. No. 


41599 


Seq. ID 


OJ000302_11.0403.C7 


Gene No. 


86276 


Strand 


+ 


Start 


1141 


End 


7758 


Name 


OJ000302 11.0403.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5196 


End 


7362 


GI 


none 


Score 


176 


Exons 


5196. .5366, 5198. .5365, 5504. 


.5659, 6794. .7072, 7168. .7362 


Seq.' No. 


41599 


Seq. ID 


OJ000302_11.0403.C7 



41740 



Gene No. 


86276 




Strand 


+ 




Start 


1141 




End 


7758 




Name 


OJ000302 11.0403. 


C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


6794 




End 


7105 




GI 


none 




Score 


128 




Exons 


6794.. 6901, 6796. 


.6882, 6971.. 


7105 






Seq. No. 


41599 




Seq.. . ID . 


- _OJ000302_11.0403 


.C7 


Gene No. 


86276 




Strand 


+ 




Start 


1141 




End 


7758 




Name 


OJ000302 11.0403. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


7082 




End 


7347 




GI 


none 




Score 


61 




Exons 


7082.. 7147, 7105. 


.7143, 7167.. 


7220, 7167. .7337, 7168.. 7338, 




7234. .7347 










Seq. No. 


41600 




Seq. ID 


OJ000302JL1.0403 


.C8 


Gene No. 


86277 




Strand 


+ 




Start 


10 




End 


306 




Name 


OJ000302 11.0403. 


C8.ol.gs 


Method 


GEN SCAN 




Start 


10 




End 


306 




GI 


none 




Score 


.78 




Exons 


10. .101, 195. .306 








Seq. No. 


41600 




Seq. ID 


OJ000302_11.0403 


.C8 


Gene No. 


86278 




Strand 






Start 


1273 




End 


2478 




Name 


OJ000302 11.0403. 


C8.o2.gs 


Method 


GENSCAN 




Start 


1273 




End 


2459 




GI 


none 




Score 


.74 




Exons 


1273.. 1514, 1689. 


.1710, 2235.. 


2459 






Seq. No. 


41600 




Seq. ID 


OJ000302_11.0403 


-C8 


Gene No. 


86278 




Strand 






Start 


1273 




End 


2478 




Name 


OJ000302 11.0403. 


C8 ,'ol.gp 


Method 


AAT/GAP 




Start 


1858 




End 


2478 




GI. 


15801 1.R1084- . 




Score 


1188- 




Exons 


1858. .2478 










GI Descrip. 


'2252851 1.0e-15 


(AF013294) No definition line found 






[Arabidopsis thaliana] ' 








Seq. No. 


41600 




Seq. ID 


OJ000302_11.0403 


.C8 


Gene No. 


86278 




Strand 






Start 


1273 




End 


2478 




Name 


OJ000302 11.0403. 


C8 .ol.np 


Method 


AAT/NAP 




Start 


2271 




End 


2478 




GI 


7487768 




Score 


84 




Exons 


2271. .2478 











GI Descrip. hypothetical protein T6K21, 
gi | 2894 606 | emb | CAA17140 . 1 1 



,150 - Arabidopsis thaliana 
(AL021889) putative protein 
[Arabidopsis thaliana] gi | 7268549 I emb | CAB78799 . 1 1 (AL161547) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



41601 
86279 
6206 



Seq. ID OJ000302_11.0403.C9 
Strand + 
End 7409 



41741 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000302JL1 . 04 03 . C9 . o2 . gs Method GENSCAN 

6206 End 7409 

none Score .74 

6206. .6290, 6372.. 6573, 7069. .7162, 7167. .7409 



Seq. ID OJ000302_11.0403.C9 
Strand 

End 1102 

Method AAT/GAP 

End 313. 

Score 585 



41601 
86280 
1 

OJ000302_11.0403.C9.ol,gp 
1 

4880323 
1. .313 

6041820/gb|AAF02135.1|AC009918_7 3.0e-18 (AC009918) hypothetical 
protein [Arabidopsis thaliana] 



Seq. ID OJ000302_11.0403.C9 
Strand 

End 1102 

Method AAT/NAP 

End 1087 

Score 608 



41601 
86280 
1 

OJ000302_11.0403.C9.ol.np 
1 

7485292 

1..354, 512. .652, 754. .1087 

hypothetical protein A_TM018A10.3 - Arabidopsis thaliana 
gi|2252851|gb|AAB62849.1| (AF013294) A_TM018A10.3 gene product 
[Arabidopsis thaliana] gi I 7267430 | emb j CAB80900 . 1 1 (AL161472) 
coded for by A. thaliana cDNA T20730; similarity to; contains 
EST gb:AI992907.1, AA586261, T20730 [Arabidopsis thaliana] 



Seq. No. 


41601 






Seq. ID 


OJ000302 


Gene No. 


86280 






Strand 




Start 


1 






End 


1102 


Name 


OJ000302 


ll.0403.C9.ol. 


tc 


Method 


TBLASTX: 


Start 


63 






End 


653 


GI 


none 






Score 


100 


Exons 


63. .149, 


230. .340, 231. 


.338, 


558. .653 




Seq. No. 


41601 






Seq. ID 


OJ000302 


Gene No. 


86280 






Strand 




Start 


1 






End 


1102 


Name 


OJ000302 


_ll.0403.C9.ol. 


ts 


Method 


TBLASTX: 


Start 


63 






End 


923 


GI 


none 






Score 


76 


Exons 


63. .149, 


152. .340, 791. 


.922, 


792. .923 




Seq. No. 


41601 






Seq. ID 


OJ000302 


Gene No. 


86280 






Strand 




Start 


1 






End 


1102 


Name 


OJ000302 


ll.0403.C9.ol. 


gs 


Method 


GENSCAN 


Start 


151 






End 


1102 


GI 


none 






Score 


.91 


Exons 


151. .354, 


512.. 652, 754 


. .1102 






Seq. No. 


41602 






Seq. ID 


OJ000302 


Gene No. 


86281 






Strand 




Start 


1153 






End 


1389 


Name 


OJ000302 


11. 0403. C10. ol 


. tm 


Method 


TBLASTX : 


Start 


1153 






End 


1389 



41742 



GI 

Exons 



none Score 44 

1153. .1239, 1160. .1246, 1235. .1387, 1243. .1389 



Seq. No. 41603 Seq. ID 

Gene No. 86282 Strand 

Start 1169 End 

Name OJ000222_15 . 0406 . CI . ol . gs Method 

Start 1169 End 

GI none Score 
Exons 



1169.. 1183, 1556.. 1727, 3153.. 3226 



Seq. No. 41603 Seq. ID 

Gene No. 8 6283 Strand 

Start 4415 End 

Name OJ000222_15 . 0406 . CI . o2 . gs Method 

Start 4415 End 

GI none Score 

Exons 4415.. 4540 

Seq. No. 41604 Seq. ID 

Gene No. 86284 Strand 

Start 68 End 

Name 0 J000222_15 . 0406 . C2 . ol . gs Method 

Start 68 End 

GI " none Score 

Exons 68.. 280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41604 
86285 
311 

OJ000222_15.0406.C2.ol.np 
311 

7485429 

311.. 462, 3710.. 3911, 



OJ000222_15.0406.C1 
+ 

3226 
GEN SCAN 
3226 
.88 



OJ000222_15.0406.C1 

4540 
GENS CAN 
4540 
.42 



OJ000222_15.0406.C2 
+ 

280 

GENS CAN 

280 

.5 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4063. .4348, 4439 



OJ000222 
+ 

5872 
AAT/NAP 
5863 
1287 
. .5863 



15. 0406. C2 



hypothetical protein F13M22.15 - Arabidopsis thaliana 

gi I 3236247 | gb | AAC23635.il (AC004 684) putative SCARECROW gene 

regulator [Arabidopsis thaliana] 



41604 Seq. ID 

86285 Strand 

311 End 

OJ000222_15 . 0406 . C2 . o2 . gs Method 

3416 End 

none Score 
3416. .5872 



OJ000222_15.0406.C2 
+ 

5872 
GENSCAN 
5872 
.52 



Seq. No. 41604 

Gene No. 86285 

Start 311 

Name OJ000222_15 . 0406 . C2 . ol . gp 

Start 4097 

GI none 

Exons 4097.. 4827 



Seq. ID OJ000222_15.0406.C2 

Strand + 

End 5872 

Method AAT/GAP 

End 4827 

Score 1451 



Seq. No. 
Gene No. 
Start 



41604 
86286 
14237 



Seq. ID OJ000222__15.0406.C2 
Strand + 
End 21219 



41743 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000222 15.0406.C2.o3.np 



Method AAT/NAP 



14237 End 21219 

5777623 Score 1062 

14237. .14285, 17240 .. 174 66, 17719 .. 17822 , 17 98 9 .. 18544 , 

19377. .19622, 21195.. 21219 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq.. No. 


41604 


Seq. ID 


OJ000222_15. 


0406. C2 


Gene No. 


86286 


Strand 


+ 




Start 


14237 


End 


21219 




Name 


OJ000222_15 . 04 06 . C2 . o7 . gs 


Method 


GEN SCAN 




Start 


19837 


End 


20428 




GI 


none 


Score 


.82 




Exons 


19837. .19891, 20355.. 20428 








Seq. No. 


41604 


Seq. ID 


OJ000222_15. 


0406.C2 


Gene No . 


86287 


Strand 






Start 


5382 


End 


6298 




Name 


OJ000222J.5 . 0406 . C2 . o2 . gp 


Method 


AAT/GAP 




Start 


5382 


End 


6298 




GI 


3411 1.R1084 


Score 


1815 




Exons 


5382. . 6298 








GI Descrip. 


'3236247 4.0e-54 (AC004684) 


SCARECROW- like protein 


[Arabidopsis 




thaliana] 1 








Seq. No. 


41604 


Seq. ID 


OJ000222_15. 


0406. C2 


Gene No. 


86288 


Strand 






Start 


8152 


End 


8352 




Name 


OJ000222 15.0406.C2.o3.gs 


Method 


GENSCAN 




Start 


8152 


End 


8352 




GI . 


none 


Score 


.98 




Exons 


8152. .8352 








Seq. No. 


41604 


Seq. ID 


OJ000222_15. 


0406. C2 


Gene No. 


86289 


Strand 






Start 


9347 


End 


9901 




Name 


OJ000222 15.0406.C2.o4.gs 


Method 


GENSCAN 




Start 


. 9347 


End 


9901 




GI 


none 


Score 


.'87 




Exons 


9347. .9543, 9832.. 9901 









Seq. No. 41604 
Gene No. . 86290 
Start 10908 

Name OJ000222_15 . 0406 . C2 . o3 . gp 

Start 10690 
GI 838_1.R1084 
Exons 10690. .11038, 

13231. .13410 

GI Descrip. '2920654/gb| AAC04576. 1 | 0.0e+00 (AF047697) putative high-pl 
laccase [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 15. 0406. C2 



13584 
AAT/GAP 
13410 
3592 



11144. .12117, 12618. .12746, 12904 .. 13148, 



Seq. No. 41604 Seq. ID 

Gene No. 86290 Strand 

Start 10908 End 

Name OJ000222JL5 . 0406 . C2 . o5 . gs Method 

Start 10908 End 



OJ000222_15.0406.C2 

13584 

GENSCAN 

13584 



41744 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .87 

10908. .11038, 11144. .11915, 11960 .. 12117,. 12618 .. 12746, 

12832. .13148, 13231 13382, 13483.. 13584 



OJ000222_15.0406.C2 

13584 , 
AAT/NAP 
13406 
2776 

11144. .12117, 12618. .12746, 12904 .. 13148, 



41604 Seq. ID 

86290 Strand 
10908 End 
0 J000222_15 . 0406 . C2 . o2 . np Method 
10911 End 
7432996. Score 
10911. .11038, 
13231. .13406 

probable laccase (EC 1.10 
gi | 2920654 | gb | AAC04576 . 1 | 
[Oryza sativa] 



3.2) - rice (fragment) 
(AF047697) putative high-pi laccase 



O C ■ IN W • 


41604 


pAnr> Kl /~\ 

vscnti LNvJ • 


86291 


Start 


18062 


Name 


OJ000222 15. 0406. C2. 


Start 


18062 




none 


Exons 


18062. .18222, 18245 


^*^rr Mo 

O C VJ • liw • 


41604 




86292 


jLdii. 


19528 


Name 


OJ000222 15. 0406. C2, 


Start 


19528 


GI 


4680186 


Exons 


19528. .19946, 20417 


GI Descrip. 


(AF111709) unknown 


Seq. No. 


41604 


Gene No. 


86292 


Start 


19528 


Name 


OJ000222 15. 0406. C2 


Start 


22448 


GI 


none 


Exons 


22448. .22578, 22728 




24405. .24556, 24703 


Seq. Na. 


41604 


Gene No. 


86292 


Start 


19528 


Name 


OJ000222 15. 0406. C2 


Start 


22451 


GI 


7432996 


Exons 


22451. .22578, 22728 




24405. .24580 



Seq. ID OJ000222_15.0406.C2 
Strand 

End 18635 ■ 

Method GENSCAN 

End 18635 

Score .46 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_15.0406.C2 

24851 
AAT/NAP 
22782 
208 



22728. .22782 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



indica] 
OJ000222_15.0406.C2 

24851 
GENSCAN 
24807 
• .95 



,23914, 24036. .24280, 



.oS.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_15.0406.C2 

24851 
AAT/NAP 
24580 
2203 



.23699, 23786. .23914, 24036. .24280, 



GI Descrip. 



Seq. No. 
Gene No. 
Start 



probable laccase (EC 1.10 
gi | 2920654 | gb | AAC04576 . 1 1 
[Oryza sativa] 

41604 
86292 
19528 



3.2) - rice (fragment) 

(AF047697) putative high-pi laccase 



Seq. ID 

Strand 

End 



OJ000222 15. 0406. C2 



24851 



41745 




Name 


OJ000222 15. 


0406. 


C2.o4.gp . 


Method 


AAT/GAP 


Of a v~+- 


941 9** 






End 


24851 


GI 


2428160 






Score 


805 


Exons 


24123. .24280 


i, 24405. .24556, 


24703. .24851 


GI Descrip. 


2129953/pirI 


IJC5229 3.0e-39 


laccase (EC 1.10.3.2) - common 




tobacco >gi_ 


1685087 (U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 










Seq. No. 


41604 






Seq. ID 


OJ000222_15.0406.C2 


Gene No. . 


o Dzyj 






Strand 




Start 


27509 






End 


37149 


Name 


OJ000222 15. 


U4 U D . 


CO r\£\ fm 


Method 


TBLASTX: Maize 


Start 


4388 






End 


4827 


GI 


none 






Score 


343 


Exons 


4388. .4651, 


4407. 


.4610, 4408 


..4827, 4442. .4825 


Seq. No. 


41604 






Seq. ID 


OJ000222_15.0406.C2 


bene wo . 


O OZ 






Strand 




Start 


27509 






End 


37149 


Name 


OJ000222 15. 


0406. 


C2.o6.ts 


Method 


TBLASTX : Soybean 


Start 


4733 






End 


5170 


GI 


none 






Score 


260 


Exons 


4733. .5170, 


4985. 


.5170 






Seq. No. 


41604 






Seq. ID 


OJ000222_15.0406.C-2 


Gene No. 


86293 






Strand 




otart 


z / ouy 






End 


37149 


Name 


OJ000222 15. 


0406. 


C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


4889 






End 


5662 


GI 


none 






Score 


228 


Exons 


4889. .5125, 


4951. 


.5139, 5116 


..5217, 5126. .5662, 5147. .5587, 




5344. .5661 










Seq. No. 


41604 






Seq. ID 


OJ000222_15.0406.C2 


Gene No . 








Strand 




Start 


27509 






End 


37149 


Name 


OJ000222 15. 


n a n a 
U4 Ud . 


. oi . um 


Method 


TBLASTX: Maize 


Start 


4997 






End 


5976- 


GI 


none 






Score 


1364 ' 


Exons 


4997. .5860, 


4999. 


.5853, 5717 


..5857, 5938.. 5976 


Seq. No. 


41604 






Seq. ID 


OJ000222_15.0406.C2 


bene no . 








Strand 




Start 


27509 






End 


37149 


Name 


OJ000222 15. 


0406. 


C2 .06. tw 


Method 


TBLASTX: Wheat 


Start 


5111 






End 


5512 


GI 


none 






Score 


195 


Exons 


5111. .5512, 


5128. 


.5169 






Seq. No. 


41604 






Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 






Strand 




Start 


27509 






End 


37149 


Name 


OJ000222 15. 


0406. 


C2.o3.ts 


Method 


TBLASTX: Soybean 


Start 


5180 






End 


5853 


GI 


none 






Score 


638 


Exons 


5180. .5755, 


5182. 


.5262, 5195 


..5629, 5341. .5751, 5759. .5851, 



5806. .5853 



41746 



Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406. 


C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


5604 




End 


5928 




GI 


none 




Score 


134 




Exons 


5604. .5708, 5604. .5846, 5606. .5848, 5902. .5928 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406. 


C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o8.tc 


Method 


TBLASTX: Cress 




Start 


5663 




End 


5851 




GI 


none 




Score 


84 




Exons 


5663. .5755, 5759. .5851 








Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406. 


C2 


Gene No. 


86293 




Strand 






Start . 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2 . 


o3.tm 


Method 


TBLASTX: Maize 




Start 


10908 




End 


23146 




GI 


none 




Score 


147 




Exons 


10908. .11039, 10914. 


.11033, 


11131. .11562, 11142. .11558, 






11395. .11562, 22435. 


.22578, 


22448. .22579, 22452 22580, 






22724. .23146, 22726. 


.23142 








Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406. 


C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o5.tc 


. Method 


TBLASTX: Cress 




Start 


10914 




End 


23088 




GI 


none 




Score 


63 




Exons 


10914. .11036, 10944. 


.11036, 


10963. .11037, 11253. .11504, 






11263. .11496, 22479. 


.22577, 


22484. .22576, 22518 22577, 






22798. .22827, 22799. 


.22888, 


22835. .23080, 22882.. 23088 




Seq. No. 


41604 - 




Seq. ID 


. OJ000222_15.0406. 


C2 


Gene No. 


86293 




.Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


10978 




End 


23529 




GI 


none 




Score 


77 




Exons 


10978. .11037, 10980. 


.11036, 


11131. .11496, 11145. .11519, 






11523. .11576, 11544. 


.11795, 


11557. .11757, 11820. .11948, 






11821. .11856, 11866. 


.11934, 


22518. .22577, 22520 .. 22579, 






22520. .22576, 22729. 


.23109, 


22730. .23161, 23083 .. 23160, 






23128. .23358, 23129. 


.23356, 


23236. .23529, 23447.. 23527 




Seq.. No. 


41604 




Seq. ID 


OJ000222_15.0406. 


C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2 . 


o7.tc 


Method 


TBLASTX: Cress 




Start 


11523 




End 


23646 




GI 


none 




Score 


116 




Exons 


11523. .11591, 11649. 


.11759, 


11832. .11906, 11942. .12064, 






23107. .23175, 23227. 


.23337, 


23341. .23472, 23506.. 23646 





41747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41604 Seq. ID 

86293 Strand 

27509 End 

OJ000222_15 . 04 06 . C2 . o7 . tm Method 

11643 End 

none Score 



11643. .11753, 11839. .11871, 11942 12100, 23242 
23272. .23331, 23405 23452, 23409 .. 23432 , 23464 
23506. .23682 



OJ000222_15.0406.C2 
37149 

TBLASTX: Maize 

23682 

45 

23337, 
23682, 



Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


11872 




End 


23700 




GI 


none 




Score 


195 




Exons 


11872. .11934, 11942. 


.12118, 


23440. .23700, 23503.. 23700 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No . 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2 . 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


11948 




.End 


23867 




GI - 


none 




Score 


99 




Exons 


11948. .12118, 12569. 


.12697, 


12613. .12702, 23530. .23706, 






23533. .23700, 23787. 


.23867, 


23794. .23865 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


12569 




End 


23916 




GI 


none 




Score 


146 




Exons 


12569. .12748, 12613. 


.12747, 


23787. .23915, 23787 .. 23915, 






23788. .23916 










Seq. No. 


.41604 




Seq. ID 


OJ000222JL5.0406 


.C2 


Gene No. 


86293 - 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2 . 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12703 




End 


24565 




GI 


none 




Score 


217 




Exons 


12703. .12750, 12896. 


.13147, 


12903. .13148, 13230. .13382, 






13243. .13371, 13474. 


.13512, 


23871. .23921, 24026. .24280, 






24034. .24279, 24401. 


.24565, 


24405. .24512 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2 . 


o3. tc 


Method 


TBLASTX: Cress 




Start 


12885 




End 


24478 




GI 


none 




Score 


236 




Exons 


12885. .13148, 12896. 


.13147, 


13230. .13307, 23871 .. 23921, 






23872. .23916, 24026. 


.24280, 


24034. .24279, 24 401. .24478 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 



41748 



Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJQ00222 15. 0406. C2. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


12896 




End 


24279 




GI 


none 




Score 


234 




Exons 


12896. .13147, 12903. 


.13145, 


24008. .24277, 24034.. 24279 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


06. tm 


Method 


TBLASTX: Maize 




Start 


12896 




End 


24463 




GI 


none 




Score 


293 




Exons 


12896. .13147, 12906. 


.13148, 


24026. .24280, 24040 .. 2427 9, 






24197. .24301, 24401. 


.24463 








Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o6.np 


Method 


AAT/NAP 




Start 


26913 




End 


31471 




GI 


7487874 




Score 


2480 




Exons 


26913. .26988, 27570. 


.27973, 


28048. .28: 


275, 28814. .29581, 






29751. .30236, 31384. 


.31471 








GI Descrip. 


hypothetical protein T9I4.16 - Arabidopsis thaliana 






gi|3461848|gb|AAC33234.1| (AC005315) ] 


putative AAA-type * 


ATPase 




[Arabidopsis thaliana] 








Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406 


.C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o9.gs 


Method 


GENS CAN 




Start 


27509 




End 


32568 




GI 


none 




Score 


.93 




Exons 


27509. .27973, 28048. 


.28275, 


28814. .29581, 29751 30233, 






31384. .31511, 32040. 


.32108, 


32189. .32393, 32506.. 32568 




Seq. No. 


41604 




Seq. ID 


OJ000222JL5.0406 


.C2 


Gene No . 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start - 


27519 




End 


29850 




GI 


none 




Score 


370 




Exons 


27519. .27965, 27545. 


.27976, 


27566. .27976, 27574 .. 28008 , 






28044. .28127, 28045. 


.28278, 


28046. .28276, 28047 .. 28277, 






28811. .29584, 28812. 


.29219, 


28982. .29401, 29259.-29582, 






29456. .29584, 29739. 


.29840, 


29743. .29850 




Seq. No. 


41604 




Seq. ID 


OJ000222JL5.0406 


-C2 


Gene No. 


86293 




Strand 






Start 


27509 




End 


37149 




Name 


OJ000222 15. 0406. C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


27563 




End 


28083 




GI 


none 




Score 


38 




Exons 


27563. .27640, 27576. 


.27641, 


27629. .27661, 27662.-27973, 






27705. .27965, 28052. 


.28081, 


28054.. 28083 





41749 




Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 




Strand 




Start . 


27509 




End 


37149 


Name 


OJ000222_15.0406.C2. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


27644 




End 


30116 


GI 


none 




Score 


234 


Exons 


27644. .27976, 27705. 


.27965, 


28045. .28278, 2804 6 .. 2827 6, 




28048. .28278, 28788. 


.29219, 


28811. .29401, 28811. .29584, 




29122. .29568, 29259. 


.29576, 


29742. .29876, 29742 29813, 




29818. .30048, 29853. 


.30116, 


29901.. 30113 


Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 




Strand 




Start 


27509 




End 


37149 


Name 


OJ000222 15. 0406. C2 . 


o2.tc 


Method 


TBLASTX: Cress 


Start 


28153 




End 


29567 


GI 


none 




Score 


71 


Exons 


28153. .28248, 28154. 


.28249, 


28826.-28972, 28827 .. 28 970, 




28988. .29221, 29046. 


.29219, 


29258..29S66, 29262.. 29567 


Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 




Strand 




Start 


27509 




End 


37149 


Name 


OJ000222 15. 0406. C2. 


o7 .np 


Method 


AAT/NAP 


Start 


28761 




End 


34020 


GI 


6174838 




Score 


76 . 


Exons 


28761. .28795, 33809. 


.34020 






GI Descrip. 


(AB026890) transcription factor NtWRKY4 [Nicotiana tabacum] 


Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 




Strand 




Start 


27509 




End 


37149 


Name 


OJ000222 15. 0406. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


28826 




End 


29158 


GI 


none 




Score 


53 


Exons 


28826. .28972, 28911. 


.28970, 


28988. .29158, 29021 .. 29152, 




29046. .29156 








Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 




Strand 




Start 


27509 




End 


37149 


Name 


OJ000222 15. 0406. C2 . 


oS.gp 


Method 


AAT/GAP 


Start . 


29052 




End 


29534 


GI 


uC-osflcyp065bllbl 




Score 


946 


Exons 


29052. .29534 








GI Descrip. 


'2129953/pirl IJC5229 


3.0e-39 


laccase 


(EC 1.10.3.2) - common 




tobacco >gi_1685087 


(U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] ' 








Seq. No. 


41604 




Seq. ID 


OJ000222_15.0406.C2 


Gene No. 


86293 




Strand 




Start 


27509 




End 


37149 


Name 


OJ000222 15. 0406. C2. 


oS.tw 


Method 


TBLASTX: Wheat 


Start 


29258 




End 


29515 


GI 


none 




Score 


149 


Exons 


29258. .29515, 29259. 


.29486 







41750 



Seq- No. 


41604 


Seq. ID 


OJ000222_15.0406. 


C2^ 


Gene No. 




o Li aiiu 






Start 


27509 


End 


37149 




Name 


OJ000222 15.0406.C2.o7.tw 


Method 


TBLASTX: Wheat 




Start 


29850 


End 


30050 




GI 


none 


Score 


130 




Exons 


29850. .30050, 29854. .30015 








Seq. No. 


41604 


Seq. ID 


OJ000222JL5.0406. 


C2 


Gene No. 


86293 


Strand 






Start 


z i du y 


End 


37149 




Name 


OJ000222 15.0406.C2.o4.tm 


Method 


TBLASTX: Maize 




Start 


29851 


End 


30240 




GI 


none 


Score 


199 




Exons 


29851. .30108, 29853 .. 30113, 


29854. .30111, 29858. .30130, 






30129. .30236, 30130 .. 30234 , 


30130. .30240 




Seq. No. 


41604 


Seq. ID 


OJ000222_15.0406. 


,C2 


Gene No. 


O CO Q "5 

o dz y 3 


Strand 






Start 


27509 


End 


37149 




Name 


OJ000222 15.0406.C2.o6.tc 


Method 


TBLASTX: Cress 




Start 


29883 


End 


30236 




GI 


none 


Score 


63 




Exons 


29883. .30101, 29910 .. 30101, 


30129. .30236, 30130.. 30234 




Seq. No. 


41604 


Seq. ID 


OJ000222_15.0406, 


.C2 


Gene No. 


O CO Q *3 


Strand 






Start 


27509 


End 


37149 




Name 


OJ000222 15.0406.C2.ol0.gs 


Method 


GENSCAN 




Start 


33462 


End 


37149 




GI 


none 


Score 


.91 




Exons 


33462. .34020, 34048 .. 34210, 


36616. .36683, 37022.. 37149 




Seq. No. 


41605 


Seq. ID 


OJ000222_15.0406 


.C3 


Gene No. 


86294 


Strand 


+ 




brart 


2462 


End 


2576 




Name 


OJ000222 15.0406.C3.ol.np 


Method 


AAT/NAP 




Start 


2462 


End 


2576 




Gi 


6815099 


Score 


103 




Exons 


2462. .2576 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41605 


Seq. ID 


OJ000222_15.0406 


.C3 


Gene No. 


86295 


Strand 


+ 




btart 


10248 


End 


10332 




Name 


OJ000222 15.0406.C3.o2.np 


Method 


AAT/NAP 




Start 


10248 


End 


10332 




GI 


6721547 


Score 


94 




Exons 


10248. .10332 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448, 


Seq. No. 


41605 


Seq. ID 


OJ000222_15.0406 


.C3 


Gene No. 


86296 


Strand 






Start 


859 


End 


1839 




Name 


OJ000222 15.0406.C3.ol.gs 


Method 


GENSCAN 




Start 


859 


End 


1839 




GI 


none 


Score 


.9 





41751 



Exons 



859.-946, 1187. .1306, 1412. .1839 



Seq. No. 


41605 


Seq. ID 


OJ000222_ 


_15. 


0406 


.C3 


Gene No. 


86297 


Strand 


- 








Start 


8420 


End 


8709 








Name 


OJ000222 15.0406.C3.o3.gs 


Method 


GENSCAN 








Start 


8420 


End 


8709 








GI 


none 


Score 


.47 








Exons 


8420.. 8513, 8574.. 8709 












beq. no. 


41606 


Seq. ID 




1 ^ 


OA 06 


CA 


Gene No. 


86298 


Strand 


+ 








Start 


1381 


End 


1833 








Name 


OJ000222 15.0406.C4.ol.np 


Method 


AAT/NAP 








Start 


1381 


End 


1833 








GI 


7523502 


Score 


106 








Exons 


1381. .1487, 1788. .1833 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








oeq. no. 


41606 


Seq. ID 


O.TO 00999 


X -J • 


0406 


C4 


Gene No. 


86298 


Strand 


+ 








Start 


1381 


End 


1833 








Name 


OJ000222 15.0406.C4.o2.np 


Method 


AAT/NAP 








Start 


1694 


End 


1833 








GI 


6539588 


Score 


120 








Exons 


1694. .1833 






- 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








beq. no. 


41607 


Seq. ID 


OJ000222 


_15. 


0406 


.C5 


Gene No. 


86299 


Strand 


+ 








Start 


242 


End 


1811 








Name 


OJ000222 15.0406.C5.ol.np 


Method 


AAT/NAP 








Start 


242 


End 


1811 








GI 


4773900 


Score 


63 








Exons 


242. .496, 1791. .1811 












GI Descrip. 


(AF074021) putative transposon protein 


[Arabidopsis 


thaliana] 


beq. lno ■ 


41608 


Seq. ID 


OJ000222_ 


_15. 


0406 


.C6 


Gene No. 


86300 


Strand 


+ 








Start 


297 


End 


1865 








Name 


OJ000222 15.0406.C6.ol.np 


Method 


AAT/NAP 








Start 


297 


End 


1865 








GI . 


6539588 


Score 


123 








Exons 


297. .560, 1828. .1865 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41608 


Seq. ID 


OJ000222_ 


_15. 


0406 


.C6 


Gene No. 


86301 


Strand 










Start 


692 


End 


1813 








Name 


OJ000222 15.0406.C6.ol.gs 


Method 


GENSCAN 








Start 


692 


End 


1813 








GI 


none 


Score 


.46 








Exons 


692. .1813 












Seq. No. 


41608 


Seq. ID 


OJ000222_ 


_15. 


0406 


,C6 


Gene No. 


86302 


Strand 










Start 


2671 


End 


3565 









41752 



Name 

Start 

GI 

Exons 



OJ000222_15 . 04 06 . C6 . o2 . gs 

2671 

none 

2671.. 3046, 3270.. 3565 



Method GENSCAN 
End 3565 
Score .82 



Seq. N9. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41609 
86303 
5078 

OJ000222_15 . 0406 . C7 . o3 . gs 
5078 



Seq. ID 
Strand 
End 

Method 
End 

none Score 

5078. .5119, 6012. .6253, 6353. .6485, 6577. .6723, 7614 
7911. .8159, 8806. .8861, 10005. . 10071, 10360 10472 , 
11280. .11430, 11794. .11980, 12012 .. 12090, 13604 .. 13842, 
14082. .14426, 14915 .. 14997, 15077 .. 15329, 15445 .. 15587 , 
15914. .16108 



OJ000222_15.0406.C7 
+ 

16108 
GENSCAN 
16108 
.66 

7790, 



Seq. No. 


41609 


Seq. ID 


OJ000222 


Gene No. 


86303 


Strand 


+ 


Start 


5078 


End 


16108 


Name 


OJ000222 15.0406.C7.ol.gp 


Method 


AAT/GAP 


Start 


14606 


End 


14948 


GI 


LIB3431-035-P1-N1-A8 


Score 


635 


Exons 


14606.. 14948 






GI Descrip. 


•2129953/pir | | JC5229 3.0e-39 


laccase 


(EC 1.10.3 




tobacco >gi_1685087 (U43542) 


diphenol 


oxidase [ 




tabacum] 1 






Seq. No. 


41609 


Seq. ID 


OJ000222 


Gene No. 


86304 


Strand 


+ 


Start 


16704 


End 


22767 


Name 


OJ000222 15.0406.C7.o4.gs 


Method 


GENSCAN 


Start 


16704 


End 


22767 


GI 


none 


Score 


.72 


Exons 


16704. .16975, 18388 .. 18502, 


19152. .19194, 20395 




21033. .21280, 21361 .. 21489, 


21572. .22181, 22284 




22637. .22767 






Seq. No. 


41609 


Seq. ID 


OJ000'222 


Gene No. 


86304 


Strand 


+ 


Start 


16704 


End 


22767 


Name 


OJ000222 15.0406.C7.ol.np 


Method 


AAT/NAP 


Start 


20555 


End 


22764 


GI 


1621465 


Score 


1903 


Exons 


20555. .20671, 20772 .. 20923, 


21033. .21275, 21359 




21572. .22528, 22637.. 22764 






GI Descrip. 


(U73105) laccase [Liriodendron tulipifera] 


Seq. No. 


41609 


Seq. ID 


OJ000222 


Gene No. 


86305 


Strand 




Start 


16 


End 


2019 


Name 


OJ000222 15.0406.C7.ol.gs 


Method 


GENSCAN 


Start 


16 


End 


2019 


GI 


none 


Score 


.95 


Exons 


16. .195, 508. .550, 914. .2019 






Seq. No. 


41609 


Seq. ID 


OJ000222 



.20923, 
.22528, 



,21489, 



41753 



Gene No. 86306 Strand 

Start 2966 , End 4231 

Name OJ000222_15. 040(5. C7 .o2 .gs Method GEN SCAN 

Start 2966 End 4231 

GI none Score .79 

Exons 2966.. 4231 



Seq. No. 


41609 






Seq. ID 


OJ000222_15.0406.C7 


Gene No. 


86307 






Strand 




Start 


22460 






End 


26264 


Name 


OJ000222 15 


.0406. 


C7.o2.np 


Method 


AAT/NAP 


Start 


22460 






End 


26264 


GI 


6721547 






Score 


98 


Exons 


22460. .22530, 26180.. 26264 






GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


41609 






Seq. ID 


OJ000222_15.0406.C7 


Gene No. 


86308 






Strand 




Start 


28334 






End 


32051 


Name 


OJ000222 15 


.0406. 


C7.o3.tc 


Method 


TBLASTX: Cress 


Start 


6081 






End 


6627 


GI 


none 






Score 


74 


Exons 


6081. .6161, 


6082. 


.6162, 6204 


..6251, 6327.. 6491, 6371.. 6493, 




6574. .6627, 


6582. 

v 


.6626 






Seq. No. 


41609 






Seq. ID 


OJ000222_15.0406.C7 


Gene No. 


86308 






Strand 




Start 


28334 






End 


32051 


Name 


OJ000222 15 


.0406. 


C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


6347 






End 


8009 


GI 


none 






Score 


184 


Exons 


6347. .6493, 


6351. 


.6491, 6406 


..6504, 6562. .6717, 6574. .6726, 




6582. .6725, 


7608. 


.7793, 7611 


..7808, 7868.-7999, 7875. .8003, 




7908. .8009 











Seq. No. 


41609 


Seq. ID OJ000222 


_15.0406.C7 


Gene No. 


86308 


Strand 




Start 


28334 


End . 32051 




Name 


OJ000222 15.0406.C7.o4.ts 


Method TBLASTX: 


Soybean 


Start 


7647 


End 8165 




GI 


none 


Score 219 




Exons 


7647. .7793, 7647. .7793, 7866 


..8165, 7875. .8159 




Seq. No. 


41609 


Seq. ID OJ000222 


_15.0406.C7 


Gene No. 


86308 


Strand 




Start 


28334 


End 32051 




Name 


OJ000222 15.0406.C7.o6.tm 


Method TBLASTX: 


Maize 


Start 


8010 


End 12271 




GI 


none 


Score 124 




Exons 


8010. .8132, 8058. .8132, 8139. .8165, 8600. .8671, 


8600. .8671, 




8602.. 8673, 8805.. 8861, 8806 


..8859, 9059. .9181, 


9079. .9186, 




9081.. 9158, 9695.. 9904, 9699 


..9923, 9700.. 9903, 


9701. .9904, 




10003. .10071, 10003. .10071, 


10357. .10470, 10359 


. .10487, 




10360. .10470, 10364. .10483, 


11277. .11435, 11278 


. .11436, 




11793. .11978, 11794. .11979, 


12212. .12271 





Seq. No. 



41609 



Seq. ID OJ000222_15.0406.C7 



41754 




Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


9699 




End 


11979 




GI 


none 




Score 


182 




Exons 


9699.-9923, 9699.. 9890, 9701 


..9895, 10365. .10472, 10366. 


. 1( 




10385. .10483, 11277 


. .11435/ 


11284. .11436, 11730. .11978, 






11731. .11979/ 11794 


. .11979. 








Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222_15.0406.C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


16775 




End 


16975 




GI 


none 




Score 


341 




Exons 


16775. .16975, 16776 


. .16967 








Seq. No. 


41609 




Seq. ID 


OJ000222JL5.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


20772 




End 


21452 




GI 


none 




Score 


160 




Exons 


20772. .20924, 20772 


. .20960, 


21033. .21266, 21034 21276, 






• 21357. .21452 










Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222_15.0406.C7 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


20847 




End 


21404 




GI 


none 




Score 


67 




Exons 


20847. .20924, 21033 


. .21266, 


21034. .21276, 21357 .. 21404 , 






21359. .21403 










Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o5 . tm . 


Method 


TBLASTX :Maize 




Start 


20856 




End 


21276 




GI 


none 




Score 


59 




Exons 


20856. .20924, 21033 


. .21272, 


21034.. 21276 




Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21034 




End 


21276 




GI 


none 




Score 


263 




Exons 


21034. .21276, 21036 


..21266 - 








Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


21359 




End 


21518 




GI 


none 




Score 


201 





41755 




Exons 


21359. .21481, 21360 


. .21518 








Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


21452 




End 


21873 




GI 


none 




Score 


59 




Exons 


21452. .21481, 21453 


. .21488, 


21570. .21677, 21570 .. 21752 , 






.21571. .21756, 21580 


. .21756, 


21757. .21873, 21801.. 21872 




Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


21552 




End 


21849 




GI 


none 




Score 


268 




Exons 


21552. .21818, 21571 


. .21849, 


21571. .21765, 21579.. 21848 




Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


21588 




. End 


22035 




GI 


none 




Score 


329 




Exons 


21588. .21803, 21589 


. .21804, 


21775. .21855, 21788 21805, 






21807. .21854, 21861 


. .21890, 


21862. .21882, 21934 . . 22035, 






21939. .22028 










Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


21951 




End 


22775 




GI 


none 




Score 


120 




Exons 


21951. .22091, 21952 


. .22092, 


22081. .22170, 22275 .. 22529, 






22276. .22530, 22608 


. .22775, 


22636.-22767 




Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


22114 




End 


22772 




GI 


none 




Score 


69 




Exons 


22114 . .22218, 22205 


. .22276, 


22206. .22283, 22266 .. 22529, 






22267. .22530, 22635 


. .22772, 


2263-6. .22767 




Seq. No. 


41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 






Start 


28334 




End 


32051 




Name 


OJ000222 15. 0406. C7 


. o2. tc 


Method 


TBLASTX: Cress 




Start 


22386 




End 


22767 




GI 


none 




Score 


140 




Exons 


22386. .22529,. 22420 


. .22530, 


22635. .22763, 22636.. 22767 




Seq. No. 


.41609 




Seq. ID 


OJ000222_15.0406. 


C7 


Gene No. 


86308 




Strand 







41756 



Start 
Name 
Start 
GI 

Exons 



28334 

OJ000222^15 . 04 06 . C7 . o5 . gs 

28334 

none 

28334. .28350, 30938 .. 31024 , 
31941. .32051 



End 

Method 

End 

Score 



32051 
GEN SCAN 
32051 
. 65 



31330. .31506, 31603 31759, 



Seq. No. 41609 Seq. ID 

Gene No. 86308 Strand 

Start 28334 End 

Name OJ000222JL5 . 0406 . C7 . o3 . tw Method 

Start 28867 End 

GI none Score 

Exons 28867. .29091, 28879.. 29088 

Seq. No, 41610 Seq. ID 

Gene No. 86309 Strand 

Start 1226 End 

Name OJ000222_15. 0406.C9.ol.gs Method 

Start 1226 End 

GI none Score 

Exons 1226.. 1461 



OJ000222_15.0406.C7 
32051 

TBLASTX: Wheat 

29091 

115 



OJ000222_15.0406.C9 
+ 

1461 
GENS CAN 
1461 
.99 



Seq, No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41610 
86309 - 
1226 

OJ000222_15.0406.C9.ol.np 
1330 
4850407 
1330. .1452 
(AC007357) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_ 
+ 

1461 
AAT/NAP 
1452 
91 



15. 0406. C9 



EST gb|T21221 comes from this gene. [Arabidopsis 



OJ000222_17.0406.C1 
+ 

5571 
GENSCAN 
5571 
.59 



41611 Seq. ID 

86310 Strand 
4544 End 
OJ000222_17 . 04 06 . CI . o2 . gs Method 
4544 End 
none Score 
4544. .5219, 5477. .5571 

41611 Seq. ID 

86311 Strand 
1 End 
OJ000222_17 . 04 06 . CI . ol . np Method 
1 End 
4680204 Score 
1..137, 234. .407, 519. .1617, 1713. .3149 
(AF114171) hypothetical protein [Sorghum bicolor] 



OJ000222JL7.0406.C1 

12054 
AAT/NAP 
3149 
1000 



41611 
86311 
1 

OJ000222_17 . 04 06 . CI . o2 . np 
1 

5852180 



Seq. ID OJ000222_17.0406.C1 



Strand 
End 

Method 

End 

Score 



12054 
AAT/NAP 
10817 
584 



1..87, 3920.. 3959, 4664.. 5072, 5124.. 5241, 6224.. 6281, 



41757 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10769. .10817 

(AL117265) zhbOOOlO.l [Oryza sativa] 



41611 
86311 
1 

OJ000222_17.0406.Cl.ol.gs 
27 

none 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method GEN SCAN 

End 3134 

Score .51 



27. .137, 234. .407, 519. .1350, 1476. .1617, 1713. .1832, 
1878.. 2177, 2244.. 3134 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method AAT/GAP 

End 1100 

Score 848 



41611 
86311 
1 

OJ000222_17.0406.Cl.ol.gp 
619 

uC-osflcypl76fl0bl 
619. .1100 

1 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



41611 
86311 
1 

OJ000222_17.0406.Cl.o6.tw 

1405 

none 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method TBLASTX: Wheat 

End 2102 

Score 56 



1405. .1626, 1550. .1624, 1707. .1778, 2022. .2102 



41611 
86311 
1 

OJ000222_17.0406.Cl.o5.tw 

2103 

none 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method TBLASTX : Wheat 

End 2508 

Score 42 



2103.. 2198, 2103.. 2198, 2236.. 2508, 2268.. 2504 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method AAT/GAP 

End 11799 

Score 6949 



41611 
86311 
1 

OJ000222_17.0406.Cl.o2.gp 
7775 

342_1.R1084 
7775. .11799 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



41611 
86311 
1 

OJ000222_17.0406.Cl.o3.np 
8498 
.4680203 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method AAT/NAP 

End 12054 

Score . 3209 



8498. .9472, 9748.-9978, 10132 .. 11803, 12014. .12054 
(AF114171) TNP2-like protein [Sorghum bicolor] 



41758 




Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No . 


86311 








Strand 




Start 


1 








End 


12054 


Name 


OJ000222 17. 


0406. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8552 








End 


9865 


GI 


none 








Score 


44 


Exons 


8552. .8614, 


8632. 


.8712, 


8648. 


.8713, 8725.-8838, 8726. .8839 




8734. .8844, 


8813. 


.8911, 


8845. 


.8901, 8903.. 8950, 8909.. 8953 




8963. .9280, 


8978. 


.9640, 


9237. 


.9638, 9377.. 9643, 9632.. 9865 




9640. .9864 












Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No. 


86311 








Strand 




Start 


1 








End 


12054 


Name 


OJ000222 17. 


0406. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9130 








End 


9582 


GI 


none 








Score 


184 


Exons 


9130. .9381, 


9131. 


.9568, 


9131. 


.9574, 9141.. 9578, 9237.. 9578 




9322. .9582 












Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No. 


86311 








Strand 




Start 


1 








End 


12054 


Name 


OJ000222 17. 


0406. 


Cl.o2. 


tm 


Method 


. TBLASTX : Maize ' " 


Start 


9509 








End 


9822 


GI 


none 








Score 


78 


Exons 


9509. .9634, 


9537. 


.9662, 


9637. 


.9822, 9650.. 9811 


Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No. 


86311 








Strand 




Start 


1 








End 


12054 


Name 


OJ000222 17. 


0406. 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9866 








End 


10276 


GI 


none 








Score 


81 


Exons 


9866. .9952, 


9868. 


.9951, 


9985. 


.10203, 


10025. .10207, 10213.. 




10226... 10276 










Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No. 


86311 








Strand 




Start 


1 








End 


12054 


Name 


OJ000222 17. 


0406. 


Cl.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


10309 








End 


10551 


GI 


none 








Score 


217 


Exons 


10309.. 10551 












Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No. 


86311 








Strand 




Start 


1 








End 


12054 


Name 


OJ000222 17. 


0406. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


10381 








End 


10826 


GI 


none 








Score 


51 


Exons 


10381. .10575 


, 10576. .10710, 10585. .10704, 10704 10826, 




10705. .10818 












Seq. No. 


41611 








Seq. ID 


OJ000222_17.0406.C1 


Gene No. 


86311 








Strand 





41759 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



OJ000222_17.0406.Cl.o2.tw 
10415 
none 

10415. .10621, 10415. .10624, 10420 .. 10623, 10420 
10624. .10710, 10625. .10711, 10725 10829, 10729 
i0830. .10883, 10831.. 10875 



12054 

TBLASTX: Wheat - 
10883 
175 

10644, 
10818, 



41611 
86311 
1 

OJ000222_17 . 0406 .CI . o2 . tc 

10704 

none 



Seq. ID OJ000222_17.0406.C1 
Strand 

End 12054 

Method TBLASTX : Cress 

End 11019 

Score 72 



10704. .11012, 10732. .10827, 10867.. 11019 



41611 Seq. ID 

86311 Strand 

1 End 

OJ000222_17.0406.Cl.ol.ts Method 

10752 End 

none Score 



OJ000222_17.0406.C1 
12054 

TBLASTX: Soybean 

11181 

108 



10752. .11048, 10770. .10994, 11043 11105, 11098 11181, 
11106.. 11180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



41611 Seq. ID 

86311 Strand 

1 End 

OJ000222_17 . 0406 . CI . o4 . tw Method 

11097 End 

none Score 



OJ000222_17. 0406. CI 
12054 

TBLASTX: Wheat 

11452 

158 



11097. .11354, 11110. 
11346. .11387, 11378. 



,11352, 11112, 
,11452 



,11363, 11113. .11355, 



41612 Seq. ID 

86312 Strand 

559 End 

OJ000222_17.0406.C3.ol.gs Method 

559 End 

none Score 
559. .635 



OJ000222_17.0406.C3 
+ 

635 

GEN SCAN 

635 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41613 
86313 
1 

OJ000222_17.0406.C9.ol.np 
1 

6721512 



Seq. ID OJ000222_17.0406.C9 
Strand + 
End 5115 
Method • AAT/NAP 
End 3141 
Score 111 

1..40, 1336. .1451, 1479. .1611, 1654. .1754, 3069. .3141 
(AP001072) hypothetical protein [Oryza sativa] 



41613 Seq. ID 

86313 Strand 

1 End 

OJ000222_17 . 040 6 . C9 . ol . gs Method 

1490 End 

none Score 



OJ000222_17.0406.C9 
+ 

5115 
GENSCAN 
5115 
.61 



41760 



Exons 1490. .1611, 1654. .1690, 2015. .2148, 2169 2367, . 2783 .. 3002, 

3097. .3221, 3468. .3622, 3693. .4048, 4115. .4418, 4537. .4661, 
4776.-4964, 4970. .5115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41613 Seq. ID OJ000222_17 . 0406 . C9 

86313 Strand + 

1 End ' . 5115 

OJ000222_17 . 04 06 . C9 . o3 . np Method AAT/NAP 

2367 End 4419 

6721561 Score 477 

2367. .2440, 3297. .3506, 3658. .4419 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 41613 Seq. ID 

Gene No. 86314 Strand 

Start 5885 End 

Name OJ000222JL7 . 04 06 . C9 . o4 . np Method 

Start 5885 End 

GI 5902445 Score 

Exons 5885.. 7158, 7197.. 8660 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ000222_17.0406.C9 

8660 
AAT/NAP 
8660 
2402 



Seq. No. 


41613 








Seq. ID 


OJ000222_17.0406.C9 


Gene No. 


86314 








Strand 




Start 


5885 








End 


8660 


Name 


OJ000222 17 


.0406 


.C9.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5894 








End 


6490 


GI 


none 








Score 


59 


Exons 


5894. .6025, 


5895 


. .6020, 


6170. 


.6490, 6246. .6353, 6399. .6488 


Seq. No. 


41613 








Seq. ID 


OJ000222_17.0406.C9 


Gene No. 


86314 








Strand 




Start 


5885 








End 


8660 


Name 


OJ000222 17 


.0406 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


6032 








End 


'8595 


GI 


none 








Score 


.76 


Exons 


6032. .6693, 


6895 


. .7131, 


7197. 


.8160, 8251.. 8595 



Seq. No. 41613 Seq. ID 

Gene No. 86314 Strand 

Start 5885 End 

Name OJ000222_17 . 0406.C9 . o2 . tw Method 

Start 6621 End 

GI none Score 

Exons 6621.. 7001, 6626.. 7009 



OJ000222_17.0406.C9 
8660 

TBLASTX: Wheat 

7009 

218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41613 Seq. ID 
86314 Strand 
5885 End 
OJ000222^17 . 0406 . C9 . ol . tm Method 
6662 End- 
none Score 
6662.. 7123, 6663.. 6776, 6801.. 7004 



OJ000222_17.0406.C9 
8660 

TBLASTX: Maize 

7123 

58 



41761 




Seq. No. 


41613 


Seq. ID 


OJ000222 17.0406 


.C9 


Gene No. 


86314 


Strand 






Start 


5885 


End 


8660 




Name 


OJ000222 17.0406.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


7510 


End 


7917 




GI 


none 


Score 


64 




Exons 


7510. .7683, 7511. .7654, 7693. 


.7917 






Seq. No. 


41613 


Seq. ID 


OJ000222 17-0406 


.C9 


Gene No. 


86314 


Strand 






Start 


5885 


End 


8660 




Name 


OJ000222 17.0406.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8008 


End 


8432 




GI 


none 


Score 


98 




Exons 


8008. .8256, 8274. .8432, 8284. 


.8406 






Seq. No. 


41613 


Seq. ID 


OJ000222JL7.0406 


. C9 


Gene No. 


86314 


Strand 






Start 


5885 


End 


8660 




Name 


OJ000222 17.0406.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8065 


End 


8483 




GI 


none 


Score 


74 




Exons 


8065.. 8259, 8069.. 8242, 8253. 


.8483, 8254. .8481 




Seq. No. 


41613 . 


Seq. ID 


OJ000222_17.0406 


.C9 


Gene No. 


S6314 


Strand 






Start 


5885 


End 


8660 




Name 


OJ000222 17.0406.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


8161 


End 


8499 




GI 


none 


Score 


148 




Exons 


8161. .8274, 8271. .8492, 8281. 


.8499 






Seq. No. 


41614 


Seq. ID 


OJ000222_17.0406 


.C10 


Gene No. 


86315 


Strand 


+ 




Start 


41 


End 


617 




Name 


OJ000222 17.0406.C10.ol.gs 


Method 


GEN SCAN 




Start 


41 


End 


617 




GI 


none 


Score 


.75 




Exons 


41. .167, 532. .617 








Seq. No. 


41614 


Seq. ID 


OJ000222_17.0406 


.C10 


Gene No. 


86316 


Strand 


+ 




Start 


1050 


End 


1431 




Name 


OJ000222 17.0406.C10.ol.gp 


Method 


AAT/GAP 




Start 


1050 


End 


1431 




GI 


uC-osflcyp033a04bl 


Score 


683 




Exons 


1050. .1431 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 ' 






Seq. No. 


41614 


Seq. ID 


OJ000222JL7.0406 


.C10 


Gene No. 


86317 


Strand 


+ 




Start 


7711 


End 


8253 




Name 


OJ000222 17.0406.C10.o4.gs 


Method 


GEN SCAN 




Start - 


7711 


End 


8253 




GI 


none 


Score 


.89 





41762 



Exons 



7711. .7809, 7902. .8016, 8111. .8253 



Seq. No. 41614 Seq. ID 

Gene No. 86318 Strand 

Start 2135 End 

Name OJ000222_17 . 0406 . CIO . ol . tm Method 

Start 2102 End 

GI none Score 

Exons 2102.. 2323, 2119.. 2364 



OJ000222_17. 0406. C10 
12175 

TBLASTX: Maize 

2364 

157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41614 
86318 
2135 

OJ000222_17. 0406. C10. ol.np 

2135 

4680183 



OJ000222 17. 0406. C10 



Seq. ID _ 
Strand 

End 12175 
Method AAT/NAP 
End 12175 
Score 884 

2135. .2346, 2434. .2474, 2959. .3126, 5904. .6715, 9986. .10197, 

10417. .10614, 11874. .11932, 12117. .12175 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 41614 Seq. ID 

Gene No. 86318 Strand 

Start 2135 End 

Name OJ000222_17 . 0406 . C10 . ol . tw Method 

Start 2135 End 

GI none Score 

Exons 2135.. 2485, 2137.. 2493, 2149.. 2493 



OJ000222_17. 0406. C10 
12175 

TBLASTX: Wheat 

2493 

300 



Seq. No. 41614 

Gene No. 86318 

Start 2135 

Name OJ000222_17 .0406. C10 . o2 . tw 

Start 2717 

GI none 
Exons 



Seq. ID OJ000222JL7. 0406. C10 
Strand 

End 12175 

Method TBLASTX : Wheat 

End ' 3134 

Score 129 



2717.. 2935, 2748.. 2930, 2753.. 2941, 2823.. 2939, 2978.. 3133, 
3051.. 3134 



-Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41614 
86318 
2135 

OJ000222_17 . 0406 . C10 . o2 . gp 
5728 
3106931 
5728. .5889 

4680335/gb|AF128457.1|AF128457 2.0e-28 Oryza sativa subsp 
indica BAC clone 16F19 php20725 region, complete sequence 



Seq. ID OJ000222_17. 0406. C10 
Strand 

End 12175 

Method AAT/GAP 

End - 5889 

Score 227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41614 Seq. ID 

86318 Strand 

2135 End 

OJ000222_17 . 0406 . C10 . o3 . tw Method 

6482 End 

none Score 



OJ000222_17. 0406. C10 
12175 

TBLASTX: Wheat 

10141 

105 



6482. .6721, 6576. .6719, 9989. .10021, 10004. .10141 



Seq. No. 
Gene No. 



41614 
86318 



Seq. ID OJ000222_17. 0406. C10 
Strand 



41763 





Start 


2135 


End 


12175 




Name 


OJ000222 17.0406.C10.o5.gs 


Method 


GEN SCAN 




Start 


10009 


End 


11650 




GI 


none 


Score 


.93 




Exons 


10009. .10595, 10603.. 11650 








Seq. No. 


41615 


Seq. ID 


OJ000222_17.0406.C11 




Gene No. 


86319 


Strand 


+ 




Start 


1301 


End 


1785 




Name 


OJ000222 17.0406.Cll.ol.gs. 


Method 


GENSCAN 




Start 


1301 


End 


1785 




GI 


none 


Score 


. 99 




Exons 


1301. .1366, 1726. .1785 








Seq. No. 


41615 


Seq. ID 


OJ000222_17.0406.C11 




Gene No. 


o c n o f\ 

86320 


Strand 






Start 


2225 


End 


2346 




Name 


OJ000222 17.0406.Cll.o2.gs 


Method 


GENSCAN 




Start 


2225 


End 


2346 




GI 


none 


Score 


.55 




Exons 


2225. .2346 








Seq. No. 


41615 


Seq. ID 


OJ000222_17.0406.C11 




Gene No. 


86321 


Strand 


- 


is 


Start 


2667 


End 


4969 




Name 


OJ000222 17.0406.Cll.ol.np 


Method 


AAT/NAP 


rn 


Start 


2667 


End 


4969 


: Lr 


GI 


6069646 


Score 


85 




Exons 


2667.. 2695, 3983.. 4185, 4891. 


.4969 




==y 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi I 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 


flj 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 


£ 




[Oryza sativa] 








Seq. No. 


41616 


Seq. ID 


OJ000222_17.0406.C12 


g " ; 


Gene No. 


86322 


Strand 


+ 


=~ 


. Start 


6090 


End 


6522 




Name 


OJ000222 17.0406.C12.o2.gp 


Method 






Start 


6090 


End 


6522 


f i 


GI 


94945 1.R1084 


Score 


558 




Exons 


6090. .6522 








GI Descrip. 


M521194/dbj | AB013613 . 1 1 AB013613 l.Oe- 


132 Oryza sativa DNA, 






centromere sequence RCB11 1 








Seq. No. 


41616 


Seq. ID 


OJ000222_17.0406.C12 




Gene No. 


86323 


Strand 


+ 




Start 


10916 


End 


11218 




Name 


OJ000222 17.0406.C12.o3.gp 


Method 


AAT/GAP 




Start 


10916 


End 


11218 




GI 


5004138 


Score 


590 




Exons 


10916. .11218 








Seq. No. 


41616 


Seq. ID 


OJ000222_17 .04 06.C12 




Gene No. 


86324 


Strand 






Start 


105 


End 


4747 




Name 


OJ000222 17.0406.C12.ol.gs 


Method 


GENSCAN 



41764 



Start 


105 End 


4747 


GI 


none Score 


.42 


Exons 


105. .252, 567. .781, 2289. .2591, 3142.. 


3231, 4717. .4747 


Seq. No. 


41616 Seq. ID 


OJ000222_17.0406 


Gene No. 


86325 Strand 




Start 


8049 End 


22886 


Name 


OJ000222 17.0406.C12.ol.np Method 


AAT/NAP 


Start 


8049 End 


22886 


GI 


6815062 Score 


2257 


Exons 


8049.. 8145, 10670. .10742, 11526.. 11631 


, 19336. .19425, 



19502. .19807, 19866 .. 20110, 20196. .21054, 21146. .21216, 
21441. .22886 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 





Seq. No. 


41616 




Seq. ID 


OJ000222_17.0406. 


C12 




Gene No. 


86325 




Strand 








Start 


8049 




End 


22886 






Name 


OJ000222 17.0406.C12 


. o4 .gs 


Method 


GENSCAN 






Start 


14120 




End 


22826 






GI 


none 




Score 


.66 






Exons 


14120. .14995, 16109. 


.16224, 


17956. .18034, 19502 .. 19643, 








19704. .19796, 20028. 


.20110, 


20196. .20356, 20859 .. 21054 , 




% 

|i = 




21146. .21236, 21386. 


.21651, 


21972.. 22826 




x : 3 
5 k? 


Seq. No. 


41616 




Seq. ID 


OJ000222_17.0406. 


C12 




Gene No. 


86325 




Strand 








Start 


8049 




End 


22886 






Name 


OJ000222 17.0406.C12 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


19502 




End 


20110 




i y 


GI 


none 




Score 


102 




3 


Exons 


19502. .19687, 19727. 


.19813, 


19901. .20110, 19902.. 20060 






Seq. No. 


41616 




Seq. ID 


OJ000222_17.0406. 


C12 




Gene No. 


86325 




Strand 






•~ ~ 


Start 


8049 




End 


22886 






Name 


OJ000222 ■ 17.0406.C12 


. o2 . .tm 


Method 


TBLASTX: Maize 






Start 


20350 




End 


20854 




r ~% 


GI 


none 




Score 


190 






Exons 


20350. .20670, 20354. 


.20659, 


20434. .20688, 20729 .. 20854 , 








20737. .20853 












Seq. No. 


41616 




Seq. ID 


OJ000222_17.0406. 


C12 




Gene No. 


86325 




Strand 








Start 


8049 




End 


22886 






Name 


OJ000222 17.0406.C12 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


22296 




End 


22863 






GI 


none 




Score 


235 






Exons 


22296. .22685, 22318. 


.22686, 


22339. .22686, 22713 .. 22862, 








22771. .22863 












Seq. No. 


41617 




Seq. ID 


OJ000222__17.0406. 


C13 




Gene No. 


86326 




Strand 


+ 






Start 


1 




End 


2697 






Name 


OJ000222 17.0406.C13 


. o2 .np 


Method 


AAT/NAP 





41765 



Start 1 End 2697 

GI 6063554 Score 920 

Exons 1..29, 936.. 1227, 1328. .1587, 2525.-2697 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 41617 Seq. ID 

Gene No. 86327 Strand 

Start 2783 End 

Name OJ000222_17 . 0406 . C13 . o2 . gp Method 

Start 2783 End 

GI 61605_3.R1084 Score 

Exons 2783.. 2815, 3061.. 3370 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ000222_17.0406.C13 
+ 

3370 
AAT/GAP 
3370 
455 



Seq. No. 41617 Seq. ID 

Gene No. 86328 Strand 

Start 1 End 

Name OJ000222_17 . 040 6 . C13 . ol . np Method 

Start 1 End 

GI 5690095 Score 

Exons 1..342, 2069.. 2110 

GI Descrip. (AJ238507) transposase related protein [Zea mays] 



OJ000222_17.0406.C13 

2110 
AAT/NAP 
2110 
139 



Seq. No. 41617 Seq. ID 

Gene No. 86328 Strand 

Start 1 End 

Name OJ000222_17 . 0406 . C13 . ol . gs Method 

Start 24 End 

GI none Score 

Exons 24.. 422, 1159.. 1681 



OJ000222_17.0406.C13 

2110 
GENSCAN 
1681 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41617 Seq. ID 

86329 Strand 

2450 End 

OJ000222_17.0406.C13.o2.gs Method 

2450 End 

none Score 



OJ000222_17.0406.C13 

5062 
GENSCAN 
5062 
.48 



2450. .2552, 3252. .3842, 4722. .4842, 4891. .5062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41618 
86330 
235 

OJ000222_17 . 0406 . C14 . ol . gs 

235 

none 



Seq. ID OJ000222_17.0406.C14 

Strand + 

End 7697 

Method GENSCAN 

End 6863 

Score .48 

3096, 3291.. 3444, 



235. .240, 717. .820, 1230. .1295, 3036 
3663. .3788, 3974. .4548, 5071. .5256, 5357. .5450, 5964. .6130, 
6421.. 6501, 6636.. 6863 



Seq. No. 41618 Seq. ID 

Gene No. 86330 Strand 

Start 235 End 

Name OJ000222_17 . 0406 . C14 . o2 . np Method 

Start 2534 End 



OJ000222_17.0406.C14 
+ 

7697 

AAT/NAP 

7697 



41766 



GI 7486726 Score 716 

Exons 2534.. 2558, 4481.. 4685, 4785.-5256, 5357.. 6310, 7676.-7697 

GI Descrip. hypothetical protein F9D12.2 - Arabidopsis thaliana 

gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 
maize transposon MuDR (GB:M7 6978) [Arabidopsis thaliana] 





Seq. No. 


41618 


Seq. ID 


OJ000222 




Gene No . 


86331 


Strand 


+ 




Start 


12309 


End 


12878 




Name . 


OJ000222 17.0406.C14.o4.gs 


Method 


GENSCAN 




Start 


12309 


End 


12848 




GI 


none 


Score 


.65 




Exons 


12309. .12848 








Seq. No. 


41618 


Seq. ID 


OJ000222 




Gene No. 


86331 


Strand 


+ 




Start 


12309 


End 


12878 




Name 


OJ000222 17.0406.C14.o4.np 


Method 


AAT/NAP 




Start 


12324 


End 


12878 




GI 


3928543 


Score 


218 




Exons 


12324. .12878 








GI Descrip. 


(AB016819) UDP-glucose glucosyltransf erase [Ara 






thaliana] 






■ESS 


Seq. No. **' 


41618 


-Seq. ID 


OJ000222 


'■z a? 


Gene No. 


86332 


Strand 




V. ~z 


Start 


479 


. End 


1531 


[U 


Name 


OJ000222 17.0406.C14.ol.np 


Method 


AAT/NAP 




Start 


479 


End 


1531 




GI 


6815053 


Score 


600 


~ ~~ 


Exons 


479. .741, 787. .893, 1342. .1531 




\J 

ru 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


E 


Seq. No. 


41618 


Seq. ID 


OJ000222 


r ^ 

i. -i 


Gene No. 


86333 


Strand 






Start 


7454 


End 


7997 


HL .£. 


Name 


OJ000222 17.0406.C14.o2.gs 


Method 


GENSCAN 


•~ 


Start 


7454 


End 


7988 




GI 


none 


Score 


.66 


? ^ 


Exons 


7454. .7738, 7830. .7988 








Seq. No. 


41618 


Seq. ID 


OJ000222 




Gene No. 


86333 


Strand 






Start 


7454 


End 


7997 




Name 


OJ000222 17.0406.C14.o3.np 


Method 


AAT/NAP 




Start 


7673 


End 


7997 




GI 


4680203 


Score 


103 




Exons 


7673. .7738, 7830. .7997 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


41618 


Seq. ID 


OJ000222 




Gene No. 


86334 


Strand 






Start 


9132 


End 


11997 




Name 


OJ000222 17.0406.C14.ol.ts 


Method 


TBLASTX: 




Start 


5396 


End 


5782 




GI 


none 


Score 


255 




Exons 


5396. .5782 







17.0406.C14 



17.0406.C14 



41767 




Seq. No. 


41618 






Seq. ID 


OJ000222_17.0406. 


C14 


Gene No. 


86334 






Strand 






Start 


9132 






End 


11997 




Name 


OJ000222 17 


.0406. 


C14 .ol. 


tm Method 


TBLASTX: Maize 




Start 


5399 






End 


6094 




GI 


none 






Score 


66 




Exons 


5399. .5464, 


5471 . 


. 5800, 


5867. .5965, 5993.. 6094 




Seq. No. 


41618 






Seq. ID 


OJ000222_17.0406. 


C14 


Gene No. 


86334 






Strand 






Start 


9132 






End 


11997 




Name 


OJ000222 17 


0406. 


C14.o3. 


gs Method 


GEN SCAN 




Start 


9132 






End 


11997 




GI 


none 






Score 


.56 




Exons 


9132. .9286, 


10428 


. .10584 


, 10825. .11095, 


11993. .11997 





Seq. No. 41618 

Gene No. 86335 

Start 12351 

Name OJ000222_17 . 0406 .C14 .ol . tc 

Start 12351 

GI none 

Exons 12351. .12464, 12365 .. 12457, 12503,-12538, 12507 
12663. .12842, 12677.. 12793 



Seq. ID OJ000222_17.0406.C14 
Strand 

End 12851 

Method TBLASTX : Cress 

End 12842 

Score 112 

12641, ' 



Seq. No. 41618 Seq. ID 

Gene No. 86335 Strand 

Start 12351 End 

Name OJ000222_17 . 04 06 . C14 . o2 . ts Method 

Start 12351 End 

GI none Score 

Exons 12351. .12464, 12365 .. 124 63, 12506 .. 12538 , 12507 

12660. .12851, 12677.. 12775 



OJ000222 17.0406.C14 



12851 

TBLASTX : Soybean 
12851 
116 

12650, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41619 Seq. ID OJ000222_17 . 0406 . C15 

86336 Strand + 

1 End 
OJ000222_17.0406.C15.ol.np Method 

1 End 

6587848 Score 
1. .682 

(AC006551) Putative UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



OJ000222 
+ 
724 

AAT/NAP 

682 

283 



Seq. No. 41619 Seq. ID 

Gene No. 86336 Strand 

Start 1 End 

Name OJ000222_17 . 0406 . C15 . ol . gs Method 

Start 44 End 

GI none Score 

Exons 44.. 724 



OJ000222_17.0406.C15 
+ 

724 

GENSCAN 

724 

.88 



Seq. No. 41619 Seq. ID 

Gene No. 86337 Strand 

Start 1 End 

Name OJ000222_17 . 0406 . C15 . o2 . np Method 



OJ000222_17.0406.C15 

1053 
AAT/NAP 



41768 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



910 
59 



7106512 
1..22, 726 ¥ .776, 850. .910 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



41619 
86337 
1 

OJ000222_17.0406.C15.ol-.tc 
74 

none 



Seq. ID OJ000222_17.0406.C15 
Strand 

End 1053 

Method TBLASTX : Cress 

End 538 

Score 157 



74. .250, 109. .231, 320. . 538,. 334 537 



41619 
86337 
1 

OJ000222_17.0406.C15.ol.ts 
74 

none 



Seq. ID OJ000222_17.0406.C15 
Strand 

End 1053 

Method TBLASTX : Soybean 

End 535 

Score 159 



74. .250, 97. .240, 320. .535, 340. .528 



41619 
86337 
1 

OJ000222_17 . 0406 . C15 . ol . tm 
83 

none 



Seq. ID OJ000222_17.0406.C15 
Strand 

End 1053 

Method TBLASTX: Maize 

End 655 

Score 156 



83. .244, 91. .234, 319. .537, 320. .655 



41619 
86337 
1 

OJ000222_17.0406.C15.ol.tw 
83 

none 



Seq. ID OJ000222_17.0406.C15 
Strand 

End 1053 

Method TBLASTX : Wheat 

End 474 

Score 107 



83. .235, 106. .231, 266. .310, 314. .433, 319. .474, 320. .469 



41619 
86337 
1 

OJ000222_17 . 0406 . C15 . ol . gp 
807 

3761181 
807. .1053 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 17.0406.C15 



1053 
AAT/GAP 
1053 
397 



41620 
86338 
2888 

OJ000222_17 . 0406 . C16 . ol . np 

2888 

5042463 



Seq. ID OJ000222_17.0406.C16 

Strand + 

End 5865 

Method AAT/NAP 

End 5865 . 

Score 97 



2888. .2914, 3063. .3163, 4117. .4467, 5193. .5292, 5840.. 5865 
(AC007789) unknown protein [Oryza sativa] 



41769 



Seq. No. 41620 Seq. ID OJ000222_17 . 0406 . C16 

Gene No. 86339 Strand + 

Start 6400 End 6703 

Name OJ000222_17 . 0406 . C16 . ol . gp Method AAT/GAP 

Start 6400 End 6703 

GI 61605_3.R1084 Score 434 

Exons 6400.. 6703 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41620 
86340 
7068 

OJ000222JL7 . 0406 .C16. o2 .np 

7068 

6063554 



Seq. ID OJ000222_17.0406.C16 
Strand 

End 11915 

Method AAT/NAP 

End 10992 

Score 624 



7068. .7267, 8222..8448 f 8565. .8839, 10937.. 10992 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


41620 




Seq. ID 


OJ000222 


_17.0406.C16 




Gene No. 


86340 




Strand 








Start 


7068 




End 


11915 






Name 


OJ000222 17 


.0406.C16.o2.gs ■ 


Method 


GEN SCAN 






Start 


7798 




End 


11915 






GI 


none 




Score 


.51 






Exons 


7798. .7895, 


8216.. 8364, 8402. 


.8467/ 8729. .8801, 


9622. .9725, 


si _§ 




10926. .11121, 11801. .11915 










Seq. No. 


41621- 




Seq. ID 


OJ000222 


_17.0406.C17 




Gene No. 


86341 




Strand 


+ 






Start 


991 




End 


2979 






Name 


OJ000222 17 


.0406.C17.ol.gs 


Method 


GEN SCAN 






Start 


991 




End 


2979 






GI 


none 




Score 


.46 






Exons 


991. .1142, 


2040. .2430, 2568.. 


2857, 2874 


[. .2979 




Si 


Seq. No. 


41622 




Seq. ID 


OJ000222 


_17.0406.C18 


if ^3 


Gene No. 


86342 




Strand 


+ 




r _j 


Start 


1 




End 


5972 






Name 


OJ000222 17 


.0406.C18.ol.np 


Method 


AAT/NAP 






Start . 


1 




End 


694 






GI 


7248393 




Score 


346 






Exons 


1..284, 348 


. .694 










GI Descrip. 


(AP001389) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


41622 




Seq. ID 


OJ000222 


_17.0406.C18 




Gene No. 


86342 




Strand 


+ 






Start 


1 




End 


5972 






Name 


OJ000222 17 


.0406.C18.ol.gs 


Method 


GENSCAN 






Start 


152 




End 


5867 






GI 


none 




Score 


.6 






Exons 


152. .1056, 


1160. .1217, 1304.. 


1794, 188£ 


1. .3498, 


3614. .4307, 






4392. .4699, 


4830.. 4863, 5100. 


.5264, 5312. .5679, 


5728. .5867 




Seq. No. 


41622 




Seq. ID 


OJ000222 


_17.0406.C18 



41770 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86342 Strand + 

1 *' End" 5972 

OJ000222_17 . 0406 . C18 . o2 . np Method AAT/NAP 
2972 End 5972 

7248394 Score 1836 

2972.. 3894, 4162.. 5205, 5953.. 5972 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . ^-Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 





Seq. No. 


41622 








Seq. ID 


OJ000222_17.0406.C18 




Gene No . 


86342 








Strand 


+ 




Start 


1 








End 


5972 




Name 


OJ000222 17 


.0406 


.C18.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


3116 








End 


3454 




GI 


none 








Score 


187 




Exons 


3116. .3454 














Seq. No. 


41622 








Seq. ID 


OJ000222_17.0406.C18 




Gene No. 


86342 








Strand 


+ 




Start 


1 








End 


5972 


f 1 


Name 


OJ000222 17 


.0406 


.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


. 4026 








End 


4429 




GI 


none 








Score 


81 


F : r 


Exons 


4026. .4082, 


4031 


. .4072, 


4077. 


.4409, 4085. .4387, 4214. .4429 


T ~! 


Seq. No. 


41622 








Seq. ID 


OJ000222_17.0406.C18 


£ , 3 


Gene No . 


86342 








Strand 


+ 




Start 


1 








End 


5972 


\J 


Name 


OJ000222 17 


.0406 


.C18.o2 


.tm 


Method 


TBLASTX: Maize 


fy 


Start 


4080 








End 


4298 




GI 


none 








Score 


278 


r ~i 


Exons 


4080. .4298, 


4085 


. .4297 








* ^ 


Seq. No. 


41622 








Seq. ID 


OJ000222_17.0406.C18 




Gene No. 


86342 








Strand 


+ 


*~ ~= 


Start 


1 








End 


5972 




Name 


OJ000222 17 


.0406 


.CI8.0I 


.tm 


Method 


TBLASTX: Maize 




Start 


4299 








End 


4757 




GI 


none 








Score 


503 




Exons 


4299. .4757, 


4299 


. .4688, 


4448. 


.4756 






Seq. No. 


41622 








Seq. ID 


OJ000222_17.0406.C18 




Gene No. 


86342 








Strand 


+ 




Start 


1 








End 


5972 




Name 


OJ000222 17 


.0406 


.C18.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4431 








End 


4829 




GI 


none 








Score 


201 




Exons 


4431. .4751, 


4448 


. .4711, 


4728. 


.4829 






Seq. No. 


41622 








Seq. ID 


OJ000222_17.0406.C18 




Gene No. 


86342 








Strand 


+ 




Start 


1 








End 


5972 




Name 


OJ000222 17 


.0406 


.CI8.0I 


. ts 


Method 


TBLASTX : Soybean 




Start 


4446 








End 


4903 



41771 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 213 

4446. .4727, 4484. .4708, 4728.-4886, 4772. .4903 



41622 
86342 
1 

OJ000222_17.0406.C18.o3.np 
4494 
4680180 
4494. .5972 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000222_17.0406.C18 

Strand + 

End 5972 

Method AAT/NAP 

End 5972 

Score 597 



41622 
86342 
1 

OJ000222_17 . 0406 . C18 . o2 . ts 
5067 
none 



Seq. ID OJ000222_17.0406.C18 

Strand + 

End 5972 

Method TBLASTX : Soybean 

End 5478 

Score 142 



5067. .5204, 5069. .5200, 5225. .5317, 5226. .5330, 5333. .5476, 
5335. .5478 



Seq. ID OJ000222_17.0406.C19 

Strand + 

End 524 

Method AAT/NAP 

End 476 

Score 185 



41623 
86343 
1 

OJ00022'2_17.0406.C19.ol.np 
1 

4544372 
1..476 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



41623 Seq. ID 

86343 Strand 
1 End 
OJ000222_17.0406.C19.o2.np Method 
1 End 
629693 Score 
1..524 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) * integrase [Nicotiana tabacum] 



OJ000222_17.0406.C19 
+ 

524 

AAT/NAP 

524 

171 



Seq. No. 


41623 




Seq. ID 


OJ000222_17. 


Gene No. 


86343 




Strand 


+ 


Start 


1 




End 


524 


Name 


OJ000222 17 


.0406.C19.ol.gs 


Method 


GENSCAN 


Start 


21 




End 


365 


GI 


none 




Score 


.99 


Exons 


21. .365 








Seq. No. 


41623 




Seq. ID 


OJ000222_17. 


Gene No. 


86344 




Strand 


+ 


Start 


8669 




End 


14824 


Name 


OJ000222 17 


.0406.C19.o4 .np 


Method 


AAT/NAP 


Start 


8669 




End 


10410 


GI 


2708709 




Score 


27 


Exons 


8669. .8822, 


8912.. 9063, 10386 


. .10410 




GI Descrip. 


(AF038575) 


Wiskott-Aldrich Syndrome protein homolog 



41772 



[Schizosaccharomyces pombe] 



Seq. No. 


41623 


Seq. ID 


OJ000222JL7.0406. 


C19 


Gene No. 


86344 


Strand 


+ 




Start 


8669 


End 


14824 




Name 


OJ000222 17.0406.C19.ol.gp 


Method 


AAT/GAP 




Start 


8773 


End 


11478 




GI 


none 


Score 


1059 




Exons 


8773.. 9063, 10130 .. 10283, 11369.. 11478 






Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406. 


C19 


Gene No . 


86344 


Strand 


_L 

T 




Start 


8669 


End * •;. 


14824 




Name 


OJ000222 17.0406.C19.o5.np 


Method 


AAT/NAP 




Start 


8884 


End 


14547 




GI 


5902382 


Score 


328 




Exons 


8884.. 9063, 10130 .. 10182, 11328 .. 11580, 


14171. .14353, 






14464. .14547 








GI Descrip. 


(AC009322) Unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


41623 


Seq. ID 


OJ000222J.7.0406. 


C19 


Gene No. 


86344 


Strand 


+ 




Start 


8669 


End 


14824 




Name 


OJ000222 17.0406.C19.o3.gs 


Method 


GENSCAN 




Start 


9863 


End 


11901 




GI 


none 


Score 


.59 




Exons 


9863.. 9865, 10130 .. 10283, 11369 .. 11583, 


• 11755. .11901 




Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406. 


C19 


Gene No. 


86344 


Strand 


+ 




Start 


8669 


End 


14824 




Name 


OJ000222 17.0406.C19.o5.gs 


Method 


GENSCAN 




Start 


14126 


End 


14550 




GI 


none 


Score 


.84 




Exons 


14126. .14128, 14180. .14353, 


14464. .14550 




Seq. No. 


41623 


Seq. ID 


OJ000222JL7.0406. 


C19 


Gene No . 


. 86344 


Strand 


+ 




Start 


8669 


End 


14824 




Name 


OJ000222 17.0406.C19.o2.gp 


Method 


AAT/GAP 




Start 


14185 


End 


14824 




GI 


12185 1.R1084 


Score 


962 




Exons 


14185. .14353, 14464. .14824 








GI Descrip. 


'5902382/gb|AAD55484.1|AC009322_24 l.Oe 


i-17 (AC009322) Unknown 




protein [Arabidopsis thaliana] 1 






Seq. No. 


41623 


Seq. ID 


OJ000222JL7.0406. 


C19 


Gene No. 


86345 


Strand 


+ 




Start 


18385 


End 


19211 




Name 


OJ000222 17,0406.C19.o7.gs 


Method 


GENSCAN 




Start 


18385 


End 


19211 




GI 


none 


Score 


.71 




Exons 


18385. .18567, 18886 18903, 


19176. .19211 




Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406. 


C19 


Gene No. 


86346 


Strand 






Start 


690 


End 


8885 , •. 





41773 



Name 


OJ000222 17.0406.C19.o3.np 


Method 


AAT/NAP 


Start 


690 


End 


7187 


GI 


4680199 


Score 


124 


Rxons 


690. .737, 5955. .6261, 7144.. 


7187 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Sea. No. 


41623 


Seq. ID 


OJ000222_17.0406.C19 


Gene No . 


86346 


Strand 




Start 


690 


End 


8885 


Name 


OJ000222 17.0406.C19.o2.gs 


Method 


GENSCAN 


Start 


1017 


End 


8885 


GI 


none 


Score 


. 61 


Exons 


1017.. 1292, 1438.. 1533, 1615 


..1728, 2011. .2346, 2428. .3317, 




3401.. 3718, 3758.. 3870, 4022 


..4204, 4743. .4835, 5581. .5659, 




6449.. 6496, 8321.. 8417, 8853 


. .8885 




Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406.C19 


Gene No. 


86347 


Strand 




Start 


12445 


End 


13144 ' 


Name 


OJ000222 17 0406 C19 o4 as 


Method 


GENSCAN 


Start 


12445 


End 


13144 


GI 


none 


Score 


.72 


Exons 


12445. .12749, 12751 .. 12877 , 


13034. .13144 


Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406.C19 


Gene No. 


86348 


Strand 




Start 


14929 


End 


16518 


Name 


OJ000222 17 0406 C19 ol tw 


Method 


TBLASTX: Wheat 


Start 


54 


End 


461 


GI 


none 


Score 


214 


Exons 


54. .461, 254. .427 






Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406.C19 


Gene No. 


86348 


Strand 




Start 


14929 


End 


16518 


Name 


OJ000222 17.0406.C19.o2.ts 


Method 


TBLASTX : Soybean 


Start 


237 


End 


487 


GI 


none 


Score 


229 


Exons 


237. .482, 239. .376, 449. .487 






Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406.C19 


Gene No. 


86348 


Strand 




Start 


14929 


End 


16518 


Name 


OJ000222 17.0406.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10130 


End 


14550 


GI 


none 


Score 


75 


Exons 


10130. .10222, 11342. .11395, 


11422. .11565, 11448. .11552, 




14174. .14356, 1417 9 .. 14358, 


14458. .14550, 14463. .14546 


Seq. No. 


41623 


Seq. ID 


OJ000222_17.0406.C19 


Gene No. 


86348 


Strand 




Start 


14929 


End 


16518 


Name 


OJ000222 17.0406.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


11437 


End 


14550 


GI 


none 


Score 


134 


Exons 


11437. .11565, 11440. .11538, 


11448. .11564, 14177. .14356, 




14194. .14358; 14458 .. 14550, 


14466. .14546 



41774 



Seq. No. 


41623 




Seq. ID 


OJ000222_17.0406. 


C19 


Gene No. 


86348 




Strand 






Start 


14929 




End 


16518 




Name 


OJ000222 17.0406.C19 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14195 




End 


14550 




GI 


none 




Score 


167 




Exons 


14195. .14356, 14200. 


.14358, 


14458. .14550, 14463. .14546 




Seq. No. 


41623 




Seq. ID 


OJ000222_17.0406. 


C19 


Gene No. 


86348 




Strand 






Start 


14929 




End 


16518 




Name 


OJ000222 17.0406.C19 


,o6.gs 


Method 


GENSCAN 




Start 


14929 


End 


16463 




GI 


none 




Score 


.47 




Exons 


14929. .15005, 15781. 


.15972, 


16316. .16463 




Seq. No. 


41623 




Seq. ID 


OJ000222_17.0406. 


C19 


Gene No. 


86348 




Strand 






Start 


14929 




End 


16518 




Name 


OJ000222 17.0406.C19 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


16093 




End 


16518 




GI 


none 




Score 


38 




Exons 


16093. .16317, 16094. 


.16126, 


16173. .16307, 16177. .16341, 






16330. .16389, 16330. 


.16518, 


16331.. 16402 




Seq. No. 


41624 




Seq. ID 


OJ000222 17.0406. 


C20 


Gene No. 


86349 




Strand 


+ 




Start 


156 




End 


213 




Name 


OJ000222 17.0406.C20 


.ol . gs 


Method 


GENSCAN 




Start 


156 




End 


213 




GI 


none 




Score 


.63 




Exons 


156. .213 










Seq. No. 


41625 




Seq. ID 


OJ000222_17.0406. 


C21 


Gene No. 


86350 




Strand 


+ 




Start 


27 




End 


1773 




Name 


OJ000222 17.0406.C21 


.ol.gs 


Method 


GENSCAN 




Start 


27 




End 


293 




GI 


none 




Score 


.47 




Exons 


27. .293 










Seq. No. 


41625 




Seq. ID 


OJ000222_17.0406. 


C21 


Gene No. 


86350 




Strand 


+ 




Start 


27 




End 


1773 




Name 


OJ000222 17.0406.C21 


.ol .np 


Method 


AAT/NAP 




Start 


30 




End 


1773 




GI 


7329677 




Score 


143 




Exons 


30. .270, 1745. .1773 










GI Descrip. 


(AL162295) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


41626 




Seq. ID 


OJ000222_17.0406. 


C22 


Gene No. 


86351 




Strand 


+ 




Start 


4449 ■ 




End 


4592 




Name 


OJ000222 17.0406.C22 


.ol.gp 


Method 


AAT/GAP 




Start 


4449 




End 


4592 




GI 


61605 1.R1084 




Score 


224 





41775 



Exons 4449.. 4592 

GI Descrip. • 5852170/emb I AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ■ 

Seq. No. 41626 Seq. ID OJ000222_17 . 0406 . C22 

Gene No. 8 6352 Strand + 

Start 5131 End 11229 

Name OJ000222_17.0406.C22.ol.np Method AAT/NAP 

Start 5131 End 11229 

GI 6983860 Score 967 

Exons 5131.. 6180, 11184.. 11229 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 

Seq. No. 41626 Seq. ID OJ000222_17 . 0406 . C22 

Gene No. 86352 Strand + 

Start 5131 End 11229 

Name OJ000222_17 . 0406 . C22 . o4 . gp Method AAT/GAP 

Start 10825 End 11138 

GI 61605_3.R1084 Score 453 

Exons 10825. .11138 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 

Seq. No. 41626 Seq. ID • OJ000222_17 . 0406 . C22 

Gene No. 86353 Strand + 

Start 11596 End 11766 

Name OJ000222_17 . 0406 . C22 . o5 . gp Method AAT/GAP 

Start 11596 End 11766 

GI uC-osflM202048cl2bl Score 254 

Exons 11596. .11766 

GI Descrip. 9 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 ' 



Seq. No. 


41626 




Seq. ID 


OJ000222_17.0406.C22 


Gene No. 


86354 




Strand 




Start 


5225 




End 


5712 


Name 


OJ000222 17 


.0406.C22.o2 


. gp Method 


AAT/GAP ■ 


Start 


5225 




End 


5712 


GI 


uC-osflcypl62a07al 


Score 


686 


Exons 


5225. .5452, 


5552. .5712 






GI Descrip. 


' 4 680179/gb |AAD27547.1| 


AF111709 1 2.0e 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. indica] 1 




Seq. No. 


41626 




Seq. ID 


OJ000222_17.0406.C22 


Gene No. 


86355 




Strand 




Start 


6554 




End 


10186 


Name 


OJ000222 17 


.0406.C22.o2 


.gs Method 


GENSCAN 


Start 


6554 




End 


10186 


GI 


none 




Score 


.54 


Exons 


6554. .6567, 


7022. .7172, 


7396. .7580, 7655.-7839, 9981. .10186 


Seq. No. 


41626 




Seq. ID 


OJ000222_17.0406.C22 


Gene No. 


86355 




Strand 




Start 


6554 




End 


10186 


Name 


OJ000222 17 


.0406.C22.o2 


.np Method 


AAT/NAP 


Start 


7022 




End 


8877 



41776 





GI 


5852179 


- 


Score 


366 






7022 7131. 


7402. .7580, 7655 


..7867, 8857. .8877 




(IT Dp<?rrit) 


(AL117265) 


zhb0009.1 [Oryza 


sativa] 






Seq. No. 


41626 




Seq. ID 


OJ000222 




Gene No. 


86356 




Strand 






Start 


11506 




End 


11766 




Name 


OJ000222 17 


.0406.C22.ol.tw 


Method 


TBLASTX :1 




Start 


5290 ™~ 




End 


5649 




ox 


none 




Score 


289 




Pyrin ^ 


5290. .5649, 


5301.. 5471, 5508 


. .5648 






Seq. No. 


41626 




Seq. ID 


OJ000222 




Gene No. 


86356 




Strand 






Start 


11506 




End 


11766 




Naine 


OJ000222 17 


.0406.C22.ol.tm 


Method 


TBLASTX: 




Start 


5533 ~ 




End 


5793 




GI 


none 




Score 


211 




jr von s 


5533. . 5793, 


5556. . 5717 








Qprj Mo 

kj ~ ^ • LH \J . 


41626 




Seq. ID 


OJ000222 




Gene No. 


86356 




Strand 






Start 


11506 




End 


11766 




Name 


OJ000222 17 


.0406.C22.o3.np 


Method 


AAT/NAP 


3 


Start 


11506 




End 


11766 


™ 


GI 


6063554 




Score 


145 


: a 
i 5 


Exons 


11506. .11766 








GI Descrip. 


(AP000615) 


ESTs AU075609(C63344) , C71850 (E0464 ) , 



17.0406.C22 



protein [Oryza sativa] 





Seq. No. 


41627 


Seq. ID 


OJ000222 




Gene No. 


86357 


Strand 


+ 




Start 


1 


End 


739 




Name 


OJ000222 17.0406.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


665 




GI 


5852180 


Score 


295 


3 


Exons 


1..87, 226. .665 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


41627 


Seq. ID 


OJ000222 




Gene No. 


86357 


Strand 


+ 




Start 


1 


End 


739 




Name 


OJ000222 17.0406.C23.ol.gs 


Method 


GENSCAN 




Start 


355 


End 


739 




GI 


none 


Score 


.97 




Exons 


355. .410, 415. .739 








Seq. No. 


41627 


Seq. ID 


OJ000222 




Gene No. 


86358 


Strand 


+ 




Start 


4052 


End 


4359 




Name 


OJ000222 17.0406.C23.o2.gp 


Method 


AAT/GAP 




Start 


4052 


End 


4359 




GI 


3759000 


Score 


488 




Exons 


4052. .4359 








Seq. No. 


41627 


Seq. ID 


OJ000222 



41777 




Gene No. 


86358 




Strand 


+ 


OLdlL 


ft U D£ 




Hi .LIU 


4359 


Name 




• o • uj • yp 




AAT /HAP 


btart 


HUD/. 




Hii 1LJ. 


4 359 




j / o uu 






4 90 


Exons 


ftUOZ. . fi O J _/ 








oeq. no. 


41 697 




Seq. ID 


OJ000222 17 0406. C23 


ii v iiv . 


86359 




Strand 


+ ~~ 


Start 


5436 




End 


5510 


Name 


OJ000222 17.0406 


.C23.o5.gp 


Method 


AAT /GAP 


Start 


5436 




End 


5510 


GI 


21474 1.R1084 




Score 


103 


Exons 


5436. .5510 








GI Descrip. 


'3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 



thaliana] ' 



oeq . inu . 


41627 


Seq. ID 


OJ000222 


17 . 0406. C23 


bene ino . 


86360 


Strand 






Start 


1643 


End 


6500 




Name 


OJ000222 17.0406 


.C23.o2.gs Method 


GEN SCAN 




Start 


1643 


End 


6500 




GI 


none 


Score 


.42 




Exons 


1643.. 1704, 2232 


..2394, 3000. .3146, 3455. .3590, 


6428. .6500 


Seq. No. 


41627 


Seq. ID 


OJ000222 


_17.0406.C23 


Gene No. 


86360 


Strand 






Start 


1643 


End 


6500 




Name 


OJ000222 17.0406 


.C23.o2.np Method 


AAT /NAP 




Start 


1727 


End 


3634 




GI 


5295955 


Score 


117 




Exons 


1727.. 1837, 3470 


. .3634 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 








Seq. No. 


41627 


Seq. ID 


OJ000222 


_17.0406.C23 


Gene No. 


86360 


Strand 






Start 


1643 


End 


6500 




Name 


OJ000222 17.0406 


.C23.o3.np Method 


AAT /NAP 




Start 


5768 


End 


6024 




GI 


862343 


Score 


151 




Exons 


5768. .6024 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(L10908) Gcapl gene product [Mus musculus] 
gi| 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 17.0406.C23 



41627 
86360 
1643 

OJ000222__17.0406.C23.o6.gp 
5803 

LIB3477-003-P1-K1-E9 
5803. .5899 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



6500 
AAT /GAP 
5899 
151 



41778 



Seq. No. 


41628 




Seq. ID 


OJ000222_17. 


0406. C2 




86361 




Strand 






tD Lai. L 


X >J 




End 


185 




IN aiuc 


OJ000222 17 0406 


C25 ol as 


M^t hod 


GENS CAN 




o Lai u 


15 ~~ 

X 




End 


185 




Ol 


none 




Score 


. 94 




Exons 


15 1 85 

X *J • * X O J 










Seq. No. 


41629 




Seq. ID 


OJ000222_13. 


0404. CI 


Gene No. 


86362 




Strand 


+ 




O Lai L. 


5695 




End 


8999 




Name 


O.T000222 13 0404 


PI o2 a** 


Method 


GENSCAN 




OLdl L 


5695 ~~ 




End 


8093 










Score 


.76 




IjAUUO 


5695 5847 6072 


6185 6238 


..6335, 6368. .6568, 7182. .7239 




8004 809^ 










Sf^rr No 


41629 




Seq. ID 


OJ000222_13. 


0404 n 


Cpnp Mo 


86362 




Strand 


+ 




Start 


5695 




End 


8999 




Name 


OJ000222 13.0404 


.CI .o2.np 


Method 


AAT/NAP 




o Lai u 


6078 




End 


8999 






74444 51 

/ IllT Ji 




Score 


538 






6078 6611 8911 

UU f O • • \J U X X , OJii 


. .8999 








ol Ucbti XLJ • 


m*nV^a V*\ To rr / nnl 
pi UUaiJlc ydy/pyx 


polyprotein 


- long-staminate rice 






icLIULi allopUOvll 


retrofit gi | 


2586082 |gb|AAB82754. 1 | 


HT7272 5 




icLiUllL [sJi-yziGL 


longistaminata] 






Seq. No. 


41629 




Seq. ID 


OJ000222_13. 


0404. CI 


f^pnp KFo 
(JCilC lnu . 


86*^6^ 




Strand 






O L. d J- L. 


*36 




End 


3417 




Name 


o.Tnnn992 i^ n404 


. CI .ol . gs 


Method 


GENSCAN 




u Lai L 


If. ~ 




End 


3417 




ox 


none 




Score 


.43 






36 1914 194 5 


2255, 2396.. 


2487, 2493 


..2638, 3330. 


.3417 


Seq. No. 


41629 




Seq. ID 


OJ000222_13. 


0404. CI 


Gene No. 


86363 




Strand 






Start 


36 




End 


3417 




IN C11UC7 


OJ000222 13.0404 


.CI .ol . np 


Method 


AAT/NAP 




9t" art 

O Lai U 


149 




End 


3417 




ox 


6539588 




Score 


205 






149. .199, 2396.. 


2673, 3394.. 


3417 






OX L/GOL*XX^J. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41629 




Seq. ID 


OJ000222_13. 


0404. CI 


VJC11C liv ■ 


86364 




Strand 






era rt- 

OLaiL 


6156 




End 


6589 




IN CUILC 


OJ000222 13.0404 


.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


6156 




End 


658 9 




GI 


none 




Score 


88 




Exons 


6156.. 6296, 6167 


..6319, 6284 


..6589, 6285. .6563 




Seq. No. 


41630 




Seq. ID 


OJ000222_13. 


0404. C2 


Gene No. 


86365 




Strand 


+ 




Start 


153 




End 


506 





41779 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No: 



OJ000222JL3 . 04 04 . C2 . ol . gs 

153 

none 

153. .506" 

41630 . 

86366 

1217 

OJ000222_13.0404.C2.o2.gs 

1217 

none 

1217. .1344, 2350. .2386 



Method GENSCAN 
End 506 
Score 1 



Seq. ID 

Strand 

End 

Method ^ 

End 

Score 



OJ000222JL3.0404 .C2 

2386 
GENSCAN 
2386 
.48 



41631 Seq. ID OJ000222_13 . 0404 . C4 

86367 Strand + 

2031 End 2529 

OJ000222 -13.0404.C4.ol.np Method AAT/NAP 

2031 ~ End 2529 

5922634 Score 77 

2031. .2170, 2441. .2529 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



41631 





Gene No. 


86368 




Start 


1894 




Name 


OJ000222 13.0404, 




Start 


1894 




GI 


none 




Exons 


1894. .2336 




Seq. No. 


41632 




Gene No. 


86369 




Start 


8833 




Name 


OJ000222 13.0404 




Start 


8833 


% J 


GI 


none 




Exons 


8833.. 8911, 9465 


C3 


Seq. No. 


41632 




Gene No. 


86370 




Start. . 


. 17492 




Name 


OJ000222 13.0404 




Start 


17457 




GI 


6723387 




Exons 


17457. .19850 




GI Descrip. 


(AL132956) putat 




Seq. No. 


41632 




Gene No. 


86370 




Start 


17492 




Name 


OJ000222 13.0404 




Start 


17492 




GI 


none 




Exons 


17492. .19960 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222JL3.0404.C4 

2336 
GENSCAN 
2336 
.94 



13. 0404. C5 



OJ000222 
+ 

11539 
GENSCAN 
11539 
.5 



OJ000222_13.0404.C5 
+ 

19960 
AAT/NAP 
19850 
1655 



[Arabidopsis thaliana] 

Seq. ID OJ000222_13.0404 .C5 

Strand + 

End 19960 

Method GENSCAN 

End 19960 

Score 1 



41780 



Seq. No. 41632 

Gene No. 86371 

Start 31078 

Name OJ000222_13 . 0404 .C5.o6.gs 

Start 31078 

GI none 

Exons 31078. .31143, 31299 .. 31431, 
32815. .32881, 32943.. 33134 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_ 
+ 

33134 
GENS CAN 
33134 
.77 



13. 0404. C5 



31433. .31639, 32190 .. 32259, 



Seq. No. 41632 Seq. ID OJ000222_13 . 0404 . C5 

Gene No. 86372 Strand + 

Start 33574 End 38471 

Name OJ000222_13 . 0404 . C5 . o7 . gs Method GENSCAN 

Start 33574 End 38471 

GI none Score . 67 

Exons 33574. .33657, 34929.-34986, 35426 35642, 36112 .. 36278, 
38377. .38471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41632 
86373 
34 

OJ000222_13.0404.C5.ol.gs 
34 

none 



Seq. ID OJ000222_13.0404.C5 
Strand 

End 2040 

Method GENSCAN 

End 2040 

Score .71 



34. .251, 318. .380, 677. .783, 1462. .1516, 1942. .2040 



Seq. No.- 41632 

Gene No. 86374 

Start 3318 

Name OJ000222_13 . 0404 . C5 . o2 . gs 

Start 3318 

GI none 

Exons 3318 . . 3593, 5099 
7149.. 7353, 7473 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_13.0404.C5 

7511 
GENSCAN 
7511 
.86 



.5185, 5573.-5729, 6518. .6844, 6850. .6952, 
.7511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41632 
86375 
20827 

OJ000222JL3 . 0404 . C5 . o2 . np 

20827 

7487583 

20827. .20949, 21039 21550, 
hypothetical protein T32A16 
gi I 4972088 | emb | CAB43884.il 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 13. 0404. C5 



28523 
AAT/NAP 
22083 
450 

21624. .22083 

.10 - Arabidopsis thaliana 
(AL0784 68) putative protein 



[Arabidopsis thaliana] gi | 7269233 | emb | CAB81302 . 1 | 
putative protein [Arabidopsis thaliana]" 



(AL161560) 



41632 
86375 
20827 

OJ000222_13 . 0404 . C5 . o5 . gs 
20827 



Seq. ID OJ000222_13.0404.C5 
Strand 

28523 • 
GENSCAN 
28039 
.5 



End 

Method 
End 

none Score 
20827. .20939, 21035 .. 21544 , 22128 .. 22239, 22428 22611, 
22650. .22895, 23019 23416, 24957 .. 24 967 , 25664 .. 26336, 
26560. .26835, 26879. .27012, 27084 .. 27259, 27303 .. 27673, 
27815. .28039 



41781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41632 Seq. ID OJ000222_13.0404.C5 

86375 Strand 

20827 End 28523 

OJ000222 13.0404.C5.ol.gp Method AAT/GAP 

21494 " End 21959 

701150 Score 741 

21494. .21544, 21627.. 21959 

4972088/emb|CAB43884.1| 7.0e-18 (AL078468) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41632 Seq. ID 

86375 Strand 
20:8.27 End 
OJ000222_13 . 0404 . C5 . o3 . np Method 
25661 End 
4972236 Score 

25661. .26365, 26560 .. 27012, 

27815. .27956, 28461.. 28523 



OJ000222_13.0404 .C5 

28523 
AAT/NAP 
28523 
1902 

27084. .27173, 27260 .. 27673, 



GI Descrip. (AJ006349) endo-beta-1, 4-glucanase [Fragaria x ananassa] 



41632 
86376 
35187 

OJ000222_13 . 0404 . C5 . o2 . gp 

35187 

286366 

35187. .35610 

41632 
86377 
39311 

OJ000222_13.0404.C5.o7.tm 

17743 

none 

17743. .17820, 17744 .. 17821, 
17825. .17974, 17825.. 17959 

41632 
86377 
39311 

OJ000222_13.0404.C5.o7.tc 
17747 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_13.0404.C5 

35610 
AAT/GAP 
35610 
757 



OJ000222_13.0404.C5 
53583 

TBLASTX: Maize 

17974 

99 



17799. .17822, 17823 1787 9, 



End 

Method 
End 
Score 

17747.. 17827, 17753 .. 17827 , 17828 .. 17971 , 18044 .. 18394 , 
18050. .18235, 18050 .. 18217, 18230 .. 18316, 18248 .. 18394, 
18626. .18811, 18824. .19000, 18845. .18988 



Seq. ID OJ000222_13.0404.C5 
Strand 

53583 

TBLASTX: Cress 
19000 
72 



41632 
86377 
39311 

OJ000222_13.0404.C5.o5.ts 
17834 



none 
17834. 
18410. 
18845. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 13. 0404. C5 



,17974, 18060. .18107, 
18520, 18506. .18772, 
,19075, 18992.. 19177 



53583 

TBLASTX: Soybean 
19177 
85 

18086. .18397, 18119 .. 18391, 
18528. .18638, 18556 .. 18783, 



41782 



Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


>C5 


Gene No. 


86377 




Strand 






Start 


39311 




End 


53583 






OJ000222 13. 0404. C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18053 ~ 




End 


19266 




rir *"JS. 


none 




Score 


105 






18053. . 18286, 18203 


. .18394, 


18422. .18502, 18515 .. 18763, 






18845. . 19261, 18982 


. .19266, 


19091. .19204 




Qort Mo 


41632 




Seq. ID 


OJ000222JL3.0404 


.C5 


Cona Mo 
UCllc 1NU. 


86377 




Strand 






oLail 


39311 




End 


53583 




Name 


OJ000222 13. 0404. C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18065 




End 


19705 




GI 


none 




Score 


120 




V von s 


18065. . 18355, 18137 


. .18400, 


18230. .18391, 18242. .18397, 






18265. . 18390, 18421 


. .18519, 


18422. .18502, 18461 .. 18496, 






18527 . . 18751, 18548 


. .18772, 


18554. .18772, 18839. .19228, 






18845. .19705, 18863 


. .19129, 


18871. .19002, 19028. .19207, 






19039. . 19080, 19103 


. . 19324, 


19114. .19431, 19130.. 19207 




Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


.C5 


■Cpnp Mo 


86377 




Strand 






,Cf arl- 


39311 




End 


53583 




Name 


OJ000222 13 0404. C5 


. o4 . tc 


Method' 


TBLASTX: Cress 




Of- a r*t- 


18416 _ 




End 


19378 






none 




Score 


82 






18416 18502. 18530 


. .18604, 


19001. .19378, 19033.. 19356 




Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


.C5 


flpnp Mo 


86377 




Strand 






Start 


39311 




End 


53583 




Name 


OJ000222 13. 0404 .C5 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


19199 ~~ 




End 


19738 




GI 


none 




Score 


485 




T** von ^ 


19199 19738, 19234 


. .19464, 


19328. .19717 




Seq. No. 


41632 




; * Seq. ID 


OJd00222_13.0404 


.C5 


Gene No. 


86377 




Strand 






Start 


39311 




End 


53583 




Name 


OJ000222 13. 0404. C5 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


19402 ~ 




End 


19969 




CJ 


none 




Score 


477 




Exons 

UAVll 


19402. .19689, 19427 


. .19963, 


19436. .19717, 19753 .. 19878 , 






19814 19969 










Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


.C5 


Gene No . 


86377 




Strand 






Start 


39311 




End 


53583 




Name 


OJ000222 13. 0404. C5 


.06. tm 


Method 


TBLASTX: Maize 




Start 


19706 




End 


19963 




GI 


none 




Score 


295 




Exons 


19706. .19963, 19707 


. .19778, 


19735. .19869, 19769.. 19960 




Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


• C5 


Gene No. 


86377 




Strand 







41783 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39311 End 

OJ000222_13 . 0404 . C5 . o4 . ts Method 

19741 End 

none Score 



53583 

TBLASTX: Soybean 

19960 

267 



19741. .19872, 19742 .. 19960, 19742.. 19960 



41632 Seq. ID 

86377 Strand 

39311 End 

OJ000222_13 . 0404 .C5 . o3 . tm Method 

20826 End 

none Score 



OJ000222_13.0404.C5 
53583 

TBLASTX: Maize 

21393 

108 



20826. .20939, 20836. . 20940, 20839 20940, 21036 .. 21143, 
21037. .21099, 21108 .. 21392, 21126 .. 21392 , 21133.. 21393 



Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


Gene No . 


86377 




Strand 




Start 


39311 




End 


53583 


Name 


OJ000222 13. 0404. C5. 


o9. tm 


Method 


TBLASTX: Maize 


Start 


22012 




End 


22518 




none 




Score 


187 


Exons 


22012. .22242, 22012. 


.22239, 


22016. .22240, 22407 .. 22517 , 




22408. .22518 








Sea. No. 


41632 




Seq. ID 


OJ000222_13.0404 


Gene No. 


86377 




Strand 




Start 


39311 




End 


53583 


Name 


OJ000222 13. 0404. C5. 


o5.tc 


Method 


TBLASTX: Cress 


Start 


22428 




End 


22918 


GI 


none 




Score 


133 


Exons 


22428. .22646, 22450. 


.22662, 


22739. .22918, 22740. .22916 


Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


Gene No. 


86377 




Strand 




Start 


39311 




End 


53583 


Name 


OJ000222 13. 0404. C5. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


25697 




End 


27451 


GI 


none 




Score 


154 


Exons 


25697. .25852, 26027. 


.26368, 


26154. .26372, 26626. . 27012, 




26630. .26803, 26846. 


.26959, 


27091. .27174, 27114 .. 2717 6, 




27257. .27451, 27288. 


.27446 






Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


Gene No. 


86377 




Strand 




Start 


39311 




End 


53583 


Name 


OJ000222 13. 0404. C5. 


o3. tc 


Method 


TBLASTX: Cress 


Start 


25709 




End 


26290 


GI 


none 




Score 


69 


Exons 


25709. .25852, 26027. 


.26290, 


26162. .26290 


Seq. No. 


41632 




Seq. ID 


OJ000222_13.0404 


Gene No. 


86377 




Strand 




Start 


39311 




End 


53583 


Name 


OJ000222 13. 0404. C5. 


o2.tm 


Method 


TBLASTX: Maize 


Start 


26102 




End 


26360 


GI 


none 




Score 


248 


Exons 


26102. .26359, 26154. 


.26360 







41784 




Seq. No. 


41632 




Seq. ID 


OJ000222 


_13.0404 


.C5 


bene lno . 


D DO / f 




Strand 








Start 


39311 




End 


53583 






Name 


OJ000222 13. 0404. C5. 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


26102 




End 


26368 






GI 


none 




Score 


102 






Exons 


26102. .26224, 26241. 


.26333, 


26268. .26366, 26270 


. .26368, 






26270. .26368 












Seq. No. 


41632 




Seq. ID 


OJ000222 


_13.0404 


.C5 


Gene No. 


86377 




Strand 








otart 


J- 




End 


53583 






Name 


OJ000222 13. 0404. C5. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


26291 




End 


27673 






GI 


none 




Score 


70 






Exons 


26291. .26368, 26298. 


.26372, 


26632. .26919, 26648 


. .26800, 






26846. .26920, 27055. 


.27177, 


27114. .27176, 27257 


. .27661, 






27285. .27446, 27404. 


.27673 










o e q • in \j • 


41 fi^o 




Seq. ID 


OJ000222 


1 "3 (1404 

±. *J m \J *i \J *i 


. <j 


Gene No. 


86377 




Strand 








Start 


39311 




End 


53583 






Name" 


OJ000222 13. 0404. C5. 


o5. tm 


Method 


TBLASTX: 


Maize 




Start 


26762 




End 


27012 






GI 


none 




Score 


222 






Exons 


26762. .26959, 26764. 


.27012, 


26776. .26964 






oeq. no. 






Seq. ID 


OJ000222 


1*3 C\A C\A 




Gene No. 


86377 




Strand 








Start 


39311 




End 


53583 






Name 


OJ000222 13. 0404. C5. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


27308 




End 


27940 






GI 


none 




Score 


142 






Exons 


27308. .27661, 27404. 


.27676, 


27812. .27940, 27825 


. .27929 




Con Mr* 






Seq. ID 


OJ000222 


_13.0404 




Gene No. 


86377 




Strand 








Start 


39311 




End 


53583 






Name 


OJ000222 13. 0404. C5. 


o3. ts 


Method 


TBLASTX: Soybean 




Start ■ 


27458 




End 


27679 






GI 


none 




Score 


167 






Exons 


27458. .27661, 27461. 


.27679 










Seq. No. 


41632 




Seq. ID 


OJ000222 


_13.0404 


.C5 


Gene No. 


86377 




Strand 








Start 


39311 




End 


53583 






Name 


OJ000222 13. 0404. C5. 


08 .gs 


Method 


GENS CAN 












End 


53583 






GI 


none 




Score 


.69 






Exons 


39311. .39519, 41203. 


.41256, 


41402. .41485, 41960 


. .42243, 






42862. .43027, 45183. 


.45365, 


45859. .45964, 46079 


. .46266, 






47596. .47748, 48976. 


.49048, 


49113. .49196, 49280 


. .49835, 






50396. .50474, 50559. 


.50695, 


50837. .50939, 51102 


. .51243, 






51399. .51549, 53438. 


.53583 










Seq. No. 


41632 




Seq. ID 


OJ000222 


_13.0404 


.C5 



41785 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



86377 Strand 

39311 End 

0 J000222JL3 . 0404 . C5 . o5 . gp Method 

41004 . End 

81856 1.R1084 Score 



53583 
AAT/GAP 
42034 
822 



41004. .41294, 41402 .. 41485, 41960.. 42034 

'4559384/gb|AAD23044.1|AC006526_9 3.0e-09 (AC006526) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ000222_13.0404 .C5 
Strand 

End 53583 
_ Method TBLASTX: Maize 

End 45911 
Score 58 

,41295, 41409. .41492, 4 1961 .. 42014 , 4 1962 42015, 
,42173, 42041. .42133, 42135 .. 42215 , 42136 .. 42204, 
,43030, 42864. .43028, 42864 4 3067 , 428 65 .. 43035, 
,45394, 45184. .45366, 45195 .. 4 54 1 6, 45860 .. 45904, 
,45911 



41632 
86377 
39311 

OJ000222_13.0404.C5.o8.tm 
41245 
none 
41245. 
42021. 
42863. 
45179. 
45861. 



Seq. No. 41632 

Gene No. 86377 

Start 39311 

Name OJ000222_13 . 0404 .C5 .o4 . np 

Start 41394 

GI 4559384 

Exons 41394. .41485, 41960 .. 42243, 
45859. .45928 

GI Descrip. (AC006526) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_13.0404.C5 

53583 
AAT/NAP 
45928 
621 



42850. .43030, 45183 .. 45365, 



Seq. No. 41632 
Gene No. 86377 
Start 39311 

Name OJ000222JL3. 0404 .C5.o6.ts 

Start 41949 
GI none 

Exons 41949. .42038, 42138 42194 , 

45178. .45255, 45178 .. 45204 , 

45244. .45366, 45860 45964 , 

46077. .46163, 46154.. 46237 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 13. 0404. C5 



53583 

TBLASTX : Soybean 
46237 
134 

42850. .43035, 42864 .. 43067, 
45179. .45385, 45203 .. 45364 , 
45861. .45965, 4 6064 .. 46108, 



Seq. No. 41632 
Gene No. 86377 
Start 39311 

Name OJ000222_13. 0404 .C5 ,o6.tc 

Start 42024 
GI none 
Exons 42024. 

45188. 

46077. 



42152, 42850. .43041, 
45394, 45860. .45964, 
46160 



Seq. ID 
Strand 
End 

Method 

End 

Score 
42864 . .43052, 45187 
45864. .45965, 46064 



OJ000222_13.0404.C5 
53583 

TBLASTX : Cress 
46160 
138 

45366, 
46108, 



Seq. No. 41632 Seq. ID 

Gene No. 86377 Strand 

Start 39311 End 

Name OJ000222JL3 . 0404 . C5 . olO . tm Method 

Start 4 9589 End 



OJ000222_13.0404 .C5 
53583 

TBLASTX: Maize 
50634 



41786 



# 



GI 


none 


Score 


37 


Pvnn *=; 


49589. .49705, 49626. .49703, 


49718. .49843, 49719. . 49838, 




49954. .50019, 49958. .50056, 


50404. .50475,. 50569. .50634 


Seq. No. 


41632 


Seq. ID 


OJ000222_13.0404.C5 


Gene No. 


86377 


Strand 




Start 


39311 


End 


53583 


Name 


OJ000222 13.0404 .C5.oll.tm 


Method 


TBLASTX: Maize 


Start 


51145 


End 


51542 


GI 


none 


Score 


116 


Exons 


51145. .51249, 51254. .51301, 


51396.. 51542 


Seq. No. 


41633 


Seq. ID 


O JO 0022/ lo.U4U4.C/ 


Gene No. 


86378 


Strand 


+ 


Start 


90 


End 


2425 


Name 


OJ000222 13.0404.C7.ol.gs 


Method 


GEN SCAN 


Start 


90 


End 


1448 


GI 


none 


Score 


.81 


Exons 


90. .177, 864. .1009, 1015. .1106, 1179.. 


1350, 1383 . . 1448 


Seq. No. 


41633 


Seq. ID 


OJ000222_13.0404.C7 


Gene No. 


86378 


Strand 


+ 


Start 


90 


End 


2425 


Name 


OJ000222 13.0404.C7.ol.np 


Method 


AAT/NAP 


Start 


505 


End 


2425 


GI 


7523502 


Score 


183 


F.xons 


505. .598, 908. .1067, 2380.. 


2425 




GI Descrio. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Sea No. 


41633 


Seq. ID 


OJ000222_13.0404.C7 


Gene No. 


86379 


Strand 


+ 


Start 


7516 


End 


10645 


Name 


OJ000222 13.0404.C7.ol.gp 


Method 


AAT/GAP 


Start 


7516 


End 


8914 


GI 


uC-osflM202083ellbl 


Score 


547 


Exons 


7516.. 7572, 8623.. 8914 






GI Descrio. 


, 4972088/emb|CAB43884.1| 7. 


0e-18 (AL078468) putative protein 


[Arabidopsis thaliana] ' 






Seq. No. 


41633 


Seq. ID 


OJ000222_13.0404.C7 


Gene No. 


86379 


Strand 


+ 


Start 


7516 


End 


10645 


Name 


OJ000222 13.0404.C7.o3.np 


Method 


AAT/NAP 


Start 


8765 


End 


10645 


GI 


6166036 


Score 


1277 


Exons 


8765.. 9127, 9623.. 10645 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
DEMETHYLASE) gi | 1707857 | emb | CAA70475 | (Y09291) obtusifoliol 
14-alpha-demethylase [Triticum aestivum] 



41633 Seq. ID 

86380 Strand 

2392 End 

OJ000222JL3 . 0404 . C7 . o2 . gs Method 

2392 End 

none Score 



OJ000222_13.0404.C7 

7344 
GEN SCAN 
7344 
.42 



2392.-2445, 2913. .2978, 4231. .4474, 4551. .4663, 5498. .5761, 



41787 



6915. .6957, 7241. .7344 



Seq. No. 41633 Seq. ID 

Gene No. 86380 Strand 

Start 2392 End 

Name OJ000222_13 . 0404 .C7 .o2 . np Method 

Start 4134 End 

GI 6539588 Score 

Exons 4134.. 4170, 5486.. 5788 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ000222_13.0404.C7 

7344 
AAT/NAP 
5788 
176 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



41633 Seq. ID 

86381 Strand 

8818 ' End 

OJ000222_13.0404 .C7.o2.ts Method 

8818 End 

none Score 



OJ000222_13.0404.C7 
10639 

TBLASTX: Soybean 

9894 

307 



8818. .9129, 8828. .9127, 8869. .9129, 9620. .9883, 9625.-9894 



Seq. No. 


41633 








Seq. ID 


OJ000222_13.0404 


.C7 - 


Gene No. 


86381 








Strand 






Start 


8818 








End 


10639 




Name 


OJ000222 13. 


0404 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8827 








End 


9043 




GI 


none 








Score 


241 




Exons 


8827. .9033, 


8828 


. .9043 










Seq. No. 


41633 








Seq. ID 


OJ000222_13.0404 


.C7 


Gene No. 


86381 








Strand 






Start 


8818 








End 


10639 




Name 


OJ000222 13. 


0404 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8828 








End 


9883 




GI 


none 








Score 


325 




Exons 


8828. .9127, 


8866 


. .9129, 


9620. 


.9883, 9620.. 9883 




Seq. No. 


41633 








Seq. ID 


OJ000222_13.0404 


.C7 


Gene No. 


86381 








Strand 






Start 


8818 








End 


10639 




Name 


OJ000222 13. 


0404 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9620 








End 


10633 




GI 


none 








Score 


244 




Exons 


9620. .9880, 


9626 


. .9883, 


9628. 


.9894, 9937.. 10077, 9938.. 


10150, 



10109. .10294, 10174. .10275, 10232 10393, 10297 .. 10359, 
10436. .10633, 10462.. 10632 



Seq. No. 41633 Seq. ID 

Gene No. 8 6381 Strand 

Start 8818 End 

Name OJ000222_13. 0404 .C7.ol.ts Method 

Start 9937 End 

GI none Score 
Exons 



OJ000222_13.0404.C7 
10639 

TBLASTX : Soybean 

10636 

167 



9937.. 10053, 9938.. 10054, 10058 .. 10150, 10109. . 10294 , 
10295. .10393, 10436 .. 10636, 10462. .10611 



Seq. No. 
Gene No. 
Start 



41633 
86381 
8818 



Seq. ID 

Strand 

End 



OJ000222 13. 0404. C7 



10639 



41788 



Name 

Start 

GI 

Exons 



OJ000222JL3 . 0404 . C7 . o2 . tc Method 
9946 End 
none Score 
9946. .10083, 9947. .10294, 10193. .10243 



Seq. No. 41633 J Seq. ID 

Gene No. 86381 Strand 

Start 8818 End 

Name OJ000222JL3 . 0404 . C7 . o3 . tc Method 

Start 10436 End 

GI none Score 

Exons 10436. .10639, 10462.. 10632 



TBLASTX: Cress 

10294 

294 



OJ000222_13.0404.C7 
10639 

TBLASTX: Cress 

10639 

261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41634 Seq. ID OJ000222_13 . 0404 . C10 

86382 Strand + 

1 End 2409 

OJ000222_13 . 0404 . C10 . ol . np Method AAT/NAP 

1 End 1031 

130582 Score 509 

1. .1031 

RE T RO V I RU S - RE LATE D POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | IS04273 hypothetical protein - .common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



41634 Seq. ID 

86382 Strand 

1 End - 
OJ000222_13 . 0404 . C10 . ol . gs Method ' 

348 End 

none Score . 8 

348. .427, 545. .659, 1881. .2008, 2366. .2409 



OJ000222_13.04 04.C10 
+ 

2409 
GENSCAN 
2409 



41634 
86383 
8684 

OJ000222JL3. 0404. C10. o3.gs 

8684 

none 



Seq. ID OJ000222_13. 0404. C10 



Strand 
End 

Method 

End 

Score 



+ 

16427 
GENSCAN 
15293 
.64 



8684. .8879, 9899.. 10857, 11756 .. 12043, 13525 13554 , 
13614. .13799, 14550 .. 14755, 15125. .15293 



41634 Seq. ID 

86383 Strand 

8684 End 

OJ000222JL3 . 0404 . C10 . o2 . np Method 

8699 End 

5921766 Score 
8699.. 8879, 9899.. 10890 

CHALCONE SYNTHASE 8 (NARINGENIN-CHALCONE SYNTHASE 8) gi 12253119 

(AF007099) chalcone synthase [Bromheadia f inlaysoniana] 



OJ000222_13. 0404. C10 
+ 

16427 
AAT/NAP 
10890 
937 



41634 Seq. ID 

86383 Strand 

8684 End 

OJ000222_13 . 0404 . C10 . o3 . np Method 

10292 End 



OJ000222_13. 0404. C10 
+ 

16427 

AAT/NAP 

16427 



41789 



GI 


4680203 




Score 


457 






Exons 


10292. .10352, 12299. 


.12486, 


12744. .12788, 13828. 


.14063, 






14341. .15155, 16324. 


.16427 










QT DpscriD. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


41634 




Seq. ID 


OJ000222_ 


13.0404 


.C10 


Gene No. 


86383 




Strand 


+ 






Start 


8684 




End 


16427- 






Name 


OJ000222 13. 0404. CIO 


. o2.gp 


Method 


AAT/GAP 






Start 


10726 




End 


11010 






rij 






Score 


558 






pynn ^ 


10726. .11010 












Seq* No. 


41634 




Seq. ID 


OJ000222_ 


13.0404 


.C10 


Gene No. 


86384 




Strand 


+ 






Start 


18817 




End 


21802 






Name 


OJ000222 13. 0404. C10 


. o5 .gs 


Method 


GENSCAN 






Start 


18817 




End 


21802 






GI 


none 




Score 


.68 






Pynnq 


18817. .19012, 19358. 


. 19472, 


19551. .19840, 19973. 


.20215, 






21085. .21271, 21610. 


.21802 










Seq. No. 


41634 




Seq. ID 


OJ000222_ 


13.0404 


.C10 


Gene No . 


86385 




Strand 


+ 






Start 


24297 




End 


28045 






Name 


OJ000222 13. 0404. C10 


.06. gs 


Method 


GENSCAN 






Start 


24297 




End 


28045 






GI 


none 




Score 


.49 






Exons 


24297. .24492, 25521. 


.25743, 


25822.-26479, 27427. 


.27525, 






27740. .27844, 27947. 


.28045 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000222_13. 0404. C10 
+ 

28045 
AAT/NAP 
26512 
946 



41634 Seq. ID 

86385 Strand 
24297 End 
OJ000222_13 . 0404 . C10 . o4 . np Method 
24312 End 
5921766 Score 
24312. .24492, 25521.. 26512 

CHALCONE SYNTHASE 8 (NARINGENIN-CHALCONE SYNTHASE 8) gi 1 2253119 

(AF007099) chalcone synthase [Bromheadia f inlaysoniana] 

41634 Seq. ID OJ000222_13 . 0404 . C10 

86386 Strand. - 
2096 End 2708 
OJ000222JL3. 0404. C10. ol.gp Method AAT/GAP 
2096 End 2708 
uC-osflcyp039h04bl Score 303 
2096. .2158, 2537.. 2708 

' 1617274 /emb | CAA96522 | 1.0e-09 (Z72152) AMP-binding protein 
[Brassica napus] 1 



41634 Seq. ID 

86387 Strand 

4893 End 

OJ000222_13. 0404. C10. o2.gs Method 

4893 End 

none Score 



OJ000222JL3. 0404 .C10 

5957 
GENSCAN 
5957 
.4 



41790 



Exons 



4893.. 5061, 5560.. 5676, 5872.. 5957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41634 
86388 
15524 

OJ000222_13 . 0404 . CIO . o3 . tm 

308 

none 



Seq. ID OJ000222_13. 0404. C10 
Strand 

End 26491 

Method TBLASTX : Maize 

End 612 

Score 294 



308. .550, 310. .555, 312. .551, 553.. 612 



41634 
86388 
15524 

OJ000222_13 . 0404 . C10 . o2 . tw 

636 

none 



Seq. ID OJ000222_13. 0404. C10 
Strand 

End 26491 

Method TBLASTX : Wheat 

End 992 

Score 110 



636.-785, 638. .781, 804. .992, 812. .970 



41634 
86388 
15524 

OJ000222_13. 0404. C10. o4.tm 

636 

none 



Seq. ID OJ000222_13. 0404. C10 
Strand 

End 26491 

Method TBLASTX : Mai ze 

End 1022 

Score 110 



636..779, 653. .1021, 703. .954, 804, .1022, 834.. 1022 



41634 
86388 
15524 

OJ000222_13. 0404. C10. o2.ts 

639 

none 



Seq. ID OJ000222_13. 0404. C10 
Strand " 

End 26491 

Method TBLASTX : Soybean 

End 1022 

Score 210 



639. .899, 645.-767, 650.. 898, 903.. 1022 



41634 
86388 
15524 

OJ000222_13 . 0404 . C10 . ol . tm 

8732 

none 

8732. .8881, 8737. .8880, 9871 
10338. .10610, 10597. .10788, 
18865. .19014, 18870. .19013, 
19687. .19950, 19731 .. 19961, 
20158. .20220, 24345 .. 244 94 , 
25582. .25815, 25821 .. 25889, 
26219. .26410, 26221 .. 264 60, 



Seq. ID OJ000222JL3. 0404. C10 
Strand 

End 26491 
Method TBLASTX : Mai ze 
End 26491 
Score 181 

.10338, 9903.. 10328, 10336 .. 10599, 
10599. .10727, 107 65 .. 108 69, . 
19680, 19311. .19679, 
20078, 19954. .20139, 
24493, 25493. .25960, 
26221, 25960. .26232, 



19264 
19950 
24350 
25958 
26429. .26491 



Seq. No. 41634 
Gene No. 86388 
Start 15524 

Name OJ000222_13 . 0404 . C10 . ol . tc 

Start 8732 
GI none 

Exons 8732.. 8881, 8737.. 8880, 9871 

10596. .10727, 10597 .. 10788, 10599 .. 10727 , 10804 .. 108 69, 
10809- .10868, 18829. .19014, 18870 .. 19013, 19264 .. 19680, 



Seq. ID OJ000222_13. 0404. C10 
Strand 

26491 

TBLASTX: Cress 
26491 
166 



End 

Method 

End 

Score 



,10338, 9903.. 10331, 10408 .. 10599, 



41791 





1 Q970 1 9647 1 Q^S 


19685 


19687. .19746, 19687. 


. 19731, 






1 Q7RQ 1 QQRO 1 99R0 


9007ft 


19954. .20139, 20157. 


.20219, 






901 ^ft 90990 94?09 


944 94 


24350. .24493, 25493. 


.25960, 






9^606 9Sft'36 9S960 


9601 9 


26023. .26214, 26027. 


.26221, 






9691 9 96410 96991 


96^49 


26428. .26490, 26429. 


.26491 




beq. wo. 


41634 




Seq. ID 


OJ000222_ 


13.0404 


. C10 


bene ino. 


86388 




Strand 








b tart 


15524 




End 


26491 






Name 


OJ000222 13. 0404. CIO 


. ol . ts 


Method 


TBLASTX : Soybean 




b tiar t 


8732 




End 


26491 






pt 
bl 


none 




Score 


156 






Exons 


8732.. 8884, 8743.-8886, 9871 


...10338, 9906.. 10214 


, 10336 


. . 10599, 




1 O^ft 10610 10^97 
IUjjD . • XU OX U , IUj? / • 


1 07ft ft 
. X U / 0 0 , 


10599. .10727, 10765. 


.10869, 






1 OftOQ lOft^Q 1ftft6*^ 


1 Q090 


19264. .19680, 19264. 


.19464, 






i q-31 i i qcct; 1 qcrc 

X^O-LX. . i^jDJ/ lJJJJ. 


1 Q647 


19687. .19950, 19734. 


.19961, 






1 QQ*=iO 9007ft 1 QQ*^4 


901 *39 


20157. .20210, 20158. 


.20220, 






24345. .24500, 25493. 


.25960, 


25582. .25953, 25958. 


.26221, 






25960. .26232, 26219. 


.26410, 


26221. .26382, 26428. 


.26481, 






96499 96491 

Z 0*4 Z :? . • Z Of* .7 X 












Seq. No. 


/I 1 £"34 




Seq. ID 


OJ000222_ 


13.0404 


.C10 


Gene No. 


0 DjOO 




Strand 










1 R^94 




End 


26491 






Name 


PTnnn999 1*5 0404 pi 0 


• OZ • Lill 


Method 


TBLASTX : Maize 




otart 


13929 




End 


14312 






b±- 


none 




Score 


55 






Exons 


1^999 1^997 1^97*} 


14^11 


14001. .14312, 14073. 


.14312 




beq. no. 


416^4 




Seq. ID 


OJ000222_ 


13.0404 


. C10 


Gene No. 


ft 6"3ftft 




Strand 








Start 


1 c i c i94 




End 


26491 






Name 


O.T000999 1*3 0404 PI 0 


. U X . L W 


Method 


TBLASTX: Wheat 




OLaiL 


1 ^QR^ ~~ 
1 j j j j 




End 


14968 






pt 
bx 


none 




Score 


44 






T* 1 v /"\ W o 


13953. .14021, 14067. 


.14354, 


14320. .14478, 14328. 


.14477, 






1449*3 14669 1 476ft 

X fi ft .7 0 • t 14DDI7; X fi / OO . 


.14875, 


14864. .14968 






Seq. No. 


41634 




Seq. ID 


OJ000222_ 


13.0404 


.C10 


Gene No. 


86388 




• Strand 








Of- a r1" 
OLnl u 


15524 




End 


26491 






Name 


OJ000222 13. 0404. CIO 


,o4 .gs 


Method 


GEN SCAN 






OtdiL 


15524 




End 


17864 






PT 


none 




Score 


.5 








15524. .15871, 17781. 


.17864 










OtJLJ. 1NU. 


41635 




Seq. ID 


OJ000222_ 


12.0404 


.C2 


Gene No. 


86389 




Strand 


+ 






Start 


1 




End 


159 






Name 


OJ000222 12. 0404. C2 . 


ol .np 


Method 


AAT/NAP 






o tart 


1 




End 


159 






GI 


5777617 




Score 


74 






Exons 


1. .159 












GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza ; 


sativa] 






Seq. No. 


41635 




Seq. ID 


OJ000222_ 


12.0404 


.C2 


Gene No. 


86390 




Strand 


+ 







41792 



04- -a r 4- 
u Lai. L 


329 




End 


531 


Name 


OJ000222 12 0404.C2.ol. 


OS 


Method 


GENSCAN 


of -s >-+- 


329 ~~ 




End 


531 


PT 


none 




Score 


.9 




329. .531 








Seq. No. 


41636 




Seq. ID 


OJ000222_12.0404 .( 


Gene No. 


86391 




Strand 


+ 


O Lai U 


975 




End 


3313 


Name 


OJ000222 12 . 0404 .C3 . ol 


as 


Method 


GENSCAN 


oLdX U 


975 "~ 




End 


3062 




none 




Score 


.77 




975. .1510, 2723. .3062 








O C CJ . LN (J • 


41636 




Seq. ID 


OJ000222_12.0404 .( 


Gene No . 


86391 




Strand 


+ 


Start 


975 




End 


3313 


Name 


OJ000222 12.0404.C3.o2 


.np 


Method 


AAT/NAP 


Start 


1203 




End 


2990 


GI 


4960154 




Score 


434 


Exons 


1203. .1510, 2723.. 2990 








GI Descrip. 


(AF153283) putative progesterone-binding protein homolog 




[Arabidopsis thaliana] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41636 Seq. ID 

86391 Strand 
975 End 
OJ000222_12 . 04 04 . C3 . ol . gp Method 
1400 End 
1480_1.R1084 Score 
1400.. 1510, 2723.. 3313 

»4960154/gb|AAD34615.1|AF153283_l 1 . 0e-31 (AF153283) putative 
progesterone-binding protein homolog [Arabidopsis thaliana] ' 



OJ000222_12.0404 .C3 
+ 

3313 
AAT/GAP 
3313 
1239 



Seq. ID 
Strand 
End 

Method 
End 
Score 

. . 9003, 9139. .10595 

, 3913811/sp|048674|HEMl_ORYSA 0.0e+00 GLUTAMYL -TRNA REDUCTASE 
PRECURSOR (GLUTR) >gi_2920320_dbj_BAA25003_ (AB011416) 
glutamyl-tRNA reductase [Oryza sativa] 1 



41636 
86392 
7569 

OJ000222_12 . 0404 . C3 . o2 . gp 
7337 

51_1.R1084 
7337.. 7803, 8762, 



OJ000222_12.0404.C3 
+ 

10595 
AAT/GAP 
10595 - 
4108 



41636 
86392 
7569 

OJ000222_12 . 04 04 . C3 . o3 . np 
7566 
3913811 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7566. .7803, .8762. .9003, 9139. .10269 
GLUTAMYL-TRNA REDUCTASE PRECURSOR (GLUTR) 

gi I 2920320 | dbj |BAA25003.1| (AB011416) glutamyl-tRNA reductase 
[Oryza sativa] 



OJ000222_12.0404.C3 
+ 

10595 
AAT/NAP 
10269 
2539 



Seq. No. 



41636 



Seq. ID OJ000222_12.0404 .C3 



41793 



Gene No. 


86392 


Strand 


+ 






Start 


/ oby 










Name 


ojuuu^zz iz . U4U4 . to . oz . gs 


4— 1^ /™\ /-3 

wetnoa 


C V M Q C ZX NT 






Start 


/ Dby 




1 097 9 






GI 


none 


Score 


Q 
• -7 






Exons 


TCCQ TQm Q*7C0 QflH^ Q1*3Q 


1 097 9 








Seq. No. 


41636 


Seq. ID 


OJ000222_ 


_12.0404 


.C3 


Gene No. 


86393 


Strand 


+ 






Start 


i onoi 
loUo 1 


Hi I Id 


1 6790 






Name 


AinnnOOO in C\AC\A 

OJUUUzzZ . . Lj . Oj . gp 


Metnou 








Start 


lzyy / 




1 ^9^4 






GI 


none 


Score 


4^6 
ft jD 






Exons 


l^yy / . . iozo4 










Seq. No. 


/I 1 roc 


Seq. ID 


OJ000222 


1 9 0404 

1Z, • U4U4 




bene no. 


0 Dj3j 


Strand 


+ 






Start 


13081 


End 


16720 






Name 


OJ000222 12.0404.C3.o3.gs 


Method 


GENS CAN 






Start 


13081 


End 


16720 






GI 


none 


Score 


.78 






Exons 


13081. .13232, 13781. .13907, 


14836. .15063, 15691 


. .15877, 






16422. .16543, 16589.. 16720 











Seq. No. 41636 Seq. ID OJ000222_12 . 0404 . C3 

Gene No. 86394 Strand + 

Start 19042 End 19180 

Name OJ000222_12 . 0404 . C3 . o6.gp Method AAT/GAP . 

Start 19042 End 19180 

GI 4165_1.R1084 Score 223 

Exons 19042. .19180 

GI Descrip. ' 1001404/dbj | BAA10026 | 8.0e-10 (D63999) hypothetical protein 
[Synechocystis sp.]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41636 
86395 
255 

OJ000222_12.0404.C3.ol.np 
255 

7485509 
255. .336 

hypothetical protein F15B8, 
gi| 4 678270 | emb | CAB41178.il 
protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222_12.0404.C3 
336 

AAT/NAP 

336 

97 



40 - Arabidopsis thaliana 
(AL049660) protein kinase-like 



OJ000222 12. 0404. C3 



41636 Seq. ID 

86396 Strand 

15543 End 15854 

OJ000222_12 . 0404 . C3 . o4 . gp Method AAT/GAP 

15543 End 15854 

707_1.R1084 Score 548 
15543. .15854 

, 2314803/gb|U85037 IOSU85037 1.0e-145 Oryza sativa signal 
recognition particle RNA sequence' 



41636 
86397 



Seq. ID 
Strand 



OJ000222 12. 0404. C3 



41794 



Start 


17039 






Name 


OJ000222 12 . 


0404 . 


C3.o2.tc 


otari 


1 ^Q7 ~~ 
± j y i 








none 






Exons 


1 *}Q7 1 SI 0 


1398 


1499. 2666. 




2712. .2981, 


2745. 


.2825, 2789. 


Seq. No. 


41636 






Gene No. 


86397 






o tax U 


17039 






Name 




0404 . 


C3 o2.ts 


Start 


1 ^Q7 ~~ 






GI 


n on o 






17 von Q 


1397 . . 1510, 


1398 . 


.1499, 1467. 


Seq. No. 


4 IdjD 






Gene No. 


86397 






Start 


17039 






Name 


OJ000222 12. 


0404 . 


C3.o3.tm 


otari. 


1 ^Q7 _ 
j. j j / 






GI 


none 






Exons 


1 ^Q7 1 SI 0 


1398 


1499. 2716. 




2721 2987, 


2789 


.2917 


Seq. No. 


41636 






Gene No. 


86397 






otari 


1 7D^Q 






Name 


oTnnn999 i o 


\J *i \J *i 


C\ r>2 tw 


Start 


Z 1 £. / 






GI 


none 






Exons 


2727 2984. 


2792 


. .2923 


Seq. No. 


41636 






Gene No. 


86397 






Of- -j -v-+- 

OLaiL 


17039 






Name 


WUUVJU^^Z. X^, 


0404 


C3 o6.tm 

. V»f J . w V . Will 


Start 


O / 4 U 






bl 


none 








8740 8874. 


8761 


. .8874 


Seq. No. 


4 lO JO 






Gene No. 


86397 






Start 


17039 






Name 


OJ000222 12 


. 0404 


.C3.ol.tc 




876*} ~~ 
0 / DJ 






GI 


none 






Exons 




O / DJ 


□008 8764 




qi^8 9734. 


9142 


. . 10065, 933( 


oeq. wo. 








Gene No. 


86397 






Start 


17039 






Name 


OJ000222 12 


.0404 


.C3.o3.ts 


Start 


8763 






GI 


none 






Exons 


8763. .8906, 


8763 


..8909, 8764 



End 19305 
Method TBLASTX : Cress 
End 2981 
Score 138 

.2707, 2710.. 2919, 2710.. 2820, 
.2929, 2866.. 2931 

Seq. ID OJ000222_12.0404.C3 
Strand 

End 19305 

Method TBLASTX : Soybean 

End 2918 

Score 147 

.1517, 2712.. 2918, 2789.. 2908 

Seq. ID OJ000222_12.0404.C3 
Strand 

End 19305 

Method TBLASTX : Maize 

End 2987 

Score 145 
.2904, 2718.. 2906, 2719.. 2871, 



Seq. ID OJ000222_12.0404.C3 
Strand 

End 19305 

Method TBLASTX : Wheat 

End 2984 

Score 295 



Seq. ID OJ000222_12.0404.C3 
Strand 

End 19305 

Method TBLASTX : Mai ze 

End 8874 

Score 190 



Seq. ID OJ000222_12.0404.C3 
Strand 

End 19305 

Method TBLASTX : Cress 

End 10217 

Score 127 

.9003, 8771. .9004, 9136.. 10023, 

..10076, 9996. .10217, 10042. .10212 

Seq. ID OJ000222_12.0404.C3 
Strand 

End 19305 

Method TBLASTX : Soybean 

End 8 910 

Score 110 
.8910 



41795 




Seq. No. 


41636 




Seq. ID 


OJ000222_12.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


OJ000222 12. 


0404.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


8878 




End 


9519 




GI 


none 




Score 


148 




Exons 


8878. .9003, 


8922. .9008, 9136. .9519, 9136. .9519 




Seq. No. 


41636 




Seq. ID 


OJ000222_12.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


OJ000222 12. 


0404.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


8911 




End 


10274 




GI 


none 




Score 


109 




Exons 


8911. .9015, 


8913. .9014, 9141. .9356, 9142. .10065, 9142.. 


944 




9336. .10043, 


10042. .10215, 


10054. .10212, 10056. .10268, 






10143. .10274 










Seq. No. 


41636 




Seq. ID 


OJ000222_12.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


OJ000222 12. 


0404.C3.ol.tm' 


Method 


TBLASTX: Maize 




Start 


9520 




End 


10289 




GI 


none 




Score 


1055 




Exons 


9520. .10212, 


9520.. 10212, 9669.. 10289 






Seq. No. 


41636 




Seq. ID 


OJ000222_12.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


OJ000222 12. 


0404.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9730 




End 


10137 




GI 


none 




Score 


627 




Exons 


9730. .10137, 


9732. .10136 








Seq. No. 


41636 




Seq. ID 


OJ000222_12.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


OJ000222 12. 


0404 .C3.o4 .tm 


Method 


TBLASTX: Maize 




Start 


15545 




End 


15859 




GI 


none 




Score 


43 




Exons 


15545. .15586, 1554 9 15587, 


15589. .15750, 15605 .. 157 60, 






15608. .15751 


, 15790. .15858, 


15803. .15859 




Seq. No. 


41636 




Seq. ID 


OJ000222JL2.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


OJ000222 12. 


0404.C3.o4.gs 


Method 


GENSCAN 




Start 


17039 




End 


19305 




GI 


none 




Score 


.56 




Exons 


17039. .17437, 18318 .. 18401, 


18922. .19305 




Seq. No. 


41636 




Seq. ID 


OJ000222JL2.0404 


.C3 


Gene No. 


86397 




Strand 






Start 


17039 




End 


19305 




Name 


* OJ000222 12. 


0404 .C3.o5.tm 


Method 


TBLASTX: Maize 




Start 


17040 




End 


17278 




GI 


none 




Score 


164 





41796 



Exons 



17040. .17273, 17072. . 17278", 17207.. 17275 



Seq. No. 41636 Seq. ID OJ000222_12 . 0404 . C3 

Gene No. 86397 Strand 

Start 17039 End 19305 

Name OJ000222_12 . 0404 . C3 . o4 . np Method AAT/NAP 

Start 17083 End 17332 

GI 7486141 Score . 116 

Exons 17083. .17332 

GI Descrip. hypothetical protein F25I24.20 - Arabidopsis thaliana 
gi|4539355|emb|CAB40049.1| (AL049525) putative protein 
[Arabidopsis thaliana] gi I 7267779 I emb | CAB81182 . 1 1 (AL161518) 
putative protein [Arabidopsis thaliana] 



Sea. No. 


41637 


Seq. ID 


OJ000222_12.0404.C4 


Gene No. 


86398 


Strand 


+ 


Start 


1 


End 


1256 


Name 


OJ000222 12.0404.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1056 


GI 


6226234 


Score 


616 


Exons 


1..28, 424. .721, 836. .1056 






GI Descrip. 


THYLAKOID LUMENAL 17.4 KD PROTEIN, CHLOROPLAST PRECURSOR (P17 


Sea No. 


41637 


Seq. ID 


OJ000222_12 . 0404 . C4 


fipnp No . 


86398 


Strand 


+ 


Start 


1 


End 


1256 


Name 


OJ000222 12.0404.C4.ol.gp 


Method 


AAT/GAP 


Start 


474 


End 


1256 


GI 


4165 1.R1084 


Score 


1243 


Exons 


474. .721, 836. .1256 






GI Descrip. 


'1001404/dbj |BAA10026| 8.0e-10 (D63999) 


hypothetical protein 




[Synechocystis sp.] 1 






Seq. No. 


41637 


Seq. ID 


OJ000222_12.0404.C4 


Gene No . 


86398 


Strand 


+ 


Start 


1 


End 


1256 


Name 


OJ000222 12.0404.C4.ol.gs 


Method 


GENSCAN 


Start 


497 


End 


1059 


GI 


none 


Score 


.82 


Exons 


497. .721, 836. .1059 






Seq. No. 


41637 


Seq. ID 


OJ000222_12.0404.C4 


Gene No. 


86399 


Strand 




Start 


1435 


End 


1647 


Name 


OJ000222 12.0404.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


421 


End 


1068 


GI 


none 


Score 


422 


Exons 


421. .723, 449. .604, 453. .689, 


653. .721, 


829.. 1068, 834.. 1058 


Seq. No. 


41637 


Seq. ID 


OJ000222_12.0404.C4 


Gene No. 


86399 


Strand 




Start 


1435 


End 


1647 


Name 


OJ000222 12.0404.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


441 


End 


720 


GI 


none 


Score 


162 


Exons 


441. .689, 444. .716, 454. .720, 


454. .720 





41797 



Seq. No. 


41637 


Seq. ID 


OJ000222_12.0404. 


C4 


Gene No. 


86399 


Strand 






Start 


1435 


End . 


1647 




Name 


OJ000222 12.0404.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


447 


End 


659 




GI 


none 


Score 


316 




Exons 


447. .659, 448.-657 




- 




Seq. No. 


41637 


Seq. ID 


OJ000222_12.0404 


.C4 


Gene No. 


86399 


Strand 






Start 


1435 


End 


1647 




Name 


OJ000222 12.0404.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


829 


End 


1059 




GI 


none 


Score 


289 




Exons 


829.. 1059, 834.. 1049 








Seq. No. 


41637 


Seq. ID 


OJ000222_12.0404 


• C4 


Gene No. 


86399 


Strand 






Start 


1435 


End 


1647 




Name 


OJ000222 12.0404.C4.o2.gp 


Method 


AAT/GAP 




Start 


1435 


End 


1647 




GI 


2797142 


Score 


385 




Exons 


1435. .1647 








Seq. No. 


41638 


Seq. ID 


OJ000222_12.0404 


.C5 


Gene No. 


86400 


Strand 


+ 




Start 


3150 


End 


4829 




Name 


OJ000222 12.0404.C5.ol.np 


Method 


AAT/NAP 




Start 


3150 


End 


4829 




GI 


6598842 


Score 


409 




Exons 


3150. .3280, 3750. .4829 








GI Descrip. 


(AC010795) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


41638 


Seq. ID 


OJ000222_12.0404 


.C5 


Gene No. 


86400 


Strand 


+ 




Start 


3150 


End 


4829 - 




Name 


OJ000222 12.0404.C5.o3.gs 


Method 


GEN SCAN 




Start 


4218 


End 


4684 




GI 


none 


Score 


.43 




Exons 


4218. .4684 








Seq. No. 


41638 


Seq. ID 


OJ000222JL2.0404 


• C5 


Gene No. 


86401 


Strand 






Start 


63 


End 


1197 




Name 


OJ000222 12.0404 .C5.ol.tm 


Method " 


TBLASTX: Maize 




Start 


16 


End 


637 




GI 


none 


Score 


72 




Exons 


16. .72, 17. .73, 72. .254, 73. .255, 159. 


.260, 347. .457, 348. 




S33..637 








Seq. No. 


41638 


Seq. ID 


OJ000222JL2.0404 


.C5 


Gene No. 


86401 


Strand 






Start 


63 


End 


1197 




Name 


OJ000222 12,0404. C5.ol.gs 


Method 


GENS CAN 




Start 


63 


End 


1197 




GI 


none 


Score 


.63 




Exons 


" 63. .252, 348. .1097, 1160. . 


1197 







41798 





Seq. No. 


41638 




f ono NJ<"\ 
OCUC INU • 


86401 




O -4- 4- 

Starx 






Name 


n tooo9 9 9 19 




Start 


^ao 

D O U 




ui 


1631529 




Exons 


con 1 096 




Seq. No. 


A 1 C*5Q 




Gene No. 






Start 


3904 




Name 


OJ000222 12. 




Otai L 


3904 










Exons 


O -7VJ 4 • .0-7/0/ 






41 ^4 4990 

. . 4 *C ^. VJ , 






4242 4451. 






4 4 Q1 4 fifi S 




Seq. No. 


A 1 




Gene No. 


86402 




Start 


3904 




Name 


OJ000222 12 




Start 






GI 


none 




Exons 


OQQC 4941 






424? 4433. 


L _i 




>1 /l "54 /TQC 
4 4j*i . .41 / , 


- — 


Seq. No. 


4 lb JO 




Gene No. 


86402 




Start 


3904 


s 


Name 


OJ000222 12, 


L »i 


o tar l. 


494? ~ 


v| 

E 7 




none 


f Z 


Exons 


4949 4?49 






44 4 0 47 SI 

4 4 4 U • .4 f *J ± f 


~~ cr 




A 4 4 R9^ 


C3 


Seq. No. 


41639 




Gene No. 


86403 




C +- a r-4- 

otazrt. 


1 




Name 


0.7000222 12 




otart: 


1 










Exons 


1 959 




bi uescnp. 


t arm 07 QS \ i 




Seq. No. 


41639 




Gene No. 


86403 




Start 


1 




Name 


OJ000222 12 




Start 


1 




GI 


none 




Exons 


1..456, 1.. 



4101.. 4433, 4110. 
4242. .4424, 4431. 
4434. .4814, 4439. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_12.0404.C5 

1197 
AAT/GAP 
1026 
669 



OJ000222_12 . 0404 .C5 
4828 

TBLASTX: Cress 

4823 

44 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 12. 0404. C5 



4828 

TBLASTX: Soybean 
4823 
81 

4241, 4215. .4433, 4241. .4351, 
4574, 4434.-4793, 4434.-4793, 
4687, 4533. .4823, 4563.-4745 



.4652, 4457. 
.4828 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4472, 4260 
.4813, 4457 



OJ000222 12. 0404. C5 



4828 

TBLASTX: Maize 
4828 
77 

4436, 4434. .4823, 
4651, 4458.-4823, 



Seq. ID OJ000222JL2.0404.C6 

Strand + 

End 959 

Method AAT/NAP 

End 959 

Score 4 98 

[Arabidopsis thaliana] 

Seq. ID OJ000222_12.0404.C6 

Strand + 

End 959 

Method TBLASTX : Soybean 

End 863 

Score 214 



492. .722, 494. .529, 525. .863 



41799 



Seq. No. 


41639 




Seq. ID 


OJ000222_12.0404 


.C6 


P ^ v» ^ KT s\ 


OD1UJ 




of rand 


.f 




Of a vf 


1 
X 




FnH 


J wJ J 




Name 


pithoo99 9 10 c\ac\a p£ 

UJUUUZZZ lZ.UflU4.UD 


. o 1 . tm 




1 CJjrlO 1 A • rial Zc 




otart 


X 




Hi HQ 


Q1 1 




pt 

*jX 


none 




Score 


94 S 




Exons 






m q 911 


M Q ^61 Q1 1 




Seq. No. 


41639 




Seq. ID 


OJ000222_12.0404 


.C6 


Gene No. 


86403 




Strand 


+ 




Of a y-f 


i 
i 




End 


959 




Name 


O.T000999 1 9 0404 Pfi 


.ol.tc 


Method 


TBLASTX: Cress 






1 ~~ 




End 


701 




PT 


none 




Score 


174 




Lxons 


1 9Q1 1 999 9S 


.411, 36. 


.188, 106. 


.327, 142. .501, 193. .432, 




99^ ^7ft 947 c 14^ 


310. .519, 327. .488 


4 Q9 7 01 4 


641 

Oil 


Seq. No. 


41640 




ocq • iu 


HT000999 19 0404 
UUUUUZZ^ 1Z . U1U4 


P7 




86404 




Strand 






Qf y~f 

o tar L 


322 




End 


3214 




Name 


OJ000222 12. 0404. C7 


.ol.gs 


Method 


p T7 VT Q p A M 




Qf 2 yf 


322 




End 


9 1 4 




P T 


none 




Score 


. JO 




Exons 


322. .427, 2903. -.3048, 3188. . 


3214 






Seq. No. 


41640 




oeq. iu 


HT000999 19 0404 
UJUUU<:^i XZ.UftUft 


P7 


Gene No . 


86405 




Strand 


+ 




Of -5 T>f 

btart 


10851 




End 


11025 




Name 


OJ000222 12. 0404. C7 


,o3.gp 


Method 


b. it /nap 




Of — f 


10851 




End 


X X UZ 0 




pt 

VjX 


none 




Score 


9 4 *3 




Exons 


10851.. 11025 










Seq. No. 


41640 




Seq. ' ID 


PiT000999 1 9 0404 
VJJUUUZZZ XZ.U*iUfi 


P7 


Gene No. 


86406 




Strand 


+ ~ 




Of a >-f 


13136 




End 


14561 




Name 


OJ000222 12. 0404. C7 


,o3.np 


Method 


AAT/NAP 




Pf a yf 


13136 




End 


14561 




PT 


5852084 




Score 


69 




Exons 


13136. .13209, 14478 


. .14561 








bi uesciip . 


(AL117264) zwh0007. 


1 [Oryza 


sativa] 






Seq. No. 


41640 




Seq. ID 


OJ000222_12.0404 


.CI 


P_ a t"4 a XT /~s 


86407 




Strand 


+ 




Qf 3 r-f 


20941 




End 


21280 




Name 


OJ000222 12. 0404. C7 


. o5 . gs 


Method 


GENSCAN 




otarx 


20941 




End 


21280 




PT 
bl 


none 




Score 


.5 




Exons 


20941. .21093, 21131 


. .21280 








Seq. No. 


41640 




Seq. ID 


OJ000222_12.0404 


.CI 


Gene No. 


86408 




Strand 






Start 


1 




End 


1937 




Name 


OJ000222 12. 0404. C7 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1937 




GI 


7485028 




Score 


74 





41800 



Exons 

GI Descrip. 



1..40, 149. .341, 1909. .1937 

hypothetical protein - Arabidopsis thaliana 

gi|2245015|emb|CAB10435.1| (Z97341) glucosyltransf erase like 
protein [Arabidopsis thaliana] gi I 7268410 I emb | CAB78702 . 1 1 
(AL161544) glucosyltransferase like protein [Arabidopsis 
thaliana] 



Seq. No. 


41640 




Seq. ID 


OJ000222_: 


Gene No . 


86409 




Strand 


- 


Start 


4490 




End 


5891 


Name 


OJ000222 12.0404 


.C7.o2.gs 


Method 


GEN SCAN 


Start 


4490 




End 


5891 


GI 


none 




Score 


.6 


Exons 


4490.. 4650, 4929 


..4997, 5789 


. .5891 




Seq. No. 


41640 




Seq. ID 


OJ000222_ 


Gene No. 


86410 




Strand 




Start 


8162 




End 


11725 


Name 


OJ000222 12.0404 


.C7.ol.gp 


Method 


AAT/GAP 


Start 


8005 




End 


8841 


GI 


13226 1.R1084 




Score 


1530 


Exons 


8005. .8841 








GI Descrip. 


•3152605 4.0e-37 


(AC004482) 


hypothetical protein 




thaliana] f 









12. 0404. C7 



beq. wo. 




Gene No. 


86410 


Start 


8162 


Name 


OJ000222 12. 0404. C7 


Start 


8162 


GI 


none 


Exons 


8162.. 8677, 10818.. 


Seq. No. 


41640 


Gene No. 


86410 


Start 


8162 


Name 


OJ000222 12. 0404. C7 


Start 


8214 


GI 


3152605 


Exons 


8214.. 8677, 10818.. 


GI Descrip. 


(AC004482) hypothet 


Seq. No. . 


41640 


Gene No. 


86410 


Start 


8162 


Name 


OJ000222 12. 0404. C7 


Start 


9296 


GI 


none 


Exons 


9296. .9685 


Seq. No. 


41640 


Gene No. 


86410 


Start 


8162 


Name 


OJ000222 12. 0404. C7 


Start 


11116 


GI 


3060953 


Exons 


11116. .11425 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_12.0404.C7 

11725 
GENSCAN 
11312 
.91 



11312 



.np 



Seq. ID OJ000222_12.0404.C7 
Strand 
End 

Method 
End 
Score 
11106. .11328, 



11725 
AAT/NAP 
11725 
566 

11625. .11725 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_12.0404.C7 

11725 
AAT/GAP 
9685 
759 



Seq. ID OJ000222_12.0404.C7 
Strand 

End 11725 

Method AAT/GAP 

End 11425 

Score 574 



41801 




Seq. No. 


41640 




Seq. ID 


OJ000222_12.0404 


.C7 


Gene No. 


86411 




Strand 






Start 


19017 




End 


19143 




Name 


OJ000222 12.0404 


.C7 ,o4 .np 


Method 


AAT/NAP 




Start 


19017 




End 


19143 




GI 


6815099 




Score 


80 




Exons 


19017.-. 19143 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


A 1 C A rt 

41640 




Seq. ID 


OJ000222_12.0404 


.C7 


Gene No. 


86412 




Strand 






Start 


22830 




End 


24688 




Name 


UJUUU222 12.U4U4 


. C / . Ol . tw 


Method 


TBLASTX: Wheat 




Start 


O 1 1 O 

olio 




End 


8543 




GI 


none 




Score 


37 




Exons 


OIIO 0"!*7J1 n 1 r < 

8118 . . 8174 , 8154 


OOA1 0 0 0*3 

. . 8201, 8233 


..8334, 8241. .8495, 8252. .8542 




8253 . . 8543 










Seq. No. 


41640 




Seq. ID 


OJ000222_12.0404 


.C7 


Gene No. 


86412 




Strand 






Start 


o rt o *5 rt 

22830 




End 


24688 




Name 


^\ "r /"\ /> /*\ rt /"> rt iO rt jl rt jt 

OJ000222_12 . 0404 


.C7 .ol . tm 


Method 


TBLASTX: Maize 




Start 


8124 




End 


8739 




GI 


none 




Score 


85 




Exons 


O 1 rt A O 1 rtrt o o *5 c 

8124 . . 8192, 8235 


o c rt i o o o /r 

. . 8501, 8236 


. .8334, 8258. . 834 4, 8261. .8623 




rt rt y- r~ f\ s~ r\ /~ rt rt a 

8265. .8606, 8624 


. . 8680, 8701 


..8739, 8701. .8739 




Seq. No. 


41640 




Seq. ID 


OJ000222JL2.0404 


.C7 


Gene No. 


86412 




Strand 






Start 


o o o o rt 

22830 




End 


24688 




Name 


/"\TrtrtrtOOO 1 O A /I A / 

OJ000222_12 .0404 


. C7 . ol . tc 


Method 


TBLASTX: Cress 




Start 


O O T O 

8273 




End 


8477 - 




GI 


none 




Score 


172 




Exons 


00*70 0»T^ OOIO 

8273. .8476, 8319 


. . 8477 








Seq. No. 


41640 . 




Seq. ID 


OJ000222_12.0404 


.C7 


Gene No. 


86412 




Strand 






Start 


22830 




End 


24688 




Name 


OJ000222 12.0404 


.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8412 




End 


8609 




GI 


none 




Score 


175 




Exons 


8412. .8609, 8412 


..8492, 8414 


. .8608 






Seq. No. 


41640 




Seq. ID 


OJ000222_12.0404 


.C7 


Gene No . 


86412 




Strand 






Start 


22830 




End 


24688 




Name 


OJ000222 12.0404 


.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


10818 




End 


11265 




GI 


none 




Score 


130 




Exons 


10818. .10964, 10818. .11102, 


10819. .11076, 11100. .11153, 






11116. .11196, 11148. .11183, 


11223. .1124 9, 11224. .11265 




Seq. No. 


41640 




Seq. ID 


OJ000222_12.0404 


.C7 


Gene No. 


86412 




Strand 






Start ' 


22830 




End 


24688 




Name 


OJ000222 12.0404 


.C7 ,o6.gs 


Method 


GENSCAN 





41802 




O Lai L. 


22830 






End 


24688 




(IT 


none 






Score 


.42 




P* von q 


22830. .23007, 23890 .. 24000, 24483. .24688 




Seq. No. 


41641 






Seq. ID 


OJ000222_12.0404 


.C8 


Gene No. 


86413 






Strand 


+ 




O Lai u 


4979 






End 


5506 




KfajtlO 
INCllllC- 


OJ000222 12 


.0404. 


C8 ol . gp 


Method 


AAT/GAP 




O U Cl 1. u 


4979 






End 


5506 




(IT 


none 






Score 


1044 






4979. .5506 












Seq. No. 


41641 






Seq. ID 


OJ000222_12.0404 


.C8 


Gene No. 


86414 






Strand 


+ 




Start 


7724 






End 


9305 




Name 


OJ000222 12 


.0404. 


C8 .o3.gs 


Method 


GENSCAN 




Start 


7724 






End 


9305 






none 






Score 


.75 






7724. .7810, 


9276. 


.9305 








Seq. No. 


41641 






Seq. ID 


OJ000222_12.0404 


.C8 


Gene No. 


86415 






Strand 


- 




Start 


2121 






End 


7176 




Mamp 

IN ClllLC 


OJ000222 12 


.0404. 


C8 .ol .gs 


Method 


GENSCAN 






2121 






End 


3750 




RT 


none 






Score 


1 




F von c 


2121 3353. 


3442. 


.3750 








JC^i LN KJ ■ 


41641 






Seq. ID 


OJ000222_12.0404 


.C8 


Gene No. 


86415 






Strand 






Start 


2121 






End 


7176 




Name 


OJ000222 12 


.0404. 


C8 .ol .np 


Method 


AAT/NAP 




oiai i 


2145 






End 


7176 




RT 


4454477 






Score 


638 




IiAUllQ 


2145 3353. 


6689. 


.6892, 7105. 


.7176 








(AC006234) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


41641 






Seq. ID 


OJ000222JL2.0404 


.C8 


Gene No. 


86415 . 






Strand 






Start 


2121 






End 


7176 




Name 


OJ000222 12 


.0404. 


C8 .o2 .gs 


Method 


GENSCAN 




Start 


5364 






End 


7093 




GI 


none 






Score 


1 




F.von c; 


5364. .6596, 


6689. 


.7093 








OC^i IN KJ • 


41641 






Seq. ID 


OJ000222_12.0404 


.C8 




86416 






Strand 






Start 


10502 






End 


11920 




Name 


OJ000222 12 


.0404. 


C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


2118 






End 


10672 




RT 


none 






Score 


142 




Exons 


2118. .2282, 


2130. 


.2288, 2131. 


.2289, 5354. .5500, 5361. .5525, 




5373. .5531, 


5374. 


.5532, 5383. 


.5535, 10492. .10638, 10495 


. .10 




10496. .10672, 10511. .10672 








Seq. No. 


41641 






Seq. ID 


OJ000222_12.0404 


.C8 


Gene No. 


86416 






Strand 







41803 



Start 


10502 




End 


11920 




Name 


OJ000222 12. 


0404.C8.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


2404 




End 


11080 




GI 


none 




Score 


170 




Exons 


2404 . .2583, 


2406.. 2588, 2413 


..2589, 2415.. 2588, 


2588. .2686, 




2598. .2705, 


2599.. 2688, 2602 


..2709, 2694. .2819, 


2698. .2802, 




2802. .2912, 


2826.. 2918, 2922 


..2963, 2927. .2962, 


5647 . . 5826, 




5649. .5831, 


5656.. 5832, 5658 


..5831, 5822. .5935, 


5831. .5941, 




5841. .5948,. 


5844.. 5948, 5908 


..6183, 5937. .6206, 


5941. .6147, 




6087. .6206, 


10785. .10964, 10787 .. 10969, 


10794. . 


10970, 




10796. .10969 


, 10960. .11070, 


10969. .11070, 10979 


. .11080, 




10980. .11072 










Seq. No.. 


41641 




Seq. ID 


OJ000222 


_12.0404.C8 


Gene No . 


86416 




Strand 






Start 


10502 




End 


11920 




Name 


OJ000222JL2. 


0404.C8.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


2838 




End 


11806 




GI 


none 




Score . 


45 




Exons 


2838. .2909, 


2937.. 3101, 2986 


..3087, 3120. .3359, 


3190. .3315, 




6180. .6344, 


6363,. 6623, 6472 


..6558, 6680. .6748, 


6681. .6749, 




6782. .6853, 


11168. .11281, 11300. .11560, 


11409. . 


11495, 




11633. .11713 


, 11735.. 11806 








Seq. No. 


41641 . 




Seq. ID 


OJ000222 


_12.0404.C8 


Gene No . 


86416 




Strand 






Start 


10502 




End 


11920 




Name 


OJ000222 12. 


0404.C8.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3180 




End 


11839 




GI 


none 




Score 


127 




Exons 


3180. .3329, 


3180.. 3371, 3184 


..3354, 6423. .6614, 


6439. .6597, 




6693. .6755, 


6782.. 6814, 6782 


..6853, 11355. .11534, 11360 .. 11539, 




11360. .11542 


, 11646. .11708, 


11735. .11767, 11735 


. .11839 


Seq. No. 


41641 




Seq. ID 


OJ000222 


_12.0404.C8 


Gene No. 


86416 




Strand 






Start 


10502 




End 


11920 




Name 


OJ000222 12. 


0404.C8.o4.gs 


Method 


GENSCAN 




Start 


10502 




End 


11920 




GI 


none 




Score 


.98 




Exons 


10502. .11533, 11642.. 11920 








Seq. No. 


41642 




Seq. ID 


OJ000222 


_12.0404.C9 


Gene No. 


86417 




Strand 


+ 




Start 


20343 




End 


20965 




Name 


OJ000222 12. 


0404.C9.o6.gs 


Method 


GENSCAN 




Start 


20343 




End 


20965 




GI 


none 




Score 


.93 




Exons 


20343. .20655 


, 20745.. 20965 









Seq. No. 


41642 


Seq. ID 


OJ000222 


Gene No. 


86418 


Strand 


+ 


Start 


24264 


End 


24771 


Name 


OJ000222 12.0404.C9.o9.gp 


Method 


AAT/GAP 


Start 


24264 


End 


24645 


GI 


none 


Score 


700 


Exons 


24264. .24645 







41804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000222_12.0404.C9 
+ 

24771 
AAT/NAP 
24771 
84 



41642 Seq. ID 

86418 Strand 
24264 End 
OJ000222_12.0404.C9.o4 .np Method 
24482 End 
7508879 Score 
24482. .24548, 24656. .24771 

hypothetical protein W03D2.1 - Caenorhabditis elegans 
gi| 1947160igb|AAC48255.1| (AF000298) weak similarity to 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 

41642 Seq. ID OJ000222_12 . 0404 . C9 

86419 Strand 

3264 End 6706 

OJ000222_12.0404.C9.ol.gp Method AAT / GAP 

3035 End 3897 

21951_1.R1084 Score 1610 

3035.. 3897 

1 4325345/gb | AAD17344 | 2.0e-80 (AF128393) similar to 
thioredoxin-like proteins (Pfam: PF00085, Score=42.9, E=1.4e-ll, 
N=l); contains similarity to dihydroorotases (Pfam: PF00744, 
Score=154.9, E=1.4e-42, N=l) [Arabidopsis thaliana] 1 



OJ000222_JL2.0404 .C9" 

6706 
GENSCAN 
6576 
.97 



41642 . Seq. ID 

86419 Strand 

3264 End 

OJ000222JL2.0404 .C9.o2.gs Method 

3264 End 

none Score 

3264.-4496, 6409. .6576 

41642 Seq. ID 

86419 . Strand 

3264 End 
OJ000222_12 . 0404 . C9 . ol . np Method 
3267 End 
4325345 Score 
3267.. 4496, 5158.. 5232, 6409.. 6579 

(AF128393) similar to thioredoxin-like proteins (Pfam: PF00085, 
Score=42.9, E=1.4e-ll, N=l); contains similarity to 
dihydroorotases (Pfam: PF00744, Score=154.9, E=1.4e-42, N=l) 

[Arabidopsis thaliana] gi I 7267254 | emb | CAB81037 . 1 1 (AL161502) 
putative thioredoxin [Arabidopsis thaliana] 



OJ000222__12.0404 .C9 

6706 
AAT/NAP 
6579 
1614 



41642 Seq. ID 

86419 Strand 

3264 End 

OJ000222_12.0404.C9.o2.gp Method 

3891 End 

none Score 
3891. .4085 

41642 Seq. ID 

86419 Strand 

3264 End 

OJ000222 12.0404.C9.o3.gp Method 



OJ000222_12.0404.C9 

6706 
AAT/GAP 
4085 
334 



OJ000222_12.0404.C9 

6706 
AAT/GAP 



41805 



Start 


4401 


End 


6706 


GI 


58694 1.R1084 


Score 


855 




4401. .4496, 5158. .5232, 6409. 


.6706 






»4325345/gb|AAD17344 | 8.0e-26 


(AF128393) similar to 




thioredoxin-like proteins (Pfam: PF00085, Score=42.9, E=1.4 




N=l); contains similarity to dihydroorotases (Pfam: PF00744 




C rnrp= 1 C.A Q p — l Kf— 1 \ 
OUVJI C — X J *i • _/ , Hi — 1 • 1C " — / 


[Arabidopsis thaliana] 1 


Seq. No. 


4 1642 


Seq. ID 


OJ000222_12.0404.C9 


Gene No. 




Strand 




O Lai L. 


7701 


End 


10601 


Name 


OJ000222 12.0404 .C9.o3.gs 


Method 


GENSCAN 


O Lai c 


7701 


End 


10243 


Ui 


none 


Score 


.75 


V von q 


7701 777^ ftlftS fi?^1 fi^lP 

/ / U X • • / / / J; OlO J • • O .J X , O Jit, • 


.8431, 9097.. 9575, 9787.. 10243 


Seq. No. 


41 64? 


Seq. ID 


OJ000222_12.0404.C9 


Gene No. . 


ft 64 90 


Strand 




i_> L. a. -L L, 


7701 
/ / u X 


End 


10601 


Nf a 7T1 O 

IN dllLc 


OJ000222 12.0404.C9.o4.gp 


Method 


AAT/GAP 


D Lai L 


7877 


End 


8402 


\J X 


none 


Score 


840 


P vAn c 


7877. .8231, 8312. .8402 








■41642 


Seq. ID 


OJ000222_12.'0404.C9 


Cpnp No 


86420 


Strand 






7701 


End 


10601 


Name 


OJ000222 12.0404.C9.o2.np 


Method 


AAT/NAP 


Start 


8184 


End 


10243 


ox 


7452042 


Score 


746 


DAUllO 


8184. .8233, 8299. .8431, 8546. 


.8767, 9097.. 9767, 9816.. 10243 


OX UcoLI X^J • 


hypothetical protein F26K10.140 - Arabidopsis thaliana 




gi 17269680 lemb ICAB7 9628.il (AL161572) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


41642 


Seq. ID 


OJ000222_12.0404.C9 


Gene No. 


86420 


Strand 




Start 


7701 


End 


10601 


Mamp 
V* CL1MG 


OJ000222 12.0404.C9.o5.gp 


Method 


AAT/GAP 


O L.OX L. 


9278 


End 


9668 


ox 


none 


Score 


762 


TT von 


9278. .9668 






Seq. No. 


41642 


Seq. ID 


OJ000222_12.0404.C9 


Gene No. 


86420 


Strand 




Start 


7701 


End 


10601 


IN CHUG 


OJ000222 12.0404.C9.o6.gp 


Method 


AAT/GAP 


o Lai u 


9925 


End 


10601 


ox 


none 


Score 


885 


F 1 von q 

Hi AU11 J 


9925.. 10373, 10554.. 10601 






Seq. No. 


41642 


Seq. ID 


OJ000222_12.0404.C9 


Gene No. 


86421 


Strand 




Start 


16031 


End 


19155 


Name 


OJ000222 12.0404.C9.o7.gp 


Method 


AAT/GAP 


Start 


16031 


End 


19155 


GI 


none 


Score 


1903 



41806 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
_ Start 

Name 
==3 Start 
m GI 
Fit Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16031. .16445, 16990. .17049, 17680 17776, 18145 .. 18440, 
18995. .19155 



41642 
86421 
16031 

OJ000222_12 . 0404 . C9 . o5 . gs 

16200 

none 

16200. .16445, 16990 .. 17049, 

41642 
86422 
22291 

OJ000222_12.0404.C9.ol.tc 
3244 
none 

3244.. 3396, 3252.. 3485, 3325, 
3996. .4214, 4038. .4211, 4087, 

41642 
86422 
22291 

OJ000222_12 . 04 04 . C9 . ol . tm 
3261 
none 

3261. .3554, 
3325. .4176, 
4003. .4266, 



Seq. ID OJ000222_12.0404.C9 



Strand 
End 

Method 

End 

Score 



19155 
GENS CAN 
19121 
.98 



3264. .4175, 3267. 
3586.. 3864, 3603. 
4011. .4244, 4087. 



41642 
86422 
22291 

OJ000222JL2.0404 .C9.ol.ts 
3261 
none 

3261.. 3566, 3261.. 3641, 3264. 
3325.. 3534, 3577.. 3861, 3579. 
3957.. 4292, 3981.. 4244, 3987. 
3997.. 4269, 4004.. 4105, 4011. 
4336.. 4512, 5138.. 5242, 5158, 

41642 
86422 
22291 

OJ000222_12.0404.C9.o4.tm 
4302 
none 

4302. .4511, 
5146. .5193 



18145. .18440, 18995.. 19121 

Seq. ID OJ000222_12.0404.C9 
Strand 

End 24755 
Method T BLAST X : Cress 
End 4215 
Score 156 

.3483, 3580.. 3807, 3588.. 3806, 
.4215 

Seq. ID OJ000222_12.0404.C9 
Strand 

End 24755 
Method TBLASTX : Mai ze 
End 4301 
Score 111 

.3440, 3281.. 3346, 3322.. 3540, 
.3881, 3987. .4298, 3996. .4301, 
.4269 

Seq. ID OJ000222_12.0404.C9 
Strand 

End 24755 
Method TBLASTX : Soybean 
End 6500 
Score 369 

.3971, 3267.. 3932, 3325.-3972, 
.3896, 3586. .3879, 3597. .3896, 
.4292, 3987.. 4331, 3996,-4298, 
.4244, 4087. .4263, 4317. .4514, 
.5247, 6400. .6474, 6480. .6500 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_12.0404.C9 
24755 

TBLASTX: Maize 

5193 

259 



4305. .4514, 4306. .4512, 4420. .4515, 5138. .5191, 



41642 Seq. ID 

86422 Strand 

22291 End 

OJ000222_12 . 04 04 . C9 . o2 . tm Method 

8181 End 

none Score 



OJ000222_12.0404.C9 
24755 

TBLASTX: Maize 

10265 

55 



41807 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8181. .8234, 8182. .8232, 8310. .8447, 8310. .8438, 8312. .8443, 

8543. .8683, 8550. .8636, 8635. .8760, 8636.-8767, 8639. .8761, 

8691. .8768, 9076. .9558, 9095. .9559, 9096. .9560, 9424. .9573, 

9456..9S63, 9571.. 9735, 9573.-9734, 9713.. 9787, 9738.-9893, 

9740. .9883, 9859. .9903, 9876. .10265, 9878. .10252 



41642 
86422 
22291 

OJ000222_12.0404.C9.o3.ts 
8310 
none 

8310. .8444, 
8550. .8636, 



8310. .8438, 8321. 
8690. .8767, 8718, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 12. 0404. C9 



24755 

TBLASTX : Soybean 
9150 
104 

8443, 8543.-8635, 8543.-8659, 
8768, 9076.. 9150 



Seq. No. 


41642 




Seq. ID 


OJ000222_12.0404, 


.C9 


Gene No. 


86422 




Strand 






Start 


22291 




End 


24755 




Name 


OJ000222 12. 0404. C9. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


9927 




End 


10117 




GI 


none 




Score 


113 




Exons 


9927.. 10115, 9944.. 10117 








Seq. No. 


41642 




Seq. ID 


OJ000222JL2.0404 


.C9 


Gene No . 


86422 




Strand 






Start 


22291 




End 


24755 




Name 


OJ000222 12. 0404. C9. 


06. tm 


Method 


TBLASTX: Maize 




Start 


16196 




End 


17761 




GI 


none 




Score 


53 




Exons 


16196. .16258, 16253. 


.16297, 


16299. .16448, 16300 .. 1644 6, 






16323. .16454, 16990. 


.17052, 


16994. .17056, 17651. .17755, 






17675. .17761 










Seq. No. 


41642 




Seq. ID 


OJ000222_12.0404 


.C9 


Gene No. 


86422 




Strand 






Start 


22291 




End 


24755 




Name 


OJ000222 12. 0404. C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


20746 




End 


20965 




GI 


none 




Score 


256 




Exons 


20746. .20802, 20747. 


, .20965, 


20834. .20965 




Seq. No. 


41642 




Seq. ID 


OJ000222_12.0404 


-C9 


Gene No. 


86422 




Strand 






Start 


22291 




End 


24755 




Name 


OJ000222 12. 0404. C9. 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


22025 




End 


22336 




GI 


none 




Score 


47 




Exons 


22025. .22054, 22031, 


. .22054, 


22043. .22099, 22055 .. 22099, 






22112. .22237, 22118. 


. .22237, 


22137. .22325, 22141 .. 22335, 






22142. .22336, 22142, 


. .22336 








Seq. No. 


41642 




Seq. ID 


OJ000222_12.0404 


.C9 


Gene No'. 


86422 




Strand 






Start 


22291 




End 


24755 




Name 


OJ000222 12. 0404. C9. 


.08. gp 


Method 


AAT/GAP 




Start 


22121 




End 


23509 




GI 


uC-osflcypl62h01bl 




Score 


809 





41808 




Exons 22121. .22501, 23452.. 23509 

' GI Descrip. f 4850408/gb | AAD31078 . 1 | AC007357_27 1.0e-23 (AC007357) Contains 
PF_00097 Zinc finger (C3HC4). ring finger motif. [Arabidopsis 
thaliana] 1 





Seq. No. 


41642 




Seq. ID 


OJ000222_ 


12.0404 


.C9 




Gene No. 


86422 




Strand 










Start 


22291 




End 


24755 








Name 


OJ000222 12. 0404. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 






. Start 


22277 




End 


22509 








GI 


none 




Score 


159 








Exons 


22277. .22507, 22288. 


.22509 












Seq. No. 


41642 




Seq. ID 


OJ000222_ 


12.0404 


.C9 




Gene No. 


86422 




Strand 










Start 


22291 




End 


24755 








Name 


OJ000222 12. 0404. C9. 


o7 . qs 


Method 


GENSCAN 








Start 


22291 




End 


24652 








GI 


none 




Score 


.66 








Exons 


22291. .22501, 23452. 


.23652, 


23760. .23860, 23948. 


.24098, 








24588.-24652 














Seq. No. 


41642 




Seq. ID 


OJ000222_ 


12.0404 


.C9 


i ~' 


Gene No. 


86422 




Strand 








It 


Start 


22291 




End 


24755 






f Li 


Name 


OJ000222 12. 0404. C9. 


o3 .np 


Method 


AAT/NAP 








Start 


22294 




End 


24655 








GI 


6522597 




Score 


772 






hi 


Exons 


22294. .22501, 23452. 


.23686, 


23794. .23860, 23948. 


.24098, 




f§ 




24588. .24655 












= y 


GI Descrip. 


(AL133292) RNA binding-like 


protein [Arabidopsis 


thaliana] 




Seq. No. 


41642 




Seq. ID 


OJ000222_ 


12.0404 


• C9 


13 


Gene No. 


86422 




Strand 








'-■■J 


Start 


22291 




End 


24755 








Name 


OJ000222 12. 0404. C9. 


o2.tc 


Method 


TBLASTX: Cress 




~ =, 


Start 


22315 




End 


23858 








GI 


none 




Score 


57 






C3 


Exons 


22315. .22476, 22328. 


.22384, 


22433. .22495, 22435. 


.22500, 








23448. .23684, 23448. 


.23567, 


23452. .23688, 23610. 


.23687, 








23795. .23857, 23796. 


.23858 












Seq. No. 


41642 




Seq. ID 


OJ000222_ 


12.0404 


.C9 




Gene No. 


86422 




Strand 










Start 


22291 




End 


24755 








Name 


OJ000222 12. 0404. C9. 


o3.tm 


Method 


TBLASTX: Maize 






Start 


22337 




End 


24755 








GI 


none 




Score 


176 








Exons" 


22337. .22498, 22339. 


.22518, 


22339. .22500, 22368. 


.22532, 








23437. .23685, 23441. 


.23686, 


23451. .23687, 23452. 


.23688, 








23795. .23860, 23796. 


.23870, 


23797. .23874, 23928. 


.24107, 








23929. .24096, 23945. 


.24097, 


24587. .24652, 24588. 


.24653, 








24726. .24755 














Seq. No. 


41642 




Seq. ID 


OJ000222_ 


12.0404 


.C9 




Gene No. 


86422 




Strand 










Start 


22291 




End 


24755 







41809 



# 



Name 


OJ000222 l2.0404.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


23509 


End 


24653 






none 


Score 


126 




r von q 


23509.. 23688, 23511 .. 23564 , 23513 .. 23680 , 23607 .. 23687 , 






23775. .23861, 23795 .. 23860, 23796 .. 23861 , 23928 .. 24 107 , 






23945. .24097, 24587 24 652, 24588. .24653 




Seq. No. 


41642 


Seq. ID 


OJ000222_12.0404, 


.C9 


Gene No. 


86422 


Strand 






Start 


22291 


End 


24755 




LNCliUG 


OJ000222 12.0404.C9.o4.tc 


Method 


TBLASTX: Cress 




Start 


23943 


End 


24643 




ul 


none 


Score 


148 




Exons 


23943. .24107, 23951 24097 , 24587. .24643 




Seq. No. 


41643 


Seq. ID 


OJ000222_12 .0404 


.C10 


Gene No. 


86423 


Strand 


+ 




Start 


877 


End . 


1885 




Name 


OJ000222_12 . 0404 . C10 . ol . gs .. 


Method 


GEN SCAN 




Start 


Oil 


End 


1885 






none 


Score 


. 63 




Exons 


877. .1081, 1785. .1885 








Seq. No. 


41643 


Seq. ID 


OJ000222_12.0404 


.C10 


Gene No . 


86424 


Strand 


+ 




Start 


2503 


End 


4657 






OJ000222_12. 0404. C10. o2.gs 


Method 


GENSCAN 




O Ldi u 




End 


4657 




Ul 


none 


Score 


.78 






2503.. 2513, 2721.. 2823, 4634. 


.4657 








41643 


Seq. ID 


OJ000222_12.0404 


.C10 


Gene No. 


86425 


Strand 


+ 




Start 


4886 


End 


8025 




Name 


OJ000222 12.0404.C10.ol.np 


Method 


AAT/NAP 




Start 


4873 


End 


8025 




GI 


7446178 


Score 


234 






4873. .4988, 5598. .5727, 6179. 


.6470, 6581.. 6765, 7921.. 8025 


f^T np<?rr"i n 


myb-related protein 2 - rice 


gi | 2605619 | dbj | BAA23338 . 1 1 


(D8I 




0SMYB2 [Oryza sativa] 








Seq. No. 


41643 


Seq. ID 


OJ000222_12.0404 


.C10 


Gene No.. 


86425 


Strand 


+ 




Start 


4886 


End 


8025 




Name 


OJ000222 12.0404.C10.o3.gs 


Method 


GENSCAN 




Start 


4886 


End 


6830 




(IT 


none 


Score 


.88 




Exons 


4886. .4988, 5598. .5727, 6179. 


.6830 






Qprr No 


41643 


Seq. ID 


OJ000222_12.0404 


.C10 


(Zonp No 

VJ^ll^ LIU i 


86426 


Strand 






Start 


7241 


End 


8125 




Name 


OJ000222 12.0404.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4877 


End 


6262 




GI 


none 


Score 


101 




Exons 


4877.. 4993, 5593.-5727, 5594. 


.5728, 5600.. 5728, 6170.. 6262, 




6171. .6260 









41810' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
fi Name 

Start 
Iz GI 
l][ Exons 
FLI GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



41643 Seq. ID 

86426. Strand 

7241 End 
OJ000222JL2. 0404 .CIO. o4.gs Method 

7241 End 

none Score 

7241. .7434, 8038. .8125 



OJ000222_12 . 0404 . C10 

8125 
GEN SCAN 
8125 
.56 



41644 Seq. ID 

86427 Strand 
3183 End 
OJ000222JL2 . 04 04 . Cll . ol . gp Method 
3183 End 
2799206 Score 
3183.. 3668 

416314/gb|U03443|PRS403 5.0e-14 Yeast integrative vector pRS403 
with HIS3 marker, complete sequence 



OJ000222_12 . 0404 .Cll 
+ 

3668 
AAT/GAP 
3668 
711 



41644 
86428 
13352 

OJ000222JL2. 0404 .Cll. o2 . 
13352 

54183_1.R1084 
13352. .13931 
M972071/emb|CAB43878.1 
[Arabidopsis thaliana] ' 



gp 



Seq. ID OJ000222_12. 0404. Cll 

Strand + 

End 13931 

Method AAT/GAP 

End 13931 

Score 1143 



4.0e-09 (AL0784 67) hypothetical protein 



41644 
86429 
18819 

OJ000222_12.0404.Cll.o4.gs 

18819 

none 

18819. .19001 



41644 
86430 
1405 

OJ000222_12, 

1405 

none 

1405. .1537, 
4652. .47-32, 



0404. Cll. ol.gs 



1711. 
4973. 



,1897, 
.5124, 



Seq. ID OJ000222JL2. 0404. Cll 

Strand + 

End 19001 

Method GENSCAN 

End 19001 

Score .75 



Seq. ID OJ000222_12. 0404. Cll 
Strand 

End 6186 

Method GENSCAN 

End 6186 

Score .71 
.2313, 3467.. 3703, 



2045 

5736.. 5782, 5873.. 6020, 



3906 
6143 



.4041, 
. 6186 



41644 Seq. ID 

86431 Strand 

9360 End 

OJ000222_12 . 0404 . Cll . ol .np Method 

9360 End 

6598837 Score 



OJ000222_12. 0404. Cll 

15552 
AAT/NAP 
13038 
654 



9360.. 9386, 10783 .. 12075, 12850.. 13038 
(AC010795) unknown protein [Arabidopsis thaliana] 



41644 
86431 



Seq. ID 
Strand 



OJ000222 12. 0404. Cll 



41811 



Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9360 

OJ000222_12.0404.Cll.o2.gs 

10660 

none 

10660. .12180 

41644 
86431 
9360 

OJ000222_12.0404.Cll.o3.np 

12651 

7486257 

12651. .12722, 12896. . 13019, 
hypothetical protein F27G19 
gi I 49720711 emb | CAB43878.il 



End 15552 

Method GEN SCAN 

End 12180 

Score .72 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 12.0404.C11 



15552 
AAT/NAP 
15482 
397 

13564. .14318, 15151. .15482 
60 - Arabidopsis thaliana 
(AL078467) hypothetical protein 



[Arabidopsis thaliana] gi I 7269600 | emb | CAB81396 . 1 1 (AL161571) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


41644 




Seq. ID 


OJ000222_12.0404 


.Cll 




Gene No. 


86431 




Strand 








Start 


9360 




End 


15552 






Name 


OJ000222 12.0404.C11 


. o3.gs 


Method 


GEN SCAN 






Start 


13493 




End 


15482 






GI 


none 




Score 


1 




r. 1 
9 r~ 


Exons 


13493. .14318, 15151. 


.15482 








fjj 


Seq. No. 


41644 




Seq. ID 


OJ000222_12.0404 


.Cll 




Gene No. 


86431 




Strand 








Start 


9360 




End 


15552 




l y 


Name 


OJ000222 12.0404.C11 


. o3.gp 


Method 


AAT/GAP 






Start 


13938 




End 


14391 




m 
* ~ 


GI 


2798515 




Score 


838 






Exons 


13938. .14391 








protein 




GI Descrip. 


4 972071/emb|CAB43878 


.11 4.0e- 


09 (AL0784 67) hypothetical 




[Arabidopsis thaliana] 








S r. 

— 

s 


Seq. No. 


41644 




Seq. ID 


OJ000222_12.0404 


.Cll 




Gene No. 


86431 




Strand 








Start < 


9360 




End 


15552 






Name 


OJ000222 12.0404.C11 


. o4 . gp 


Method 


AAT/GAP 






Start 


15142 




End 


15552 






GI 


none 




Score 


769 






Exons 


15142. .15552 












Seq. No. 


41644 




Seq. ID 


OJ000222_12.0404 


.Cll 




Gene No. 


86432 




Strand 








Start 


19812 




End 


22012 






Name 


OJ000222 12.0404.C11 


.oS.gs 


Method 


GENS CAN 






Start 


19812 




End 


22012 






GI 


none 




Score 


.67 






Exons 


19812. .20369, 21863. 


.22012 










Seq. No. 


41644 




Seq. ID 


OJ000222_12.0404 


.Cll 




Gene No. 


86433 




Strand 








Start 


23272 




End 


30571 






Name 


OJ000222 12.0404.C11 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


1856 




End 


11919 





41812 








none 






Score 


66 






Exons 


1856. . 


2038, 


10762. .11088, 10763. .11083, 


10765. . 


10908, 






10807. 


.11193 


, 10822. .11013, 


10826. .11014, 10891 


. .11103, 






1 HQ97 


.11307 


, 10931. .11323, 


11008. .11226, 11038 


. • -L -L 1 U «J , 






1 1 HQO 


.11389, 11137. .11508, 


11140. .11349, 11141 


1 1 S06 






Ill R3 
ill Jj . 


.11290, 11236. .11433, 


11251. .11595, 11279 


114 34 






. 11323. 


.11538, 11338. .11595, 


11347. .11595, 11416 


1 1 604 






11461. 


.11601 


11608 11727 


11638. .11793, 11740 


11919 




O a a XT 

Seq. No. 


41644 






Seq. ID 


OJ000222 


19 04 04 n 1 

X Z . U 4 U 4 .VwXX, 




Gene no. 


86433 






Strand 








Start 


23272 






End 


30571 






Name 


OJ000222 12. 


0404 PI 1 n3 +-TY1 


Method 


TBLASTX : 


Maize 




Start 


3321 






End 


5148 








none 






Score 


34 






Exons 


3321. . 


3404, 


3353.. 3373, 3451 


..3639, 3454. .3651, 


3461 36S9 






3646. . 


3708, 


36R3 3709 3905 


..3985, 3906. .3971, 


3907 3975 






4138. . 


4185, 


4639 469ft 4641 


..4697, 4690. .4821, 


4695 4820 






4697. . 


4831, 


A QA 0 A Q7 R 4 94 1 


..4982, 5068. .5148, 


5070 5138 




O t XT y\ 

beq. wo. 


41644 






Seq. ID 


OJ000222 


19 0404 PI 1 




Gene No. 


86433 






Strand 






H 


Start 


23272 






End 


30571 






warne 


OJ000222 12. 


0404.Cll.o2.ts 


Method 


TBLASTX: 




1,1 
z cr 


btart 


5070 






End - 


6130 




« t c 


Gl 


none 






Score 


74 




i y 


Exons 


5070. . 


5123, 


R7 3 7 ^7 ft 3 R7 3 S 


. .5785, 5870. .6025, 


c o o (z fiH9 6 
OOOD. .OUZO, 






6107. . 


6130, 


D1U j. • Dli J 










Seq. No. 


41644 






Seq. ID 


OJ000222 


_12.0404.C11 


W 


Gene No. 


86433 






Strand 






i is? 


Of 3 -r" 1- 

o tart 


23272 






End 


30571 






Name 


OJ000222 12. 


0404.Cll.o2.tC 


Method 


TBLASTX: 


^rss s 




Of- -I 

o tart 


5750 






End 


6026 








none 






Score 


44 




L JL 


jjxons 


5750. . 


5785, 


5751.. 5783, 5870 


..5896, 5891. .6025, 


5892. .6026 


=1 


oeq. no. 


41644 






Seq. ID 


OJ000222 


_12.0404.C11 




bene wo . 


86433 






Strand '*-■' 






£ SI 


Start 


23272 






End 


30571 






Name 


OJ000222 12. 


0404.Cll.ol.tm 


Method 


TBLASTX: Maize 




o tart 


10756 






End 


11610 






LiX 


none 






Score 


76 






Exons 


10756. 


.10941 


, 10760. .11023, 


10762. .11241, 10762 


. .11151, 






10762. 


.11052, 10856. .11353, 


10858. .11361, 10963 


. .11466, 






11068. 


.11571 


, 11173.. 11610 












41644 






Seq. ID 


OJ000222 


_12.0404.C11 




Gene No. 


86433 






Strand 








Start 


23272 






End 


30571 






Name 


OJ000222 12. 


0404.Cll.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


10760 






End 


11931 






GI 


none 






Score 


118 






Exons 


10760. 


.11242 


, 10762. .11079, 


10762. .11286, 10762 


. .10986, 



10774. .10983, 10787 .. 11053, 10807 .. 11094 , 10807 .. 10947, 
10825. .11196, 10834. .11604, 10834 .. 11025, 10859 .. 11209, 
10859. .11101, 10879. .11061, 10906. . 11028, 11041 .. 11391, 



41813 




11077. .11262, 11126. .11233, 

11251. .11595, 11252. .11440, 

11386. .11559, 11539. .11604, 
11779. .11931 




11137. .11505, 11138. .11515, 
11267. .114 91, 11284. .11430, 
11611. .11739, 11749. . 11925, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41644 
86433 
23272 

OJ000222_12.0404.Cll.o2.tm 

13476 

none 

13476. .13706, 134 92 .. 13599, 
13790. .13867, 13815.. 13874 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_12.0404.C11 
30571 

TBLASTX: Maize 

13882 

264 



13511. .13663, 13778. .13882, 



41644 
86433 
23272 

OJ000222_12.0404.Cll.ol.tw 
13677 
none 

13677. .13703, 13784 .. 14083, 13790 .. 13900, 13815 .. 13988 , 
14033. .14080 



Seq. ID 

Strand 

End 

Method , 

End 

Score 



OJ000222 12.0404.C11 



30571 

TBLASTX: Wheat 

14083 

41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41644 
86433 
23272 

OJ000222_12.0404 .Cll.o6.gs 

23272 

none 

23272. .23395, 234 62 .. 23631, 
26580. .26820, 28538 .. 28719, 

41644 
86433 
23272 

OJ000222_12.0404.Cll.o4.tm 

28549 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 12.0404.C11 



30571 
GEN SCAN 
30571 
.44 

23637. .23847, 24 697 .. 24815, 
29815. .30007, 30162.. 30571 



Seq. ID OJ000222_12.0404.C11 



Strand 
End 

Method 

End 

Score 



30571 

TBLASTX: Maize 

28860 

66 



28549. .28599, 28558 28599, 28644 .. 28802 , 28 650 .. 28805 , 
28652. .28804, 28816 .. 28860, 28830.. 28859 



41645 
86434 
151 

OJ000222_12 . 0404 . C12 . ol . gs 

151 

none 



Seq. ID OJ000222_12.0404.C12 



Strand 
End 

Method 

End 

Score 



4120 
GENSCAN 
4120 
.59 



151. .219, 643. .726, 1992. .2178, 2314. .2469, 2681. .2694, 
2808.. 2914, 3059.. 3284, 3379.-3492, 3836.. 4120 



41645 Seq. ID 

86434 Strand 

151 End 
OJ000222_12 . 0404 . C12 . ol . gp Method 

1954 End 

3061157 Score 

1954. .2178, 2314. .2445 



OJ000222_12.0404.C12 
+ 

4120 
AAT/GAP 
2445 
637 



41814 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4741186/emb|CAB41852.1| 5.0e-19 (AL049746) putative protein 
[Arabidopsis thaliana] 



41645 
86434 
151 

OJ000222_12, 
2071 
7487371 
2071. .2178, 



0404.C12.o2.np 



2314.. 2382, 3379. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3497, 



hypothetical protein T23J7, 
gi | 4741186) emb|CAB4 1852 . 1 | 
[Arabidopsis thaliana] 



OJ000222 
+ 

4120 
AAT/NAP 
3988 
329 
3820. .3988 



12.0404.C12 



20 - Arabidopsis thaliana 
(AL049746) putative protein 



Seq. No. 


41645 


Seq. ID 


OJ000222_12.0404.C12 


Gene No. 


86435 


Strand 


+ 


btart 


9482 


End- 


10123 


Name 


OJ000222 12.0404.C12.o3.gs 


Method 


GEN SCAN 


start 


9482 


End 


10123 


GI 


none 


Score 


.6 


Exons 


9482. .10123 






Seq. No. 


41645 


Seq. ID 


OJ000222_12.0404.C12 


Gene No. 


. 86436 


Strand 


+ 


btart 


10187 


End 


11957 


Name 


OJ000222 12.0404.C12.o4.np 


Method 


AAT/NAP 


Start 


10187 


End 


11957 


GI 


5922620 


Score 


139 


Exons 


10187. .10254, 11418. .11685, 11850. .11957 


GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 6016853 | db j | BAA85196.il (AP000570) 


EST D15357 (C0514) 




corresponds to a region of the predicted gene.; hypothetica. 




protein [Oryza sativa] 






oeq. wo. 


41645 


Seq. ID 


OJ000222_12.0404.C12 


Gene No. 


86437 


Strand 




Start 


226 


End 


323 


Name 


OJ000222 12.0404.C12.ol.np 


Method 


AAT/NAP 


Start 


226 


End 


323 


GI 


5777617 


Score 


73 


Exons 


226. .323 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


41645 


Seq. ID 


OJ000222_12.0404.C12 


Gene No. 


86438 


Strand 




Start 


3459 


End 


10006 


Name 


OJ000222 12.0404.C12.o3.np 


Method 


AAT/NAP 


Start 


3459 


End 


10006 


GI 


3738308 


Score 


1022 


Exons 


3459.. 3555, 5185.. 5287, 5805. 


.5876, 6377.. 6493, 7222.. 7296, 




7419. .7621, 7749.-7882, 8497. 


.8599, 8700.. 8830, 9500.. 9584, 




9675.. 9808, 9845.. 10006 






GI Descrip. 


(AC005309) unknown protein [Arabidopsis thaliana] 


Seq. No. 


41645 


Seq. ID 


OJ000222_12.0404 .C12 


Gene No. 


86438 


Strand 





41815 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3459 End 10006 

OJ000222_12.0404.C12.o2.gp Method AAT/GAP 

4748 End 6468 

uC-osflm202106f07bl Score 752 

4748. .4951, 5189. .5287, 5805. .5849, 6377. .6468 

1 4249402 4.0e-10 (AC006072) unknown protein [Arabidopsis 

thaliana] 1 



41645 
86438 
3459 

OJ000222_12.0404.C12.o2.gs 
4931 
none 



End 

Method 
End 
Score 

4931. .4951, 5189. .5287, 5805. .5849, 6377. .6493, 7222. .7328, 
7535. .7614, 7737. .7828 



Seq. ID OJ000222_12.0404.C12 
Strand 

10006 
GEN SCAN 
7828 
.63 



41645 
86438 
3459 

OJ000222 12.0404.C12.o3.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000222 12.0404.C12 



10006 
AAT/GAP 
9750 
1153 



7737. .7882, 8497. .8599, 8700. .8830, 9500.. 9584, 



7530 
5667191 
7530. .7614, 
9675.. 9750 

4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ000222_12.0404.C12 



41645 

86439 Strand 

11158 End 11830 

OJ000222_12 .0404. C12 . o4 . gs Method GENSCAN 

11158 End 11830 

none Score .41 

11158. .11367, 11529. .11657, 11791.. 11830 



41645 Seq. ID OJ000222_12 . 0404 . C12 

86440 Strand 
11819 End "■ 12180 

OJ000222_12 . 0404 . C12 . o4 . gp Method AAT/GAP 
11819 End 12180 

LIB3479-006-Q6-K1-B11 Score 493 

. 11819. .12180 

'5734616/dbj | AP000391. 1 1 AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



41645 
86441 
12096 

OJ000222_12.0404.C12.o3.tm 

2064 

none 

2064.. 2177, 2068.. 2178, 2103. 

2335.. 2469, 2805.. 2909, 2807. 

2818.. 2916, 3018.. 3179, 3018. 

3175.. 3207, 3179.. 3223, 3261. 

3383.. 3493, 3456.. 3509, 3839. 



Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 
Method TBLASTX : Mai ze 
End 4326 
Score 187 

.2189, 2138. .2179, 2313. .2423, 
.2914, 2808. .2912, 2810. .2926, 
.3125, 3028.. 3186, 3069.. 3296, 
.3293, 3364. .3492, 3376. .3516, 
.3883, 3938. .4024, 3958. .4029, 



41816 



4021. .4125, 4022. .4126, 4217. .4267, 4306. .4326 



Seq. No. 41645 
Gene No. 86441 
Start 12096 

Name OJ000222_12 . 0404 . C12 . o2 . ts 

Start 2073 
GI none 

Exons 2073.. 2177, 2074.. 2178, 2313. 

2805.. 2912, 2807.. 2914, 2808. 
3379. .3495, 3456. .3491 



Seq. ID OJ000222_12.0404.C12 
Strand 

■End 12798 
Method TBLASTX : Soybean 
End 3495 
Score 147 

.2423, 2335. .2484, 2380. .2469, 
.2903, 3018. .3122, 3349. .3474, 



Seq. No. 41645 

Gene No. 86441 

Start 12096 

Name OJ000222_12 .0404. C12 . ol . tc 

Start 2313 

GI none 

Exons 2313.. 2423, 2335.. 2472, 2380. 
2808. .2903 



Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 

Method TBLASTX: Cress 

End 2903 

Score 228 

.2469, 2795. .2902, 2805. .2903, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41645 
86441 
12096 

OJ000222_12 . 04 04 . C12 . ol .tnt 

7240 

none 

7240. .7296, 7243. .7293, 7244. 
7420. .7614, 7731. .7859, 7733. 
8494..8S98, 8496. .8606, 8699. 

41645 
86441 
12096 

OJ000222_12 . 0404 . C12 . o2 . tc 

7413 

none 

7413. .7490, 7428. .7490, 7438. 
7677. .7715, 7766.-7885, 7767. 

41645 
86441 
12096 

OJ000222_12 . 0404 . C12 . ol . ts 

7548 

none 

7548. .7616, 7757. .7894, 7764. 
8495.. 8563, 8566. .8604, 8568. 
8753.. 8827, 8754.-8828 



Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 
Method TBLASTX: Maize 
End 8722 
Score 91 

.7297, 7398. .7613, 7409. .7615, 
.7885, 7736. .7885, 8489. .8602, 
.8722, 8699. .8722 

Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 
Method TBLASTX : Cress 
End 8544 
Score 53 

.7527, 7491. .7604, 7492. .7581, 
.7883, 8488.-8544 

Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 

Method TBLASTX : Soybean 

End 8828 

Score 90 

.7871, 8488.-8562, 8488.-8562, 
.8600, 8699.-8755, 8709. .8756, 



Seq. No. 41645 

Gene No. 86441 

Start 12096 

Name OJ000222_12 .0404. C12 . o2 . tm 

Start 8723 

GI none 

Exons 8723.. 8830, 8724.. 8831, 8725. 



Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 

Method TBLASTX: Maize 

End 10078 

Score 169 

.8832, 8725.. 8832, 9500.. 9583, 



41817 



9500. .9583, 9662. .9781, 9785. .9817, 9786. .9815, 9857. .9976, 
9884. .9961, 9921. .9977, 10049. .10078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41645 
86441 
12096 

OJ000222_12.0404.C12.o3.tc 

8756 

none 



Seq. ID OJ000222_12.0404.C12 
Strand 

End 12798 

Method TBLASTX : Cress 

End 9973 

Score 78 

8756.. 8830, 8763.. 8831, 8764.. 8835, 9500.. 9583, 9500.. 9583, 
9662.. 9787, 9920.. 9973 

41645 
86441 
12096 

OJ000222_12.0404.C12.o3.ts 
94 97 
none 



Seq. ID OJ000222_12.0404.C12 



Strand 
End 

Method 

End 

Score 



12798 

TBLASTX: Soybean 

9976 

71 



9497.. 9580, 9500.. 9583, 9662.. 9763, 9869.. 9907, 9932.. 9976 



41645 
86441 
.12096 

OJ000222_12 . 0404 . C12 . o5 . np 
12096 
6630699 
12096. .12182, 12761. .12798 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj | BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 12.0404.C12 



12798 
AAT/NAP 
12798 
85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000222_12.0404.C13 

8055 
AAT/GAP 
614 
976 



41646 Seq. ID 

86442 Strand 

1 End 

OJ000222_12.0404.C13.ol.gp Method 

1 End 

25586_1.R1084 Score 
1..383, 500. .614 

M325342/gb|AAD17341| 1.0e-ll (AF128393) No definition line 
found [Arabidopsis thaliana] 1 

41646 Seq. ID 

86442 Strand 

1 End 

OJ000222_12 . 0404 . C13 . ol . gs Method 

41 End 

none Score 



OJ000222_12.0404.C13 

8055 
GENS CAN 
8052 
.68 



41. .108,- 263. .383, 500. .883, 1352. .1528, 1940. .2234, 2325.-2454, 
2610. .2787, 3236. .3472, 4012. .4094, 4720. .4799, 4884. .5502, 
5907.. 6473, 6605.. 6692, 7144.. 7245, 7430.. 7542, 7984.. 8052 



Seq. No. 41646 Seq. ID 

Gene No. 86442 Strand 

Start 1 End 

Name OJ000222_12 . 0404 . C13 . ol . tm Method 

Start 216 End 

GI none Score 



OJ000222_12.0404.C13 
8055 

TBLASTX: Maize 

2035 

142 



41818 



Exons 



216. .332, 217. .333, 314. .385, 325. .384, 336. .386, 339. .395, 
500. .655, 504. .653, 656. .886, 658. .888, 659. .889, 1352. .1531, 
1353. .1529, 1354. .1557, 1935. .1994, 1937. .2035, 1939. .1995, 
1995. .2030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41646 
86442 
1 

OJ000222_12 . 0404 . C13 . ol . ts 

234 

none 

234. .386, 235. .384, 500. .649, 
740. .793, 759. .803 

41646 
86442 
1 

OJ000222_12 . 0404 . C13 . ol . tw 

336 

none 



Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX : Soybean 

End 803 

Score 127 

500. .685, 504. .665, 728. .802, 



Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX : Wheat 

End 864 

Score 71 



336. .386, ,337. .384, 339. .386, 500. .748, 504. .749, 504. .749, 
505. .750, 505. .750, 750. .836, 751. .864, 752. .862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 12.0404.C13 



8055 
AAT/NAP 
8055 
3359 



41646 
86442 
1 

OJ000222_12 . 0404 . C13 . ol . np 
440 

7267251 

440. .883, 1352. .1528, 1940. .2469, 2576. .2787, 3236. .3472, 
4012. .4094, 4720. .4799, 4884. .5502, 5907. .6435, 7144. .7245, 
7430. .7542, 7713. .7801, 7984. .8055 

(AL161502) hypothetical protein [Arabidopsis thaliana] 

OJ000222 12.0404.C13 



41646 Seq. ID 

86442 Strand 

1 End 

OJ000222JL2 . 0404 . C13 . o7 . ts Method 

1352 End 

5753471 Score 
1352.. 1492, 1353.. 1490 

4325342/gb_AAD17341_ 3.0e-31 (AF128393) No definition line found 
[Arabidopsis thaliana] 



8055 

TBLASTX : Soybean 

1492 

153 



OJ000222_12 . 0404 . C13 

8055 
AAT/GAP 
2175 
647 



41646 Seq. ID 

86442 Strand 

1 End 

OJ000222_12 . 0404 . C13 . o2 . gp Method 

1386 End 

LIB3433-056-P1-K1-F5 Score 
1386.. 1528, 1940.. 2175 

, 4325342/gb|AAD17341| 1.0e-19 (AF128393) No definition line 
found [Arabidopsis thaliana] 1 

41646 Seq. ID 

86442 Strand 

1 End 



OJ000222 12.0404.C13 



8055 



41819 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method TBLASTX : Mai ze. 
End 2418 
Score 380 
.2418, 2371. .2418 

Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX : Soybean 

End 2770 

Score 197 
2244. .2318, 2245. .2421, 2252. .2467, 2678. .2770, 



OJ000222_12.0404 .C13.o3.tm 
2118 
none 

2118. .2417, 2130. .2417, 2137, 



41646 
86442 
1 

OJ000222_12, 

2244 

none 

2244. .2483, 
2707. .2769 



0404 .C13.o5.ts 



41646 
86442 
1 

OJ000222JL2, 
3230 
none 

3230. .3466, 

41646 
86442 
1 

OJ000222JL2. 

3248 

none 

3248. .3418, 

41646 
86442 
1 

OJ000222_12. 

4012 

none 

4012. .4077, 
4743. .4802, 

41646 
86442 
1 

OJ000222_12. 

4721 

none 

4721. .4795, 
4880. .5008, 

41646 
86442 
1 

OJ000222JL2. 

5009 

none 

5009. .5269, 



0404.C13.o4.ts 



3255. .3467 



0404 -.C13.o4.tm- 



Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX : Soybean 

End 34 67 

Score 241 



Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX: Maize 

End 3473 

Score 254 



3249.. 3416, 3440.. 3466, 3441.. 3473 



0404.C13.o2.tm 



4013.. 4096, 4014. 
4880. .5140, 4884. 



0404.C13.o6.ts 



4721.. 4801, 4722. 
4884. .5006 



0404.C13.o3.ts 



5010.. 5252, 5291. 



Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 
Method TBLASTX : Mai ze 
End 5140 
Score 136 

.4133, 4721. .4801, 4724. .4795, 
.5129, 4886.. 5137 

Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX : Soybean 

End 5008 

Score 90 

.4805, 4743. .4802, 4744. .4806, 



Seq. ID OJ000222_12.0404.C13 
Strand 

End 8055 

Method TBLASTX : Soybean 

End 5372 

Score 207 
.5359, 5301.. 5372 



Seq. No. 



41646 



Seq. ID OJ000222_12.0404.C13. 



41820 





86442 






Strand 




Start 


1 






End 


8055 


Name 


OJ000222 12 


.0404 


.C13.o3.gp 


Method 


AAT/GAP 




5177 






End 


6029 


C T 


uC-osflM202089e01bl 


Score 


870 


Exons 


5177. .5502, 


5907 


..6029 






vjI uescrip. 


'4249402 2. 


0e-84 


(AC006072) i., unknown protein [Arabidopsis 




f hal i anal ' 
LI la -L J. alia j 










beq. jno. 


4 1 64 
fl i Ofi D 






Seq. ID 


OJ000222_12.0404.C13 


Gene No. 


O Ofl fi Z 






Strand 




Start 


1 
J. 






End 


8055 


Name 


o.tooo??? i? 




.C13.o2.ts 


Method 


TBLASTX : Soybean 


O -J- -v*4- 

brari; 


6265 






End 


6510 


bl 


none 






Score 


177 


Exons 




\}£.\)\J 


tni 6966 


.6433, 6426.. 6500, 6430.. 6510, 




64^1 fiROft 

D4 Jl . ■ D JUO 










Seq. No. 


41 647 
ft X D4 / 






q^rr TV) 


OJ000222 12 0404 C14 


Gene No. 


O Ofi fi O 






Strand 


+ _ 


d tar u 


IIP 

1 JL 0 






End 


178 


Name 


OJ000222 12 


.0404 


. li fi • ox . gs 


Method 


GEN SCAN 


otarT. 


118 






End 


178 




none 






Score 


.48 


Exons 


i i q no 
JLlo. .I/O 










Seq. No. 


A 1 &A *7 
ft ± Ofi / 






Seq. ID 


OJ000222_12 . 0404 .C14 


Gene No. 


OCA A A 
O Ofl fl fl 






Strand 


+ 


Of -i ■><*+■ 


1 Q1 O 






End 


4039 


Name 




C\A f\A 
. Ufi U 4 


.C14 .o2 ,gs 


Method 


GENSCAN 


Of n -w~ f- 

otart 


1 ft 1 ^ — 






End 


3901 




none 






Score 


.99 


Exons 


1813.. 3901 










oeq. jno ■ 


41647 






Seq. ID 


OJ000222_12.0404.C14 


UCllC IN \J • 


86444 






Strand 


+ 


Cfarf 
O ICll u 


1813 






End 


4039 


Name 


OJ000222 12 


.0404 


.C14 .ol.np 


Method 


AAT/NAP 


Start 


2053 






End 


4039 




7242905 






Score 


2733 


Exons 


2053. .2230, 


2285 


. .4039 






ui uescrip. 


(AP001383) 


EST D28292 (R0844) 


corresponds to a region of the 




predicted gene.; 


Similar to putative pre-mRNA splicing fact< 




(AF071527) 


[Oryza sativa] 






oeq. wo. 


41647 






Seq. ID 


OJ000222_12.0404.C14 


Gene No. 


86444 






Strand 


+ 


Start 


1813 






End 


4039 


Name 


OJ000222 12 


.0404 


.C14.ol.tc 


Method 


TBLASTX: Cress 


q-f- a y-f 


2941 






End 


3540 


PT 

bi 


none 






Score 


69 


Exons 


2941. .3057, 


2944 


. .3066, 3067. 


.3243, 3073.. 3237, 3108.. 3521, 




3109. .3519, 


3388 


. .3540 






Seq. No. 


41647 






Seq. ID 


OJ000222_12.0404.C14 


Gene No.* 


86444 






Strand 


+ 


Start 


1813 






End 


4039 



41821 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000222 12.0404.C14.ol.tm 



Method TBLASTX: Maize 



2941 End 3983 

none Score 91 

2941. .3090, 2974. .3141, 3118. .3261, 3157. .3234, 3298.-3462, 

3390. .3980, 3391. .3981, 3393.-3983, 3700. .3933, 3707. .3982, 
3712.. 3837 



41647 Seq. ID 

86444 Strand 

1813 End 
OJ000222_12.0404.C14.ol.ts Method . 

3019 End 

none ' Score 

3019. .3126, 3157. .3234, 3700. .3981, 3700 

3703. .3840, 3709. .3981, 3712. .3885 

41647 

86444 Strand 

1813 End 
OJ000222_12 . 0404 . C14 . o2 . tc Method 

3541 End 

none Score 



OJ000222_12.0404.C14 
+ 

4039 

TBLASTX: Soybean 
3981* . 
49 

3978, 3702. .3977, 



Seq. ID OJ000222_12.0404.C14 



+ 

4039 

TBLASTX: Cress 
3936 
312 



3541.. 3768, 3543,-3758, 3703.. 3807, 3751.. 3936, 3759.. 3935 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 12.0404.C16 



1169 
AAT/GAP. 
1169 
1636 



41648 
86445 
331 

OJ000222_12.0404.C16.ol.gp 
331 

19047_1.R1084 
331.. 1169 

f 4960154/gb | AAD34615.il AF153283_1 7.0e-24 (AF153283) putative 
progesterone-binding protein homolog [Arabidopsis thaliana] 1 

41648 Seq. ID OJ000222_12 . 0404 .C16 

86445 Strand 

331 ' End 1169 

OJ000222_12.0404.C16.ol.np Method AAT/NAP • 

491 End 1169 

4960154 Score 264 

491. .920, 1122. .1169 

(AF153283) putative progesterone-binding protein homolog 
[Arabidopsis thaliana] 



41648 
86445 
331 

OJ000222_12.0404.C16.ol.gs 

539 

none 

539. .919 



41648 
86445 
331 

OJ000222 
621 



12.0404.C16.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000222_12.0404.C16 

1169 
GEN SCAN 
919 
.64 



OJ000222_12 . 04 04 .C16 
1169 

TBLASTX: Maize 
931 



41822 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



none Score 213 

621. .650, 704. .922, 705. .851, 709. .924, 710. .931, 748. .930 



41648 
86445 
331 

OJ000222_12.0404.C16.ol.tw 

673 

none 

673. .918, 704. .916 

41648 
86445 
331 

OJ000222_12.0404.C16.ol.tc 

726 

none 

726. .851, 736. .924, 758.-922 

41648 
86445 
331 

OJ000222_12.0404.C16.ol.ts 

729 

none 

729. .851, 730. .924, 758. .922 



Seq. ID OJ000222_12.0404.C16 
Strand 

End 1169 

Method TBLASTX: Wheat 

End 918 

Score 227 



Seq. ID OJ000222_12.0404.C16 
Strand 

End 1169 

Method TBLASTX : Cress 

End 924 

Score 176 



Seq. ID OJ000222_12.0404.C16 
Strand 

End 1169 
Method TBLASTX : Soybean 
End .924 , 

Score- 191 



Seq. ID OJ000302_04.0410.C1 
Strand 

1928 
AAT/GAP 
1928 
610 



41649 
86446 
1501 

OJ000302_04 . 0410.Cl.ol.gp 
1501 

LIB3432-059-P1-K1-D8 
1501. .1928 

, 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 f 



End 

Method 
End 
Score 



Seq. ID OJ000302_04.0410.C2 

Strand + 

End 2711 

Method AAT/GAP 

End . 2711 

Score 647 



.41650 
86447 
2348 

OJ000302_04 . 0410 . C2 . o2 . gp 
2348 

LIB3433-057-P1-K1-A1 
2348.. 2711 

, 1245938/gb|S80361|S80361 3.0e-ll rabClC-2 beta=chloride channel 
C1C-2G isoform [rabbits, heart atrium, mRNA, 2998 nt] ■ 



41650 
86448 
1503 

OJ000302J34 .0410.C2.ol.gs 
1503 
none 



Seq. ID OJ000302_04.0410.C2 
Strand 

End 7766 

Method GENSCAN 

End 7766 

Score . 63 



1503. .1576, 2031. .2193, 3026. .3075, 4854. .4923, 4946. .5102, 
5104.. 5284, 5426.. 5566, 5626.. 5782, 7443.-7766 



41650 



Seq. ID OJ000302_04.0410.C2 



41823 




Gene No. 


86448 




Strand 










Start 


1503' 




End" . 


7766 








Name 


OJ000302 04 


.0410.C2.ol.gp 


Method 


AAT/GAP 








Start 


1591 ~ 




End 


2174 










none 




Score 


790 










159.1 . . 1853, 


2031. .2174 












Seq. No. 


41650 




Seq. ID 


OJ000302_ 


04. 


,0410. 


C2 


Gene No. 


86448 




Strand 










Start 


1503 




End 


7766 










OJ000302 04 


.0410.C2.o3.gp 


Method 


AAT/GAP 








Cf art 


4070 ~ 




End 


4983 










none 




Score 


1225 








Exons 


4070. .4498, 


4649..4743, 4854. 


.4983 










Seq. No. 


41650 




Seq. ID 


OJ000302_ 


04, 


.0410. 


.C2 


Gene No. 


86449 




Strand 










Start 


8838 




End 


8936 








Mamp 
IN diLlC 


OJ000302 04 


.0410.C2.o2.gs 


Method 


GENSCAN 








Start 


8838 ~ 




End 


8936 










none 




Score 


.44 








Exons 


8838.-8936 
















41651 




Seq. ID 


OJ000302_ 


_04 


.0410, 


.C3 


Gene No. 


86450 




Strand 


+ ' 








Start 


1 




End ' 


632 








Name 


OJ000302 04 


.0410.C3.ol.np 


Method 


AAT/NAP. 








o Lai. u 


1 — 




End 


632 








(ZT 
Vj J. 


3283026 




Score 


58 










1 52. 343 


.437, 519. .632 














(AF051562) 


putative transposase [Arabidopsis thalxana] 




Seq. No. 


41651 




Seq. ID 


OJ000302_ 


_04 


.0410 


.C3 


Gene No. 


86450 




Strand 


+ 








Start 


1 




End 


632 








IN cuuc 


OJ000302 04 


.0410.C3.ol.gs 


Method 


GENSCAN 








Start 


122 ~~ 




End 


285 










none 




Score 


.75 








Exons 


122 ; .285 














Seq. No. 


41652 




Seq. ID 


OJ000302 




.0410 


.C4 


Gene No. 


86451 




Strand 


+ 








Start 


44 




End 


729 








Name 


OJ000302 04 


.0410.C4.ol.gs 


Method 


GENSCAN 








Start 


44 




End 


729 










none 




Score 


.63 








Exons 


44. .124, 598. .729 












Seq. No. 


41652 




Seq. ID 


OJ000302 


_04 


.0410 


.C4 


Gene No. 


86452 




Strand 


+ 








Start 


6656 




End 


7006 








Name 


OJ000302 04 


.0410.C4.o3.gs 


Method 


GENSCAN 








Start 


6656 




End 


7006 








GI 


none 




Score 


.88 








Exons 


6656. .7006 














Seq. No. 


41652 




Seq. ID 


OJ000302 


_04 


.0410 


,C4 



41824 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



86453 Strand 

1 End 8 63 

OJ000302_04 . 04 10 . C4 . ol . np Method AAT/NAP 

1 End 8 63 

7297571 Score 70 
1..59, 609. .863 

(AE003626) Srp54 gene product [Drosophila melanogaster] 



41652 Seq. ID 

86454 Strand 

2390 End 

OJ000302_04 . 04 10 . C4 . ol . tm Method 

2373 End 

none Score 



OJ000302_04.0410.C4 
6941 

TBLASTX: Maize 

4857 

131 



2373.. 2549, 2395.-2547, 2423. .2548, 3228.-3338, 3229.-3336, 

3439. .3558, 3441. .3551, 3449. .3559, 3644. .3718, 3646. .3720, 

4027. .4152, 4031. .4150, 4630. .4731, 4641. .4745, 4734. .4847, 
4807. .4857 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41652 
86454 
2390 

OJ000302_04.0410.C4.o2.gs 
2390 
none 



OJ000302 04. 0410. C4 



2390.. 2538, 3227, 
4643. .4839, 4944, 



41652 
86454 
2390 

OJ000302_04, 

2393 

none 

2393. .2548, 
3434. .3565, 
4003. .4152, 
4289. .4333, 



Seq. ID _ 
Strand 

End 6941 
Method GEN SCAN 
End 5245 
Score .81 
3336, 3440.. 3565, 3644 .. 3778, 4499 . 
4999, 5150.. 5245 



.4562, 



0410.C4.ol.ts 



2400. 
3439. 
4034. 
4305. 



2549, 
3567, 
4150, 
4334 



3228. 
3638. 
4034. 



Seq. ID OJ000302_04.0410.C4 
Strand 

End 6941 

Method TBLASTX : Soybean 

End 4334 

Score 142 

.3338, 3229.. 3333, 3429.. 3554, 
.3733, 3643.-3732, 3653.-3733, 
.4165, 4258.-4284, 4259.-4285, 



Seq. No. 


41652 


Seq. ID 


OJ000302_04.041O.C4 


Gene No. 


86454 


Strand 




Start 


2390 


End 


6941 


Name 


OJ000302 04. 


0410.C4.o2.np Method 


AAT/NAP 


Start 


2393 


End 


6941 


GI 


2388580 


Score 


1252 


Exons 


2393. .2538, 


3227.. 3336, 3440.. 3565, 3644.. 3731, 4032.. 4152, 




4258. .4331, 


4499. .4562, 4643. .4839, 4944. .4995, 5137. .5246, 




6831. .6941 






GI Descrip. 


(AC000098) Similar to Sequence 10 from patent 5477002 




(gb| 1253956) 


. [Arabidopsis thaliana] 




Seq. No. 


41652 


Seq. ID 


OJ000302_04.041O.C4 


Gene No. 


86454 


Strand 




Start 


2390 


End 


6941 


Name 


OJ000302 04. 


0410.C4 .o2.tc Method 


TBLASTX: Cress 


Start 


2393 


End 


3338 


GI 


none 


Score 


131 



41825 



Exons 



2393.-2548, 2406.. 2540, 3234.-3338, 3235.. 3336 



Seq. No. 


41652 




Seq. ID 


OJ000302_04.0410.C4 


Gene No. 


86454 




Strand 




Start 


2390 




End 


6941 


Name 


OJ000302 04.0410. 


C4 .ol.gp 


Method 


AAT/GAP 


Start 


2431 




End 


4741 


GI 


17872 1.R1084 




Score 


1407 


F von q 


2431.. 2538, 3227. 


.3336, 3440. 


.3565, 3644.. 3731, 4032.. 4152, 




4258.. 4331, 4499. 


.4562, 4643. 


.4741 




CZT Hp <?pt i r> 


'2388580 1.0e-129 


(AC000098) 


Similar to Sequence 10 from pat 


5477002 (gb 1253956). [Arabidopsis thaliana] ' 


Seq. No. 


41652 




Seq. ID 


OJ000302_04.0410.C4 


Gpnp NO . 


86454 




Strand 




Start 


2390 




End 


6941 


Name 


OJ000302 04.0410. 


C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


3428 




' End 


4155 


GI 


none 




Score 


144 


F von s 


^498 ^RfiS *\AA? 

j4^0 • i JJOJf Jilt • 


"3S67 3638 


.3733, 3643.. 3732, 4033.. 4155, 




4034.. 4153 








Seq. No. . 


41652 




Seq. ID 


OJ000302_04.0410.C4 


rjpnp No - 


86454 




Strand 




Of art 


2390 




End 


6941 


Name 


OJ000302 04.0410. 


C4 ,o2 . ts 


Method 


TBLASTX: Soybean 




4640 




End 


6919 




none 




Score 


88 




4640. .4741, 4641. 


.4724, 4641. 


.4742, 4642. .4737, 4776. .4844, 




4777..484S, 4807. 


.4836, 6830. 


.6919 




Sea No. 


41653 




Seq. ID 


OJ000302_04.0410.C5 


Cpnp Wq 


86455 




Strand 


. + 


Start 


2426 




End 


5275 


Name 


OJ000302 04.0410. 


C5.ol.gs 


Method 


GEN SCAN 


Start 


2426 




End 


5275 




none 




Score 


.64 


F.xons 


2426.-2838, 2973. 


.3164, 4284. 


.4348, 5205. .5275 


Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410.C5 


Gene No • 


86456 




Strand 


+ 


Start 


7305 




End 


10224 


Name 


OJ000302 04.0410. 


C5.o2.np 


Method 


AAT/NAP 


Start 


7305 




End 


10224 


GI 


6691716 




Score 


2584 


F.von s 


7305. .8189, 8386. 


.8564, 8647. 


.8748, 8825.. 9003, 9082.. 9270, 




9345. .9448, 9599. 


.9711, 9785. 


.10224 




GI DpscriD. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi | 6691717 |dbj | BAA89397 . 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410.C5 


Gene No. 


86457 




Strand 


+ 


Start 


21983 




End 


33415 


Name 


OJ000302 04.0410. 


C5 ,o4 .np 


Method 


AAT/NAP 


Start 


21983 




End 


33415 


GI 


7106516 




Score 


89 



41826 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21983. .22011, 26994. .27038, 27701 . .27890, 33369.. 33415 
(AP001278) hypothetical protein [Oryza sativa] 



41653 
86457 
21983 

OJ000302_04 .0410.C5.o4.gs 

24389 

none 

24389. .24608, 25390 .. 25438 , 
27727. .27875 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_ 
+ 

33415 
GENSCAN 
27875 
.5 



04. 0410. C5 



25502. .25614, 26234 .. 2634 4 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41653 Seq. ID 

86457 Strand 
21983 End 
OJ000302_04 . 04 10 . C5 . o5 . gs Method 
30082 End 
none Score 

30082. .30412, 30616.. 31760 



OJ000302_04.0410.C5 
+ 

33415 
GENSCAN 
31760 
.47 



41653 Seq. ID 

86457 Strand 
21983 End 
OJ000302_04.0410.C5.o6.np Method 
30112 -4f fr -v- End ' . 

7488857 Score 
30112. .30144, 30876. .31553 

hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



OJ000302_04.0410.C5 
+ 

33415 
AAT/NAP 
31553 
312 



41653 Seq. ID 

86457 Strand 

21983 End 

0 J000302_04 . 04 10 . C5 . 06 . gs Method 

32390 End 

none Score 
32390. .32626 



OJ000302_04 .0410. C5 
+ 

33415 
GENSCAN 
32626 
.92 



OJ000302 04. 0410. C5 



41653 Seq. ID 

86458 • Strand 

2549 End 3097 

OJ000302_04.0410.C5.ol.np Method AAT/NAP 

2549 End 3097 

6630700 Score 638 

2549.. 2781, 2807.. 3097 

(AP000969) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] gi | 6721537 | dbj | BAA8 9567 . 1 1 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



41653 Seq. ID 

86459 Strand 

10599 End 

OJ000302_04.0410.C5.o3.np Method 

10599 End 

5922631 Score 



OJ000302_04.0410.C5 

16689 
AAT/NAP 
16689 
6719 



"41827 




Exons 10599. .13124, 13730. . 14657, 14786 14936, 14979. . 15555, 

15601. .15802, 16061. .16306, 16565.. 16689 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1 fAF0491101 


[ Oryza 


sat i v 






Seq. No. 


41653 




Seq. ID 


OJ000302JD4.0410 


.C5 


Gene No. 


86460 




Strand 






OUOi u 


28298 




End 


29619 




Name 






Method 


TBLASTX: Wheat 






7425 _ 




End 


7718 




(ZJ 


nunc 




Score 


211 




LAUllO 


742S 7718 










Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 


Gene No. 


86460 




Strand 






JLdl U 






End 


29619 




Name 




OJ . tw 


, Method 


TBLASTX: Wheat 




OtaiL 


-L VJ J / 3 




End 


11189 






none 




Score 


83 




Exons 


10R7R 1D719 1 OfiQft 


1 1 1 ft Q 


10927. .11034, 11083.. 11169 






ft X UJJ 




Seq. ID 


OJ000302_04.0410 


PR 


Gene No. 


86460 




Strand 






Start 


28298 




End 


29619 




Name 


n.innn^n? c\a 04 in pr 


o4 . tm 


Method 


TBLASTX: Maize 




Of ar f 






End 


10868 






none 




Score 


90 




DAUllO 


1 061 4 1 0.71 R 1 Ofil r 


10716 


10695. .10868 




Con Mo 


41 fiR? 




Seq. ID 


OJ000302_04.0410 


. C5 


Gene No. 


86460 




Strand 






Start 


28298 




End 


29619 






n.Tono^n? 04 0410 pr 


O R "h TT1 


Method 


TBLASTX: Maize 




O Cl J. l_ 


■ 1 0 9 R Q - ~~ 




End 


11232 




PT 






Score 


44 






10QRQ 1104R IIORft 


111 ^ft 
. Ill JO , 


11068. .11139, 11133. .11231, 






1 1 1 "34 11?^? 










Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 


Gene No. 


86460 




Strand 






Start 


28298 




End 


29619 




Name 


OJ000302 04. 0410. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11196 




End 


11558 




GI 


none 




Score 


200 




Exons 


11196. .11558, 11212. 


.11553, 


11304. .11558 




Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 


Gene No. 


86460 




Strand 






Start 


28298 




End 


29619 




Name 


OJ000302 04. 0410. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11365 




End 


11694 




GI 


none 




Score 


233 





41828 





Exons 


11365. .11646, 11373. 


.11648, 


11644. .11694 






Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 




Gene No. 


86460 




Strand 








Start 


28298 




End 


29619 






Name 


OJ000302 04. 0410. C5 . 


08 . tw 


Method 


TBLASTX: Wheat 






Start 


11650 




End 


11991 






GI 


none 




Score 


64 






Exons 


11650. .11790, 11848. 


.11958, 


11857. .11991 






Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 




Gene No. 


86460 




Strand 








Start 


28298 




End 


29619 






Name 


OJ000302 04. 0410. C5. 


o7 . tm 


Method 


TBLASTX : Mai ze 






Start 


11923 




End 


12177 






GI 


none 




Score 


185 






Exons 


11923. .12177 












Seq. No. 


41653 




Seq. ID 


OJ000302_04 .0410 


.C5 




Gene No. 


86460 




Strand 








Start 


28298 




End 


29619 






Name 


OJ000302 04. 0410. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


12007 




End 


12429 






GI 


none 




Score 


230 




f n 


Exons 


12007. .12429, 12083. 


.12424 










Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 


f ^ 


Gene No. 


86460 




Strand 








Start 


28298 




End 


29619 




z. Li! 


Name 


OJ000302 04. 0410. C5. 


o2. ts 


Method 


TBLASTX : Soybean 




: J 


Start 


12050 




End 


12438 




f il 


GI 


none 




Score 


150 






Exons 


12050. .12430, 12052. 


.12294, 


12334.. 12438 




_ „ 

- s? 


Seq. No. 


41653 




Seq. ID 


OJ000302_04 .0410 


.C5 




Gene No. 


86460 




Strand 






1™ 


Start 


28298 




End 


29619 






Name 


OJ000302 04.0410.C5.o7.tw 


Method 


TBLASTX: Wheat 






Start 


12433 




End 


12714 




- ^ 


GI 


none 




Score 


89 






Exons 


12433. .12714, 12445. 


.12705 










Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 




Gene No. 


86460 




Strand 








Start 


28298 




End 


29619 






Name 


OJ000302 04. 0410. C5. 


o2.tm 


. Method 


TBLASTX: Maize 






Start 


12553 




End 


12997 






GI 


none 




Score 


53 






Exons 


12553. .12579, 12577. 


.12720, 


12589. .12723, 12742 .. 12996, 








12743. .12997 












Seq. No. 


41653 




Seq. ID 


OJ000302_04 .0410 


.C5 




Gene No. 


86460 




Strand 








Start 


28298 




End 


29619 






Name 


OJ000302 04. 0410. C5. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


- 12664 




End 


13095 






GI 


none 




Score 


125 





41829 






12664. .13095, 12698. 


.13048 








Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410. 


C5 


Gene No. 


86460 




Strand 






Of- a r f 


28298 




End 


29619 




Name 


OJ000302 04. 0410. C5. 


o2 . tw 


Method 


TBLASTX: Wheat 




DL.cl.LL 


12719 _ 




End 


13143 






none 




Score 


266 






12719 13099, 12724. 


. 13143 








Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410. 


C5 


Gene No. 


86460 




Strand 






Of art 
J Lai L 


28298 ' 




End 


29619 




in dint; 


OJ000302 04. 0410. C5. 


o3 . tin 


Method 


TBLASTX: Maize 




OLdl L 


13228 ~~ 




End 


13548 




riT 
bl 


none 




Score 


200 






13228. .13548, 13238. 


.13543 








Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


C5 


Gene No. 


86460 




Strand 






tD L. CL ±. I_ 


28298 




End 


29619 




Mamo 
LNCliLLC 


OJ000302 04 . 0410.C5 . 


ol . tw 


Method. 


TBLASTX: Wheat 




OLOi L 


13258 ~ 




End 


13713 










Score 


191 






13258 .. 13560, 13259. 


.13558, 


13557. .13712, 13588 . ,13713 




Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 


Gene No. 


86460 




Strand 






O L GtX, L. 


28298 




End 


29619 




Name 


OJ000302 04 0410 C5 . 


06 . tm 


Method 


TBLASTX: Maize 




Qt- a -r+- 


13905 ~~ 




End 


14082 




bl 


none 




Score 


84 




JjAvll O 


13905. .14081, 13935. 


.14081, 


13936.. 14082 




Seq. No. 


41653 




Seq. ID 


OJ000302_04.0410 


.C5 


Gene No. 


86460 




Strand 






Start 


'28298 




End . 


29619 






OJ000302 04 .0410. C5, 


06 . tw 


Method 


TBLASTX: Wheat 






13933 _ 




End 


14391 




ul 


none 




Score 


149 






13933. .14169, 13935, 


.14165, 


14214. .14294, 14296. .14391 




Seq. No. 


41653 




Seq. ID 


OJ000302_04 .0410 


.C5 


Gene No. 


86460 




Strand 






Start 


28298 




End 


29619 




lNCLLlLG 


OJ000302 04. 0410. C5 


olO . tw 


Method 


TBLASTX: Wheat 




cjt- art 


15079 ~~ 




End 


15402 




OX 


none 




Score 


119 




LtAUHO 


15079. .15402, 15104 


. . 15373 








Sea. No. 


41653 




Seq. ID 


OJ000302__04 .0410 


.C5 


Gene No. 


86460 




Strand 






Start 


28298 




End 


29619 




Name 


OJ000302 04. 0410. C5 


. o5 .np 


Method 


AAT/NAP 




Start 


28298 




End 


29619 




GI 


7228450 




Score 


195 




Exons 


28298. .28415, 28486 


. .28623, 


28757. .28857, 29517.. 29619 





41830 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41653 


Seq. ID 


OJ000302_04.0410 


.C5 


Gene No . 


O C A C 1 

8 64 ol 


Strand 






Start 


30864 


End 


31244 




Name 


r\ T^n ao AO A a a yi 1 A r~> c —.11 

OJQQQ302 04 . 04 10 . Co . Oil . tw 


Method 


TBLASTX: Wheat 




Start 


O A O C A 

30864 


End 


31244 




GI 


none 


Score 


112 




Exons 


30864 3101b, JlOoy.. 31244 


, 31130. .31243 




Seq. No. 


41654 


Seq. ID 


OJ000302_04.0410 


.C6 


Gene no. 


0 64 oZ 


o LI dllU 






Start 


A O O A 

4834 


Hi 11 (J. 






Name 


OJ000302 04 . 04 10 . Co . OZ . gs 


mt a 4- V\ /*3 






Start 


4834 


TT-n H 

Jiina 






GI 


none 


Score 


1 A 
. / ft 




Exons 


i nn i /AAA COOn COCO 

4834. .4929, o22y..D3o2 








Seq. No. 


41655 


Seq. ID 


OJ000302_04.0410 


.C7 


Gene No . 


0 D4 bo 


Strand 


+ 




Start 


CIO 

618 


End 


1180 




Name 


/-^v T A A A O A A A A A /I 1 A /^O _ 1 — — 

OJ000302 04 . 04 10 . C / . ol . gs 


Method 


GENSCAN 




Start 


618 


End 


1180 




GI 


none 


Score 


.7 




Exons 


/- *1 A AAA "1 n /* i 1 "1 A A 

618. .800, 1061. .1180 








Seq. No. 


41655 


Seq. ID 


OJ000302_04.0410 


.C7 


Gene No. 


86464 


Strand 






Start 


648 


End 


6439 




Name 


OJ000302 04.0410.C7.ol.gp 


Method 


AAT/GAP 




Start 


648 


End 


6439 




GI 


23232 1.R1084 


Score 


1040 




Exons 


648. .866, 1033. .1109, 6168 


. .6439 






GI Descrip. 


'4544372/gb|AAD22283.1|AC006920 7 6.0e- 


-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 1 




Seq. No. 


41655 


Seq. ID 


OJ000302_04.0410 


.C7 


Gene No . 


86465 


Strand 






Start 


6403 


End 


7577 




Name 


OJ000302 04.0410.C7.o3.gs 


Method 


GENSCAN 




Start 


6403 


End 


7577 




GI 


none 


Score 


.49 




Exons 


6403.. 6560, 7460.. 7577 








Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410 


.C9 


Gene No. 


86466 


Strand 


+ 






8320 


End 


14557 




Name 


OJ000302 04.0410.C9.o3.gs 


Method 


GENSCAN 




Start 


8320 


End 


13059 




GI 


none 


Score 


.58 




Exons 


8320. .8444, 1084 6 11047, 


12004. .12107, 


12363. .12467, 






12699. .13059 








Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410 


-C9 


Gene No. 


86466 


Strand • 


+ 




Start 


8320 


End 


14557 




Name 


OJ000302 04.0410.C9.ol.np 


Method 


AAT/NAP 





41831 





Start 


8429 


End 


10977 




GI 


7363269 


Score 


124 




Exons 


8429. .8463, 10692. .10977 








GI DescriD. 


(AP001552) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410.C9 




Gene No . 


86466 


Strand 


+ 




Start 


8320 


End 


14557 




Name 


OJ000302 04.0410.C9.o2.np 


Method 


AAT/NAP 




Start 


10949 


End 


11107 




GI 


2129651 


Score 


75 




Exons 


10949. .11107 








GI Descrip. 


myosin heavy chain ATM2 - Arabidopsis 


thaliana ( fragment ) 






gi| 499045 temb ICAA84065.il (Z34292) myosin [Arabidopsis thali 




Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410.C9 




Gene No . 


86466 


Strand 


+ 




Start 


8320 


End 


14557 




Name 


OJ000302 04.0410.C9.o3.np 


Method 


AAT/NAP 




Start 


12322 


End 


14557 




GI 


5295951 


Score 


182 




Exons 


12322. .12563, 12931 .. 13144 , 


14385. .14557 




GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 






partial cds. (U23857) [Oryza 


sativa] 






Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410.C9 


L : z 
?! s 


Gene No . 


864 67 


Strand 






Start 


4176 


End 


4633 




Name 


OJ000302 04.0410.C9.ol.gp 


Method 


AAT/GAP 




Start 


4176 


End 


4633 


si 


GI 


LIB3432-059-P1-K1-D8 


Score 


723 




Exons 


4176. .4633 






i y 


GI Descrip. 


, 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomi 






DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410.C9 




Gene No. 


86468 


Strand 






Start 


6222 


End 


6422 




Name 


OJ000302 04.0410.C9.o2.gs 


Method 


GENSCAN 


C3 


Start 


6222 


End 


6422 


r ^ 


GI 


none 


Score 


.97 




Exons 


6222. .6422 








Seq. No. 


41656 


Seq. ID 


OJ000302_04.0410.C9 




Gene No. 


86469 


Strand 






Start 


13570 


End 


16848 




Name 


OJ000302 04.0410.C9.o4.gs 


Method 


GENSCAN 




Start 


13570 


End 


16848 




GI 


none 


Score 


. 66 




Exons 


13570. .13932, 13994 .. 14172 , 


14263. .14658, 16768. .16848 




Seq. No. 


41657 


Seq. ID 


OJ000302_04 .0410. C10 




Gene No. 


86470 


Strand 


+ 




Start 


185 


End 


4623 




Name 


OJ000302 04.0410.C10.ol.gs 


Method 


GENSCAN 




Start 


185 


End 


4623 




GI 


none 


Score 


.75 



41832 



Exons 



185. .370, 452. .604, 1094 1134, 2794 3006, 3174. .3271, 
3518.. 3742, 4509.. 4623 



Seq. No. 


41657 


Seq. ID 


OJ000302 04 


.0410. 


C10 


Gene No. 


86470 


Strand 


+ 






Start 


185 


End 


4623 






Name 


OJ000302 04.0410.C10.ol.np 


Method 


AAT/NAP 






Start 


452 


End 


573 






GI 


6815052 


Score 


88 






Exons 


452. .573 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Sea No 


41657 


Seq. ID 


OJ000302 04 


. 0410. 


C10 


Ronp No 


86471 


Strand 








Start 


5934 


End 


6358 






Name 


OJ000302 04 .0410. C10. o2.gs 


Method 


GEN SCAN 






Start 


5934 


End 


6358 






GI 


none 


Score 


.53 






Exons 


5934.. 597.1, 6011.. 6132, 6184. 


.6358 








Sea No. 


41658 


Seq. ID 


OJ000302 04 


.0410. 


Cll 


C^ene No 


86472 


Strand 


+ 






Start 


257 


End 


2940 






Name 


OJ000302 04.0410.Cll.ol.gs 


Method 


GEN SCAN 






O Lai U. 


257 


End 


2940 






GI 


none 


Score 


.73 






Exons 


257.. 658, 770.. 1529, 2636. .2940 








Seq. No. 


41658 


Seq. ID 


OJ000302_04 


.0410. 


Cll 


Gene No. 


86472 


Strand 


+ 






Start 


257 


End 


2940 






Name 


OJ000302 04.0410.Cll.ol.np 


Method 


AAT/NAP 






Start 


358 


End 


869 






GI 


7438357 


Score 


467 






Exons 


358. .658, 770. .869 










GI Descrip. 


myb-related protein 3 homolog T26B15.2 


- Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



gi I 3298534 | gb I AAC25928.il (AC004681) putative MYB family 
transcription factor [Arabidopsis thaliana] 



41658 
86473 
4187 

OJ000302_04. 0410. Cll. o2.gs 

4187 

none 

4187.. 4275, 5575.. 5617 

41658 
86474 
7364 

OJ000302_04.0410.Cll.ol.ts 

401 

none 

401. .667, 752. .829 

41658 
86474 



Seq. ID OJ000302_04. 0410. Cll 
Strand 

End 5617 

Method GENSCAN 

End 5617 

Score .91 



Seq. ID OJ000302_04 .0410. Cll 
Strand 

End 8956 

Method TBLASTX : Soybean 

End 829 

Score 295 



Seq. ID OJ000302_04. 0410. Cll 
Strand 



41833 



ft ft 



C+- -> r A- 
O Lai. L 


7364 




End 


8956 


Name 


OJ000302 04 0410 Cll ol 


tc 


Method. 


TBLASTX: Cress 


Of- ^ -r-f- 
o Lai L 


406 ' ~" 

*± v U 




End 


838 




none 




Score 


387 


Exons 


406 522 407 655- 571 


. 654, 


767 . . 838, 


769. .819 


O /-\ /"T M O 

064. IN U . 


41 658 




Seq. ID 


OJ000302 04. 0410. Cll 


Gene No. 


86474 




Strand 




Start 


7364 




End 


8956 


IN dlllC 


OJ000302 04 0410. Cll. ol. 


tm 


Method 


TBLASTX: Maize 


04- a -r f- 


407 ~~ 




End 


865 




n on ^ 
nunc? 




Score 


268 


Exons 


407 589 409 426 481 


. 522, 


569 . . 661. 


574. .651, 770. .865, 




772 864 








Seq. No. 


41658 




Seq. ID 


OJ000302_04.. 0410. Cll 


Gene No. 


86474 




Strand 




Of ar f 
O Lai L 


7364 




End 


8956 


Name 


OJ000302 04 0410 Cll ol 


tw 


Method 


TBLASTX: Wheat 


O Lai L 


413 ~~ 




End 


829 




non 0 




Score 


268 


IT von q 


413 661 574 651. 748. 


. 825, 


752. .829 




Seq. No. 


• 41658 




Seq. ID 


.OJ000302J34. 0410. Cll 


Gene No.. 


86474 




Strand 




Of art 
oial L 


7364 • 




End 


8956 


Name 


0.700030? 04 0410 P11 o3 




Mp1~ hod 


GENSCAN 


OLaiL 






End 


8956 




none 




Score 


. 7 


Exons 


7^64 7375 7650 7744 

f Jul t • / J 1 «J / / U JU • . f / It/ 


8836 . 


.8956 






41 659 

*4 JL V? J -7 




Seq. ID 


OJ000302_04.0410.C12 


Gene No. 


86475 




Strand 




Start 


1179 




End 


2475 




OJ000302 04 0410.C12.ol. 


tm 


Method 


TBLASTX: Maize 


O Lai L 


11 61 _ 

X X U X 




End 


1679 


O-L 


nono 




Score 


291 


C von 0 


11 61 1481 1171 1 677 

ilUl • • X *4 Q X , X X r X . • X / f / 


1171 . 


.1563, 1173.. 1676, 1527.. 1679, 




1 604 1 678 








Seq. No. 


41659 




Seq. ID 


OJ000302_04.0410.C12 


Gene No. 


86475 




Strand 




Start 


1179 




End 


2475 


in ai uc 


OJ000302 04 0410 C12 ol. 


ts 


Method 


TBLASTX : Soybean 


O Lai L 


1170 ~~ 

X X / \J 




End 


1455 


(IT 
bl 


"nono 




Score 


279 


Exons 


1170 1349 1177 1455 


1398 . 


.1454 




Sea No 


41659 




Seq. ID 


OJ000302_04.0410.C12 


Gene No. 


86475 




Strand 




Start 


1179 




End 


2475 


Name 


OJ000302 04.0410.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1177 




End 


1910 


GI 


none 




Score 


396 


Exons 


1177.. 1674, 1185.. 1349, 


1327 T 


.1521, 1398. .1700, 1774. .1896, 



1806. .1910 



41834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41659 Seq. ID OJ000302_04 . 0410 . C12 

86475 Strand 

1179 End 2475 

OJ000302JD4 .0410. C12 . ol . np Method AAT/NAP 

1179 End 2475 

2388583 > Score 1083 

1179. .2475 

(AC000098) Similar to Synechocystis hypothetical protein 
(gb|D90908). [Arabidopsis thaliana] 



41659 
86475 
1179 

OJ000302_04.0410.C12.ol.gp 
1260 

uC-osflcyp030dl2bl 
1260.. 1678 

'3298536 3.0e-39 (AC004 681) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000302_04.0410.C12 
Strand 

End 2475 

Method AAT/GAP 

End 1678 

Score 823 





Seq. No. 


.41659 








Seq. ID 


OJ000302_04.0410.C12 




Gene No. 


86475 








Strand 






Start 


1179 








End 


2475 




Name 


OJ000302 04 


.0410. 


C12.o2 


.ts 


Method 


TBLASTX: Soybean ■ 


^ SKI 


Start 


1488 








End" 


1907 


~ j~ 


GI 


none 








Score 


93 


?: : 


Exons 


1488. .1697, 


1498. 


.1689, 


1747 


..1896, 1806. .1907 




Seq. No. 


41659 








Seq. ID 


OJ000302_04 .0410.C12 


~ i ^ 


Gene No. 


86475 








Strand 






Start 


1179 








End 


2475 




Name 


OJ000302 04 


.0410. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1604 








End 


2165 




GI 


none 








Score 


56 




Exons 


1604. .1738, 


1746. 


.1799, 


1746 


..1985, 1747. .1983, 2079. .2165 




Seq. No. 


41659 








Seq. ID 


OJ000302_04 . 0410. C12- 




Gene No. 


86475 








Strand 






Start 


1179 








End 


2475 




Name 


OJ000302 04 


.0410. 


C12.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1923 








End 


2222 




GI 


none 








Score 


171 




Exons 


1923. .1985, 


2079. 


.2222 










Seq. No. 


41659 








Seq. ID 


OJ000302_04 .0410.C12 




Gene No. 


86475 








Strand 






Start 


1179 








End 


2475 




Name 


OJ000302 04 


.0410. 


C12.o2 


.gp 


Method 


AAT/GAP 




Start 


2095 








End 


2413 




GI 


LIB3474-012 


-P1-K1-C11 




Score 


553 




Exons 


2095. .2413 














GI Descrip. 


•3298536 6. 


0e-10 


(AC004681) 


unknown protein [Arabidopsis 




thaliana] 1 














Seq. No. 


41660 








Seq. ID 


OJ000302_04.0410.C13 




Gene No. 


86476 








Strand 


+ 




Start 


1894 








End 


5814 



41835 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000302J)4.0410.C13.ol.gs 
1894 



Method GENSCAN 
End . 5814 
none Score .55 

1894.. 2250, 2687.. 5263, 5495.. 5539, 5626.. 5814 



41660 
86477 
10008 

OJ000302_04.0410.C13.o3.gs 

10008 

none 

10008. .10092, 10292. .10355, 
11036. .11227, 11280. .11494, 
12018. .12076, 12147. .12779, 



Seq. ID OJ000302_ 
Strand + 
End 13772 
Method GENSCAN 
End 13772 
Score .74 
10389. .10464, 10728, 
11575. .11699, 11811, 
13024. .13169, 13255, 



04.0410.C13 



41660 
86477 
10008 

0 J000302_04 .0410. C13 . o3 . np 

10779 

6721558 

10779. .10878, 11575 .. 11718 , 



.10939, 
.11984, 
.13772 

04.0410.C13 



Seq. ID OJ000302_ 
Strand + 
End 13772 
Method AAT/NAP 
End 12789 
Score 221 
12603. .12789 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ000302__04, 
+ 

13772 
AAT/NAP 
12908 
984 



41660 Seq. ID OJ000302__04 . 0410 . C13 

86477 Strand 
10008 End 
OJ000302_04 .0410. C13 . o4 . np Method 
10862 End 
6721561 Score 
10862. .10930, 11766. .11945, 12018 .. 12076, 12147.. 12908 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 1 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



41660 
86478 
6318 

OJ000302_04.0410.C13.o2.gs 

6318, 

none 

6318.. 6396, 6945.. 6991, 
9054.. 9147, 9805.. 9897 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_04.0410.C13 

10330 
GENSCAN 
9897 
.83 



7289. .7602, 7682. .7804, 8668. .8805, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 04.0410.C13 



41660 
86478 
6318 

OJ000302_04.0410.C13.ol.gp 
6809 
5667274 

6809. .6860, 6945. .6991, 7289. .7602, 7682. .7804, 8668. .8812 
6056425/gb|AAF02889.1|AC009525_23 3.0e-64 (AC009525) Putative 
ribosomal protein L19 [Arabidopsis thaliana] 



10330 
AAT/GAP 
8812 
1096 



41836 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



41660 
86478 
6318 

OJ000302_04 .0410.C13.ol.np 

6908 

6056425 



Seq. ID OJ000302_04.0410.C13 
Strand 

End 10330 

Method AAT/NAP 

End 8779 

Score 750 



6908. .7000, 7289. .7602, 7682. .7804, 8668. .8779 

(AC009525) Putative ribosomal protein L19 [Arabidopsis thaliana] 



41660 
86478 
6318 

OJ000302_04 .0410.C13.o2.np 

8144 

7523517 



Seq. ID OJ000302_04.0410.C13 
Strand 

End 10330 

Method AAT/NAP 

End 10330 

Score 160 



8144. .8193, 9827. .9881, 10025. .10330 
(AP001633) hypothetical protein [Oryza sativa] 



41660 
86479 
14390 

OJ000302_04.0410.C13.o2.tc 
2963 
none 



Seq. ID OJ000302_04.0410.C13 
Strand 

End 20439 

Method TBLASTX : Cress 

-End 4261 

Score 115 



2963. .3160, 3161. .3232, 3347. .3424, 3434. .3559, 3566. .3727, 
4172. .4261 



41660 
86479 
14390 

OJ000302_04.0410.C13.o4.ts 
2977 
none 



Seq. ID OJ000302_04.0410.C13 
Strand 

End 20439 

Method TBLASTX : Soybean 

End 3451 

Score 62 



2977. .3036, 2978. .3037, 3043. .3111, 3044. .3127, 3152. .3256, 
3190.. 3231, 3275.. 3451 



Seq. ID OJ000302_04 .0410. C13 
Strand ' - 
End 20439 
Method TBLASTX : Mai ze 
End 3771 
Score 261 



41660 
86479 
14390 

OJ000302_04.0410.C13.o5.tm 
3347 
none 

3347. .3769, 3592. .3771 

41660 
86479 
14390 

OJ000302_04 . 0410.C13.o2.ts 
3455 
none 

3455. .3733, 3455. .3574, 3565. .3738, 3835 .. 3909, ■ 3836 3934 , 
4130. .4324, 4343. .4477, 4499. .4651 



Seq. ID OJ000302_04.0410.C13 
Strand 

End 20439 

Method TBLASTX : Soybean 

End 4 651 

Score 241 



41660 
86479 
14390 



Seq. ID OJ000302_04 .0410.C13 
Strand 

End 20439 



41837 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000302_04 . 0410 . C13 . ol . tm 
7261 



Method 
End 

none Score 
7261. .7602, 7287. .7601, 7289. .7603, 7362. .7604, 7660. .7800, 
7680. .7802, 7680. .7802, 8660. .8779, 8661. .8780 



TBLASTX: Maize 
8780 
389 



41660 
86479 
14390 

OJ000302_04.0410.C13.o2.tw 

7276 

none 

7276.. 7602, 7287.. 7601, 7289. 
7680.. 7802, 7681. .7803, 8656. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 04.0410.C13 



20439 

TBLASTX: Wheat 
8792 
398 

7603, 7362.. 7604, 7660. 
8706, 8660. .8791, 8661. 



.7800, 
187 92 



41660 
86479 
14390 

OJ000302__04 .0410.C13.ol.tc 
7289 
none 

7289. .7603, 7336. .7500, 7362. .7604, 7680 
8660. .8785, 8661. .8789, 8893. .8949 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 04.0410.C13 



20439 

TBLASTX: Cress 
8949 
195 

7832, 7681.. 7800, 



Seq. ID- 
Strand 
End 

Method 
End 
Score 



41660 
86479 
14390 

OJ000302_04.0410.C13.ol.ts 
7289 
none 

7289.. 7603, 7336. .7602, 7362. 
7681.. 7803, 8660.. 8779, 8661. 

41660 
86479 
14390 

OJ000302_04.0410.C13.o5.np 
14390 
5902445 
14390. .15631, 15671.. 17509 

(AB030283) GAG- POL precursor [Oryza sativa] 



OJ000302 04.0410.C13 



20439 

TBLASTX: Soybean 
8780 
231 

7604, 7660. .7800, 7680. .7802, 
8780 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302__04.0410.C13 

20439 
AAT/NAP 
17509 
3092 



41660 
86479 
14390 

OJ000302_04.0410.C13.o4 .tw 
14399 
none 

14399. .14530, 14412 
14907. .14993 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_04 .0410.C13 
20439 

TBLASTX: Wheat 

15007 

68 



14525, 14555. .15007, 14751 .. 14858, 



41660 
86479 
14390 

OJ000302_04.0410.C13.o5.tw 

15131 

none 



Seq. ID 

Strand 

End 

'Method 
End 
Score 



OJ000302_04 . 0410 .C13 
20439 

TBLASTX: Wheat 

15514 

202 



41838 




Exons 


IRI^I 1 R M 4 1 M ^9 


i ssnfi 

• iJJUu 








Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 






Of a v-f 


Xfi O _7U 






204 

£. \J *± *J TP 




Name 


n too mo 9 0 4 04in pi ^ 


• Oj • tm 




1 DJjnO 1 /\. . I Jd Ilc 




Qf — f 


1 R90Q 




Hi 11 (a 


1 SS1 4 




bl 


none 




OLU1 C 


X O £- 




Exons 


1 S90Q 1 SSI 4 1 S91 0 


1S4 97 








Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 






Of a yf 


i 4 ^qo 






204 *3Q 

£. \J *4 J _7 




Name 


ninnn^n^ 0 4 04in pi ^ 




rlfertilUU. 


1 DXxriO 1A ( VVllt-d I, 




Of a vf 


1 S71 Q 




Hi 11 (J 


1 SQ71 






none 






7 S 




Exons 


1 S71 Q 1 SQ7^ 1 S79? 


1 S971 

. X *J J r X 








Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 








1 4 ^QO 




End 


20439 




Name 


0.7000^09 04 0410 pi^ 


• ob • tw 


Method 


TBLASTX: Wheat 




Of a r-f 


1 £01 £ 




End 


16424 




Ljx 


none 




Score 


49 




Exons 


1 £01 £ 1 £0fl1 1 601 


1 £1 ftQ 

• 10103/ 


16197. .16424, 16199.. 16423 




Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 






Q f — — f 


1 4 ^QO 




End 


20439 




Name 


UJUUUjUZ U4.U*1xU.L/Xj 


~ O f G 
• O J .US 


Method 


TBLASTX : Soybean 




Of a -r-f 






End 


16939 




<JX 


none 




Score 


71 




Exons 


1 £S1 4 1 fiQ^Q 167SS 


1 fiQ07 








oeq. LNu. 


41 £fin 




Seq. ID 


OJ000302_04.0410 


PT "3 

• 0 X J 


Gene No. 


86479 




Strand 






Start 


14390 




End 


20439 




Name 


OJ000302 04.0410.C13 


.06. np 


Method 


AAT/NAP 




Of a r-f 


16548 




End 


20439 






5902444 




Score 


486 




Exons 


16548. .16628, 17911. 


.18955, 


19256. .19354, 20178.. 20439 






(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


-C13 


Gene No. 


86479 




Strand 






Of arf 


14390 




End 


20439 




Name 


OJ000302 04.0410.C13 


. o3. tw 


Method 


TBLASTX: Wheat 




Qf -j y.f 


16569 




End 


16993 




bl 


none 




Score 


270 




Exons 


16569. .16946, 16571. 


.16993, 


16604. .16948, 16852.. 16953 




Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 






Start 


14390 




End 


20439 




Name 


-OJ000302 04.0410.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


16667 ' 




End 


17050 




GI 


none 




Score 


124' 





41839 




Exons 


16667. .17050, 16668. 


.16946 








Seq. No. 


41660 




. Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 






Start 


14390 




End 


20439 




Name 


OJ000302 04.0410.C13 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


17078 




End 


17434 




GI 


none 




Score 


234 




Exons 


17078. .17434, 17079. 


.17393 








Seq. No. 


41660 




Seq. ID 


OJ000302_04.0410 


.C13 


Gene No. 


86479 




Strand 






Start 


14390 




End 


20439 




Name 


OJ000302 04.0410.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17108 




End 


17563 




GI 


none 




Score 


352 




Exons 


17108. .17560, 17109. 


.17549, 


17123. .17563 




Seq. No. 


41660 




Seq. ID 


OJ000302_04.041O 


.C13 


Gene No. 


86479 




Strand 






Start 


14390 




End 


20439 




Name 


OJ000302 04.0410. C13 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


17159 




End 


17524 




GI 


none 




. Score 


97 




Exons 


17159. .17293, 17300. 


.17524 








Seq. No. 


41660 




Seq. ID 


OJ000302JD4.0410 


.C13 


Gene No. 


86479 




Strand 






Start 


14390 




End 


20439 




Name 


OJ000302 04.0410.C13 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


18478 




End 


18876 




GI 


none 




Score 


250 




Exons 


18478. .18876 











Seq. No. 41661 Seq. ID OJ000322_08 . 04 13 . C4 

Gene No. 86480 Strand + 

Start 4435 End 5332 

Name OJ000322_08 . 0413 .C4 .ol .gp Method AAT/GAP 

Start 4435 End 5332 

GI 3542JL.R1084 Score 1704 

Exons 4435.. 5332 

GI Descrip. • 1172874/sp | Q08298 | RD22_ARATH . 1 . 0e-24 
PROTEIN RD22 PRECURSOR >gi_47 9589_pir_ 
dehydration-induced protein RD22 - Arabidopsis thaliana 
>gi_391608_dbj_BAA0154 6_ (D10703) rd22 [Arabidopsis thaliana] 
>gi_447134_prf 1913421A rd22 gene [Arabidopsis thaliana] ? 



DEHYDRATION-RESPONSIVE 
S34823 



Seq. No. 41661 Seq. ID 

Gene No. 86481 Strand 

Start 5598 End 

Name 0 J000322_08 . 04 13 . C4 . o2 . gp Method 

Start 5598 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 5598.. 5707 

GI Descrip. 1 2498586/sp IQ40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000322_08.0413.C4 
+ 

5707 
AAT/GAP 
5707 
149 



41840 



Seq. No. 

Gene No/ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322_08.0413.C4 
+ ' 
11252 
AAT/GAP 
11252 
658 



41661 
86482 
10701 

OJ000322_08.0413.C4.o4.gp 
10701 

uC-osroM202037g07bl 
10701. .11050, 11229.. 11252 

•1172874/sp|Q08298|RD22_ARATH 1.0e-15 DEHYDRATION-RESPONSIVE 

PROTEIN RD22 PRECURSOR >gi_479589_pir S34823 

dehydration-induced protein RD22 - Arabidopsis thaliana 

>gi 391608 dbj_BAA01546_ (D10703) rd22 [Arabidopsis thalxana] 

>gi~447134 _prf 1913421A rd22 gene [Arabidopsis thaliana] ' 



Seq. ID OJ000322_08.0413.C4 
Strand 

End 6089 

Method GEN SCAN 

End 6089 

none Score . 65 

2764;. 2913, 3728. .3982, 4534.-4683, 4735. .5550, 6054. .6089 



41661 
86483 
2764 

OJ000322_08.0413.C4.o2.gs 
2764 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ000322 08. 0413. C4 



t 6089 
AAT/NAP 
5437 
331 



41661 
86483 
2764 

OJ000322_08.0413.C4.ol.np 
4726 
1172874 
4726. .5437 

DEHYDRATION-RESPONSIVE PROTEIN RD22 PRECURSOR 
gi|479589|pir| IS34823 dehydration-induced protein RD22 - 
Arabidopsis thaliana gi I 391608 | dbj I BAA0154 6 1 (D10703) rd22 

[Arabidopsis thaliana] gi I 447134 | prf I 1 1913421A rd22 gene 

[Arabidopsis thaliana] 



Seq. No. 


41661 


Gene No. 


86484 


Start 


6052 


Name 


OJ000322 08 


Start 


6052 


GI 


2280677 


Exons 


6052. .6141 


Seq. No. 


41661 


Gene No . 


86485 


Start 


7331 


Name 


OJ000322 08 


Start 


7331 


GI 


none 


Exons 


7331. .7507, 


Seq. No. 


41661 


Gene No. 


86486 


Start 


10503 


Name 


OJ000322 08 


Start 


4717 


GI 


none 



Seq. ID 

Strand 

End 

Method 1 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000322_08 . 0413 .C4 

6141 
AAT/GAP 
6141 
156 



OJ000322_08.0413.C4 

8320 
GENSCAN 
8320 
.41 



OJ000322_08.0413.C4 
12711 

TBLASTX: Maize 

11080 

75 



41841 



■Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



4717.-. 4803, 4729-. .4809, 483-1.. 4908, 4909.. 4971, 4924.. 4980, 
5035. .5157, 5036. .5134, 5161. .5328, 5180. .5284, 10524 .. 10604 , 
10525. .10593, 10704 .. 10766, 10705 .. 10767 , 10800 .. 10958 , 
10825. .10959, 10959 .. 11036, 10988.. 11080 



41661 
86486 
10503 

OJ000322_08.0413.C4.ol.ts 
4732 
none 



Seq. ID OJ000322_08.0413.C4 
Strand 

12711 

TBLASTX : Soybean 
11251 
77 



End 

Method 
End 
Score 

4732. .4809, 4840. .4908, 4924. .4971, 5042. .5137, 5044. .5136, 
5161.. 5331, 5332.. 5409, 5443.. 5505, 10527 .. 10604 , 10710. . 10757, 
10786. .10959, 10830 .. 10958, 10979 .. 11083, 11084 .. 11143, 
11189. .11251 



41661 
86486 
10503 

OJ000322_08 . 04 13 . C4 . ol . tc 
4735 
none 



Seq. ID OJ000322_08.0413.C4 
Strand 

12711 . 
TBLASTX: Cress 
10959 
81 



End 

Method 
End 
Score 

4735. .4809, 4846. .4905, 4924. .5031, 4999. .5139, 5033. .5137, 
5161. .5316, 5180. .5287, 5338. .5409, 5446. .5511, 10530 .. 10604 , 
10710. .10820, 10750. .10821, 10831 .. 10959", 10836.. 10958 



41661 
86486 
10503 

0 J000322_08 . 0413 . C4 . ol . tw 
5035 
none 



Seq. ID OJ000322_08.0413.C4 



Strand 
End 

Method 

End 

Score 



12711 

TBLASTX: Wheat 

11077 

79 



5035. .5157, 5036. .5134, 5161. .5325, 5180. .5284, 10824 10958 , 
10825. .10959, 10959 11036, 10988.. 11077 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 08. 0413. C4 



41661 
86486 
10503 

OJ000322_08.0413.C4.o2.np 
10503 
5257263 
10503. .11215, 12686.. 12711 

(AP000364) EST AU029260 {E30024 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(D10703) [Oryza sativa] 



12711 
AAT/NAP 
12711 
290 



41662 Seq. ID 

86487 Strand 

1 End 

OJ000322_08.0413.C5.ol.np Method 

1 End 

6691191 Score 
1. .1151 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ000322_08.0413.C5 

1151 
AAT/NAP 
1151 
1116 



41662 
86487 



Seq. ID 
Strand 



OJ000322 08. 0413. C5 



41842 




Start 


1 


End 


1151 




Name 


OJ000322 08.0413.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


4 


End 


309 




GI 


none 


Score 


58 




Exons 


4. .228, 14. .229, 232. .309 








Seq. No. 


41662 


Seq. ID 


OJ000322_08.0413 


.C5 


Gene No. 


86487 


Strand 






Start 


1 


End 


1151 




Name 


OJ000322 08.0413.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


22 


End 


492 




GI 


none 


Score 


67 




Exons 


22.-225, 50. .217, 292. .492, 307. .489, 


323. .490 




Seq. No. 


41662 


Seq. ID 


OJ000322_08.0413 


.C5 


Gene No. 


86487 


Strand 






Start 


1 


End 


1151 




Name 


OJ000322 08 .0413.C5.o2.ts 


Method 


TBLASTX: Soybean • 




Start 


348 


End 


486 




GI 


none 


Score 


123 




Exons 


348. .443, 352. .486, 359. .472, 


370 . . 486 






Seq. No. 


41662 


Seq. ID 


OJ000322J38.0413 


.C5 


Gene No. 


86487 


Strand 






Start 


1 


End 


1151 




Name 


OJ000322 08 . 0413.C5.ol . tw 


Method 


TBLASTX: Wheat 




Start 


505 


End 


903 




GI 


none 


Score 


153 




Exons 


505. .903, 508. .807, 632. .895 








Seq. No. 


41662 


Seq. ID 


OJ000322_08.0413 


.C5 


Gene No. 


86487 


Strand 






Start 


1 


End 


1151 




Name 


OJ000322 08.0413.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


529 


End 


1077 




GI 


none 


Score 


125 




Exons 


529. .672, 664. .1077, 671. .985 








Seq. No. 


41662 


Seq. ID 


OJ000322_08.0413 


• C5 


Gene No. 


86487 


Strand 






Start 


1 


End 


1151- 




Name 


OJ000322 08.0413.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


598 


End 


951 




GI 


none 


Score 


51 




Exons 


598. .825, 598. .885, 653. .886, 


857. .943 


, 886. .951 




Seq. No. 


41662 


Seq. ID 


OJ000322_08.0413 


.C5 


Gene No. 


86487 


Strand 






Start 


1 


End 


1151 




Name 


OJ000322 08.0413.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


904 


End 


1138 




GI 


none 


Score 


131 




Exons 


904.. 1137, 904.. 1137, 905.. 1138 






Seq. No. 


41663 


Seq. ID 


OJ000322_08.0413 


.C6 


Gene No. 


86488 


Strand 






Start 


1 


End 


963 





41843 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000322 08.0413.C6.ol.np Method AAT/NAP 

1 ~ End 963 

6063557 Score 37 

1..45, 671. .795, 929. .963 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



41-663 
86488 
1 

OJ000322_08.0413.C6.ol.gs 
239 
none 

239. .340 

41664 
86489 
437 

OJ000322_08.0413.C7.ol.gs 
437 
none 

437. .899, 908. .1083, 1109. .1348 



Seq. ID OJ000322_08.0413.C6 
Strand 

End 963 

Method GEN SCAN 

End 340 

Score .44 



Seq. ID OJ000322_08.0413.C7 

Strand + 

End 1348 

Method GENSCAN 

End 1348 

Score .43 



41664 / ' Seq. ID 

864 90 Strand 

6382 - End 

OJ000322_08.0413.C7.o2.np Method 

6382 End 

6539570 Score 
6382. .6580 

(AP000836) hypothetical protein [Oryza sativa] 



OJ000322_08.0413.C7 
+ 

6580 
AAT/NAP 
6580 
73 



41664 
86491 
2536 

OJ000322_08.0413.C7.ol.np 

2536 

4105798 

2536. .2572, 4547. .4591, 4682. 



(AF049930) PGP237-11 [Petunia x hybrida] 



OJ000322_08.0413.C7 

7582 
AAT/NAP 
6525 
133 

,4725, 4834. .4926, 6492. .6525 



Seq. ID 

Strand 

End 

Method 
End 
Score 



0413.C7.o3.gs 



4551.. 4725, 4834 



41664 
86491 
2536 

OJ000322JD8, 
4348 
none 

4348. .4452, 

41664 
86491 
2536 

OJ000322__08.0413.C7.ol.gp 
4551 

18024JL.R1084 

4551.. 4591, 4682.-4725, 4834 



Seq. ID 
. Strand 
End 

Method 
End 
Score 
. .4937 



OJ000322_08.0413.C7 

7582 
GENSCAN 
4937 
.81 



Seq. ID OJ000322_08.0413.C7 



Strand 
End 

Method 
End 
Score 
.4910 



7582 
AAT/GAP 
4910 
223 



'4105798 4.0e-58 (AF049930) PGP237-11 [Petunia x hybrida] 1 



41844 




Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86491 








Strand 




Start 


2536 








End 


7582 


Name 


OJ000322 08. 


0413. 


C7.o4. 


gs 


Method 


GEN SCAN 


Start 


6373 








End 


7582 


GI 


none 








Score 


.45 


Exons 


6373.-6766, 


7373. 


.7582 








Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86492 








Strand 




Start 


9458 








End 


9822 


Name 


OJ000322 08. 


0413. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4493 








End 


4929 


GI 


none 








Score 


62 


Exons 


4493. .4594, 


4549. 


.4593, 


4681 


..4734, 4682. .4735, 4805. .4900 




4806. .4907, 


4825. 


.4929 








Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86492 








Strand 




Start 


9458 








End 


9822 


Name 


OJ000322 08. 


0413. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4549 








End 


4929 


GI 


none 








Score 


43 


Exons 


4549. .4593,* 


4550. 


.45p7, 


4681 


..4725, 4682. .4756, 4828.-4929 




4835. .4903 












Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86492 








Strand 




Start 


9458 








End 


9822 


Name 


OJ000322 08. 


0413. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9259 








End 


9729 


GI 


none 








Score 


304 


Exons 


9259. .9477, 


9260. 


.9631, 


9697 


. .9729 




Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86492 








Strand 




Start 


9458 








End 


9822 


Name 


OJ000322 08. 


0413. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9458 








End 


9822 


GI 


none 








Score 


142 


Exons 


9458. .9646, 


9697. 


. 9822 








Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86492 








Strand 




Start 


9458 








End 


9822 


Name 


OJ000322 08. 


0413. 


C7.o2. 


gp 


Method 


AAT/GAP 


Start 


9458 








End 


9520 


GI 


LIB3432-007- 


Pl-Kl 


-E2 




Score 


107 


Exons 


9458. .9520 












GI Descrip. 


M468813/emb|CAB38214 | 


2.0e- 


10 (AL035601) putative protein 




[Arabidopsis 


thaliana] ' 








Seq. No. 


41664 








Seq. ID 


OJ000322_08.0413.C7 


Gene No. 


86493 








Strand 




Start 


9901 








End 


" 10190 


Name 


OJ000322 08. 


0413. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9901 








End 


10190 



41845 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
9901. .10089, 9909.. 10061, 10119.. 10190 



41665 
86494 
2440 

OJ000322_08, 

2440 

none 

2440. .2600, 



0413.C8.ol.gs 



3620. .3677, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3896. .4051 



41665 
86495 
4776 

OJ000322_08.0413.C8.ol.gp 
4776 

24263_1.R1084 
4776. .4926, 5062. .5395 
'5852182/emb|CAB55420.1| 9. 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



166 



OJ000322_08.0413.C8 
+ 

4051 
GENSCAN 
4051 
.57 



OJ000322_08.0413.C8 
+ 

5395 
AAT/GAP 
5395 
904 



41665 
86495 
4776 

OJ000322_08 
4812 
6850855 
4812. .4926, 



0413.C8.ol.np 



5062. .5168 



Oe-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ000322_08.0413.C8 

Strand + 

End 5395 

Method AAT/NAP 

End 5168 

Score 17 6 



(AL132959) putative protein [Arabidopsis thaliana] 



41666 Seq. ID 

86496 Strand 
1 End 
OJ000322_08 . 0413 . C9 . ol . np Method 
I End 
6330736 Score 

1..24, 363. .505, 3260. .3430, 6498. .6538 

(AB033060) KIAA1234 protein [Homo sapiens] 



OJ000322_08.0413.C9 
+ 

6538 
AAT/NAP 
6538 
22 



41666 
86497 
5042 

OJ000322_08.0413.C9.o2.ts 

4988 

none 

4988.. 5200, 5315.. 5482 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_08.0413.C9 
6538 

TBLASTX: Soybean 

5482 

102 



OJ000322 08. 0413. C9 



41666 Seq. ID 

86497 Strand 

5042 En d 6538 

OJ000322_08.0413.C9.o2.np Method AAT/NAP 

5042 End 6538 

7489501 Score 745 
5042. .6538 

NBS-LRR type resistance protein - rice (fragment) 

gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



41846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



41666 Seq. ID 

86497 Strand 

5042 End 

OJ000322_08 . 04 13 . C9 . ol . tm Method 

5745 End 

none Score 

5745.. 6110, 5753.. 6205- 



OJ000322_08.0413.C9 
6538 

TBLASTX: Maize 

6205 

180 



OJ000322 08. 0413. C9 



41666 Seq. ID 

86497 Strand 

5042 End 

OJ000322_08.0413.C9.ol.ts Method 

5819 End 

4397495 Score 
5819. .6067 

4234955 2.0e-22 (AF098971) NBS-LRR-like protein cD8 [Phaseolus 
vulgaris] 



6538 

TBLASTX : Soybean 

6067 

239 



41667 
86498 
2348 

OJ000322_08. 0413. C10. o2.gs 

2348' 

none 

2348.. 2350, 2864.. 3535, 4505, 

41667 
86499 
172 

OJ000322_08.0413.C10.ol.gs 

172 

none 

172. .448 

41667 
86500 
5790 

OJ000322_08. 0413. C10. o3.gs 

5790 

none 

.5790. .6224, 7314. .7343 

41668 
86501 
1 

OJ000322_08.0413.Cll.ol.np 
1 

7228450 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4525 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000322JD8. 0413. C10 
+ 

4525 
GEN SCAN 
4525 
.65 



OJ000322_08.0413.C10 
448 

GENSCAN 

448 

.71 



OJ000322_08.0413.C10 

7343 
GENSCAN 
7343 
.66 



Seq. ID OJ000322_08.0413.C11 

Strand + 

End 589 

Method . AAT/NAP 

End 58 9 

Score 222 



1..32, 101. .162, 299. .420, 476. .589 

(AP001366) hypothetical protein [Oryza sativa] 



41668 Seq. ID 

86502 Strand 

639 End 

OJ000322_08 . 0413 . Cll . ol . gs Method 

639 End 



OJ000322_08. 0413. Cll 
+ 

930 

GENSCAN 
930 



41847 



GI 

Exons 



none 
639. .930 



Score 



.63 



Seq. No. 41669 Seq. ID 

Gene No. 86503 Strand 

Start 1778 End 

Name OJ000322_08 . 0413 . C12 . ol . np Method 

Start 1778 End 

GI 7488857 Score 

Exons 1778.. 2473 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



OJ000322_08.0413.C12 
+ 

2473 
AAT/NAP 
2473 
231 



oeq. wo. 


ai £7n 


oeq . ± u 




Gene No . 


o ODUH 


OLIanu 




Start 


4057 


End 


4953 


Name 


OJ000322_08.0413.C13.o2.gs 


Method 


GENS CAN 




HUD / 


FnH 


4 QS^ 




none 


Score 


c 
■ D 


Exons 








oeq. wo. 


si X 0 / 1 


oeq • iu 




Gene No . 


oujUj 


ourana 


4_ 


Start 


67 ' 


End 


574 


Name 


OJ000322_08.0413.C14.ol.gs 


Method 


GENS CAN 


orarc 


0 / 


FnH 


^1 A 




none 


Score 


• D y 


Exons 


cn 10/ onri R"7/i 






oeq. wo. 


A 1 fi*71 


oeq . J. u 




/""* ana XT s~\ 

tjene wo. 


0 DOUD 






o tar u 


ZO / / 


FnH 


-31 QR 
JIO J 


LN ciiUG 


OJ000322 08.0413.C14.o2.gs 


Method 


GENSCAN 


Start 


2877 


End 


3185 


GI 


none 


Score 


.63 


Rvon ^ 


2877. .2960, 3135. .3185 






Seq. No. 


41672 


Seq. ID 


OJ000322 


Gene No. 


86507 


Strand 




Start 


695 


End 


2572 


Name' 


OJ000322 08.0413.C15.ol.gs 


Method 


GENSCAN 


Start 


695 


End 


2572 


GI 


none 


Score 


.81 


Exons 


695. .802, 1650. .1676, 2113. 


.2273, 2524 


. .2572 


Seq. No. 


41672 


Seq. ID 


OJ000322 


Gene No. 


86507 


Strand 




Start 


695 


End 


2572 


Name 


OJ000322 08.0413.C15.ol.gp 


Method 


AAT/GAP 


Start 


1895 


End 


2418 


GI 


LIB3434-038-P1-K1-F1 


Score 


770 


Exons 


1895. .2418 






GI Descrip. 


'5257255/dbj IAP000364.il AP000364 0.0e+00 Oryza 




- DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


41673 


Seq. ID 


OJ000322 



41848 



Gene No. 


86508 


OLalt 


1760 


Name 


O,Tf)00322 08 : 


btar l 


1 7 fin ~ 


Gl 


none 


Exons 


1760 .1846, 


Seq. No. 


41673 


Gene No. 


86509 




4265 


Name 


n.Tfi00322 08 


btart 


4913 ~~ 

*± J. J 






Exons 


' 4213 .4401, 


beq. wo. 


4 1 673 


Gene No . 




Start 


4265 


Name 


OJ000322 08 


OLdl U 


4224 






Exons 


4994 43Q1 




4tiq 4701 




4782 4985. 


Seq. No. 


A 1 £7 


Gene No. 


obouy 


Start 


4 9 £R 


Name 


OJ000322 08 


Start 


4258 


GI 


none 


Exons 


4258. .4401, 




4541. .4708, 




5429. .5566, 



Strand + 

End 3141 

:i7.ol.gs Method GENSCAN 

End 3141 

Score .53 
.2485, 2982. .3141 

Seq. ID OJ000322_08.0413.C17 

Strand + 

End 5593 

:i7.ol.tc Method TBLASTX: Cress 

End 4 674 

Score 163 



4268.-4399, 4519.. 4674, 4562^*4672 



4231. .4401, 4233. 
4536. .4706, 4541. 
4783.. 4986, 5407, 



4262. 
4562, 



,4399, 
.4720, 



4306. 
4780, 



Seq. ID OJ000322_08.0413.C17 

Strand + 

End 5593 

Method TBLASTX : Mai ze 

End 5593 

Score 158 

.4496, 4238.-4399, 4516. .4701, 
.4705, 4562. .4717, 4780. .4986, 
.5529, 5429.-5593, 5432.-5593 

Seq. ID OJ000322_08.0413'.C17 

Strand + 

End 5593 

Method TBLASTX : Soybean 

End 5578 

Score 174 

.4401, 4516. .4701, 4519. .4701, 
.4986, 4782 



,4982, 4783.-4986, 



J Seq. No. 
^ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000322 
+ 

5593 
AAT/NAP 
5587 
807 



08.0413.C17 



41673 Seq. ID 

86509 Strand 
4265 End 
OJ000322_08.0413.C17.ol.np Method 
4265 End 
7485597 Score 
4265.-4394, 4521. .4705, 4786.-4986, 5432.-5587 
hypothetical protein F17A8.160 - Arabidopsis thaliana 
gi|4538911|emb|CAB39648.1| (AL049482) hypothetical protein 
[Arabidopsis thaliana] gi I 7267676 | emb | CAB78104 . 1 1 (AL161515) 
hypothetical protein [Arabidopsis thaliana] 

Seq. ID OJ000322_08.0413.C17 

Strand + 

End 5593 

Method GENSCAN 

End 5593 

Score .82 



Seq. No. 


41673 






Gene No. 


86509 






Start 


4265 






Name 


OJ000322 08 


.0413.C17.o2, 


■ gs 


Start 


4265 






GI 


none 






Exons 


4265. .4394, 


4521. .4705, 


4786 


Seq. No. 


41674 






Gene No. 


86510 







Seq. ID 
Strand 



OJ000322_08.0413.C18 
+ 



41849 




Start 1 End 471 

Name OJ000322_08. 0413. C18 .ol.np Method AAT/NAP 

Start 1 End . 377 

GI 7486049 Score 388 

Exons 1. . 377 



GI Descrip. hypothetical protein F23K16.20 - Arabidopsis thaliana 
gi| 5042155 | embl CAB44674.il (AL078620) putative protein 
[Arabidopsis thaliana] gi I 7270923 | emb I CAB80602 . 1 1 (AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


41674 










Seq. ID. 


OJ000322_08.0413 


.C18 


Gene No. 


86510 










Strand 


.+ 




Start 


1 










End 


471 




Name 


OJ000322 


08. 


0413. C18 


. ol.gs 




Method 


GENSCAN 




Start 


153 










End 


471 




GI 


none 










Score 


.67 




Exons 


153. .374, 


460. .471 












Seq. No. 


41674 










Seq. ID 


OJ000322_08.0413 


.C18 


Gene No. 


86511 










Strand 


+ 




Start 


377 










End 


721 




Name 


OJ000322 


08. 


0413. C18 


.ol. ts 




Method 


TBLASTX: Soybean 




Start 


16 










End 


394 




GI 


none 










Score 


187 




Exons 


16. .204, 


39. 


.296, 44 


. .319, 


50 


..319, 54 


..362, 326. .394 




Seq. No. 


41674 










Seq. ID 


OJ000322_08.0413 


.C18 


Gene No. 


86511 










Strand 


+ 




Start 


377 










End 


721 




Name 


OJ000322 


08. 


0413. C18 


. ol. tm 




Method 


TBLASTX: Maize 




Start 


50 










End 


338 




GI 


none 










Score 


329 




Exons 


50. .334, 


50. 


.337, 51 


. .338, 


51 


. .338 






Seq. No. 


41674 










Seq. ID 


OJ000322_08.0413 


.C18 


Gene No. 


86511 










Strand 


+ 




Start 


377 










End 


721 




Name 


OJ000322 


08. 


0413. C18 


. ol. tc 




Method 


TBLASTX: Cress 




Start 


95 










End 


380 




GI 


none 










Score 


281 




Exons 


95. .334, 


96. 


.380 












Seq. No. 


41674 










Seq. ID 


OJ000322_08.0413 


.C18 


Gene No. 


86511 










Strand 


+ 




Start 


377 










End 


721 




Name 


OJ000322 


08. 


0413. C18 


.ol.gp 




Method 


AAT/GAP 




Start 


377 










End 


721 




GI 


none 










Score 


690 - 




Exons 


377. .721 
















Seq. No. 


41675 










Seq. ID 


OJ000322_08.0413 


.C19 


Gene No. 


86512 










Strand 






Start 


1 










End 


1936 




Name 


OJ000322 


08. 


0413. C19 


.ol.np 




Method 


AAT/NAP 




Start 


1 










End 


1936 




GI 


4680183 










Score 


109 




Exons 


1..66, 1614. 


.1936 













41850 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



41675 
86512 
1 

OJ000322_08.0413.C19.ol.gs 

1721 

none 

1721. .1844 

41676 
86513 
4242 

OJ000322_08 . 0413 .C20 . o2 . gs 

4242 

none 

4242. .5105 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_08 .0413.C19 

1936 
GENSCAN 
1844 
.66 



OJ000322_08.0413.C20 
+ 

5105 
GENSCAN 
5105 
.82 



41676 
86514 
1 

OJ000322_08.0413.C20.ol.np 
1 

4680183 

1..1627 , , ■ 

(AF111709) gag-pol protein [Oryza sativa subsp. indica J 



Seq. ID OJ000322_08.0413.C20 
Strand 

3156- 
AAT/NAP 
1627 
501 



End 

Method 
End 
Score 



41676 
86514 
1 

OJ000322_08.0413.C20.o2.np 
1 

5902444 
1. .1627 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000322_08.0413.C20 
Strand 

End 3156 

Method AAT/NAP 

End 1627 

Score 504 



41676 
86514 
1 

OJ000322_08.0413.C20.ol.gs 
22 

none 



Seq. ID OJ000322_08.0413.C20 
Strand 

End 3156 

Method GENSCAN 

End 3156. 

Score .67 



22. .401, 435. .804, 826. .913, 1035. .1232, 1494. .1583, 2772. .2856, 
3060. .3156 



41677 
86515 
1 

OJ000322_08.0413.C21.ol.np 
1 

6691191 
1. .558 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ000322_08.0413.C21 

Strand + 

End 616 

Method AAT/NAP 

End 558 

Score 351 



41677 
86515 
1 



Seq. ID OJ000322_08.0413.C21 
Strand + 
End 616 



41851 



Name. 


OJ000322 08 


.0413.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start* 


8 




End 


356 




GI 


none 




Score 


320 




Exons 


8. .193, 51. 


.356, 51.. 299 








Seq. No. 


41677 




Seq. ID 


OJ000322_08.0413 


.C21 


Gene No. 


86515 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ000322 08 


.0413.C21.ol.ts 


Method 


TBLASTX : Soybean 




Start 


38 




End 


463 




GI 


none 




Score 


72 




Exons 


38. .217, 43 


..159, 50. .346, 51 


..356, 51 


..275, 374. .463 




Seq. No. 


41677 




Seq. ID 


OJ000322_08.0413 


.C21 


Gene No. 


86515 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ000322 08 


.0413.C21.ol.gs 


Method 


GEN SCAN 




Start 


299 




End 


616 




GI 


none 




Score 


. 62 




Exons 


299. .458, 597. .616 








Seq. No. 


41678 




Seq. ID 


OJ000302_08.0410 


.CI 


Gene No. 


86516 




Strand 






Start 


18 




End 


147 




Name 


OJ000302_08 


.0410.Cl.ol.gs 


Method 


GENSCAN 




Start 


18 




End 


147- 




GI 


none 




Score 


.99 




Exons 


18. .147 










Seq. No. 


41679 




Seq. ID 


OJ000302_08.0410 


.C5 


Gene No. 


86517 




Strand 


+ 




Start 


908 




End 


1060 




Name 


OJ000302 08 


.0410.C5.ol.gs 


Method 


GENSCAN 




Start 


908 




End 


1060 




GI 


none 




Score 


.88 




Exons 


908. .1060 










Seq. No. 


41679 




Seq. ID 


OJ000302_08.0410 


.C5 


Gene- No. 


86518 




Strand 


+ 




Start 


9022 




End 


9986 




Name 


OJ000302 08 


.0410.C5.o3.gs 


Method 


GENSCAN 




Start 


9022 


End 


9614 




GI 


none 




Score 


.87 




Exons 


9022. .9614 










Seq. No. 


41679 




Seq. ID 


OJ000302_08.0410 


.C5 


Gene No. 


86518 




Strand 


+ 




Start 


9022 




End 


9986 




Name 


OJ000302 08 


.0410.C5.ol.np 


Method 


AAT/NAP 




Start 


9046 




End 


9986 




GI 


5931655 




Score 


231 




Exons 


9046. .9312, 


9436. .9614, 9910. 


.9986 






GI Descrip. 


(AJ011629) 


squamosa promoter 


binding protein-like 1 [Arabidopsis 




thaliana] 










Seq. No. 


41679 




Seq. ID 


OJ000302_08.0410 


.C5 


Gene No. 


86518 




Strand 


+ 





41852 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



?Z s Seq. No. 

^ Gene No. 

W Start 

%J Name 

ry Start 
GI 

Is, Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9022 End 9986 

OJ000302_08.0410.C5.o2.gp Method AAT/GAP 
9423 End 9575 

2427896 Score 281 

9423. .9575 

6006395/emb | CAB56768.il 1.0e-10 (AJ132096) squamosa promoter 
binding protein-like 12 [Arabidopsis thaliana] 

>gi_6006403_emb_CAB56769.1_ (AJ132097) squamosa promoter binding 
protein-like 12 [Arabidopsis thaliana] 



41679 
86519 - 
2128 

OJ000302_08 . 0410 . C5 . o2 . gs 
2128 
none 



Seq. ID OJ000302_08.0410.C5 
Strand 

End 6038 

Method GENSCAN 

End 6038 

Score .56 



2128. .2253, 3127. .3251, 3693. .3825, 3872. .4050, 5452. .5518, 
6000. .6038 



41679 
86520 
9103 

OJ000302_08.0410.C5.ol.ts 
9103 
none 



Seq. ID OJ000302_08.0410.C5 
Strand 

End 9683 

Method TBLASTX : Soybean 

End 9617 

Score 88 



9103.. 9165, 9423.. 9617, 9427.. 9615 



41679 
86520 
9103 

OJ000302_08.0410.C5.ol.tm 
9336 
none 



Seq. ID OJ000302_08.0410.C5 
Strand 

End 9683 

Method TBLASTX : Mai ze 

End 9683 

Score 204 



9336.. 9530, 9337.. 9531, 9337.. 9537, 9515.. 9613, 9531.. 9683, 
9532.. 9615, 9534 9620 



41679 
86520 
9103 

OJ000302_08.0410.C5.ol.tc 

94 63 

none 

9463.. 9615, 9465.. 9617 



Seq. ID OJ000302_08.0410.C5 
Strand 

End 9683 

Method TBLASTX : Cress 

End 9617 

Score 217 



41680 
86521 
1 

OJ000302_08 .0410.C6.ol.np 
1 

5931653 



Seq. ID OJ000302_08.0410.C6 
Strand + 

5693 
AAT/NAP 
5690 
1085 



GI Descrip. 



End 

Method 
End 
Score 

l'..3% 1222. .1424, 1997. .2158, 2308. .2597, 3403. .3477, 
3551. .3658, 3750. .3867, 3969. .4110, 4225.-4363, 4451. .5032, 
5256.. 5690 

(AJ011628) squamosa promoter binding protein-like 1 [Arabidopsis 
thaliana] 



Seq. No. 



41680 



Seq. ID OJ000302_08.0410.C6 



41853 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86521 Strand 

1 End 

OJ000302_08 . 04 10 . C6 . ol . gs Method 

1241 End 

none Score 



+ 

5693 
GENSCAN 
5693 
.99 



1241. .1422, 1983.. 2285, 2368.. 2597, 3403. .3477, 3551. .3658, 
3750. .3867, 3969. .4110, 4225. .4363, 4451. .5032, 5256. .5693 



41680 Seq. ID 

86521 Strand 
1 End 
OJ000302_08 . 0410 . C6 . o2 . gp Method 
4 680 , End 
10352_1.R1084 Score 
4680. .5032, 5256.. 5589 

' 5931653/emb | CABS 658 0 . 1 1 2.0e-39 (AJ011628) squamosa promoter 
binding protein-like 1 [Arabidopsis thaliana]' 



OJ000302_08.0410.C6 
+ 

5693 
AAT/GAP 
5589 
1244 





Seq. No. 


41680 




Seq. ID 


OJ000302_ 


np 04 i n 






Gene No. 


86522 




Strand 


+ 








Start 


11578 




End 


12457 








Name 


OJ000302 08. 0410. C6 


.o4 ,gs 


Method 


GENSCAN 








Start 


11578 




End 


12457 






M 


GI 


none 




Score 


.59 






~- 


Exons 


11578. .11689, 11902 


. .12051, 


12321. .12457 






V - 


Seq. No. 


41680 




Seq. ID 


OJ000302_ 


08.0410 


.C6 




Gene No. 


86523 




Strand 


+ 








Start 


17628 




End 


24557 








Name 


OJ000302 08. 0410. C6 


. oS.gs 


Method 


GENSCAN 








Start 


17628 




End 


24557 








GI 


none 




Score 


.78 








Exons 


17628. .18064, 18753 


. .18821, 


19040. .19364, 20491. 


.20649, 








20736. .20822, 20960 


. .21031, 


21661. .21928, 23728. 


.24557 






Seq. No. 


41680 




Seq. ID 


OJ000302_ 


08.0410 


.C6 




Gene No. 


86523 




Strand 


+ 








Start 


17628 




. End 


24557 






\J 


Name 


OJ000302 08. 0410. C6 


. 06 . gp 


Method 


AAT/GAP 








Start 


17875 




End 


18413 






~ t~. 
1=1 


GI 


none 




Score 


1017 








Exons 


17875. .18413 














Seq. No. 


41680 




Seq. ID 


OJ000302_ 


08.0410 


,C6 




Gene No. 


86523 




Strand 


+ 








Start 


17628 




End 


24557 








Name 


OJ000302 08. 0410. C6 


. o4 . np 


Method 


AAT/NAP 








Start 


18099 




End 


21942 








GI 


7487909 




Score 


616 








Exons 


18099. .18419, 18692 


. .18821, 


18910. .19364, 19468. 


.19598, 








19632. .19691, 20491 


. .20649, 


20736. .20822, 20960. 


.21031, 





21661. .21942 

GI Descrip. hypothetical protein YUP8H12R.35 - Arabidopsis thaliana 

gi|3152572|gb|AAC17053.1| (AC002986) Contains homology to DNAJ 
heatshock protein gb|U32803 from Haemophilus influenzae. 
[Arabidopsis thaliana] 



41854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41680 Seq. ID 

86523 Strand 

17628 End 

OJ000302_08.0410.C6.o7.gp Method 

19626 End 

15715__1.R1084 Score 

19626. .19730, 20491 .. 20649, 20736. 
21661. .21931 

'3152572 3.0e-39 (AC002986) Contains homology to DNAJ heatshock 
protein gb_U32803 from Haemophilus influenzae. [Arabidopsis 
thaliana] 1 



OJ000302_08.0410.C6 
+ 

24557 
AAT/GAP 
21931 
1251 



,20822, 20960. .21031, 



41680 
86524 
6376 

OJ000302_08.0410.C6.o2.gs 

6376 

none 

6376.-6428, 6694. .6911, 7125. 
8536.. 8767, 8859. .9155, 9242. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7290, 
.9328, 9421.. 9545 



OJ000302 08. 0410. C6 



10105 
GENSCAN 
9545 
.81 

7440. .7571, 



7980. .8037, 



41680 
86524 
6376 

OJ000302_08.0410.C6.o2.'np 
6674 
4558557 



Seq. ID OJ000302_08.0410.C6 
Strand 

10105 
AAT/NAP 
10105 
723 



End 

Method 
End 
Score 

6674. .6900, 7117. .7263, 7440. .7571, 7698.-7784, 7980. .8037, 
8536.-8767, 8859. .9142, 10043. .10105 

(AC007138) predicted protein of unknown function [Arabidopsis 
thaliana] gi I 7268572 | emb | CAB80681 . 1 1 (AL161493) predicted 
protein of unknown function [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 08. 0410. C6 



41680 
86524 
.637 6 

OJ000302_08.0410.C6.o3.gp 
7612 

uC-osflcyp058f04bl 
7612. .8001 

'5803242/dbj | AP000399. 1 i AP000399 7.0e-30 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 1 



10105 
AAT/GAP 
8001 
693 



Seq. No. 


41680 








Seq. ID 


OJ000302_ 


_08 


0410 


.C6 


Gene No. 


86524 








Strand 










Start - 


6376 








End 


10105 








Name 


OJ000302 08 


.0410. 


C6.o4 . 


gp 


Method 


AAT/GAP 








Start. 


9021 








End 


9420 








GI 


428057 








Score 


595 








Exons 


9021. .9155, 


9242. 


.9420 














Seq. No. 


41680 








Seq. ID 


OJ000302 


_08 


.0410 


.C6 


Gene No. 


86525 








Strand 










Start 


10303 








End 


14489 








Name 


OJ000302 08 


.0410. 


C6.o3. 


gs 


Method 


GENSCAN 








Start 


10303 








End 


11085 








GI 


none 








Score 


.87 









41855 



Exons 



10303. .11085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41680 Seq. ID OJ000302_08 . 0410 -C6 

86525 Strand 

10303 End 14489 

OJ000302_08 . 04 10 . C6 . o3 . np Method AAT/NAP 

10330 End 14489 

7431087 Score 655 

10330. .11090, 14459.. 14489 

hypothetical protein F14M4.3 - Arabidopsis thaliana 
gi| 3522952 | gb I AAC34234.il (AC004411) putative alcohol 
dehydrogenase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41680 
86526 
23658 

OJ000302_08, 

1310 

none 

1310. .1420, 
1983. .2147, 
2365. .2595, 
3402. .3476, 
3745. .3867, 
4222. .4272, 
4423.-4569, 
4571. .4657, 
5256. .5624, 
5625. .5693, 



Seq. ID 
Strand 



OJ000302 08. 0410. C6 









End 


26198 






0410. 


C6.ol. 


tm 


Method TBLASTX: 


Maize 










End 


5708 












Score 


74 








1313. 


.1420, 


1314. 


.1436, 


1320. 


.1421, 


1976. 


.2164, 


1984. 


.2163, 


2161. 


.2283, 


2162. 


.2284, 


2171. 


.2281, 


2365. 


.2595, 


2367. 


.2597, 


3389. 


.3478, 


3400. 


.3480, 


3544. 


.3657, 


3548. 


.3661, 


3548. 


.3658, 


3550. 


.3666, 


3747. 


.3872, 


3950. 


.4123, 


3958. 


.4110, 


3970. 


.4143, 


4.223 . 


.4303, 


4224. 


.4304, 


4283. 


.4369, 


4309. 


.4371, 


444' : 8. 


.4570, 


4448. 


.4579, 


4524. 


.4580, 


4547. 


.4657, 


4665. 


.5030, 


4665. 


.4982, 


4667. 


.5035, 


4673. 


.5032, 


5256. 


.5567, 


5329. 


.5586, 


5525. 


.5620, 


5624. 


.5692, 


5625. 


.5708, 


5626. 


.5694 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41680 
86526 
23658 

OJ000302_08.0410.C6.o4.ts 

2540 

none 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Soybean 

End 5431 

Score 92 



2540. .2608, 3400. .3480, 3405. .3476, 3548. .3661, 3548.-3652, 

3747.-3872, 3764. .3868, 3950. .4126, 4292. .4369, 4448. .4552, 

4505. .4642, 4554.-4643, 4676. .4819, 4823.-4888, 4913. .5035, 

J913..5035, 4914. .5036, 5255. .5431, 5256. .5417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41680 
86526 
23658 

OJ000302_08.0410.C6.o5.tc 

3399 

none 



Seq. ID OJ000302_08 .0410.C6 
Strand 

End 26198 

Method TBLASTX : Cress 

End 3661 

Score 88 



3399.. 3476, 3400.. 3480, 3548.. 3661, 3548.. 3655 



41680 
86526 
23658 

OJ000302_08.0410.C6.o4.tc 

4532 

none 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Cress 

End 5693 

Score 57 



4532.. 4633, 4670.. 4762, 4823.. 5.026, 5565.. 5693 



41856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000302_08 .0410.C6 
Strand 

End 26198 

Method TBLASTX: Cress 

End 8752 

Score 147 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Mai ze 

End 8984 

Score 123 



Seq. ID OJ000302_08 .0410.C6 
Strand 

End 26198 

Method TBLASTX : Mai ze 

End 9325 

none Score 137 

8985. .9155, 9052. .9156, 9244. .9273, 9245.-9274, 9286.-9324, 
9287.-9325 



Seq. No. 


41680 








Gene No. 


86526 








Start 


23658 








Name 


OJ000302 08 


.0410 


,C6.o3. 


tc 




8536 










none 








Exons 


8536. .8670, 


8537 


. .8671, 


8686. 


Qan Ma 
OClj * INU • 


41680 








UC11C Vi\S • 


86526 








Start 


23658 








Name 


OJ000302 08 


.0410 


.C6.06. 


tm 


Start 


8563 








GI 


none 








Exons 


8563. .8667, 


8564 


, .8680, 


8683. 




8852. .8980, 


8858 


. .8983, 


8859. 



41680 
86526 
23658 

OJ000302_08.0410.C6.o7.tm 
8985 



41680 
86526 
23658 

OJ000302_08.0410.C6.ol.ts 

10333 

none 



Seq. ID OJ000302_08.0410.C6' 
Strand 

End 26198 

Method TBLASTX : Soybean 

End 11089 

Score 133 



10333. .11088, 10619. .10837, 11003.. 11089 



41680 
86526 
23658 

OJ000302_08.0410.C6.o3.tm 
10333 
none 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Mai ze 

End 11088 

Score 82 



10333. .10455, 10516 .. 10695, 10520 .. 10696, 10702 .. 10794 , 
10703. .10792, 10819. .10851, 10822 .. 10926, 10972 .. 11088 , 
11000. .11083 



41680 
86526 
23658 

OJ000302_08.0410.C6.ol.tc 
10339 
none 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Cress 

End 11089 

Score 95 



10339. .10416, 10384. .10461, 10519 .. 10926, 10622 .. 10843, 
10975. .11088, 11003.. 11089 



41680 
86526 
23658 

OJ000302 08.0410.C6.ol.tw 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Wheat 



41857 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10819 
none 

10819. .11088, 11000.. 11089 

41680 
86526 
23658 

OJ000302_08 . 04 10 . C6 . o5 . tm 

17621 

none 



End 
Score 



11089' 
83 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Mai ze 

End 18190 

Score 193 



17621. .17752, 17622 .. 17858, 17623 17853, 17818 .. 17 964 , 
17876. .17926, 17956 18129, 17963 .. 18190, 17987.. 18112 



41680 
86526 
23658 

OJ000302_08 . 04 10 . C6 . o2 . tm 

19106 

none 

19106. .19372, 19107. .19373, 

19629. .19709, 19633 .. 19710, 

20494. .20649, 20735 .. 20818 , 

20936. .21091, 21654 21788 , 

21658. .21819, 21793 218 61, 

21873. .21926, 21875.. 21910 

41680 
86526 
23658 

OJ000302_08.0410.C6.o2.ts 

19167 

none 

19167. .19373, 19198 .. 19365, 
19465. .19557, 19465 .. 19566, 
19633. .19728, 20490 20672, 
20722. .20823, 20732 20824 , 
21652. .21870, 21654 21716, 



Seq. ID OJ000302_08.0410.C6 
Strand 

End 26198 

Method TBLASTX : Mai ze 

End 21926 

Score 337 
19465. .19557, 194 65 .. 19575, 
20488. .20649, 20490 20651, 
20736. .20822, 20935 .. 21036, 
21656. .21826, 21657 .. 21812, 
21793. .21897, 21813 21884 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 08. 0410. C6 



26198 

TBLASTX : Soybean 
21870 
229 

19199. .19372, 19463 .. 19552, 
19629. .19730, 19630 .. 19731, 
20494. .20658, 20550 .. 20675, 
20736. .20825, 20948 .. 21031, 
21717. .21776, 21822.. 21857 



Seq; No. 41680 Seq. ID 

Gene No. 86526 Strand 

Start 23658 End 

Name OJ000302_08 . 0410 . C6 . o3 . ts Method 

Start 23606 ' End 

GI none Score 

Exons 23606. .23632, 2364 9.-23777, 23805 

24093. .24191, 24 17 1 .. 24233, 24390 



24017, 
24455 



OJ000302_08.0410.C6 
26198 

TBLASTX: Soybean 

24455 

112 

23809. .24015, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41680 Seq. ID OJ000302_08 . 04 10 . C6 

86526 Strand 

23658 End 26198 

OJ000302_08 . 04 10 . C6 . o5 . np Method AAT/NAP 

23658 End 26198 

4558564 Score 600 

23658. .24527, 26178. ."26198 

(AC007138) predicted protein of unknown function [Arabidopsis 
thaliana] 



41858 



# • 



Seq. No. 


41680 




Seq. ID 


OJ000302_08.0410 


.C6 


Gene No. 


86526 




Strand 






Start 


23658 




End 


26198 




Name 


OJ000302 08. 0410. C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


23667 




End 


24017 




GI 


none 




Score 


145 




Exons 


23667. .23804, 23808. 


.24017, 


23824. .24015 




Seq. No. 


41680 




Seq. ID 


OJ000302_08.0410 


.C6 


Gene No. 


86526 




Strand 






Start 


23658 




End 


26198 




Name 


OJ000302 08. 0410. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


23667 




End 


24017 




GI 


none 




Score 


63 




Exons 


23667. .23741, 23667. 


.23777, 


23805. .24017, 23809.. 24012 




Seq. No. 


41681 




Seq. ID 


OJ000302_08 . 0410 


.C7 


Gene No. 


86527 




Strand 


+ 




Start 


721 




End 


1572 




Name 


OJ000302 08. 0410. C7. 


ol .gs 


Method 


GENS CAN 




Start 


721 




End 


1572 




GI 


none 




Score 


. 7 




Exons 


721. .1572 










Seq. No. 


41681 




Seq. ID 


OJ000302_08 . 0410 


.C7 


Gene No. 


86528 




Strand 


+ 




Start 


6590 




End 


6916 




Name 


OJ000302 08. 0410. C7. 


ol . qp 


Method 


AAT/GAP 




Start 


6590 




End 


6916 




GI 


4715217 




Score 


618 




Exons 


6590. .6916 










Seq. No. 


41681 




Seq. ID 


OJ000302_08.0410 


.C7 


Gene No. 


86529 




Strand 


+ 




Start 


22344 




End 


22782 




Name 


OJ000302 08. 0410. CI. 


o4 .gp 


Method 


AAT/GAP 




Start 


22344 


End 


22782 




GI 


none 




Score 


833 




Exons 


22344. .22782 










Seq. No. 


41681 




Seq. ID 


OJ000302_08.0410 


.C7 


Gene No. 


■86530 




Strand 






Start 


1 




End 


1485 




Name 


OJ000302 08. 0410. C7. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1485 




GI 


4558564 




Score 


288 




Exons 


1..23, 907. .1485 










GI Descrip. 


(AC007138) predicted protein of unknown function [Arabidopsis 




thaliana] 










Seq. No. 


41681 




Seq. ID 


OJ000302_08.0410 


.C7 


Gene No. 


86531 




Strand 






Start 


6929 




End 


25678 




Name 


OJ000302 08. 0410. CI. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


6909 




End 


11931 




GI 


none 




Score 


69 





Exons 6909. .7040, 6914. .7045, 7207. .7356, 7212. .7355, 7504. .7587, 

41859 




7511. .7588, 7763.-7834, 8071. .8211, 8078. .8194, 8469. .8591, 
8471. .8602, 8920.. 9108, 8924.. 9109, 8954. .9109, 9571. .9669, 
9580. .9651, 10151. .10246, 10152 10247, 10154 .. 10285, 
10188. .10247, 10306. .10431, 10336 .. 10437 , 10388 10447, 
10401. .10445, 10560. .10610, 10565 .. 10612 , 11519 11602, 
11524. .11592, .11587. .11697, 11609 11698 , 11785 .. 11931, 
11789.. 11845 



Seq. No. 41681 
Gene No. 86531 
Start 6929 

Name OJ000302_08 . 04 10 . C7 . o3 . tm 

Start 6921 
GI none 

Exons 6921.. 7040, 6921.. 7040, 6926. 

7210. .7356, 7212.. 7355, 7511. 
7763. .7837, 8054.. 8149, 8061. 
8073. .8261, 8471.. 8605, 8472. 
8921. .9106, 8929.. 9108, 9571. 
10151. .10291 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 08. 0410. C7 



25678 

TBLASTX: Maize 
10291 
146 

7090, 6929.. 7042, 7209.. 7346, 

7588, 7511. .7645, 7742. .7837, 

8216, 8062.. 8217, 8071.. 8217, 

8606, 8521.. 8607, 8917.. 9108, 

9651, 9581.. 9649, 10133 .. 10285, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41681 
86531 

6929 ' , 

OJ000302_08 . 0410 . C7 . o3 . ts 
6923 
none 



Seq. ID OJ000302_08.0410.C7 
Strand 

End • 25678 : 

■Method TBLASTX : Soybean 

End 7645 

Score 113 



6923. .7090, 6933.. 7025, 7209.. 7355, 7210.. 7356, 7210.. 7278, 
7211. .7354, 7212.. 7355, 7327.. 7398, 7511.. 7579, 7511.. 7645 



Seq. No. 41681 

Gene No. 86531 

Start 6929 

Name OJ000302_08 . 04 10 . C7 . o2 . gs 

Start 6929 

GI . none 

Exons 6929.. 7039, 
8071. .8205, 



10339. 
12142. 
15097. 
18495. 
20380. 
24898. 



.10433 
,12163 
.15141 
.18631 
.20556 
.25665 



Seq. ID OJ000302_08.0410.C7 
Strand 

End 25678 
Method GENSCAN 
End 25665 
Score .83 
7212. .7353, 7509. .7586, 7588. .7668, 7761. .7831, 
8471.. 8605, 8920.. 9105, 9580.. 9648, 10163 10245, 
10563. .10609, 11524. .11696, 11793 .. 12072, 
12198. .12347, 14370 .. 14479, 14872 .. 14982, 
15336. .15474, 16544 .. 16701, 18285 .. 18419, 
18951. .19116, 19675. .19819, 19936 .. 20008 , 
20976. .21212, 23025 .. 23187 , 24558.-24794, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



41681 
86531 
6929 

OJ000302_08 . 04 10 . C7 . o2 .hp 

6932 

2736186 



Seq. ID OJ000302_08.0410.C7 
Strand 

End 25678 

Method AAT/NAP 

End 11955 

Score 1492 



6932. .7039, 7212. .7353, 7509. .7586, 7761. .7831, 8071. .8205, 
8471. .8605, 8920. .9105, 9580. .9648, 10163 .. 1024 5, 10339 104 33, 
10563. .10609, 11524. .11696, 11793.. 11955 
(AF024623) galactose kinase [Arabidopsis thaliana] 



41681 



Seq. ID OJ000302_08.0410.C7 



41860 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



25678 

TBLASTX: Soybean 

11931 

71 



86531 Strand 
6929 End 
OJ000302_08.0410.C7.o2.ts . Method 
7761 End 
none Score 
7761. .7829, 7763.-7834, 8071. .8211, 8078. .8194, 8469. .8606, 
8469.. 8603, 8471.. 8605, 8912... 9106, 8917.. 9108, 9571.. 9669, 
9581. .9649, 10151 .. 1024 6, 10152 .. 10247 , 10152 .. 10292, 
10154. .10285, 10337. .10432, 10388 .. 10447, 10539 .. 10610, 
10560. .10610, 10562. .10615, 11530 11565, 11582 .. 11698, 
11584. .11697, 11785. .11931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41681 Seq. ID 

86531 Strand 

6929 End 

OJ000302_08 . 04 10 . C7 . o2 . gp Method 

10180 End 

62664 1.R1084 Score 



OJ000302_08.0410.C7 

25678 
AAT/GAP 
12071 
1097 



10180. .10247, 10340. .10433, 10563 .. 10609, 11524 .. 11696, 
11793. .12071 

, 2736186/gb|AAB94084.1| 4.0e-27 (AF024623) galactose kinase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41681 
86531 
6929 

OJ000302_08 . 04 10 . C7 . o2 . tm 
10391 



OJ000302 08. 0410. C7 



none 

10391. 

10564, 

11524. 

11785. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,10447, 10393. .10434, 10560 .. 10610, 10562 .. 10612, 
10611, 10565. .10612, 11519. . 11698, 11522 .. 11563, 

,11751, 11524. .11697, 11630 .. 11698 , 11783 .. 11839, 
11931 



25678 

TBLASTX: Maize 

11931 

52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41681 
86531 
6929 

OJ000302 
14359 
none 
14359. 
14871. 
15014. 



08.0410.C7.o6.tm 



14514, 
15005, 
15064 



14364, 
14872. 



,14513, 
,15006, 



Seq. ID OJ000302_08.0410.C7 
Strand 

End 25678 

Method TBLASTX : Mai ze 

End 15064 

Score 161 
14366. .14515, 14372 .. 14515, 
14872. .15000, 15013. .15063, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



41681 
86531 
6929 

OJ000302_08 . 0410 .C7 .o4 . tm 

15066 

none 

15066. .15149, 15070. .15141, 
15330. .15473, 15337 .. 15477, 
15580. .15654, 15580.. 15651 

41681 
86531 
6929 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 08. 0410. C7 



25678 

TBLASTX: Maize 
15654 
76 

15071. .15151, 15299. .15472, 
15576. .15632, 15578 15652 , 



Seq. ID 

Strand 

End 



OJ000302 08. 0410. C7 



25678 



41861 




Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De'scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method TBLASTX : Maize 
End 16731 
none Score 216 

16540. .16731, 16540. .16722, 16578.. 16730 



OJ000302_08.0410.C7.o5.tm 
16540 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 08. 0410. C7 



41681 
86531 
6929 

OJ000302_08.0410.C7.o3.gp 
17688 

LIB3477-003-P1-K1-E9 
17688. .17754 

■2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



25678 
AAT/GAP 
17754 
102 



41681 
86531 
6929 

OJ000302_08 . 0410 . C7 . o4 . ts 
18486 
none 

18486. .18629, 184 92 18641, 
18703. . 



OJ000302 08. 0410. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18493. .18642, 18654 .. 18794 , 
18795, 18705. .18797, 18707. .18799 



25678 

TBLASTX : Soybean 

18799 

98 



41681 
86531 
6929 

OJ000302_08.0410.C7.o3.np 
22970 
7329635 



Seq. ID OJ000302_08.0410.C7 
Strand 

End 25678 

Method AAT/NAP 

End 25678 

Score 804 



22970. .23187, 24558 .. 24794 , 24898 25265, 25344 .. 25555 , 
25621.. 25678 

(AL132970) protein phosphatase 2C-like protein [Arabidopsis 
thaliana] 

Seq. ID OJ000302_08.0410.C7 
Strand 

End 25678 
Method TBLASTX: Cress 
End 23187 
Score 73 



Seq. ID OJ000302_08.0410.C7 
Strand 

End 25678 

Method TBLASTX: Maize 

End 25557 

Score 80 



Seq. No. 


41681 




Gene No. 


86531 




Start 


6929 




Name 


OJ000302 08. 0410. C7. 


o4 . tc 


Start 


23020 




GI 


none 




Exons 


23020. .23187, 23037. 


.23186, 


Seq. No. 


41681 




Gene No. 


86531 




Start 


6929 




Name 


OJ000302 08. 0410. C7. 


ol. tm 


Start 


23026 




GI 


none 




Exons 


23026. .23187, 24561. 


.24800, 




24895.-25242, 25040. 


.25237, 




25427. .25504, 25429. 


.25557, 


Seq. No. 


41681 




Gene No. 


86531 




Start 


6929 





Seq. ID OJ000302J18.0410.C7 
Strand 

End 25678 



41862 



Name- 
Start 
GI 

Exons 



OJ000302_08.0410.C7.ol.ts Method 
23044 End 
none. Score 



TBLASTX : Soybean 

25557 

112 



23044. .23142, 23137 .. 23187, 24562 .. 24702, 24 567 24 812 , 
24567. .24800, 24895 .. 25260, 25040 .. 25237, 25345 .. 25425, 
25423. .25557 



0*=?**4 • V*\J . 


41681 


Seq. ID 


OJ000302_08.0410.C7 




86531 

O \J >J J X 


Strand 




Start 


6929 


End 


25678 


Name 


OJ000302 08.0410.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


24561 


End 


25101 




none 


Score 


89 


IT vnn c 


24561. .24779, 24561 24800, 


24895. .25101, 24898.. 25089 


Qorr Mr* 
ijc(^ • HU • 


41681 


Seq. ID 


OJ000302_08.0410.C7 




86531 


Strand 




Of art 


6929 


End 


25678 


Name 


OJ000302 08.0410.C7.o5.gp 


Method 


AAT/GAP 


OLalt 


24886 


End 


25582 


GI 


uC-osroM202019b05al 


Score 


1150 


Exons 


24886. .25265, 25344.. 25582 






GI Descrip. 


•4206122 6.0e-54 (AF097667) 


protein phosphatase 2C homolog 




[Mesembryanthemum crystallinum] 1 




Seq. No. 


41681 


Seq. ID 


OJ000302_08.0410.C7 


Gene No. 


86531 


Strand 




Start 


6929 


End 


25678 


Name 


OJ000302 08.0410.C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


25102 


End 


25563 


GI 


none 


Score 


91 


Exons 


25102. .25242, 25118 25243, 


25345. .25425, 2534 6 .. 25426, 




25444. .25563 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



41682 



Seq. ID OJ000302_08 .0410.C8 



Strand + 
End 8403 
Method GENSCAN 
End 8403 
Score .77 

1640. .1819, 2742. .2797, 3476. .3542, 4739.. 4954, 5054. .5085, 
5162. .5250, 5860. .5967, 6033. .6258, 6352. .6610, 7084. .7131, 
7266. .7352, 7445. .7502, 7601. .7668, 7749. .7844, 7934. .7981, 
8126. .8170, 8245. .8403 



86532 
1640 

OJ000302_08.0410.C8.ol.gs 

1640 

none 



41682 
86532 
1640 

OJ000302_08.0410.C8.ol.np 

1688 

7543730 



Seq. ID OJ000302_08.0410.C8 



Strand 
End 

Method 

End 

Score 



+ 

8403 
AAT/NAP 
3711 
309 



1688. .1819, 2742. .2797, 3476.-3542, 3622. .3711 
(AC020580) unknown protein [Arabidopsis thaliana] 



41682 
86532 
1640 



Seq. ID OJ000302_08.0410.C8 
Strand + 
End 8403 



41863 




Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_08.0410.C8.ol.gp Method 
27.31 End 
none Score 
2731. -2797, 3476. .3542, 3622. .3931 



AAT/GAP 

3931 

786 



41682 Seq. ID 

86532 Strand 
1640 End 8403 

OJ000302_08 . 04 10 . C8 . o2 . np Method AAT/NAP 

5148 End 8334 

1076791 jScore 1549 

5148. .5250, 5860. .5967, 6066. .6258, 6352. .6610, 
7084. .7131, 7266. .7352, 7445. .7502, 7601. .7668, 
7934. .7981, 8126. .8170, 8242.-8334 
calcium-binding protein 
Calreticulin precursor 



OJ000302_08.0410.C8 
+ 



6719. 
7749. 



.6775, 
.7844, 



■ maize gi | 2119370 | pir | | S58170 
maize gi | 577612 | emb | CAA86728 | (Z46772) 
calcium-binding protein [Zea mays] gi I 927572 | emb | CAA61939 | 
(X89813) Calreticulin precursor [Zea mays] 
gi|1587033|prf | I2205314A calreticulin [Zea mays] 



41682 Seq. -ID 

86532 Strand 
1640 End 
OJ000302_08.0410.C8.o3._gp Method 
6736 End 
LIB3434-029-P1-K1-C5 Score 

6736. .6775,' 7084. .7131, 7266.-7352, 7445 

7749.-7844, 7934. .7981, 8126. .8170, 8245 



OJ000302_08.0410.C8 
+ 



8403 
AAT/GAP 
8284 
866 

7502, 7601. 
8284 



.7668, 



, 1076791/pir| IS49818 9.0e-58 calcium-binding protein - maize 

>gi_2119370_pir S58170 Calreticulin precursor - maize 

>gi_577 612_emb_CAA86728_ (Z46772) calcium-binding protein [Zea 
mays] >gi_927572_emb_CAA61939_ (X89813) Calreticulin precursor 
[Zea mays] >gi_1587033_prf 2205314A calreticulin [Zea mays] 1 



OJ000302_08.0410.C8 
+ 

15633 
AAT/NAP 
15633 
242 



41682 Seq. ID 

86533 Strand 
10962 End 
0 J000302_08 . 04 10 . C8 . o4 . np Method 
10962 End 
6069646 Score 
10962. .10989, 15369.. 15633 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj IBAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



41682 Seq. ID 

86534 Strand 

27952 End 

OJ000302_08 . 04 10 . C8 . o7 . gs Method 

27952 End 

none Score 



OJ000302_08.0410.C8 
+ 

37817 
GENSCAN 
33945 
.7 



27952. .28087, 28178 .. 28287 , 2974 1 29814 , 30384 .. 30508, 
32543. .32637, 32752 .. 33027 , 33039 33261, 33266 .. 33340, 
33372. .33596, 33836.-33945 



41864 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41682 Seq. ID 

86534 Strand 

27952 End 

OJ000302_08 . 04 10 . C8 . olO . np Method 

31672 End 

4587595 Score 



OJ000302_08.0410.C8 
+ 

37817 
AAT/NAP 
34572 
362 



31672. .31888, 32488.-32637, 32752 .. 33230, 34459.-34572 
(AC006951) putative GDSL-motif lipase /hydrolase [Arabidopsis 
-thaliana] 



OJ000302_08.0410.C8 
+ 



41682 Seq. ID 

86534 Strand 
27952 End 
OJ000302_08 . 04 10 . C8 . oil . np Method 
33080 End 
1709925 Score 
33080. .33226, 34525 .. 34 639, 34791. 
35192. .35251, 35667 .. 35839, 35986. 
36617.. 36784 

PHOSPHORIBOSYLFORMYLGLYCINAMIDINE CYCLO-LIGASE PRECURSOR (AIRS) 
(PHOSPHORIBOSYL-AMINOIMIDAZOLE SYNTHETASE) {AIR SYNTHASE) 
gi| 7437995 Ipir | IT10963 phosphoribosylf ormylglycinamidine - 
cyclo-ligase (EC 6.3.3.1) - cowpea gi | 945060 | gb | AAC14578 . 1 1 
(U30895) aminoimidazole ribonucleotide . (AIRS) synthetase [Vigna 
unguiculata] 



37817 
AAT/NAP 
36784 
1096 

34885, 34970. .35071, 
36097, 36176. .36334, 



41682 Seq. ID 

86534 Strand 
27952 End 
OJ000302_08 . 04 10 . C8 . 08 . gs Method 
34315 End 
none Score 

34315. .34639, 34791 .. 34885, 34970 

35667. .35839, 35986 .. 36097, 36617 
37464. .37817 



OJ000302_08.0410.C8 
+ 

37817 
GENSCAN 
37817 
.88 

35071, 35192. .35251, 
36764, 37359. .37459, 



41682 
86534 
27952 

OJ000302_08.0410.C8.o8.gp 
34782 

15917JL.R1084 
34782.-34885, 34970 .. 35071, 



Oj6'00302_08.0410.C8 
+ 

37817 
AAT/GAP 
35826 
746 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35192. .35251, 35667.. 35826 
' 1172754 /sp | Q05728 | PUR5_ARATH 9.0e-66 

PHOSPHORIBOSYLFORMYLGLYCINAMI DINE CYCLO-LIGASE PRECURSOR (AIRS) 
(PHOSPHORIBOSYL-AMINOIMIDAZOLE SYNTHETASE) (AIR SYNTHASE) 

>gi_541885_pir JQ2256 phosphoribosylf ormylglycinamidine 

cyclo-ligase (EC 6.3.3.1) precursor - Arabidopsis thaliana 
>gi_289188 (L12457) 5' 1 -phosphoribosyl-5-aminoimidazole 
synthetase [Arabidopsis thaliana] 1 



41682 Seq. ID 

86534 Strand 

27952 End 

OJ000302_08 . 0410 . C8 . o9 . gp Method 

35991 End 

20902 1.R1084 Score 



OJ000302_08.0410.C8 
+ 

37817 
AAT/GAP 
37007 
1207 ' 



41865 



Exons 35991. .36097, 36176. . 36334 , 3-6.617 .. 37007 

GI Descrip. ' 1709925/sp| P52424 | PUR5_VIGUN 2.0e-48 

PHOSPHORIBOSYLFORMYLGLYCINAMIDINE CYCLO-LIGASE PRECURSOR (AIRS) 
(PHOSPHORIBOSYL-AMINOIMIDAZOLE SYNTHETASE) (AIR SYNTHASE) 
>gi_945060 (U30895) aminoimidazole ribonucleotide (AIRS) 
synthetase [Vigna unguiculata] 1 



Can Mn 
OctJ • INU . 


4 1682 




Seq. ID 


OJ000302_ 


08.0410 


,C8 


bene ino • 


ft fiS^S 

O DJJJ 




Strand 


+ 






o tart 






End 


45765 






Name 


n.Tnnrnn? or 0410 eft 


nl 0 crs 


Method 


GENSCAN 






Start 


44743 




End 


45765 






GI 


none 




Score 


.56 






DAUilO 


44743 44845. 45142. 


.45281, 


45742. .45765 








41682 




Seq. ID 


OJ000302_ 


08.0410 


.C8 




ft fiR^fi 




Strand 


+ 






O Lai L. 


48024 




End 


54288 






Mama 


OJ000302 08 0410. C8. 


ol2 . gs 


Method 


GENSCAN 






Of- a 


4ftn?4 ~~ 

*i O \J £. *i 




End 


54062 






bl 


none 




Score 


.8 






Exons 


48024 48083 48392 


. 48710, 


48957. .49186, 49290. 


.49343, 






50166 50289. 50382. 


.50465, 


50640. .50754, 50916. 


.51066, 






51182. .51394, 51597. 


.516.68, 


51830. .51880, 51979. 


.52029, 






52299. .52463, 52998. 


.53072 , 


53441. .53679, 53933. 


.54062 




oeq. iNu. 


41682 




Seq. ID 


OJ000302_ 


08.0410 


.C8 


bene wo. 


86536 




Strand 


+ 






b tar t 


48024 




End 


54288 






Name 


OJ000302 08. 0410. C8. 


ol2.gp 


Method 


AAT/GAP 






Of art- 


51627 




End 


53034 








uC-osflcyp085c05bl 




Score 


789 






Exons 


51627. .51668, 51830. 


.51880, 


51979. .52029, 52113. 


.52220, 






52299. .52463, 52998. 


.53034 










fZT rio cpri n 


'2131531/pir | | S69554 


l.Oe-OE 


hypothetical protein YDR4 96c 




yeast { Saccharomyces 


cerevisiae) >gi_ 


927766 (U33057) Ydr49 




CAI: 0.25 [Saccharomyces cerevisiae] ' 










41682 




Seq. ID 


OJ000302_ 


08.0410 


.C8 


Gene No. 


86536 




Strand 


+ 






Start 


48024 




End 


54288 






LX C11UG 


OJ000302 08. 0410. C8 . 


ol3.gp 


Method 


AAT/GAP 






Cfarf 
O Lai L. 


53547 




End 


54288 








none 




Score 


894 






Exons 


53547. .53679, 53933. 


.54288 










Seq. No. 


41682 




Seq. ID 


OJ000302_ 


08.0410 


.C8 


Gene No. 


86537 




Strand 


+ 






Start 


60097 




End 


64576 






Name 


OJ000302 08. 0410. C8. 


ol4 .gp 


Method 


AAT/GAP 






Start 


60032 




End 


60540 






GI 


none 




Score 


441 






Exons 


60032. .60286, 60475. 


.60540 










Seq. No. 


41682 




Seq. ID 


OJ000302_ 


08.0410 


.C8 


Gene No. 


86537 




Strand 


+ 






Start 


60097 




End 


64576 







41866 




Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



OJ000302_08.0410.C8.ol5.gs 
60097 



Method GENSCAN 
End 64545 
none Score .77 

60097. .60479, 60689 60743, 61250 .. 61302, 61904 .. 62099, 
62333. .62435, 62854 .. 62972, 63284.-63439, 63943.. 64545 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41682 
86537 
60097 

OJ000302_08.0410.C8.ol5.gp 
60371 

LIB3434-058-P1-K1-C12 
60371. .60435, 61524 .. 61715, 61827.. 62016 

, 2244965/emb|CAB10386.1| 2.0e-25 (Z97340) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ000302 
+ 

64576 
AAT/GAP 
62016 
747 



08. 0410. C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41682 
86537 
60097 

OJ000302_08 . 0410 . C8 . ol6 . gp 
63323 

19002_1.R1084 
63323.-63439, 63943.-64576 

1 6006395/emb | CAB56768 . 1 1 1.0e-10 (AJ132096) squamosa promoter 
binding protein-like 12 [Arabidopsis thaliana] 

>gi_6006403_emb_CAB56769.1_ (AJ132097) squamosa promoter binding 
protein-like 12 [Arabidopsis thaliana] ' 



OJ000302 
+ 

64576 
AAT/GAP 
64576 
1423 



08. 0410. C8 



41682 
86538 
64845 

OJ000302_08.0410.C8.ol6.gs 

64845 

none 

64845. .65390 

41682 
86539 
66313 

OJ000302_08.0410.C8.ol7.gs 

66313 

none 

66313. . 66509, 66835 .. 67049, 
67931. .68029, 68290.. 68406 



Seq. ID OJ000302_08.0410.C8 

Strand + 

End 65390 

Method GENSCAN 

End 65390 

Score 1 



Seq. ID OJ000302_08.0410.C8 

Strand + 

End 68406 

Method GENSCAN 

End 68406 

Score .89 
67415. .67459, 67 68 6 .. 67807 , 



41682 
86539 
66313 

OJ000302_08.0410.C8.ol5.np 
66446 
7228450 

66446. .66562, 67415 .. 67500, 67639.-67756, 67860.. 67973 
(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 
+ 

68406 
AAT/NAP 
67973 
199 



08. 0410. C8 



41682 
86540 
68901 



Seq. ID' OJ000302_08.0410.C8 
Strand + 
End 69506 



41867 



# 



NcLITlG 


OJ000302 : ; 08 04 10 . C8 . 


ol8.gs 


Method 


GEN SCAN 


Start 


68901 




End 


69506 


GI 


none 




Score 


1 


Exons 


68901. .69506 








Seq. No. 


41682 




Seq. ID 


OJ000302J 


Gene No. 


86540 




Strand 


+ 


Start 


68901 




End 


69506 


Name 


OJ000302 08. 0410. C8, 


ol7 .gp 


Method 


AAT/GAP 


Start 


68984 




End 


69221 


(ZT 


2427559 




Score 


435 


Exons 


68984. .69221 








Spct No . 


41682 




Seq. ID 


OJ000302_ 


Gene No. 


86541 




Strand 




Start 


8886 




End 


12953 


Name 


OJ000302 08. 0410. C8 


. o3 . np 


Method 


AAT/NAP 


Start 


8883 




End 


12953 


GI 


4335731 




Score 


2800 


Exons 


8883. .11161, 11192. 


.12217, 


12308. .12953 


GI Descrip. 


(AC006248) putative 


retroelement pol polyprotein 



08. 0410. C8 



thaliana] 



Seq. No. 


A 1 CQO 




Gene *No. 






Start 


OOOD 




Name 


OJ000302 08. 0410. C8 


,o2.gs 


Start 


8886 




GI 


none 




Exons 


8886. .12944 




Seq. No. 


41682 




Gene No. 


86542 




Start 


14014 




Name 


OJ000302 08. 0410. C8 


. o3.gs 


Start 


14014 




GI 


none 




Exons 


14014. .14872, 14890 


. .15107 


Seq. No. 


41682 




Gene No. 


86543 




Start 


16621 




Name 


OJ000302 08. 0410. C8 


. o4 . gp 


Start 


16356 




GI 


none 




Exons 


16356. .16716, 16884 


. .16966, 


Seq. No. 


41682 




Gene No. 


86543 




Start 


16621 




Name 


OJ000302 08. 0410. C8 


,o4 .gs 


Start 


16621 




GI 


none 




Exons 


16621. .16716, 16884 


. .16966, 




17962. .17994, 18518 


. .18604, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ0;00302_08.0410.C8 

12953 
GENSCAN 
12944 
.84 



OJ000302_08 . 0410 .C8 

15107 
GENSCAN 
15107 
.8 



OJ000302_08.0410.C8 

19124 
AAT/GAP 
17170 
868 



OJ000302_08 .0410. C8 

19124 
GENSCAN 
18705 
.93 



Seq. No. 



41682 



Seq. ID OJ000302_08.0410.C8 



41868 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

-Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



86543 Strand 

16621 End 19124 

OJ000302_08.0410.C8.o5.np Method AAT/NAP 

16851 End 18622 

6714389 Score 489 

16851. .16966, 17143 .. 17203, 17440 .. 17492, 17587 .. 17665, 

17962. .17994, 18208 .. 18290, 18508.. 18622 

(AC012393) hypothetical protein [Arabidopsis thaliana] 



41682 
86543 
16621 

OJ000302_08.0410.C8.o5.gp 
17455 

uC-osrocyp009c09al 
17455. .17492, 17587 .. 17665, 
18383. .18404, 18518 .. 18604, 



Seq. ID 
Strand 

End 19124 

Method AAT/GAP 

End 19124 

Score 736 
17962. . 17994, 18208 



OJ000302 08. 0410. C8 



,18290, 
,19124 



18694. .18736, 19060. 
M66044/sp|P34 670|YO14_CAEEL 1.0e-16 HYPOTHETICAL ZINC FINGER 

PROTEIN ZK686.4 IN CHROMOSOME III >gi_630780_pir S44909 ZK686.4 

protein - Caenorhabditis elegans >gi_304346 (L17337) coded for 
by C. elegans cDNAs GenBank:M888 69 and T01933; putative 
[Caenorhabditis elegans] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 08. 0410. C8 



41682 
86544 
19890 

OJ000302_08.0410.C8.o6.gp 
19636 

31707_1.R1084 
19636. .20428 

'3150415 2.0e-66 (AC004165) secl3-related protein [Arabidopsis 
thaliana] >gi_3420046 (AC004680) secl3-related protein 
[Arabidopsis thaliana] ' 



21628 
AAT/GAP 
20428 
1559 



41682 Seq. ID 

86544 Strand 

19890 End 

OJ000302_08 . 04 10 . C8 . o5 . gs Method 

19890 End 

none Score 
19890. .20795 



OJ000302_08.0410.C8 

21628 
GEN SCAN 
20795 
.92 



OJ000302 08. 0410. C8 



41682 Seq. ID 

86544 Strand 
19890 End' 21628 

OJ000302_08.0410.C8.o6.np Method AAT/NAP 

19893 End 20795 

7446122 Score 1063 

19893. .20795 

secl3-related protein T27E13.21 - Arabidopsis thaliana 

gi I 3150415 | gb | AAC16967.il (AC004165) putative protein transport 

protein SEC13 [Arabidopsis thaliana] 



41682 Seq. ID 

86544 Strand 

19890 End 

OJ000302 08.0410.C8.o7.gp Method 



OJ000302_08.0410.C8 

21628 
AAT/GAP 



41869 



Start 20474 End 21628 

GI 25476_1.R1084 Score 899 

Exons 20474. .20842, 21528.. 21628 

GI Descrip. '3150415 1.0e-27 (AC004165) secl3-related protein [Arabidopsis 
thaliana] >gi_3420046 (AC004680) secl3-related protein 
[Arabidopsis thaliana] 1 





Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410.C8 




Gene No. 


86545 








Strand 








Start 


22982 








End 


27837 






Name 


OJ000302_08. 


0410. 


C8.06. 


gs 


Method 


GENSCAN 






Start 


ZZ9oZ 








End 


27837 • 






GI 


none 








Score 


.7 






Exons 


22982. .23081 


, 23127. .23176, 23842 .. 24488, 24571 


. .24712, 






25811. .2746S 


>, 27556. .27614, 27723.-27837 






Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410.C8 




Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 


0410 . 


Co . ol9 


. tm 


Method 


TBLASTX: Maize 




Start 


1724 








End 


3707 






GI 


none 








Score 


148 






Exons 


1724. .1819, 


2742 . 


o t n o 

. 2798 , 


*5 A ^ A 

3474 . 


.3545, 3474. .3542, 


3619. .3705, 


i 




3621 . . 3707 














*% 


Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410.C8 




Gene No. 


86546 








Strand 






ii 


Start 


38572 








End 


65233 




2 


Name 


OJ000302 08. 


0410 . 


Co . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


5857 








End 


7507 




y 


GI 


none 








Score 


200 




3 


Exons 


5857. .5928, 


coco 

5858 . 


c o o 

. 5968, 


coco 

5859. 


.5969, 6063.. 6134, 


6064. . 6174, 






dOdd. . o25o, 


634 6 . 


. 6555, 


6348 . 


.6593, 6349. .6609, 


6350. .6610, 






6569. .6610, 


6716 . 


/C ~1 /I Cl 

. 6769, 


6716. 


.6736, 6726.. 6761, 


7099. .7131, 






7263. .7319, 


7265 . 


T O *!5 


T O A T 

7307 . 


.7357, 7308. .7355, 


7313. .7363, 






7433. .7507, 


"7 A A A 

7444 . 


. 7506, 


7445 . 


.7507 








Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410.C8 




Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 


0410. 


C8 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5857 








End 


6157 






GI 


none 








Score 


204 






. Exons 


5857. .5928, 


5858. 


.5968, 


5859. 


.5969, 6063.. 6137, 


6064. .6102, 






6064. .6156, 


6065. 


.6157 












Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410.C8 




Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 


0410. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5858 








End 


7830 






GI 


none 








Score 


190 






Exons 


5858. .5968, 


5859. 


.5969, 


6057. 


.6137, 6064. .6174, 


6065. .6256, 






6346.-6546, 


6349. 


.6609, 


6350. 


.6610, 6353.. 6610, 


6716. . 6775, 






6726.-6773, 


7263. 


.7352, 


7265. 


.7345, 7302.. 7352, 


7445. .7501, 






7450. .7500, 


7600. 


.7677, 


7605. 


.7670, 7742.. 7795, 


7746. .7817, 






7789. .7830 















41870 




Seq. No. 


41682 








Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 








Strand 




Start 


38572 








End 


65233 


Name 


OJ000302 08 


.0410. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5858 








End 


7844 




none 








Score 


191 


Exons 


5858. .5968, 


5859. 


.5969, 


6064. 


.6174, 6065.. 6256, 6206.. 6268 




6341. .6583, 


6346. 


.6546, 


6349. 


.6609, 6350.. 6610, 6560.. 6610 




6716. .6757, 


6720. 


.6758, 


6746. 


.6775, 7057.. 7131, 7263.. 7355 




7264. .7353, 


7444. 


.7500, 


7445. 


.7501, 7448. .7501, 7454. .7492 




7589. .7669, 


7600. 


.7677, 


7605. 


.7670, 7733. .7843, 7746. .7844 




7746. .7844 












Seq. No. 


41682 








Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 








Strand 




Start 


38572 








End 


65233 


Name 


OJ000302 08 


. 0410 . 


C8 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6532 








End 


7793 


GI 


none 








Score 


110 


Exons 


6532. .6609, 


6533. 


.6610, 


6714. 


.6782, 6716.. 6775, 7081.. 7131 




7099. .7131, 


7258. 


.7353, 


7263. 


.7355, 7442. .7513, 7445. .7501 




7448. .7501, 


7460. 


.7501, 


7590. 


.7673, 7600.. 7677, 7600. .7671 




7605. .7673, 


7727. 


.7792-, 


7733. 


.7789, 7746.. 7793, 7746.. 7793 


Seq. No. 


41682 








Seq. ID 


OJ000302_08.0410.C8 




ODJIU 








Strand 




Start 


38572 








End 


65233 


Name 


OJ000302 08 


.0410. 


C8.ol5 


.tm 


Method 


TBLASTX: Maize 


Start 


7598 








End 


7844 


GI 


none 








Score 


73 


Exons 


7598. .7672, 


7599. 


.7673, 


7600. 


.7677, 7605. .7673, 7742.-7837 




7742. .7843, 


7746. 


.7844, 


7746. 


.7844 




Sea No 


41682 








Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 








Strand 




Start 


38572 








End 


65233 


Name 


OJ000302 08 


.0410. 


C8.o3. 


tc- 


Method 


TBLASTX: Cress 


Start 


8898 








End 


9557 


GI 


none 








Score 


66 


Exons 


889*8. .9128, 


8944. 


.9129, 


9135. 


.9260, 9273.. 9356, 9372.. 9557 


Sea No 


41682 








Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 








Strand 




Start 


38572 








End 


65233 


Name 


OJ000302 08 


.0410. 


C8.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8898 








End 


9545 


GI 


none 








Score 


42 


Exons 


8898. .9116, 


9040. 


.9108, 


9141. 


.9545, 9142.. 9348 


Seq. No. 


41682 








Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 








Strand 




Start 


38572 








End 


65233 


Name 


OJ000302 08 


.0410. 


C8.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


8928 








End 


9404 


GI 


none 








Score 


38 


Exons 


8928. .9125, 


9040. 


.9126, 


9139. 


.9378, 9141.. 9404 



41871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41682 Seq. ID 

86546 . Strand 

38572 End 

OJ000302_08.0410.C8.o6.ts Method 

9021 End 

none Score 

9021.. 9338, 9024.. 9215, 9031. .9339'* ' 



OJ000302_08.0410.C8 
65233 

TBLASTX: Soybean 

9339 

115 



Seq. No. 41682 Seq. ID 

Gene No. 8654 6 Strand 

Start 38572 End 

Name OJ000302_08 . 04 10 . C8 . o5 . ts Method 

Start 9351 End 

GI none Score 

Exons 9351.. 9758, 9352.-9759 



OJ000302_08.0410.C8 
65233 

TBLASTX: Soybean 

9759 

306 





Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 




Gene No. 


86546 




Strand 








Start 


38572 




End 


65233 






Name 


OJ000302 08. 


0410.C8.ol.tw 


Method 


TBLASTX : Wheat 






Start 


9588 




End 


10245 






GI 


none 




Score 


85 






Exons 


9588. . 9686, 


9699.. 9905, 9900. 


.10244, 10114.. 10245 






Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 




Gene No. 


86546 




Strand 








Start 


38572 




End 


65233 




Si 


Name 


OJ000302 08. 


0410.C8 .o6.tm 


Method 


TBLASTX: Maize 






Start 


9780 




End 


10245 




=i 


GI 


none 




Score 


142 






Exons 


9780. .10244, 


9937. .10245 










Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 




Gene No. 


86546 




Strand 








Start 


38572 




End 


65233 






Name 


OJ000302 08. 


0410.C8.o4.ts 


Method 


TBLASTX : Soybean 






Start 


9909 




End 


10421 






GI 


5509260 




Score 


68 






Exons 


9909. .10421, 


9937.. 9993, 10011 .. 10094 , 


10132. .10413 






GI Descrip. 













Seq. No. 41682 Seq. ID 

Gene No. 8654 6 Strand 

Start 38572 End 

Name OJ000302_08 . 04 10 . C8 . o5 . tc Method 

Start 10026 End 

GI none Score 

Exons 10026. .10298, 10060.. 10299 



OJ000302_08.0410.C8 
65233 

TBLASTX: Cress 

10299 

122 



Seq. No. 41682 Seq. ID 

Gene No. 8654 6 Strand 

Start 38572 End 

Name OJ000302_08 . 04 10 . C8 . o3 . ts Method 

Start 10701 End 

GI none Score 

Exons 10701. .11177, 10804.. 11175 



OJ000302_08.0410.C8 
65233 

TBLASTX: Soybean 

11177 

262 



41872 




Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410. 


C8 


Gene No . 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


06 . tc 


Method 


TBLASTX: Cress 






10713 ~~ 




End 


11162 






none 




Score 


. 103 




Pynn <? 

ill AVJl i O 


10713. . 11144, 10719. 


.11162 








Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


C8 


fipnp No . 


86546 




Strand 








38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


o5 . tm 


Method 


TBLASTX: Maize 




O Lol L. 


10716 — 




End 


11354 




GI 


none 




Score 


133 




DAUllO 


10716. . 11285, 10987 . 


.11286, 


11286. .11354 




Seq. No. 


41682 




Seq. ID 


OJ000302J38.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10734 ~ 




End 


11411 




ox 


none 




Score 


89 




TT von ^ 


10734 . . 10874, 10839. 


.10940, 


10950. .11411, 10962. .11279, 






10963 . .11346 










Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 




86546 




Strand 






>d \,a±. u 


38572 




End 


65233 




Name 


OJ000302 08 . 0410 .C8 . 


o9. ts 


Method 


TBLASTX : Soybean 




o LaJ. u 


11214 ~~ 




End 


11546 




GI 


none 




Score 


146 




Exons 


11214. .11546, 11224. 


.11514, 


11373. .11450 




Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


. C8 


Qene No . 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08-.0410.C8. 


oil. ts 


Method 


TBLASTX: Soybean 




9tart 


12411 _ 




End 


12767 „ 




GI' 


none 




Score 


217 




Exons 


12411ml2767 










Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410.C8 


Gene No . 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8, 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


12486 ~~ 




End 


12854 




GI 


none 




Score 


262 






12486. . 12854 










Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8 


,o9.tc 


Method 


TBLASTX: Cress 




Start 


17126 




End 


18598 




GI 


none 




Score 


82 




Exons 


17126. .17206, 17429 


. .17491, 


17431. .17493, 17437 .. 17490, 





41873 






17439. . 17492, 17582 . 


.17668, 


17582. .17668, 17589 .. 17669, 






18205. .18288, 18206. 


.18286, 


18521. .18598 




*J O vJ • L ' Vta/ • 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


f;pno No 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8 . 


ol7 . tm 


Method 


TBLASTX :Maize 




Start 


17429 




End 


18295 




GI 


none 




Score 


84 




FIxons 


17429. .17491, 17436. 


.17492, 


17440. .17493, 17582 .. 17668 , 






17582. .17668, 17589. 


.17669, 


18201. .18290, 18205. .18291, 






18205. . 18291, 18206. 


.18295 








Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


19864 




End 


20157 




GI 


none 




Score 


279 




Exons 


19864. .20157, 19887. 


.20156 








o c • \j . 


41682 




• Seq. ID 


OJ000302_08.0410 


.C8 




86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


19890 




End 


20801 




GI 


none 




Score 


331 




pyrin c; 


19890. .20273, 19894. 


.20289, 


19953. .20114, 20074. .20307, 






20272. .20361, 20274. 


.20360, 


20367. .20711, 20370 .. 20687, 






20371. .20688, 20508. 


.20585, 


20598. .20621, 20661 .. 20801, 






20683. .20763 










Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name. 


OJ000302 08. 0410. C8. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19890 




End 


20621 




GI 


none 




Score 


270 






19890. .20219, 19891. 


.20220, 


20457. .20582, 20508 ... 20585, 






20598. .20621 










Q<=>n No 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


19917 




End 


20820 




GI 


none 




Score 


325 




Exonq 


19917. .19988, 19953. 


.20114, 


19995. .20114, 20307. .20657, 






20308. .20658, 20455. 


.20664, 


20649. .20801, 20683.. 20820 




Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


20158 




End 


20817 




GI 


none 




Score 


160 




Exons 


20158. .20313, .20160. 


.20312, 


20287. .20817, 20304 .. 20801, 





41874 



# 



20342. .20803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41682 Seq. ID 

86546 Strand 

38572 End 

OJ000302_08 . 04 10 . C8 . 08 . tw Method 

20224 ' End 

none Score 



OJ000302_08.0410.C8 
65233 

TBLASTX: Wheat 

20382 

213 



20224. .20382, 20224 20379, 20226. .20381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41682 

86546 

38572 

OJ000302 

23844 

none 



08.0410.C8.ol2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_08.0410.C8 
65233 

TBLASTX: Maize 

24134 

73 



23844.-23942, 23848 23943, 23848.-2394 9, 23849.-23944, 
23947. .24132, 2394 9 .. 24 134 , 23950. .24132 



OJ000302 08. 0410. C8 



Seq. No. 41682 Seq. ID 

Gene No. 8 654 6 Strand 

Start 38572 End 

Name OJ000302_08 . 04 10 . C8 . ol8 . tm Method 

Start . ■" 24162 End 

GI none Score 

Exons 24162. .24224, 24166 .. 24231, 24270 .. 24 4 4 6, 24274 .. 24456, 
24275. .24457 



65233 

TBLASTX: Maize 

24457 

59 



Seq. No. 41682 
Gene No. 8 654 6 

Start 38572 

Name OJ000302_08 . 04 10 . C8 . olO . tm 

Start 34531 
GI none 

Exons 34531. .34638, 34533 .. 34 634 , 

34801.-34887, 34938 .. 35072, 
35188.-35250, 35192 .. 35251, 
35666. .35839, 35983 .. 36111, 
36174. .36281, 36175 .. 36288, 



Seq. ID OJ000302_08.0410.C8 
Strand 

End 65233 

Method TBLASTX : Maize 

End 3634 6 

Score 157 
34785. .34889, 34793. 
34969. .35073, 34970. 
35664. .35840, 35664. 
35984. .36112, 36170. 



36196. .36288, 36251, 



,34894, 
,35077, 
,35837, 
,36283, 
,36346 



Seq. No. 41682 
Gene No. 86546 
Start 38572 

Name OJ000302_08 . 0410 -C8 . o7 , ts 

Start 34531 
GI none 

Exons 34531. .34641, 34539 .. 34640, 

34969.-35073, 34970 .. 35077, 
35654. .35839, 35664 .. 35840, 
36037. .36111, 36038. .36112, 
36196. .36225, 36226.. 36258 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 08. 0410. C8 



65233 

TBLASTX : Soybean 
36262 
155 

34789.-34887, 34790 .. 34894 , 
35188. .35250, 35192 .. 35251, 
35984. .36037, 35985 .. 36038, 
36158. .36226, 36194 .. 36262, 



Seq. No. 41682 Seq. ID 

Gene No. 8 654 6 Strand 

Start 38572 End 

Name OJ000302_08 . 04 10 . C8 . o4 . tc Method 

Start 34531 End 



OJ000302_08.0410.C8 
65233 

TBLASTX: Cress 
35251 



41875 



GI 


none 




Score 


146 






34531. .34641, 34539. 


.34640, 


34789.-34887, 34790 .. 34 894 , 






34966 35040, 34969. 


.35073, 


34970. .35077, 35188 .. 35250 , 






35192. .35251 










o C \J • t ™ w • 


41682 




Seq. ID 


OJ000302_08.0410 


■ C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


08. tc 


Method 


TBLASTX: Cress 




Cf art 


36176 




End 


36790 




ox 


none 




Score 


234 






36176. .36334, 36196. 


.36330, 


36619. .36699, 36620 .. 36700, 






36712. .36774, 36713. 


.36790 








Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


ol6 . tm 


Method 


TBLASTX: Maize 




Start 


36596 ~ 




End 


36882 




o j. 


none 




Score 


226 




Exons 


36596. .36787, 36614. 


.36790, 


36615. .36794, 36805.. 36882 






41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End . 


65233 




Name 


OJ000302 08 . 0410.C8 . 


o9 . gs 


Method 


GENSCAN 






38572 ~ 




End 


42142 




O J- 


none 




Score 


.93 






38572 38603. 38661. 


.38900, 


39011. .39102, 39600. .39715, 






39765 39990, 40647. 


. 40861, 


41732. .42142 




kj C • LX . 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


f^onp No 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8 . 


o!2.np 


Method 


AAT/NAP 




Start 


38665 




End 


41926 




GI 


6899649 




Score 


567 




Rxon ^5 


38665. .38873, 38996. 


.39102, 


39600. .39685, 39765.-39996, 






40647. .40861, 41732. 


.41926 








QT Dpscrit3. 

\_J .X J-' O w -L. -1- £S • 


(AC012189) T15D22 . 8 


[Arabidopsis thaliana] 




Q^rr Nn 

OC^. IN W • 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 




86546 




Strand 








38572 




End 


65233 




1NCUUC 


OJ000302 08 0410 C8 


o9. tm 


Method 


TBLASTX: Maize 




Start 


38725 




End 


41800 




GI 


none 




Score 


43 




Exons 


38725. .38754, 38725. 


.38751, 


38753.-38887, 38758 .. 38901 , 






38759. .38887, 39012. 


.39101, 


39013. .39102, 39596 .. 39715, 






39596. .39688, 39747. 


.39905, 


39748. .39906, 39749 .. 39916, 






39763. .39906, 39900. 


.39992, 


39901. .39993, 39902 .. 39991, 






40641. .40859, 40646. 


.40870, 


40647. .40859, 41735.. 41800 




Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 




Strand 






Start 


38572 




End 


65233 




Name 


OJ000302 08. 0410. C8. 


o!2.ts 


Method 


TBLASTX : Soybean 





41876 




Start 


39009 


End 


40817 




(IT 
ox 


none 


Score 


105 






39009 39101 39010 39102. 


39596. .39676, 39597 .. 39677 , 






39762 39902. 40646. 40816. 


40679. .40813, 40686.. 40817 






4 1682 


Seq. ID 


OJ000302_08.0410 


.C8 


Gene No. 


86546 


Strand 






Start 


38572 


End 


65233 




Name 


OJ000302 08.0410.C8.ol4.np 


Method 


AAT/NAP 




O LclX L. 


39454 


End 


65233 




r;T 


6630459 


Score 


118 






39454.-39479, 41772 .. 41883, 


60205. .60292, 64968.-65233 




ox fco^i. x ^ • 


(AC007190) F23N19.12 [Arabidopsis thaliana] 




O C • LVV_/ • 


41682 


Seq. ID 


OJ000302_08.0410 


.C8 


Gene No . 


86546 


Strand 






Start 


38572 


End 


65233 




Name 


OJ000302 08.0410.C8.ol3.np 


Method 


AAT/NAP 




Start 


40026 


End 


42288 




GI 


728868 


Score 


104 




Exons 


40026. .40051, 41726. .41775, 


41957. .42288 




GI Descrip. 


ANTER-SPECIFIC PROLINE-RICH 


PROTEIN APG (PROTEIN CEX) 





gi I 99824 |pir | IS16748 proline-rich protein - rape (fragment) 
gi|22597|emb|CAA42924| (X60376) proline-rich protein [Brassica 
napus] 



Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 




Strand 




Start 


38572 




End 


65233 


Name 


OJ000302 08. 0410. C8. 


olO.gp 


Method 


AAT/GAP 


Start 


46284 




End 


46650 


GI 


none 




Score 


658 


Exons 


46284. .46650 








Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 




Strand 




Start 


38572 




End 


65233 


Name 


OJ000302 08. 0410. C8. 


oll.gs 


Method 


GENSCAN 


Start 


46508 




End 


47136 


GI 


none 




Score 


1 


Exons 


46508. .46780, 46901. 


.47014, 


47113. .47136 


Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 




Strand 




Start 


38572 




End ' 


65233 


Name 


OJ000302 08. 0410. C8. 


oll.gp 


Method 


AAT/GAP 


Start 


47245 




End 


47491 


GI 


2311787 




Score 


474 


Exons 


47245. .47491 








Seq. No. 


41682 




Seq. ID 


OJ000302_08.0410.C8 


Gene No. 


86546 




Strand 




Start 


38572 




End 


65233 


Name 


OJ000302 08. 0410. C8. 


ol4 . tm 


Method 


TBLASTX: Maize 


Start 


48934 




End 


50419 


GI 


none 




Score 


51 


Exons 


48934. .48996, 48980. 


.49048, 


48991. .49035, 49129. . 49188, 



41877 






49151. 


.49186, 


49828. 


.49914, 


49830; .49892, 49976 


. .50062> 






49980. 


.50066, 


49981. 


.50067, 


50158. .50232, 50163 


. .50264, 






50165. 


.50233, 


50228. 


.50281, 


50235. .50285, 50381 


. .50419 




Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410 


.C8 


Gene No. 


86546 








Strand 








Start . 


38572 








End 


65233 






Name 


OJ000302 08. 0410. C8. 


olO.ts 


Method 


TBLASTX : 


Soybean 




Start 


49287 








End 


51066 






GI 


none 








. Score 


65 






Exons 


49287. 


.49343, 


49828. 


.49893, 


49980. .50066, 50163 


. .50282, 






50165. 


.50275, 


50405. 


.50461, 


50913. .51065, 50917 


. .51066 




Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410 


.C8 


Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 0410. C8. 


08 . tm 


Method 


TBLASTX: 


Maize 




Start 


50635 








End 


52196 






GI 


none 








Score 


142 






Exons 


50635. 


.50742, 


50883. 


C 1 fiCC 

. oIUdd, 


50915. .51058, 50916 


. . olUbo , 






50917. 


.51078, 


51179. 


.51394, 


51179. .51229, 51181 


. .51396, 






51306. 


.5.1395, 


51307. 


.51399, 


51594. .51668, 51594 


. .51662, 






51596. 


.51694, 


51596. 


.51664, 


51809. .51910, 51846 


. .51878, 






51978. 


.52028, 


51978. 


.52028, 


51979. .52104, 52110 


. .52196, 






52112. 


.52195 














Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410 


.C8 


Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 0410. C8. 


oil . tm 


Method 


TBLASTX: 


Maize 




Start 


52297 








End 


54068 






GI 


none 








Score 


116 






Exons 


52297. 


.52464, 


52298. 


.52465, 


52302. .52481, 52337 


. .52462, 






52356. 


.52463, 


52992. 


.53075, 


53015. .53071, 53438 


. .53677, 






53438. 


.53677, 


53443. 


.53679, 


53449. .53679, 53930 


. .54064, 






53931. 


.54068 














Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410 


.C8 


Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 0410. C8 . 


ol4 .gs 


Method 


GENSCAN 






Start 


57092 








End 


58462 






GI 


none 








Score 


.81 






Exons 


57092. 


.57202, 


57312. 


.57378, 


58431. .58462 






Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410 


.C8 


Gene No. 


86546 








Strand 








Start 


38572 








End 


65233 






Name 


OJ000302 08. 0410. C8. 


oj . tm 


Method 


TBLASTX: 


feize 




Start 


61523 








End 


62090 






GI 


none 








Score 


38 






Exons 


61523. 


.61558, 


61529. 


.61615, 


61530. .61616, 61530 


. .61673, 






61613. 


.61696, 


61617. 


.61724, 


61620. .61718, 61621 


. .61728, 






61824. 


.62090, 


61826. 


.62080, 


61827. .62084 






Seq. No. 


41682 








Seq. ID 


OJ000302 


_08.0410 


.C8 


Gene No. 


86546 








Strand 









41878 






Start 


38572 


End 


65233 






Name 


OJ000302 08.0410.C8.o8.ts 


Method 


TBLASTX: Soybean 






O L-Cll L. 


61827 ~ 


End 


62942 








none 


Score 


279 






rjXorio 


61827 62102. 6187 1 62059 . 


61947. . 62099, 62333.-62434, 








62338. .62433, 62808. .62942 










Seq. No. 


41682 


Seq. ID 


OJ000302_08.0410. 


C8 




Gene No. 


86546 


Strand 








iD Lai i. 


38572 


End 


65233 






Name 


OJ000302 08.0410.C8.o20.tm 


Method 


TBLASTX: Maize 






OLalL 


64374 ~ 


End 


64518 








none 


Score 


90 






TT von ^ 


64374 .. 64514, 64377. .64478, 


64393. . 64518 








41682 


Seq. ID 


OJ000302_08.0410. 


C8 




Gene No. 


86547 


Strand 








Start 


68958 


End 


69443 






Mpttip 

IN O.HLC 


OJ000302 08.0410.C8.ol3.tm 


Method 


TBLASTX: Maize 






O Lai L, 


68958 ~ 


End 


69443 






ui 


none 


Score 


72 






TT* von a 


68958 .. 69062, 68982 . . 69029, 


69027. .69248, 69137 .. 69217 , 








69252. .69443, 69257. .69430, 


69345.. 69437 






Seq. No. 


41682 


Seq. ID 


OJ000302J)8.0410 


,C8 




Gene No. 


86547 


Strand 








OLai L 


68958 


End 


69443 




?! 1 


Name 


OJ000302 08 . 0410 .C8 .06. tw 


Method 


TBLASTX: Wheat 




iff 


Of arf 
OLdi L 


69137 ~~ 


End 


69395 








none 


Score 


146 




U 


l? von Q 


69137 69214. 69138 69248, 


69252. .69395 




TU 


Seq. No. 


41683 


Seq. ID 


OJ000302_05.0406 


.C4 


s 


Gene No. 


86548 


Strand 


+ 




1=1 


Qf art 


3192 


End 


8074 








OJ000302 05.0406.C4.o2.gs 


Method 


GENSCAN 






O Lni L 


3192 


End 


8074 








none 


Score 


.51 




L J 

f "= 




3192. .3327, 5943.. 6693, 7027.. 7080, 7254.. 7405, 7797.. 8074 


^5 


Qprr Mo 


41683 


Seq. ID 


OJ000302_05.0406 


.C4 




Gene No. 


86548 


Strand 


+ 






Start 


3192 


End 


8074 






Name 


OJ000302 05.0406.C4.ol.np 


Method 


AAT/NAP 






Start 


5896 


End 


6568 






GI 


7487444 


Score 


321 






P 1 von q 


5896. .6034, 6260. .6568 










VJ X UCO^iip> 


hypothetical protein T26D22 


.18 - Arabidopsis thaliana 






qi| 3047090 |gb IAAC13602.il (AF058826) 


T26D22.18 gene product 






[Arabidopsis thaliana] 










Seq. No. 


41683 


Seq. ID 


OJ000302_05.0406 


,C4 




Gene No. 


86549 


Strand 








Start 


8782 


End 


9882 






Name 


OJ000302 05.0406.C4.ol.tc 


Method 


TBLASTX: Cress 






Start 


6253 


End 


6559 






GI 


none 


Score 


70 





41879 









69^6 6260 


..6559, 6272.-6559 




G^(™f Mrs 


4 1 fift ^ 




Seq. ID 


OJ000302_05.0406.C4 




Gene No. 


86549 




Strand 






Start 


8782 




End 


9882 




Name 


UUUvU JUL VJ J 


0406 C4 ol tm 


Method 


TBLASTX: Maize 










End 


8668 






none 




Score 


412 








6968 fiSSft 701 6 


..7084, 7027. .7083, 7237. .7374, 






o J / u • • o u u q 










Seq. No. 


41683 




Seq. ID 


OJ000302_05.0406.C4 




Gene No. . 


86549 




Strand 






O Lai U 


8782 




End 


9882 




Name 


(vrnnrno? os 


0406 CA ol ts 


Method 


TBLASTX: Soybean 




Q1- a -rt* 


6277 ~ 




End 


8668 






nono 




Score 


384 




LAUI1 0 


\J C l I • . UJJO / 


6278 6559. 6280 


..6564, 7276.. 7353, 8576.-8668 




Seq. No. 


41683 




Seq. ID 


OJ000302_05.0406.C4 




Gene No. 


86549 




Strand 








8782 




End 


9882 




Name 


VUUUUJUt, VJ 


0406 Cd o3 cts 


Method 


GEN SCAN 




Otail 


P7ft9 ~ 

O r OZ 




End 


9882 






none 




Score 


1 


i I 


Exons 












beq. no. 


4 X DO ft 




Seq. ID 


OJ000302_05.0406.C5 


~> 




O U J Ju 




Strand 


+ 




Start 


936 




End 


2069 


W 


Name 


OJ000302 05 


.0406.C5.o3.np 


Method 


AAT/NAP 


: : 


Of a r-+- 
OLdX L 






End 


2069 










Score 


218 




Exons 




1248.. 1595, 2031. 


.2069 




<=3 


ox UeoCxxfJ. 


VxatUUv JO*i / 


Similar to myristoylated alanine-rich Okinase 


! =l 




ciiKq+* -k- a -f- 0 
bUiJb LldLc • 


(P26645) [Oryza sativa] 




& 








Seq. ID 


OJ000302_05.0406.C5 


3 


Gene No. 


86551 




Strand 






Start 


1 




End 


1659 






OJ000302 05 


.0406.C5.o2.np 


Method 


AAT/NAP 




o Lai u 


1 ~ 
X 




End 


1659 






7^*^Q707 




Score 


63 




LAUilO 


1 93 S21 


.621, 841. .1284, 


1513. .1659 






\j X Ucotiipi 




hypothetical protein [Oryza 


sativa] 




JC^i IN <J • 


41684 




Seq. ID 


OJ000302_05.0406.C5 




Cpnp No 


86551 




Strand 






Start 


1 




End 


1659 




Name 


OJ000302 05 


.0406.C5.ol.np 


Method 


AAT/NAP 




Start 


179 




End 


1610 




GI 


5042462 




Score 


69 




Exons 


179.. 324, 539.. 610, 1509. .1610 






GI Descrip. 


(AC007789) 


putative negatively light-regulated protein [Ory 






sativa] 










Seq. No. 


41684 




Seq. ID 


OJ000302_05.0406.C5 



41880 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



86551 Strand 

1 End 1659 

OJ000302_05 . 0406 . C5 . ol . gs Method GENSCAN 

841 End 1548 

none Score .58 
841. .1085, 1286. .1548 



41685 Seq. ID 

86552 Strand 

1 End 

OJ000302_05.0406.C6.ol.np Method 

1 End 

4680179 Score 
1. .1165 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000302_05.0406.C6 
+ 

1168 
AAT/NAP 
1165 
1996 



41685 Seq. ID 

86552 Strand 

1 End 

OJ000302_05.0406.C6.ol.gs Method 

95 End 

none Score 
95. .1168 



OJ000302_05.0406.C6 
+ 

1168 
GENSCAN 
1168 
.89 



Seq. No. 41685 Seq. ID 

Gene No. .86553 Strand 
Start 2903 End 

Name OJ000302_05 . 0 4 0 6 . C6 . ol . gp Method 

Start 2903 End 

GI 1631463 Score 

Exons 2903.. 2975 

GI Descrip. 4680178/gb | AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ000302_05.0406.C6 
+ 

2975 
AAT/GAP 
2975 
88 



Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406. 


C6 


Gene No. 


86554 


Strand 


+ 




Start 


4348 


End 


9365 




Name 


OJ000302 05.0406.C6.o3.gs 


Method 


GENSCAN 




Start 


4348 


End 


9307 




GI 


none 


Score 


.8 




Exons 


4348.-4473, 4803.. 5396, 5533.. 


5568, 5955.. 9307 




Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406. 


C6 


Gene No. 


86554 


Strand 


+ 




Start 


4348 


End 


9365 




Name 


OJ000302 05.0406.C6.o2.np 


Method 


AAT/NAP 




Start 


4869 


End 


5699 




GI 


5042448 


Score 


1150 




Exons 


4869.-5699 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406. 


C6 


Gene No. 


86554 


Strand 


+ 




Start 


4348 


End 


9365 




Name 


OJ000302 05.0406.C6.o3.np 


Method 


AAT/NAP 





41881 




Start 


5955 


End 


9365 




GI 


4680179 


Score 


5882 






5955. . 9365 








GI Descrio. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


41685 


Seq. ID 


OJ000302_05 .0406. 


C6 


Gene No. 


86555 


Strand 


- ; : - 




Start 


2016 


End 


9365 




Name 


OJ000302 05.0406.C6.o4 .tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


292 




ox 


none 


Score 


390 




Exons 


1..288, 2. .292 








Seq. No. 


41685 


Seq. ID 


OJ000302_05 . 0406 . 


C6 


Gene No. 


86555 


Strand 






Start 


2016 


End 


9365 




Name 


OJ000302 05.0406.C6.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


9365 






none 


Score 


249 




Exons 


1..153, 2. .154, 9027. .9365, 9098. .9358 






Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406. 


C6 


Gene No. 


86555 


Strand 


— 




Start 


2016 


End 


9365 




Name 


OJ000302 05.04-0G.C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


5 


End 


9365 




rir 


none 


Score 


257 






5. .202, 11. .106, 22. .201, 9294. .9365 






Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 


Strand 


— 




Start 


2016 


End 


9365 




Name 


OJ000302 05.0406.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


161 


End 


787 




GI 


none 


Score 


731 




Exons 


161. .787, 163. .786 








Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 


Strand 


— 




Start 


2016 


End 


9365 




Name 


OJ000302 05.0406.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


341 


End 


928 




GI 


none 


Score 


226 




Exons 


341. .502, 349..49S, 500. .928, 


502. .927 






Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 


Strand 






Start 


2016 


End 


9365 




Name 


OJ000302 05.0406.C6.o6.tw 


Method 


TBLASTX: Wheat 




Start 


787 


End 


1120 




GI 


none 


Score 


363 




Exons 


787. .840, 788. .1120, 794. .895 


, 880. .996, 938. .1099 




Seq. No. 


41685 


Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 


Strand 






Start 


2016 


End 


9365 




Name 


OJ000302 05.0406.C6.o7 .tm 


Method 


TBLASTX: Maize 





41882 




Start 


929 








End 


1141 






none 








Score 


193 






929. . 1141 














Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406. 


C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Naine 


OJ000302 05. 


, 0406. 


C6 . o2 . 


OS 


Method 


GENS CAN 




O Lai L. 


2016 ~ 








End 


2447 














Score 


. 68 






2016 . . 2447 














Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406. 


,C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




LN OlUC- 


OJ000302 05. 


. 0406. 


C6. o7 . 


tw 


Method 


TBLASTX: Wheat 






6222 ~~ 








End 


6581 




K3± 


none 








Score 


303 






6222 6581. 


6225. 


. 6581 










Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406. 


.C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Mama 


OJ000302 05, 


. 0406. 


C6 .06. 


tm 


Method 


TBLASTX: Maize 




Of a r f 


6462 ~~ 








End 


6758 














Score 


205 






6462 6758. 


6462 . 


. 6746, 


6479. 


.6649 






Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406, 


.C6 


Gene No. 


86555 








Strand 






O Lol U 


2016 








End 


9365 




Li CLLUC 


OJ000302 05 


.0406. 


C6.08. 


tm 


Method 


TBLASTX: Maize 




O Lai L. 


7098 ~~ 








End 


7418 






nunc 








Score 


184 




DAUllO 


7098 .7418. 


7151. 


.7243 










Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Name 


OJ000302 05 


.0406. 


C6.08 . 


tw 


Method 


TBLASTX: Wheat 




O Lai U 


7101 ~ 








End 


7523 






none 








Score 


152 






7101 .7310. 


7151. 


, .7249, 


7310. 


.7450, 7332.. 7523, 7361.. 7516 


Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Naitie 


OJ000302 05 


.0406. 


,C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7680 ~~ 








End 


8162 




\J A. 


none 








Score 


545 




R vnn ^ 


7680 . . 8162, 


7784 , 


, .8119, 


7809. 


.8153 






Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Name 


OJ000302 05 


!b406, 


,C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7692 








End 


7981 





41883 




uX 










Score 


322 






76Q? • 7Q79 


7790 


7 981 










Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 








?oi 6 








End 


9365 




Name 


fKT00030? os 


0406 
. \j *t \j \j 


P6 o4 




■Mpfhod 


TBLASTX * Sovbean 




Qt- a vf- 


7716 ~~ 

/ / X v 








End 


8030 




ul 










Score 


189 






7716 8030 


7832 


8029 










Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






O Lai L 


2016 








End 


9365 




Name 


n.T00030? os 


0406 


P6 r>3 


L.1U 


MpI - hod 


TBLASTX • Mai ze 




o tail 


ft 04 Q ~~ 








End 


8549 




PT 










Score 


161 




Exons 


ft04Q ft??8 


8214 


8549, 


8300 . 


.8434 






Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






Cf arl- 
O LCli l» 


2016 








End 


9365 




Name 


d.tooo30? os 


0406 


. C6 . ol . 


ts 


Method 


TBLASTX : Soybean 




O Lax t. 


ft 1 03 ~~ 








End 


8498 






none 








Score 


57 




Exons 


ftl 03 81 3S 


fil 03 


8147 


8139 


.8498, 8139. .8219, 8234. .8497 


Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






OLdl L 


901 6 








End 


9365 




Name 


H.T000309 OS 


0406 


P6 n4 

• VrfO • L>*i ■ 


L W 


Method 


TBLASTX: Wheat 




jLdLL 


ft91 1 _ 

O Z, X X 








End 


8513 






nunc? 








Score 


402 






ft91 1 ft SI 3 


8212 

O Z. X Z. 


8313 


8231 . 


.8512 






Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






O U CL X I_ 


901 6 

v x u 








End 


9365 




Name 


O.T00030? OS 


0406 


C6 r>2 




Method 


TBLASTX: Wheat 




O Lai. L. 


ft SI 4 ~~ 

O J X *i 








End 


9023 














Score 


628 






ft SI 4 Q073 


ft S4 6 

O J *» u 


88S7 


8S92 


.8939 






Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Name 


O.T000309 OS 


0406 


P6 n3 


L O 


Method 


TBLASTX : Soybean 




OLdlL 


ftS90 ~~ 








End 


8765 




ox 










Score 


204 




F* von c; 


8S20 876S 


8 S43 


8650 


8705 . 


.8764 






Seq. No. 


41685 








Seq. ID 


OJ000302_05.0406 


.C6 


Gene No. 


86555 








Strand 






Start 


2016 








End 


9365 




Name 


OJ000302 05 


.0406 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8586 








End 


8939 




GI 


none 








Score 


488 





41884 



Exons 8586.. 8939, 8588.. 8854, 8640.. 8855, 8641.. 8931, 8894.. 8935 



Seq. No. 


41686 


Seq. ID 


OJ000302 


_05. 


.0406, 


,C7 


Gene No. 


86556 


Strand 


+ 








Start 


578 


End 


1496 








Name 


OJ000302 05.0406.C7.ol.gs 


Method 


GENSCAN 








Start 


578 


End 


1496 








GI 


none 


Score 


.67 








Exons 


578.-663, 945. .1151, 1310. .1444, 1481. 


.1496 








Seq. No. 


41686 


Seq. ID 


OJ000302_ 


_05. 


,0406. 


.C7 


Gene No. 


86557 


Strand 


+ 








Start 


2607 


End 


4415 








Name 


OJ000302 05.0406.C7.o2.gs 


Method 


GENSCAN 








Start 


2607 


End 


4415 








GI 


none 


Score 


.78 








Exons ' 


2607.. 2703, 3021.. 3291, 3358. 


.4215, 4307. .4415 









Seq. No. 41686 Seq. ID 

Gene No. 86558 Strand 

Start 5883 End 

Name OJ000302_05 . 040 6 . C7 . o3 . gs Method 

Start 5883 End 

GI none Score 

Exons 5883. .6896 



OJ000302_05.0406.C7 

7032 
GENSCAN 
6896 
1 



Seq. No. 41686 Seq. ID OJ000302_05 . 0406 . C7 

Gene No. 86558 Strand 

Start 5883 End 7032 

Name OJ000302_05 . 0406 . C7 . ol . gp Method AAT/GAP 

Start 6534 End 7032 

GI LIB3432-060-P1-K1-H12 Score 947 

Exons 6534.. 7032 

GI Descrip. ' 4680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 41687 
Gene No. 86559 
Start 2484 

Name OJ000302_05 . 0406 . C8 . ol . gs 

Start 2484 
GI none 

Exons 2484.. 2594, 2665.. 2856, 3167., 

4032.. 4094, 4600.. 4702, 4787.. 
5696.. 5859, 5946.. 6105, 6770.. 
7627.. 7708, 8314.. 8437, 8500.. 
9433.. 9504, 9637.. 9840, 10443. 
11127. .11263, 11383.. 11398 



Seq. ID OJ000302_05.0406.C8 

Strand + 

End 11398 

Method GENSCAN 

End 11398 

Score .84 

3242, 3644. .3748, 3874. .3941, 
4896, 4985.. 5099, 5351.. 5406, 
6853, 7124.. 7246, 7418.. 7548, 
8587, 8699.. 8899, 8989.. 9154, 
.10549, 10944. .11022, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41687 
86559 
2484 

OJ000302_05.0406.C8.ol.np 

2535 

7485156 



Seq. ID OJ000302_05.0406.C8 



Strand 
End 

Method 

End 

Score 



+ 

11398 
AAT/NAP 
10119 
2717 



2535.. 2594, 2665.. 2856, 2945.. 3028, 3167.. 3242, 3461.. 3527, 



41885 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3691. .3748, 3874. .3941, 4032. .4094, 4454. .4507, 4600. .4702, 
4787. .4896, 4985. .5104, 5351. .5406, 5696. .5871, 5946. .6105, 
6770. .6853, 7124. .7246, 7418. .7548, 7627. .7708, 7926. .8013, 
8193. .8236, 8314. .8409, 8511. .8587, 8699. .8899, 8989. .9154, 
9433. .9504, 9637. .9840, 10009. .10119 
hypothetical protein - Arabidopsis thaliana 

gii2244971iemb|CAB10392.1| (Z97340) galactokinase like protein 
[Arabidopsis thaliana] gi I 7268362 | emb | CAB78655 . 1 1 (AL161543) 
galactokinase like protein [Arabidopsis thaliana] 



41687 Seq. ID 

86559 Strand 
2484 End 
OJ000302_05 . 0406 . C8 . ol . gp Method 
9764 End 
11740_1.R1084 Score 
9764. .9840, 10009. .10491 

, 2244971/emb|CAB10392.1| 7.0e-20 (Z97340) galactokinase like 
protein [Arabidopsis thaliana] ' 



OJ000302_05.0406.C8 
+ 

11398. 
AAT/GAP 
10491 
987 



Seq. No. 


41687 




Gene No. 


86560 




Start 


12702 




Name 


OJ000302 05. 0406. C8 


o2 .gs 


Start 


12702 




GI 


none 




Exons 


12702. .12916, 13369 


.13378 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_05.0406.C8 

13378 
GENS CAN 
13378 
.44 



OJ000302 05. 0406. C8 



41687 Seq. ID 

86561 Strand 
13737 End 13804 

OJ000302_05 . 0406 . C8 . o2 . gp Method AAT/GAP 

13737 End 13804 

LIB3477-003-P1-K1-E9 Score 103 

13737. .13804 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



41687 
86562 
14518 

OJ000302_05 . 040 6 . C8 . o3 . gs 

14518 

none 

14518. .14772 

41687 
86563 
16529 

OJ000302_05.0406.C8.ol.tc 
2529 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_05.0406.C8 

14772 
GENSCAN 
14772 
.98 



none 
2529. 
2778. 
3198. 



2594, 
2846, 
3242, 



2537. .2584, 2667, 
2942. .3004, 2944, 
3459.. 3530, 3672, 



Seq. ID OJ000302_05.0406.C8 
Strand 

End 18230 

Method TBLASTX : Cres s 

End 3929 

Score 98 
.2741, 2668.-2745, 2773. 



.3081, 
.3749, 



3167, 
3682, 



.3196, 
,3747, 



3193 
3873 



.2856, 
.3255, 
.3929, 



3875. .3922 



41886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41687 Seq. ID 

86563 Strand 

16529 End 

OJ000302_05 . 0406 . C8 . o4 . tm Method 

2529 End 

none Score 



OJ000302_05.0406.C8 
18230 

TBLASTX: Maize 

2995 

111 



2529. .2594, 2537. .2590, 2632. .2730, 2662.-2745, 2664, 
2769.-2843, 2773.-2856, 2942. .2995, 2942.. 2992 



.2744, 



41687 Seq. ID 

86563 Strand 

16529. End 

OJ000302_05.0406.C8.o3.ts Method 

2529 End 

none Score 



OJ000302_05.0406.C8 
18230 

TBLASTX : Soybean 

3063 

94 



2529. .2594, 2537. .2590, 2659. .2745, 2662. .2730, 2664. 
2769. .2849, 2773.-2856, 2942. .3004, 2944. .3063 



.2741, 



41687 
86563 
16529 . 

OJ000302_05 . 0406 . C8 . ol . tm 

4451 

none 

4451. .4510, 4453. .4512, 4600. 
4657. .4716, 4765.-4896, 4785. 
4976. .5122, 4979. .5110, 4999. 

41687 
86563 
16529 

OJ000302_05.0406.C8.ol.ts 

4599 

none 

4599. .4715, 4 600 .. 4716, 4721 . 
4785.-4895, 4976. .5095, 4979. 

41687 
86563 
16529 

OJ000302_05.0406.C8 .oS.tm 

7124 

none 

7124.. 7189, 7126. .7188, 7193. 
7417. .7551, 7419. .7550, 7625. 

41687 
86563 
16529 

OJ000302_05.0406.C8.o4 .ts 

7426 

none 

7426. .7491, 7427. .7486, 7483. 
7627.. 7710, 7925.. 8020, 7926. 
8313. .8399 



Seq. ID OJ000302_05.0406.C8 
Strand 

End 18230 
Method TBLASTX : Mai ze 
End 5122 
Score 112 

.4641, 4642. .4716, 4644. .4715, 
.4895, 4787. .4900, 4787. .4939, 
.5115 



OJ000302_05.0406.C8 
18230 

TBLASTX : Soybean 
5095 
132 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4894, 4746. .4895, 4765. 
.5047, 5002.. 5082 



,4896, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7249, 
.7654 



QJ000302_05.0406.C8 
18230 

TBLASTX: Maize 
7654 
91 

7195. .7248, 7409. .7549, 



Seq. ID OJ000302_05.0406.C8 
Strand 

End 18230 

Method TBLASTX : Soybean 

End 8400 

Score 87 

.7551, 7490. .7549, 7625. .7711, 
.8018, 8192. .8239, 8311. .8400, 



41887 



Seq. No. 41687 
Gene No. 86563 
Start 16529 

Name OJ000302_05 . 04 06 . C8 . o2 . tc 

Start 7475 
GI none 
Exons 7475.. 7549, 7481. 

7926.. 8018, 8192. 

8510. .8584 



.7549, 7625. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7711, 



OJ000302 05. 0406. C8 



,8239, 8311. .8421, 



18230 

TBLASTX : Cress 
8585 
86 

7627.. 7710, 7925. 
8313. .8408, 8490. 



,8014, 
,8585, 



Seq. No. 41687 
Gene No.' 86563 
Start 16529 

Name OJ000302_05.0406.C8.o3.tm 
Start 8201 
GI none 

Exons 8201.. 8239, 8207.. 8236, 8311. 

8490. .8585, 8510. .8587, 8695. 
8706. .8759 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8424, 
.8757, 



OJ000302 05. 0406. C8 



18230 

TBLASTX: Maize 
8759 
60 

8311. .8424, 8471. .8587, 
8696. .8758, 8697. .8759, 



Seq. No. 41687 Seq. ID 

Gene No. 86563 Strand 

Start 16529 End 

Name OJ000302_05 . 0406.C8 .o2.ts Method 

Start 8697 ./ End 

GI none Score 

Exons 8697.. 8792, 8741.. 8788, 8818.. 8868, 8820 

8831.. 8902, 8987.. 9151, 8996.. 9151, 9001 



OJ000302 05. 0406. C8 



18230 

TBLASTX : Soybean 
9516 
111 

8945, 8829.-8897, 
9153, 9433.. 9516 



hi- 
ll 



Seq. No. 


41687 


Seq. ID 


OJ000302 


Gene No. 


86563 


Strand 




Start 


16529 


End 


18230 


Name 


OJ000302 05.0406.C8.o2.tm 


Method 


TBLASTX: 


Start 


9110 


End 


10047 


GI 


none 


Score 


74 


Exons 


9110.. 9148, 9112. .9147, 9439. 


.9516, 9471.. 9503, 




9631.. 9858, 9636.. 9839, 10006 


. .10047 




Seq. No. 


41687 


Seq. ID 


OJ000302 


Gene No. 


86563 


Strand 




Start 


16529 


End 


18230 


Name 


OJ000302 05.0406.C8.o4.gs 


Method 


GENSCAN 


Start 


16529 


End 


18230 


GI 


none 


Score 


.89 


Exons 


16529. .16591, 18219.. 18230 






Seq. No. 


41688 


Seq. ID 


OJ000302 


Gene No. 


86564 


Strand 


+ 


Start 


266 


End 


552 


Name 


OJ000302 05.0406.C9.ol.gs 


Method 


GENSCAN 


Start 


266 


End 


552 


GI 


none 


Score 


.92 


Exons 


266. .398, 545. .552 






Seq. No. 


41688 


Seq. ID 


OJ000302 


Gene No. 


86565 


Strand 




Start 


887 


End 


1388 



41888 



f =1 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
. Start 
Name 
!L Start 

H GI 
v -j Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 




Method GEN SCAN 
End 1388 
Score .55 



OJ000302_05.0406.C9.o2.gs 
887 
none 

887. .1032, 1283. .1388 

41689 
86566 
677 

OJ000302_05. 0406. CIO. ol.gs 
677 
none 

677. .899, 1172. .1284, 1426. .1517, 1848. .1940 



Seq. ID OJ000302JJ5. 0406. C10 

Strand + 

End 1940 

Method GENSCAN 

End 1940 

Score .55 



41690 Seq. ID 
86567 - Strand 

777 End 
OJ000302_05. 0406. Cll. ol.gs Method 

777 End 

none Score 
777. .1348 



41690 
86568 
1577 

OJ000302_05 . 0406 .Cll . o2 . gs 
1577 
none 



OJ000302_05.04 06.C11 
+ 

1348 
GENSCAN 
1348 
.45 



OJ000302 05. 0406. Cll 



Seq. ID 
Strand 

End 608 6 

Method GENSCAN 

End 608 6 

Score . 64 

1577. .1599, 1657. .1710, 2208. .2338, 3721. .3796, 5641. .5923, 
6015. .6086 



41690 Seq. ID 

86569 Strand 

6608 End 
OJ000302_05. 0406. Cll. ol.np Method 

6608 End 

5852084 Score 
6608. .6691 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ000302_05.0406.C11 

6691 
AAT/NAP 
6691 
80 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 

299. .416, 922. .1043, 2822. .2931, 3013. .3097, 3368. .3458, 
3600. .3764, 3857. .3979, 4127. .4202, 4306. .4435, 4744. .5596 



41691 
86570 
299 

OJ000302_05. 0406. C12. ol.gs 
299 
none 



OJ000302_05 . 0406. C12 
+ 

5668 
GENSCAN 
5596 
.87 



41691 Seq. ID 

86570 Strand 

299 Enci 

OJ000302_05. 0406. C12. ol.np Method 

753 End 

4104929 Score 



OJ000302_05.0406.C12 
+ 

5668 
AAT/NAP 
5668 
1478 



753. .810, 943. .1043, 2426.-2524, 2611. .2667, 2776. .2931, 
3013. .3097, 3368.-3458, 3600. .3764, 3857. .3979, 4127. .4202, 
4306. .4441, 4744. .5032, 5150. .5668 



41889 




GI Descrip. (AF042195) auxin response factor 7 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41691 
86570 
299 

OJ000302_05.0406.C12.ol.tc 
944 
none 

944. .1045, 945. .1052, 2416. .2 
2464.. 251.7, 2610.. 2660, 2611., 
2823.-2933, 3013.. 3102, 3017., 
3366.. 3458, 3367.. 3459, 3582., 
3857.. 3895, 3858.. 3911, 3918., 
4127. .4198, 4128. .4208, 4303., 
4308. .4436, 4739. .4822, 4746., 

41691 

86570 Strand 

299 End 

OJ000302_05 . 04 06 . C12 . ol . tm Method 

959 End 

none Score 



Seq. I 
Strand 
End 

Method 

End 

Score 
454, 24 
.2661, 
.3109, 
.3764, 
.3983, 
.4374, 
.4829, 



OJ000302_05 ? 0406.C12 
+ 

5668 

TBLASTX: Cress 
4886 
185 

23. .2455, 2462.-2524, 
2767. .2931, 2775. .2924, 



3360. .3452, 
3598. .3765, 
3923. .3982, 
4303. .4416, 
4833. .4886, 



3365 
3602 
4113 



3454, 
3766, 
4205, 
4308. .4409, 
4835. .4885 



Seq. ID OJ000302_05.0406.C12 
+ 

5668 

TBLASTX: Maize 
2925 
154 



959. .1045, 960. .1052, 2416. .2517, 2423. .2521, 2610. .2678, 
2611.. 2673, 2781.. 2912, 2782.. 2925, 2806.. 2910 



M Seq. No. 41691 

Cn Gene No. 86570 

f[J Start 299 

.n Name OJ000302_05 . 0406 . C12 . ol . ts 

" Start 2619 

^ GI none 

w Exons 2619.. 2660, 2620.. 2661, 2767. 

fU 3012.. 3062, 3013.. 3087, 3019. 

f*% Seq. No. 41691 

"1 Gene No. 86570 

Start 299 

Name OJ000302_05 . 0406 . C12 . o2 . tm 

W Start 3013 

fj GI none 

?S Exons 3013.. 3102, 3013.. 3099, 3357. 
%= * f 3570.. 3764, 3598.. 3768, 3854. 
4125. .4163 



Seq. ID OJ000302_05.0406.C12 

Strand + 

End 5668 

Method TBLASTX : Soybean 

End 3087 

Score 71 

.2931, 2775.. 2933, 2799.. 2951, 
.3087 

Seq. ID OJ000302_05.0406.C12 

Strand + 

End 5668 

Method TBLASTX : Maize 

End 4163 

Score 151 

.3458, 3360. .3443, 3367. .3459, 
.3982, 3855.. 3983, 3855. .3983, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000302_05.0406.C12 
Strand + 
End 5668 
Method TBLASTX : Soybean 
End 4374 
Score 63 

3412. .3462, 3600. .3764, 3604. .3768, 3854. .3895, 3855. .3911, 
3914. .3982, 3915. .3983, 4121. .4195, 4122. .4208, 4125. .4205, 
4302. .4361, 4303. .4374, 4303. .4365, 4305. .4373 



41691 
86570 
299 

OJ000302_05.0406.C12.o2.ts 

3412 

none 



Seq. No. 
Gene No. 
Start 



41691 
86570 
299 



Seq. ID OJ000302_05.0406.C12 
Strand + 
End 5668 



41890 




Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000302_05 .0406. C12 . o3 . tm 
4163 



Method TBLASTX : Mai ze 
End 5632 
none Score .66 

4163. .4204, 4164. .4196, 4302. .4439, 4306. .4437, 4737. .4892, 
4739.-4876, 4740. .4880, 4874. .5038, 4875. .4985, 5037. .5165, 
5567.. 5632 



41692 
86571 
1 

OJ000302 05.0406.C13.ol.np 



2618731 
1..196, 443. 



.696, 1210.. 1400, 



Seq. ID OJ000302_05.0406.C13 

Strand + 

End 2212 

Method AAT/NAP 

End 1748 

Score 401 

1568. .1748 



(U49077) IAA21 [Arabidopsis thaliana] 



Seq. ID OJ000302_05.0406.C13 



41692 

86571 Strand + 

1 End 2212 

OJ000302 05.0406.C13.ol.gs Method GENS CAN 

34 ~ End 2212 

none Score .89 

34. .696, 1210. .1400, 1674. .1806, 2147. .2212 



41692 
86571 
1 

OJ000302_05.0406.C13.ol.gp 

300 

none 

300. .569 

41692 
86572 
2329 

OJ000302_05.0406.C13.ol.tm 

148 

none 

148. .417, 439. .699, -471. .707, 
1563. .1634, 1568.. 1636, 1630. 

41692 
86572 
2329 

OJ000302_05.0406.C13.ol.ts 
490 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_05.0406.C13 
+ 

2212 
AAT/GAP 
569 
484 



OJ000302 05.0406.C13 



3356 

TBLASTX: Maize 

1725 

184 



1209. 
1725, 



,1343, 1210. 
1644. .1721 



,1401, 



Seq. ID OJ000302_05.0406.C13 
Strand 

End 3356 

Method TBLASTX : Soybean 

End • 1700 

Score 140 



490. .651, 497. .616, 534. .626, 535.-639, 658.-699, 673. .696, 
1209. .1400, 1209.. 1343, 1210.. 1401, 1563.. 1640, 1568.. 1639, 
1622.. 1696, 1644.. 1700 



41692 Seq. ID 

86572 Strand 

2329 End 

OJ000302_05.0406.C13.ol.tc Method 

553 End 

none Score 



OJ000302_05.0406.C13 
3356 

TBLASTX: Cress 

1745 

65 



41891 





Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



553.. -687, 1206.. 1343, 1210.. 1401, 1268.. 1453, 1294.. 1398, 
1334. .1405, 1563. .1640, 1568. .1651, 1668. .1745 



41692 Seq. ID 

86572 Strand 

2329 End 
OJ000302_05 . 04 06 . C13 . o2 . gp Method 

2329 End 

none Score 
2329. .2666 



OJ000302__05.0406.C13 

3356 
AAT/GAP 
2666 
618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ... 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41692 Seq. ID 

86572 Strand 

2329 End 
OJ000302 _05 . 04 06 . C13 . o2 . gs Method 

24 94 End 

none Score 

2494. .2658, 2861. .2944, 3150. .3242 



41692 
86572 
2329 

OJ000302_05.0406.C13.o2.np 
2521 
1703220 
2521. .2658, 
AIG2 PROTEIN 
[Arabidopsis 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2861. .2944, 3150. .3242 
gi| 1127806 | gb | AAC4 9283.il 
thaliana] 



OJ000302_05.0406.C13 

3356 
GEN SCAN 
3242 
.96 



OJ000302_05.0406.C13 

3356 
AAT/NAP 
3242 
184 



41692 
86572 
2329 

OJ000302_05 .0406. C13 . o2 . tm 

2529 

none 

2529. .2660, 2529. 
2859. .2939, 2861. 
3159. .3245 



Seq. ID 

Strand 

End 

Method 

End 

Score 



(U40857) AIG2 



OJ000302_05.04 06.C13 
3356 

TBLASTX: Maize 

3257 

98 



.2660, 2530. .2661, 2531. .2665, 2855.. 2950, 
.2977, 3140.. 3253, 3155.. 3232, 3156.. 3257, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 05.0406.C13 



41692 
86572 
2329 

OJ000302_05.0406.C13.o3.gp 
3126 * 

LIB3432-034-P2-K1-F11 
3126.. 3242, 3323.. 3356 

'4337197/gb|AAD18111| 1.0e-23 (AC006403) putative AIG2 protein 
[Arabidopsis thaliana] f 



3356 
AAT/GAP 
3356 
162 



41693 Seq. ID 

86573 Strand 

79 End 
OJ000302_05 . 0406 . C14 . ol . gs Method 

79 End 

none Score 
79. .293, 399. .542 



OJ000302_05.0406.C14 
+ 

542 

GENSCAN 

542 

.96 



41892 



# • 



t_J ^ • . 


41693 




Seq. ID 


OJ000302 05 


.0406 


.C14 


Gene No. 


86574 




,Strand 








Start 


1 




End 


396 






Name 


OJ000302 05.0406.C14.ol. 


np 


Method 


AAT/NAP 






OLai L 


1 




End 


248 






(IT 


4337197 




Score 


73 








1..46, 130. .248 














(AC006403) AIG2-like protein 


[Arabidopsis thaliana 


] 




^ act Mr> 


41693 




Seq. ID 


OJ000302_05 


. 0406 


.C14 


Cpnp No 


86574 




Strand 








Start 


i 

X 




End 


396 






Name 


OJ000302 05.0406.C14.ol. 


gp 


Method 


AAT/GAP 






Start 


130 




End 


396 






\3 A. 


LIB3432-034-P2-K1-F11 




Score 


477 








130. .396 














•4337197^^0181111 1. 


0e-23 


(AC006403) putative AIG2 ] 


protein 




[Arabidopsis thaliana] 1 












Seq. No. 


41694 




Seq. ID 


OJ000302_05 


.0406 


.C15 


Gene No. 


86575 




Strand 


+ 






Start 


145 




End 


1207 






Name 


OJ000302 05.0406.C15.ol. 


gs 


Method 


GENSCAN 






O Lai L. 


145 




End 


1207 








none 




Score 


.69 








145. .377, 497. .533, 613. 


.650, 


1043. .1207 






OctJ • LNU • 


41694 




Seq. ID 


OJ000302_05 


.0406 


.CIS 


florid Mn 


86575 




Strand 


+ 






Start 


145 




End 


1207 






Name 


OJ000302 05.0406.C15.ol. 


gp 


Method 


AAT/GAP 






Start 


464 




End 


1207 






GI 


72996 1.R1084 




Score 


652 






Rvnn ^ 


464. .650, 1043. .1207 














•3800748/gb|AF060519|AF060519 


2.0e-09 


Cuphea hookeriana 






3-ketoacyl-ACP synthase 


(Kas4) mRNA, < 


complete cds ' 






Seq. No. 


41694 




Seq. ID 


OJ000302_05 


.0406 


.C15 


Gene No. 


86575 




Strand 


+ 






Start 


145 




End 


1207 






Name 


OJ000302 05.0406.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1040 




End 


1199 






GI 


none 




Score 


182 






Rxon 


1040. .1114, 1041. .1199, 


1041. 


.1199 








Seq. No. 


41695 




Seq. ID 


OJ000302_05 


.0406 


.C16 


Gene No. 


86576 




Strand 


+ 






Start 


553 




End 


885 






Name 


OJ000302 05.0406.C16.ol. 


gs 


Method 


GENSCAN 






Start 


553 




End 


885 






GI 


none 




Score 


.83 






Exons 


553. .885 












Seq. No. 


41695 




Seq. ID 


OJ000302_05 


.0406 


.CI 6 


Gene No. 


86577 




Strand 








Start 


1 




End 


964 






Name 


OJ000302 05.0406.C16.o2. 


np 


Method 


AAT/NAP 







41893 





Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



964 
177 



4680345 
1..67, 810. .964 

(AF128457) putative receptor kinase [Oryza sativa subs.p. 



indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 05.0406.C16 



41695 
86577 
1 

OJ000302_05.0406.C16.ol.np 
700 

7486303 
700. .782, 868. .964 

hypothetical protein F28J12.40 - Arabidopsis thaliana 
gi | 2832643 | emb | CAA1 6718 . 1| (AL021710) hypothetical protein 
[Arabidopsis thaliana] gi I 7268631 1 emb | CAB7 8840 . 1 1 (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



964 

AAT/NAP 

964 

65 



Seq. No. 


41696 


Seq. ID 


OJ000302 05.0406.C17 


UC11C VtKJ m 


86578 


Strand 


+ 


Start 


110 


End 


1567 


Name 


OJ000302 05.0406.C17.ol.gs 


Method 


GENSCAN 


Start 


110 


End 


1567 


GI 


none 


Score 


.77 


DAvllO 


110.. 389, 566.. 856, 1127. .1153, 1484.. 


1567 


Cnn Mo 


41696 


Seq. ID 


OJ000302 05 0406 C17 


VJJC 1 1C Vt\J • 


86578 


Strand 




Start 


110 


End 


1567 




OJ000302 05.0406.C17.ol.gp 


Method 


AAT/GAP 


Start 


856 


End 


1355 


GI 


4715209 


Score 


752 




856. .954, 1054. .1355 






Can Mo 


41696 


Seq. ID 


OJ000302_05.0406.C17 


Gene No. 


86579 


Strand 


+ 


Start 


2215 


End 


2618 


Name 


OJ000302 05.0406.C17.ol.np 


Method 


AAT/NAP 


Start 


2215 


End 


2618 


GI 


6069646 


Score 


178 


Exons 


2215. .2279, 2307. .2381, 2441.. 


2618 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | 


BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


41696 


Seq. ID 


OJ000302_05.0406.C17 


Gene No. 


86580 


Strand 




Start 


2248 


End 


2665 


Name 


OJ000302 05.0406.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


110 


End 


391 


GI 


none 


Score 


77 


Exons 


110. .184, 111. .173, 123. .389, 


125. .391, 157. .390, 162. .215 


Seq." No. 


41696 


Seq. ID 


OJ000302_05.04 06.C17 


Gene No. 


86580 


Strand 




Start 


2248 


End 


2665 



41894 



# 



IN dill c 


OJ000302 05 0406. 


C17 ,o2 


. OS 


Method 


GEN SCAN 


of- art - 


2248 ~ 






End 


2665 


fZT 

^ J. 








Score 


. 95 


von q 


2248 2307. 2373. 


. 2483, 


2597 . 


.2665 




Seq. No. 


41697 






Seq. ID 


OJ000302_05.0406.C18 


Gene No. 


86581 






Strand 




Start 


1 






End 


2850 


Name 


OJ000302 05.0406. 


C18.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


1183 


GI 


30707 1.R1084 






Score 


970 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. . •." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..331, 881. .1014, 1136. .1183 

'3805765 8.0e-69 (AC005693) putative protein kinase [Arabidopsis 
thaliana] 1 



41697 
86581 
1 

OJ000302_05.0406.C18.ol.np 
1 

3805765 



Seq. ID OJ000302_05.0406.C18 
Strand 

End 2850 

Method AAT/NAP 

End 1873 

Score 812 



1..331, 881.. 1014, 1133.. 1271, 1552.. 1873 ... 
(AC005693) putative protein kinase [Arabidopsis thaliana] ^/^jgjjf:.. 

; 41697 - \T,'- : '; -V -^-Y> • * -Seq^ : lb' -. OJb00302_05 . 0406, C18" V ' ^ ? . ■■ 

86581' "* v ■ - Strand 

1 End 2850 

OJ000302_05 . 0406 . C18 . ol . gs Method GEN SCAN 

44 End 2850 

none Score .96 
44. .331, 881. .1014, 1136. .1271, 1552. .1868, 2393.-2465, 
2794. .2850 



Seq. No. 


41697 








Seq. ID 


OJ000302_ 


_05. 


0406 


.C18 


Gene No. 


86581 








Strand 










Start 


1 








End 


2850 








Name 


OJ000302 05 


.0406. 


C18.o2 


.gp 


Method 


AAT/GAP 








Start 


1715 








End 


2695 








GI 


none 








Score 


842 








Exons 


1715. .1868, 


2393. 


.2695 














Seq. No. 


41697 








Seq. ID 


OJ000302 


_05. 


0406 


.C18 


Gene No. 


86582 








Strand 










Start 


4495 








End 


7428 








Name 


OJ000302 05 


.0406. 


C18.o2 


.gs 


Method 


GENSCAN 








Start 


4495 








End 


7428 








GI 


none 








Score 


.99 








Exons 


4495. .7428 


















Seq. No. 


41697 








Seq. ID 


OJ000302 


_05. 


0406 


.C18 


Gene No. 


86583 








Strand 










Start 


9325 








End 


9652 








Name 


OJ000302 05 


.0406. 


C18.o3 


.gs 


Method 


GENSCAN 








Start 


9325 








End 


9652 








GI 


none 








Score 


.86 








Exons 


9325. .9501, 


9605. 


.9652 















41895 




Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 




86584 








Strand 




Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


29 








End 


1013 


GI 


none 








Score 


359 


Exons 


29. .322, 30. 


.323, 


884. . 


1012, 


885. .1013 




Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 


Gene No. 


86584 








Strand 


- 


Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


29 








End 


239 


GI 


4287022 








Score 


144 


Exons 


29. .238, 39. 


.239 










GI Descrip. 


2852447/dbj_ 


BAA24 694_ 1 


.0e-38 


(D88206) 


protein kinase 




[Arabidopsis 


thaliana] 








Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 


Gene No . 


86584 








Strand 




Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start. 


.38. ; . 








•End 


1021 


Gi ,.*..\>^. 


. none : . r ; - : 








, r ScoreV . . 


'59 . . • *. - v 


Exons i 


"■"38.. 100, 39. 


.101;^ 


"■128. . 


331,' 1'38. .3-2 $, ' 


881 .10217^5. .-992- " 


Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 




86584 








Strand 




Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


39 ^ 








End 


1022 


GI 


none 








Score 


48 


Exons 


39. .101, 41. 


.100, 


128. . 


331, 129.. 323, 


879. .1022, 884. .1006 


Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 


Gene No. 


86584 








Strand 




Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


243 








End 


1728 


GI 


none 








Score 


69 


Exons 


243. .323, 245. .331, 881 


. .1021 


, 885. .1004, 1134. .1271, 




1137. .1271, 


1540. 


.1605, 


1618. 


.1728 




Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 


Gene No . 


86584 








Strand 




Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1124 








End 


1716 


GI 


none 








Score 


102 


Exons 


1124. .1255, 


1134. 


.1271, 


1137. 


.1265, 1540.. 1605, 1618.. 1716 


Seq. No. 


41697 








Seq. ID 


OJ000302_05.0406.C18 


Gene No. 


86584 








Strand 




Start 


10045 








End 


11004 


Name 


OJ000302 05. 


0406. 


C18.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1134 








End 


1725 


GI 


none 








Score 


86 



41896 




Exons 



1134. .1250, 1134. .1268, 1540. .1614, 1600. .1725 



O C ^ . IN vJ • 


4 1 fiQ7 

*± ± U J 1 


Seq. ID 


OJ000302 




ft 6^64 


Strand 






1 Dn4 ^ 


End 


11004 


Name 


n.Tnnmn? 0406 riR r>4 nq 


Method 


GENSCAN 




1 004^ "~ 

IUUt J 


End 


11004 




n o n o 
nunc; 


Score 


.5 




10045. .10157, 10212. .10477, 


10926. .11004 


Seq. No. 


41698 


Seq. ID 


OJ000302 




86585 


Strand 




C 4- -j v--t- 
jLall 


1 


End 


2814 


Name 


' OJ000302 07.0407.Cl.ol.np 


Method 


AAT/NAP 


C-|- 


1 


End 


2814 


VJ X 


5042454 


Score 


81 


Cj AUIlo 


1..33, 2387. .2472, 2735. .2814 




GI Descrip. 


(AC007789) putative polyprotein . [Oryza 


sativa] 




41698 


Seq. ID 


OJ000302 


bene inu . 


86585 


Strand 




otar u 


1 


End 


2814 


Name ■ 


. OJ0003.02_0.7 . 0407 .CI .ol...gs 


Method 


GENSCAN 




">335 v '*'' . - : : .... 


. * End . ; • • ; * 


24 96 • 




none ' " ' '" '"- *" ' 


•Score 




Exons 


335. .441, 1773. .1827, 2410. 


.2495 




Seq. No. 


41698 


Seq. ID 


UU UUU Jvt, 




86585 


Strand 






1 


End 


2814 


Name 


OJ000302 07. 0407. CI. o2. rip 


Method 


AAT/NAP 


OLdlL 


2531 


End 


2814 


(ZT 


5042454 


Score 


74 




2531. .2588, 2719. .2814 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


O C \£ . INU • 


41699 


Seq. ID 


OJ000302 


f!onp NT pi 


86586 


Strand 


+ 




1128 


End 


4363 




OJ000302 07.0407.C2.ol.gs 


Method 


GENSCAN 


O UCti- L. 


1128 


End 


4363 




none 


Score 


. 86 




1128. .2389, 2482. .4363 






Seq. No. 


41699 


Seq. ID 


OJ000302 




86586 


Strand 


+ 


Of a r*t" 
O Lai L. 


1128 


End 


4363 


Name 


OJ000302 07.0407.C2.ol.np 


Method 


AAT/NAP 


Start 


1128 


End 


4360 


GI 


6907089 


Score 


4082 


Exons 


1128. .2389, 2482. .4360 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


41699 


Seq. ID 


OJ000302 


Gene No. 


86587 


Strand 


+ 


Start 


16823 


End 


17020 


Name 


OJ000302 07.0407.C2.ol.gp 


Method 


AAT/GAP 



41897 





Start 


16823 


End 


17020 








GI 


none 


Score 


323 








Exons 


16823. . 17020 












Seq. No. 


41699 


Seq. ID 


OJ000302_ 


_07. 


0407 


,C2 


Gene No. 


86588 


Strand 


+ 








Start 


27814 


End 


29086 








Name 


OJ000302 07.0407.C2.o4.np 


Method 


AAT/NAP 








Start 


27814 


End 


29086 








GI 


7523512 


Score 


188 










27814. .27839, 28964. .29086 












GI Descrio. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Sea No . 


41699 


Seq. ID 


OJ000302_ 


_07. 


0407 


.C2 


Gene No. 


86589 


Strand 


+ 








Start 


29724 


End 


34 665 








Name 


OJ000302 07.0407.C2.o5.np 


Method 


AAT/NAP 








Start 


29724 


End 


33012 








GI 


6907089 


Score 


5024 








F! von ^ 


29724. .30985, 31080.. 33012 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


41699 


Seq. ID. 


OJ000302 


_07. 


0407 


.C2 


-Gene No . . 


86589 - ' 


Strand- 


.+..,.- :.: ; 








Start 


29724' 


End -* 


: 34 665 V 








Name 


OJ000302 07.0407.C2.o7.gs 


Method 


GEN SCAN 








Start 


29724 


End 


34665 










none 


Score 


.94 








UAVllu 


29724. .30985, 31080 .. 32553, 


32611. .33001, 34046 


. .34665 




Sea No 


41699 


Seq. ID 


OJ000302 


_07 


0407 


.C2 


Gene No. 


86590 


Strand 


+ 








Start 


35422 


End 


35806 








Name 


OJ000302 07.0407.C2.o4.gp 


Method 


AAT/GAP 








Start 


35422 


End 


35806 








GI 


uOosflcyp033a04bl 


Score 


628 








Exons 


35422. .35806 












GT Dpsrrio. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomi 


DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


41699 


Seq. ID 


OJ000302 


_07 


.0407 


.C2 


Gene No. 


86591 


Strand 










Start 


5003 


End 


13865 








Name 


OJ000302 07.0407.C2.o2.gs 


Method 


GENSCAN 








Start 


5003 


End 


13865 








GI 


none 


Score 


.4 . 








Exons 


5003. .8731, 8795. .11176, 11232. .11353, 


11674. .11829, 





12001. .12077, 13807.. 13865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41699 
86591 
5003 

OJ000302JD7 . 0407 . C2 .o2 . np 
5006 
7228457 

5006.. 6556, 6623.-7774, 7897.. 8731, 8795.. 10730, 10792, 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 07. 0407. C2 



13865 
AAT/NAP 
11158 
9220 



11158 



41898 




retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza 



Seq. No. 41699 Seq. ID 

Gene No. 86592 Strand 

Start 17213 End 24233 

Name OJ000302_07 . 0407.C2.o3 .gs Method GEN SCAN 

Start 17213 End 21576 

GI none Score . 48 

Exons 17213. .17515, 17863 17923, 18057 18124, 18230 

18393..18566, 18823 .. 18863, 18978 19027 , 19140 



OJ000302 07. 0407. C2 



.18265, 
,19228, 



19330. .19518, 19524. .19612, 21160 .. 21291 , 21450.. 21576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41699 
86592 
17213 

OJ000302_07.0407.C2.o3.np 

17278 

6137253 

17278. .17515, 17863 .. 17923, 
18393. .18561, 18932 .. 19027 , 
19524. .19639, 22789 .. 22819, 



Seq. ID OJ000302_07.0407.C2 
Strand 

End 24233 

Method AAT/NAP 

End 24233 

Score 1040 
18057. .18124, 18230. .18265, 
19140. .19228, 19330. .19404, 
22969. .23155, 23897.. 24233 



HYPOTHETICAL MLO-LIKE PROTEIN F4P9. 44/.T01B0.8 . 26 

6598814 | gb | AAC69142 . 2 | (U78..7>2'i ^putatiye, Mlo protein 
[Arabidopsis thalianaj 



41699 Seq. ID 

86592 Strand 

17213 End 

OJ000302_07 . 0407 . C2 . o5 . gs Method 

23325 End 

none Score 
23325. .24233 



OJ000302_07.0407.C2 

24233 
GENSCAN 
24233 
.98 



Seq. No. 41699 

Gene No. 86593 

Start 28105 

Name OJ000302_07 . 0407 . C2 . 08 . tm 

Start 4964 

GI none 

Exons 4964.. 5146, 4965.. 5141 

Seq. No. 41699 

Gene No. 8 6593 

Start 28105 

Name OJ000302_07 . 0407 . C2 . o7 . tw 

Start 5015 

GI none 

Exons 5015.. 5140, 5019.. 5141, 5326. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_07.0407.C2 
40437 

TBLASTX: Maize 

5146 

125 



Seq. ID ,OJ000302_07.0407.C2 
Strand 

End 40437 

Method TBLASTX : Wheat 

End 5617 

Score 83 

5616, 5333.. 5617, 5334.. 5612 



Seq. No. 41699 Seq. ID 

Gene No. 86593 Strand 

Start 28105 End 

Name OJ000302_07 . 0407 . C2 . o4 . tw Method 

Start 5618 , End 

GI none Score 

Exons 5618.. 5998, 5649.. 5897, 5943.. 5999 



OJ000302_07.0407.C2 
40437 

TBLASTX: Wheat 

5999 

165 



41899 



0 m 



Seq. No. 


41699 








Seq. ID 


OJ000302_07 . 0407 


. C2 


Gene No. 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5813 








End 


6136 




GI 


none 








Score 


192, 




Exons 


5813. .6136, 


5826. 


.6107 










Seq. No. 


41699 








Seq. ID 


OJ000302_07 . 0407 


. C2 


Gene No. 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


6329 








End 


6641 




GI 


none 








Score 


58 




Exons 


6329. . 6580, 


6440. 


.6628, 


6465. 


.6641 






Seq. No. 


41699 








Seq. ID 


OJ000302_07.0407 


.C2 


Gene No. 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6644 








End 


7102 




GI 


none 








Score 


.87 




Exons 


66.44.-6793, 


6645. 


.6782-, 


;/6<?47 ..- 


.6784, 6840. .7013, 6854. .7102, 




68 5 4 : ;\ 70 -78 














Seq. No. 


41699 








Seq. ID 


OJ000302_07.0407 


.C2 


Gene No. 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7703 








End 


8074 




GI 


none 








Score 


90 




Exons 


7703. .8074, 


7914. 


.8057 










Seq. No. 


41699 








Seq. ID 


OJ000302_07.0407 


.C2 


Gene No . 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7728 








End 


8152 




GI 


none 








Score 


326 




Exons 


7728. .8147, 


7733. 


.8152 










Seq. No. 


41699 








Seq. ID 


OJ000302_07.0407 


.02 


Gene No. 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7826 








End 


8210 




GI 


none 








Score 


219 




Exons 


7826. .8209, 


7845. 


.8210 










Seq. No. 


41699 








Seq. ID 


OJ000302_07.0407 


.C2 


Gene No. 


86593 








Strand 






Start 


28105 








End 


40437 




Name 


OJ000302 07 


.0407. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8237 








End 


8593 




GI 


none 








Score 


104 




Exons 


8237. .8470, 


8237 


.8593, 


8247. 


.8558 







41900 




Seq. No. 


41699 






Seq. ID 


OJ000302 07.040/. 




Gene No. 


86593 






Strand 






Start 


28105 






End 


40437 




Name 


OJ000302 07. 


0407 


.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8261 






End 


8723 




GI 


none 






Score 


401 




Exons 


8261. .8722, 


8262 


. .8723 








Seq. No. 


41699 






Seq. ID 


OJ000302 07.U4U/. 




Gene No . 


86593 






Strand 






Start 


28105 






End 


40437 




Name 


OJ000302 07. 


0407 


.C2.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


8318 






End 


8683 




GI 


none 






Score 


117 




Exons 


8318. .8452, 


8459 


. .8683 . 








Seq. No. 


41699 






Seq. ID 


OJ000302_07.0407 


C2 


Gene No. 


86593 






Strand 






Start 


28105 






End 


40437 




Name 


OJ000302 07 


0407 


.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8888 






End 


9374 






none 




. ,9*179,' 9201,. 


.Score 


172 




.Exons, . 


&8&:. '931-3 


■8892 


3374 v:_; 





















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41699 Seq. -ID 

86593 Strand 
28105 End 
OJ000302_07 . 04 07 . C2 . 06 . tw Method 
10112 End 
none Score 

10112. .10369, 10146. .10385, 10352 10450, 

10457. .10504, 32045. .32155, 32162.. 32221 



OJ000302_07.0407.C2 
40437 

TBLASTX: Wheat 
32221 
89 

10353. .10433, 





Seq. No. 


41699 




Seq. ID 


OJ000302_07.0407 


.C2 




Gene No. 


86593 




Strand 






u 


Start 


28105 




End 


40437 






Name 


OJ000302 07. 0407. C2. 


o7 .tm 


Method 


TBLASTX: Maize 






Start 


10214 




End 


10499 




ij 


GI 


none 




Score 


67 






Exons 


10214. .10498, 10214. 


.10462, 


10215. .10499 






Seq. No. 


41699 




Seq. ID 


OJ000302_07.0407 


.C2 




Gene No. 


86593 




Strand 








Start 


28105 




End 


40437 






Name 


OJ000302 07. 0407. C2. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


18063 




End 


19205 






GI 


none 




Score 


85 






Exons 


18063. .18125, 18065. 


.18124, 


18230. . 18268, 18232 .. 18303, 








18234. .18266, 18366. 


.18563, 


18385. .18567, 18424 .. 18567 , 








18818. .18883, 18820. 


.18870, 


18976. .19029, 18977 .. 19030, 








19140. .19205, 19142. 


.19204 










Seq. No. 


41699 




Seq. ID 


OJ000302_07.0407 


.C2 




Gene No. 


86593 




Strand 








Start 


28105 




End 


40437 






Name 


OJ000302 07. 0407. C2. 


o3.ts 


Method 


TBLASTX: Soybean 





41901 





Start 
GI 

Exons 



18489 
none 



End 
Score 



19398 
74 



18489. .18563, 184 90 18567 , 18818 18883, 18820 18870, 
18976. .19029, 18977 19030, 19140 19256, 19142 19237 , 
19327.. 19398 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41699 Seq. ID 

86593 Strand 
28105 End 
OJ000302_07 . 04 07 . C2 . o2 . tc Method 
18994 End 
none Score 

18994. .19044, 19140 .. 19223, 19142 

19330. .19398, 19333 .. 19398 , 19524 

41699 Seq. ID 

86593 Strand 
28105 End 
OJ000302_07 . 0407 . C2 . o5 . tm Method 
19208 End 
none Score 



OJ000302 07. 0407. C2 



40437 

TBLASTX: Cress 
22819 
107 

19237, 19145. .19225, 
19613, 22763.. 22819 



OJ000302_07.0407.C2 
40437 

TBLASTX: Maize 

23088 

74 



19208. .19237, 19327 .. 19404, 19328 .. 1940S, 19330 1 9404 , 
19519. .19614, 19524. .19613, 22760 .. 22822, 22767 .. 22820, 
22963 ...23.088, 22970'.,. 2.3.08.6 ~ . ,. 



41699 
86593 
28105 

OJ000302JJ7 . 04 07 . C2 . ol . tc 

23937 

none 

23937. .24200 

41699 
86593 
28105 

OJ000302_07.0407.C2.ol.ts 

23937 

none 

23937. .24203 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_07.0407.C2 
40437 

TBLASTX: Cress 

24200 

267 



OJ000302_07.0407.C2 
40437 

TBLASTX: Soybean 

24203 

291 



Seq. No. 41699 

Gene No. 86593 

Start 28105 

Name OJ000302_07 . 04 07 . C2 . 06 . tm 

Start 23937 

GI none 

Exons 23937. .24194 

Seq. No. 41699 

Gene No. 86593 

Start 28105 

Name OJ000302_07 . 0407 .C2 .06. gs 

Start 28105 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_07.0407.C2 
40437 

TBLASTX: Maize 

24194 

214 



Seq. ID OJ000302_07.0407.C2 
Strand 

End 40437 

Method GENSCAN 

End 29443 

Score .65 



28105. .28212, 284 93 .. 28582, 28682 .. 28754 , 29340.. 29443 



41902 






4 1 fiQQ 


Seq. ID 


OJ000302 


07.0407 


.C2 


bene inu . 




Strand 








Start 


28105 


End 


40437 






Name 


OJ000302_07 . 0407 . C2 . 


o6.np Method 


AAT/NAP 






Cf arf 
O UCli. L. 


28965 


End 


39304 










Score 


599 






Exons 


^fiQfiS ?Qfi?fi ^40^6 


.34493, 34545. .34656,. 35649 


. .35702, 
















ul UcSOIip. 


(AT, 117265* zhbOOOlO 


1 [Oryza sativa] 








oeq. in o . 


41 fiQQ 


Seq. ID 


OJ000302 


07.0407 


.C2 




o uj 


Strand 








Start 


28105 


End 


40437 






Name 


OJ000302 07. 0407. C2 . 


o7.np Method 


AAT/NAP 






Start 


33821 


End 


40437 






GI 


729704 


Score 


75 






Exons 


33821. .33915, 34031. 


.34318, 38664. .38735, 38762 


. .38855, 






39853. .39933, 40336. 


.40437 








GI Descrip. 


DNA-BINDING PROTEIN 


HEXBP (HEXAMER- BINDING PROTEIN) 





gi|1078700|pir| IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



oeq . wo.. 


41 fiQQ 

fixoyy- .v.. ... 


Seq. ID 


OJ000302 


.07 . 040.7. 


.C2 


(aene lno. 


ft fi^Q'} " ' f 


rand 








C 4 > yf 

OLdlt 


9ft i n^ 


End 


40437 






LN CLILIC 


OJ000302 07 0407 .C2 .08 .as 


Method 


GENSCAN 






Start 


34854 


End 


34985 






GI 


none 


Score 


.46 






Exons 


34854. .34985 










Seq. No. 


41699 


Seq. ID 


OJ000302_ 


_07.0407 


.C2 


Gene No. 


86593 


Strand 








Start 


28105 


End 


40437 






Name 


OJ000302 07.0407.C2.o9.gs 


Method 


GENSCAN 






Start 


35633 


End 


37019 






GI 


none 


Score 


.56 






Exons 


35633. .35708, 36904.. 37019 










Seq. No. 


41700 


Seq. ID 


OJ000302 


_07.0407 


.C3 


Gene No. 


86594 


Strand 


+ 






Start 


1 


End 


6704 






Name 


OJ000302 07.0407.C3.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


6704 






GI 


5852180 


Score 


638 






Exons 


1..48, 2448. .2588, 3666. .3725 


, 4713.. 


4829, 4881 


. .5290, 






5993.. 6068, 6652.. 6704 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


41700 


Seq. ID 


OJ000302 


_07.0407 


.C3 


Gene No. 


86595 


Strand 








Start 


872 


End 


6704 






Name 


OJ000302 07.0407.C3.ol.gs 


Method 


GENSCAN 






Start 


872 


End 


3853 






GI 


none 


Score 


.61 






Exons 


872. .1108, 1250. .2755, 3788.. 


3853 









41903 





Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


872 


End 


1015 


GI 


none 


Score 


126 


Exons 


872. .1015, 876. .1010 






Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.ol.np 


Method 


AAT/NAP 


Start 


875 


End 


6704 


GI 


7228457 


Score 


3208 


Exons 


875. .2425, 2492. .2865, 3486 


..3555, 5076. .5270, 5641. .5759, 




6499. .6704 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 


retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 

< 






Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.* 04.07 . C3 . o3 . tw 


.Method 


TBLASTX: Wheat 


Start 


• 884 * ■ 


End 


1486 


GI 


none 


Score 


77 


Exons 


884. .1009, 888. .1010, 1176. 


.1484, 1202 


..I486, 1203. .1481 


Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1487 


End 


1868 


GI 


none 


Score 


160 


Exons 


1487-.1867, 1518. .1766, 1526. .1864, 1812. .1868 


Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1682 


End 


2005 


GI 


none 


Score 


199 


Exons 


1682. .2005, 1695. .1976 






Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2198 


. End 


2510 


GI 


none 


Score 


68 


Exons 


2198. .2458, 2334. .2510 






Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No. 


86595 


Strand 




Start 


872 


End- 


6704 


Name 


OJ000302 07.0407.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2258 


End 


2824 
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GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5666795 Score 68 

2258.. 2458, 2513.. 2650, 2726.-2824 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000302_07.0407.C3 
Strand 

End 6704 

Method TBLASTX : Wheat 

End 2872 

none Score 88 

2513.. 2662, 2514.. 2651, 2516.. 2653, 2696.. 2869, 2706.. 2870, 
2750. .2872 



41700 
86595 
872 

OJ000302_07.0407.C3.o2.tw 
2513 



Seq. No. 


41700 


Seq. ID 


OJ000302_07.0407.C3 


Gene No . 


86595 


Strand 


- 


Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.ol.gp 


Method 


AAT/GAP 


Start 


3575 


End 


3958 


GI 


uC-osflcyp033a04bl 


Score 


645 


Exons 


3575. .3958 






GI Descrip. 


'6016845/dbj I AP000570 . 1 1 AP000570 3 . Oe- 


-59 Oryza sativa genon 


DNA, chromosome 1, clone : P0711E10 1 




Seq. No . 


41700 ' ' 


Seq : . ID 


OJ000302_07.0407.C3 


Gene No . 


86595 


Strand 




Start 


872 


End 


6704 


Name 


OJ000302 07.0407.C3.o2.gs 


Method 


GENSCAN 


Start 


4709 


End 


6650 


GI 


none 


Score 


.89 


Exons 


4709.. 5409, 6644.. 6650 






Seq. No. 


41701 


Seq. ID 


OJ000302_07.0407.C5 


Gene No . 


86596 


Strand 


+ 


Start 


2012 


End 


3335 


Name 


OJ000302 07.0407.C5.ol.gs 


Method 


GENSCAN 


Start 


2012 


End 


3335 


GI 


none 


Score 


.88 


Exons 


2012.. 2208, 2268..2423, 2514. 


.2660, 3098.. 3335 


Seq. No. 


41701 


Seq. ID 


OJ000302_07.0407.C5 


Gene No. 


86597 


Strand 


■ + 


Start 


5673 


End 


9660 


Name. 


OJ000302 07.0407.C5.o3.gp 


Method 


AAT/GAP 


Start 


5673 


End 


5919 


GI 


3761181 


Score 


435 


Exons 


5673. .5919 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


41701 


Seq. ID 


OJ000302_07.0407.C5 


Gene No. 


86597 


Strand 


+ 


Start 


5673 


End 


9660 


Name 


OJ000302 07.0407.C5.ol.np 


Method 


AAT/NAP 


Start 


5817 


End 


9660 


GI 


7106512 


Score 


2541 


Exons 


5817. .5876, 5950.. 6137, 6206. 


.6532, 6598.-7582, 8160.. 8665 




8714.. 9297, 9346.. 9507, 9561. 


.9660 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



41701 Seq. ID 

86598 Strand 

11917 End 

OJ000302_07 . 04 07 . C5 . o5 . gp Method 

11917 End 

3761181 Score 
11917. .12161 

4521193/dbj | AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000302_07.0407.C5 
+ 

12161 
AAT/GAP 
12161 
413 



41701 
86599 
3349 

OJ000302JD7 . 0407 . C5 . ol . gp 

3349 

6024962 

3349. .3628 

41701 
86600 

-6231. ■ * 

OJ000302_07.0407.C5.o2.gs 

6231 

none 

6231. .6406, 6591. .6752, 6803. 
7434. .7595 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End ' 
Method ' ■ 
End 
Score 



OJ000302_07.0407.C5 

3628 
AAT/GAP 
3628 
503 



OJ000302_07.0407.C5 

7595 
GENSCAN 
7595 
.41 



.6931, 7071. .7199, 7311. .7410, 



Seq. No. 


41701 






Seq. ID 


OJ000302_07.0407.C5 


Gene No. 


86601 






Strand 




Start 


8284 






End 


13062 


Name 


OJ000302 07. 


0407.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2533 






End 


3206 


GI 


none 






Score 


204 


Exons 


2533. .2661, 


2556. .2663, 


2609 


..2665, 3095.. 3205, 3096.. 3206 


Seq. No. 


41701 






Seq. ID 


OJ000302_07.0407.C5 


Gene No. 


86601 






Strand 




Start 


8284 






End 


13062 


Name 


OJ000302 07. 


0407.C5.o3. 


gs 


Method 


GENSCAN 


Start 


8284 






End 


13062 


GI 


none 






Score 


.56 


Exons 


8284. .8527, 


8568. .8689, 


8710 


..9045, 9061. .9312, 9328. .9465, 




10104. .10245 


, 12708. .12869, 


12890. .13062 


Seq. No. 


41701 






Seq. ID 


OJ000302_07.0407.C5 


Gene No. 


86601 






Strand 




Start 


8284 






End 


13062 


Name 


OJ000302 07. 


0407.C5.o2. 


np 


Method 


AAT/NAP 


Start 


10098 






End 


10250 


GI 


7106513 






Score 


215 



Exons 10098. .10250 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 
Seq. No. 41701 Seq. ID OJ000302_07 . 0407 . C5 
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Gene No. 86601 Strand 

Start 8284 End 13062 

Name OJ000302_07 . 0407 . C5 .o4 .gp Method AAT/GAP 

Start 11803 End 11908 

GI 5816518 Score 155 

Exons 11803. .11908 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 41702 

Gene No. 86602 

Start 479 

Name OJ000302_07 . 0407 .'C6 . ol . gs 

Start 479 

GI none 
Exons 



Seq. ID OJ000302_07.0407.C6 

Strand + 

End 4001 

Method GENS CAN 

End 4001 

Score .75 



479. .536, 2256.-2596, 2677. .3367, 3850. .4001 



Sea No. 


41702 


Seq. ID 


OJ000302 07. 0407. C6 


Gene No . 


86603 


Strand 


+ 


u Lai l 


5528 


End 


6151 


Name 


OJ000302 07.0407.C6.o2.gs 


Method 


GENSCAN 


Start 


5528 


End 


5978 




,none 


Score 


.68 


Exons 


5528;. .5671, 574.9.. 5796, 5907; 


.5978 




Seq. No. 


41702 


Seq. ID 


OJ000302_07.0407.C6 


Gene No. 


86603 


Strand 


+ 


Start 


5528 


End 


6151 


Name 


OJ000302 07.0407.C6.ol.np 


Method 


AAT/NAP 


Start 


5531 


End 


6151 


GI 


3915866 


Score 


240 


Exons 


5531.. 5671, 5749.. 5796, 5907. 


.5978, 6071.. 6151 


GI Descrip. 


GLUTAMINYL-TRNA SYNTHETASE (GLUTAMINE- 


-TRNA LIGASE) (GLNRS) 




gi|7437754 |pir| IT09643 glutamine — tRNA: ligase (EC 6.1.1.18) 




yellow lupine gi I 2995455 I emb| CAA62901 . 


1| (X91787) tRNA-glut 




synthetase [Lupinus luteus] 






Seq. No. 


41702 


Seq. ID 


OJ000302_07.0407.C6 


Gene No. 


86603 


Strand 


+ 


Start 


5528 


End 


6151 


Name 


OJ000302 07.0407.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5584 


End 


6151 


GI 


none 


Score 


104 


Exons 


5584.. 5679, 5591.. 5680, 5760. 


.5798, 5761. .5808, 5886. .5948, 



5906.. 5983, 5906.. 5980, 6068.. 6151, 6076.. 6150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



41703 
86604 
170 

OJ000302_07 . 0407 . C7 . ol . np 
170 

3915866 

170. .273, 390. .451, 562. .663, 

1376.. 1553, 1674.. 1871, 1948. .2046, 2157.. 2288, 2371 
2620. .2719, 2826. .2921, 3081. .3181, 3281. .3386 
GLUTAMINYL-TRNA SYNTHETASE (GLUTAMINE- -TRNA LIGASE) (GLNRS) 
gi I 7437754 Ipir | | TO 964 3 glutamine— tRNA ligase (EC 6.1.1.18) 



OJ000302_07.0407.C7 
+ 

3397 
AAT/NAP 
3386 
1889 

754. .846, 948. .1100, 1193. .1248, 

2507,- 



Seq. ID 

Strand 

End 

Method 

End 

Score 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
..Gene No. 
"Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



yellow lupine gi I 2995455 | emb | CAA62901 . 1 1 (X91787) tRNA-glutamine 
synthetase [Lupinus luteus] 



41703 
86604 
170 

OJ000302_07 . 04 07 . C7 . o3 . tm 
176 
none 



Seq. ID OJ000302_07.0407.C7 

Strand + 

End 3397 

Method TBLASTX : Mai ze 

End - 596 

Score 130 



176. .271, 177. .272, 180. .272, 181. .276, 3.64. .408, 388. .453, 
389. .451, 390. .452, 391. .453, 556. .594, 561. .596 



41703 
86604 
170 

OJ000302_07 . 04 07 . C7 . ol . gs 
178 



Seq. ID OJ000302_07.0407.C7 
Strand + 

3397 
GENSCAN 
3386 
.92 



End 

Method 
End 

none Score 
178. .273, 390. .409, 562. .663, 754. .846, 948. .1100, 1178. .1248, 
1376. .1553, 1674. .1871, 2157. .2288, 2371. .2507, 2620. .2719, 
2826.. 2921, 3081.. 3181, 3281.. 3386 



41703 
86604 

170 - : - 

OJ000302_07 . 0407 . C7 . o3 . ts 
602 
none 



Seq. ID OJ000302_07.0407.C7 

Strand - + 

: ' * End 3397 

Method TBLASTX : Soybean 

End 1088 

Score 71 



602. .664, 745. .849, 813. .848, 947. .1075, 948. .1088 



41703 
86604 
170 

OJ000302_07 . 0407 . C7 . o2 . tm 
741 
none 



Seq. ID OJ000302_07.0407.C7 
Strand + 

3397 

TBLASTX: Maize 
1260 
94 



End 

Method 
End 
Score 

741. .848, 745. .849, 939. .1112, 947. .1117, 948. .1118, 1149. .1247, 
1163. .1255, 1179.. 1247, 1186.. 1260 



41703 Seq. ID 

86604 Strand 

170 End 

OJ000302_07 . 0407 . C7 . ol . gp Method 

945 End 

1631631 Score 
945. .1100, 1193. .1248, 1376 
3915866/sp | P52780 | SYQ_LUPLU 



OJ000302_07.0407.C7 
+ 

3397 
AAT/GAP 
1554 
652 



.1554 

4.0e-47 GLUTAMINYL-TRNA SYNTHETASE 
(GLUTAMINE — TRNA LIGASE) (GLNRS) >gi_2995455_emb_CAA62901_ 
(X91787) tRNA-glutamine synthetase [Lupinus luteus] 



Seq. No. 


41703 








Gene No. 


86604 








Start 


170 








Name 


OJ000302 07 


0407 


,C7,ol. 


ts 


Start 


1193 








GI 


none 








Exons 


1193. .1252, 


1194 


. .1250, 


1195 



Seq. ID OJ000302_07.0407.C7 

Strand + 

End 3397 

Method TBLASTX : Soybean 

End 2039 

Score 48 

.1260, 1196.. 1255, 1357.. 1548, 
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1368. .1553, 1373. .1543, 1374 .. 1553, • 1375 .. 1554, 1663. .1866, 
1671.. 1871, 1673. .1867, 1941.. 2039, 1945. .2037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41703 
86604 
170 

OJ000302_07, 

1370 

none 

1370. .1393, 
1429. .1554, 
1945. .2043, 
2156. .2296, 
2379. .2507, 
2851. .2922, 
3279. .3386, 



0407.C7.ol.tm 



1371. .1409, 1371. 

1436.. 1582, 1670. 

1947. .2045, 1955. 

2157.. 2297, 2359. 

2579. .2713, 2618. 

3072.. 3173, 3080. 
3281. .3388 



Seq. ID OJ000302_07.0407.C7 

Strand + 

End 3397 

Method TBLASTX : Maize ' 

End 3388 

Score 71 

.1409, 1425. .1556, 1428. .1553, 
.1870, 1671.. 1871, 1941.. 2048, 
.2047, 2091. .2138, 2151. .2297, 
.2502, 2368. .2505, 2370. .2507, 
.2719, 2825. .2881, 2826. .2924, 
.3190, 3080.. 3184, 3266.. 3385, 



Seq. No. 41703 

Gene No. 86604 

Start 170 

Name OJ000302_07 . 0407 . C7 . o2 . gp 

Start 1797 

GI uC-osflM202083f05bl 

Exons .1797.. 1871, 1948. .2046, 2£57 . 
GI Descrip. ' 3915866/sp | P52780 | SYQ_LUPLU 



Seq. ID OJ000302_07.0407.C7 
Strand + 
End 3397 
Method AAT/GAP 
End 2395 
Score 570 
i.2288, 2371. .2395 "• 

6.0e-51 GLUTAMI&YL-TRNA SYNTHETASE 



(GLUTAMINE — TRNA LIGASE)' (GLNRS) >gi_2995455_emb_CAA62901_ 
(X91787) tRNA-glutamine synthetase [Lupinus luteus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41703 Seq. ID 

86604 Strand 

170 End 

OJ000302_07 . 0407 . C7 . ol . tc Method 

2151 End 

none Score 



OJ000302_07.0407.C7 
+ 

3397 

TBLASTX: Cress 

2692 

189 



2151. .2291, 2156. .2293, 2169. .2294, 2364. .2513, 2368. .2526, 
2648. .2692 



Seq. No. . 41703 
Gene No. 86604 
Start 170 

Name OJ000302_07 . 0407 . C7 . o2 . ts 

Start 2151 
GI none 

Exons 2151.. 2297, 2157.. 2288, 2159. 

2368.. 2520, 2579.. 2722, 2618. 
2826.-2924, 2854.. 2919, 3078. 
3134.. 3196, 3266.. 3382, 3279. 



Seq. ID OJ000302_07.0407.C7 

Strand + 

End 3397 

Method TBLASTX : Soybean 

End 3386 

Score 202 

.2299, 2362.. 2499, 2364.. 2513, 
.2722, 2619. .2723, 2791. .2922, 
.3167, 3081. .3173, 3083. .3184, 
.3386 



Seq. No. 41703 Seq. ID 

Gene No. 86604 Strand 

Start 170 End 

Name OJ000302_07 . 04 07 . C7 . ol . tw Method 

Start 2377 End 

GI none Score 
Exons 



OJ000302_07.0407.C7 
+ 

3397 

TBLASTX: Wheat 

3397 

141 * 



2377.. 2505, 2379. .2507, 2382.. 2507, 2615. .2722, 2618.. 2722, 
2619.. 2729, 2824. .2922, 2826.. 2924, 3079. .3165, 3080.. 3184, 
3081.. 3170, 3266.. 3397, 3279.. 3386, 3280.. 3387 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 
i GI . 
I Exons 
J 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



41703 
86604 
170 

OJ000302J37 . 0407 . C7 . o2 . tc 
3080 
none 



Seq. ID OJ000302_07.0407.C7 

Strand + 

End 3397 

Method TBLASTX : Cress 

End 3397 

Score 147 



3080. .3184, 3081. .3173, 3266. .3397, 3279.. 3386 



41704 
86605 
1 

OJ000302_07 . 0407 .C8 . ol . np 
1 

4680179 
1..2993, 3027.. 4106 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000302_07.0407.C8 
Strand. 

End 5162 

Method AAT/NAP 

End 4106 

Score 478 9 



41704 
86605 
1 

OJ000302_07 . 0407 . C8 . ol . tw 
2 

none 

2. .595, 9.-539 

41704 
86605 
1 

OJ000302_07 . 04 07 . C8 . o2 . tm 
5 

none 

5.-256, 9.-257, 254. .415, 261. .407 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Wheat 

End 595 - 

Score 267 >^ Y 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Mai ze 

End 415 

Score 165 





Seq. No. 


41704 




Seq. ID 


OJ000302_07.0407.C8 




Gene No. 


86605 




Strand 






Start 


1 




End 


5162 




Name 


OJ000302 


07.0407.C8.ol.gs 


Method 


GENSCAN 


IS? 


Start 


17 




End 


5162 


J 


GI 


none 




Score 


.53 




Exons 


17. .2685, 


2915. .4103, 4330. 


.4358, 4397 


..4990, 5033.. 5162 




Seq. No. 


41704 




Seq. ID 


OJ000302_07.0407.C8 




Gene No. 


86605 




Strand 






Start 


1 




End 


5162 




Name 


OJ000302 


07.0407.C8.o4.tm 


Method 


TBLASTX :Maize 




Start 


464 




End 


755 




GI 


none 




Score 


214 




Exons 


464. .754, 


468. .755 








Seq. No. 


41704 




Seq. ID 


OJ000302_07.0407.C8 




Gene No. 


86605 




Strand 






Start . 


1 




End 


5162 




Name 


OJ000302 


07.0407.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


554 




End 


814 




GI 


none 




Score 


1.49 




Exons 


554. .814, 


555. .809 
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Seq. No. 41704 Seq. ID 

Gene No. 86605 Strand 

Start 1 End 

Name OJ000302_07 . 0407 . C8 . ol . tc Method 

Start 578 End 

GI none Score 

Exons 578.. 721, 579.. 719, 722.. 895 

Seq. No. 41704 . 

Gene No. 86605 

Start 1 

Name OJ000302_07 . 04 07 . C8 . o2 . tw 

Start 602 

GI none 

Exons 602.. 1165, 606.. 1166 

Seq. No. 41704 

Gene No. 86605 

Start 1 

Name OJ000302_07 . 04 07 . C8 . ol . tm 

Start 1108 

GI none 

Exons 1108.. 1521, 1160.. 1522, 1169. 

Seq. No. 41704 

Gene No. 86605 

Start 1 

Name OJ000302_07 . 04 07 . C8 . o3 . tw 

Start 1169 

GI none 

Exons 1169.. 1546, 1169.. 1594, 1173. 

Seq. No. 41704 

Gene No. 86605 

Start 1 

Name * OJ000302_07 . 0407 .C8 .o3 . ts 

Start 1343 

GI none 

Exons 1343.. 1588, 1443.. 1571 

Seq. No. 41704 
Gene No. . 86605 

Start 1 

Name OJ000302_07 . 0407 .C8 ,o3 . tm 

Start 1559 

GI none 

Exons 1559.. 1873, 1602.. 1652, 1680. 

Seq. No. 41704 

Gene No. 86605 

Start 1 

Name OJ000302_07 . 0407 . C8 . o5 . tw 

Start 1595 

GI none 

Exons 1595.. 1897, 1611.. 1895, 1816. 



OJ000302_07.0407.C8 
5162 

TBLASTX: Cress 

895 

78 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX: Wheat 

End 1166 

Score 339 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Maize 

End 1523 

Score 185 
.1522, 1173.-. 1523 

Seq. ID OJ000302_07.0407.C8 
Strand 

5162 

TBLASTX: Wheat 
1594 
199 



End 

Method 
End 
Score 
.1562 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Soybean 

End 1588 

Score 71 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Mai ze 

End 2059 

Score 50 

.1733, 1880.. 2059, 1905.. 2051 

Seq. ID OJ000302_07.040?.C8 
Strand 

End 5162 

Method TBLASTX : Wheat 

End 18 97 

Score 267 
.1896 
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# 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



417.04 
86605 
1 

OJ000302_07, 

1609 

none 

1609. .1878, 

41704 
86605 
1 

OJ000302_07. 

1946 

none 

1946. .2323, 

41704 
86605 
1 

OJ000302_07, 

1982 

none 

1982. .2299 

41704 
86605 
1 

OJ000302_07, 

2127 

none 

2127. .2417, 

41704 
86605 
1 

OJ000302_07. 

2543 

none 

2543. .2710, 

41704 
86605 
1 

OJ000302_07. 

3279 

none 

3279. .3509 

41704 
86605 
1 

OJ000302_07. 

3324 

none 

3324. .3629, 



Seq/ ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Soybean 

End 2005 

Score 188 
1610. .1969, 1611. .1901, 1929. .1967, 1973. .2005 



0407.C8.ol.ts 



0407.C8.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_07.0407.C8 
5162 

TBLASTX: Wheat 

2432 

195 



1949. .2314, 2004. .2432, 2378. .2428 



0407.C8.o2.tc 



0407.C8.o5.tm 
2129. .2416 

0407.C8.o7.tw 
2598.. 2711, 2756. 

0407.C8.o8.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_07.0407.C8 
5162 

TBLASTX: Cress 

2299 

185 



OJ000302_07.0407.C8 
5162 

TBLASTX: Maize 

2417 

185 



Seq. ID OJ000302_07.0407.C8 
Strand 

End 5162 

Method TBLASTX : Wheat 

End 2966 

Score 77 

.2830, 2824.. 2910, 2826. .2966 



0407.C8.o6.tm 



3499. .3615 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_07.0407.C8 
5162 

TBLASTX: Wheat 

3509 

175 



OJ000302_07.0407.C8 
5162 

TBLASTX: Maize 

3629 

90 



Seq. No. 



41704 



Seq. ID OJ000302_07.0407.C8 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86605 Strand 

1 End 

OJ000302_07 . 0407 . C8 . 06 . tw Method 

3510 End 

none Score 
3510. .3872, 3511.. 3870 



5162 

TBLASTX: Wheat 

3872 

146 



OJ000302 07. 0407. C8 



41704 Seq. ID 

86605 Strand 
1 End 5162 

OJ000302_07 . 0407 . C8 . ol . gp Method AAT/GAP 

4433 End 4887 

95437_1.R1084 Score 762 

4433.-4887 

'4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, 
sequence ' 



complete 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41705 Seq. ID 

86606 Strand 

1 End 

OJ000302_07.0407.C9.ol.np Method 

1 End 

136640 Score 



OJ000302_07.0407.C9 
+ 

8516 
AAT/NAP 
2487 
310 



1. .163, 1475. .1563, 2362.. 2487 

UBIQUITIN-CONJUGATING ENZYME E2-17 KD (CJBIQUITIN-PROTEIN LIGASE) 

(UBIQUITIN CARRIER PROTEIN) gi 1170785 (M62720) ubiquitin carrier 
protein [Triticum aestivum] 



41705 
86606 
1 

OJ000302_07.0407.C9.ol.gs 

607 

none 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method GENS CAN 

End 8507 

Score .85 



607. .802, 1475. .1563, 2362. .2455, 2803. .2873, 3353. .3520, 
4420. .4605, 4710. .4815, 4907. .5043, 5519. .5602, 5687. .5778, 
5887. .6169, 6266.-6358, 6913. .7109, 7168. .7338, 7438. .7588, 
7660. .7800, 7890. .8063, 8208. .8286, 8386. .8507 



41705 
86606 
1 

OJ000302_07.0407.C9.o2.tc 

1474 

none 



Seq. ID OJ000302_07.0407.C9 



Strand 
End 

Method 

End 

Score 



+ 

8516 

TBLASTX: Cress 

2490 

154 



1474. .1563, 1475. .1558, 1476. .1559, 2359. .2490, 2361. .2486 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Wheat 

End 2490 

Score 154 
1475. .1543, 1476. .1559, 2351. .2479, 2355. .2480, 



41705 
86606 
1 

OJ000302_07 . 04 07 . C9 . o3 . tw 
1474 
none 

1474. .1563, 

2359.. 2490, 2361.. 2486 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI ; * f 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41705 
86606 
1 

OJ000302J37 . 0407 . C9 . o2 . tm 

1474 

none 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Maize 

End 24 90 

Score 154 



1474. .1563, 1478. .1543, 1479. .1571, 2351. .2488, 2356.-2478, 
2358.-2486, 2359. .2490 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method AAT/GAP 

End 2743 

Score 878 



41705 
86606 
1 

OJ000302_07 . 0407 . C9 . ol . gp 
1475 

14280_1.R1084 
1475. .1563, 2362.. 2743 

1 2104 679/emb | CAA66480 | 4.0e-76 (X97906) transcription factor 
[Vicia faba] • 



41705 
86606 
1 

OJ000302_07.0407.C9.o3.ts 
2342 :'■ 
none 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Soybean 

End ■ 2554 

Score 87 



2342.-2479, 2355. .2486, 2359. .2508, 2360. .2554 



41705 
86606 

1, 

OJ000302_07, 

3463 

none 

3463. .3519, 
4709. .4816, 
5516. .5584, 
5911. .5970, 
6082. .6174, 
6912. .7073, 
7184. .7336, 
7466. .7588, 



0407.C9.ol.tm 



3467.. 3517, 4419. 

4709.. 4816, 4725. 

5519.. 5605, 5521. 

5912.. 5995, 6045. 

6265.. 6354, 6266. 

6913.. 7086, 7027. 

7184.. 7336, 7185. 

7467.-7589, 7467. 



Seq. ID OJ000302_07.04 

Strand + 

End 8516 

Method TBLASTX : Maize 

End 758 9 

Score 91 

.4607, 4420. .4605, 4420. 
.4817, 4893. .5042, 4894. 
.5619, 5665. .5778, 5687. 
.6167, 6080. .6169, 6080. 
.6358, 6910.. 7041, 6912. 
.7110, 7041.. 7121, 7049. 
.7337, 7186.. 7338, 7186. 
.7589 



07. C9 



.4611, 
.5070, 
.5779, 
.6169, 
.7082, 
.7108, 
.7338, 



41705 
86606 
1 

OJ000302_07.0407.C9.ol.ts 

3463 

none 

3463.. 3519, 3464.. 3517, 4420. 
4724. .4816, 4725. .4817, 4894. 

41705 
86606 
1 

OJ000302_07 . 04 07 . C9 . ol . tc 

3467 

none 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Soybean 

End 5587 

Score 87 

.4614, 4446. .4601, 4448. .4606, 
.5070, 4906.. 5019, 5519.. 5587 

Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Cress 

End 7788 

Score 71 
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Exons 



0 




3467. .3517, 4416. .4601, 4417.. 4605, 4420. .4605, 4725. .4817, 

4754.;4816, 4894. .5043, 4905. .5042, 4928. .5083, 5512. .5628, 

5513.. 5605, 5731.. 5778, 5732.. 5818, 5884.. 5967, 5885.. 5995, 

6080. .6169, 6082. .6165, 6265.-6345, 6266. .6358, 6912. .7076, 

6912. .7040, 6913. .7086, 7041. .7121, 7046. .7108, 7184. .7234, 

7186. .7233, 7205. .7324, 7241. .7342, 7243. .7341, 7435. .7557, 

7436. .7588, 7699. .7767, 7714. .7788, 7734. .7787 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



GI Descrip. 



41705 
86606 
1 

OJ000302_07.0407.C9.o2.np 

3467 

7446209 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method AAT/NAP 

End 8510 

Score 1881 



3467. .3520, 4420. .4605, 4710. .4815, 4907. .5043, 5519. .5602, 
5687. .5778, 5887. .5995, 6083. .6169, 6266. .6358, 6913. .7109, 
7187. .7338, 7438. .7588, 7702. .7800, 7878. .8063, 8208. .8286, 
8386.. 8510 

transcription factor - fava bean gi | 2104 679 | emb I CAA664 80 . 1 1 
(X97906) transcription factor [Vicia faba] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41705 
86606 

1 • , 

OJ00Crf02_07 . 04 07 . C9 . o2 . gp 

4490 

2801365 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End ■ 8516. 

Method AAT/GAP 

End 5962 

Score 1017 



4490. .4605, 4710. .4815, 4907. .5043, 5519. .5602, 5687.-5778, 
5887. .5962 

2104 679/embl CAA66480 | 4.0e-76 (X97906) transcription factor 
[Vicia faba] 



Seq. No. 41705 
Gene No. 86606 
Start 1 

Name OJ000302_07 . 04 07 . C9 . ol . tw 

Start 4770 
GI none 

Exons 4770.. 4820, 4773.. 4817, 4868. 

5516.. 5605, 5517.. 5600, 5517. 
5661.. 5738, 5665.. 5778, 5687, 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Wheat 

End 5950 

Score 70 

.5050, 4894.. 5070, 4906.. 5019, 
.5612, 5518.. 5628, 5519.. 5605, 
.5779, 5884. .5949, 5885. .5950 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41705 
86606 
1 

OJ000302_07, 

5665 

none 

5665. .5739, 



5884. 
6082. 



.5967, 
,6165, 



6912. .7040, 
7184; .7234, 
7420. .7488, 



0407.C9.o2.ts 



5731.. 5778, 5732. 

5885.. 5995, 5886. 

6252.. 6359, 6266. 

6912.. 7085, 6913. 

7185.. 7220, 7186. 

7436.. 7522, 7490. 



Seq. ID OJ000302_07.0407.C9 

Strand + 

End 8516 

Method TBLASTX : Soybean 

End 7598 

Score 70 

.5779, 5756. .5776, 5868. .5990, 
.5978, 6067. .6162, 6080. .6169, 
.6358, 6893.. 7039, 6910.. 7041, 
.7086, 7041. .7121, 7049. .7108, 
.7233, 7241. .7342, 7243. .7341, 
.7588, 7503.. 7598, 7503.. 7589 



Seq. No. 
Gene No. 



41705 
86606 



Seq. ID OJ000302_07.0407.C9 
Strand + 
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f-Tv 



Start 


1 


End 


8516 ' 


Name 


OJ000302 07.0407.C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7217 


End 


7582 


GI 


none 


Score 


208 


Rvon ^ 

1_J *V \~J 1 1 o 


7217.. 7336, 7217. .7336, 7219. 


.7338, 7219. .7338, 7429. .7473, 




7436.. 7525, 7469. .7582, 7476. 


.7559, 7480. .7560 


Seq. No. 


41705 


Seq. ID 


OJ000302_07.0407.C9 


Gene No. 


86606 


Strand 


+ 


Start 


1 


End 


8516 


Name 


OJ000302 07.0407.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


7699 


End 


8516 


GI 


none 


Score 


154 


Rxon s 


7699. .7800, 7734. .7799, 7889. 


.7921, 7965. .8060, 7966. .8061, 




8184.. 8288, 8206.. 8286, 8207. 


.8287, 8379. .8516, 8387. .8503 


Seq. No. 


41706 


Seq. ID 


OJ000302_07 . 0407 . C10 


Gene No. 


86607 


Strand 


+ 


Start 


1 


End 


1314 


Name 


OJ000302 07.0407.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1277 


GI 


23992 1.R1084 


Score 


735 




1..224, 395.-475, 1169. .1277 






GI • Descrio / 


. '221358.3 ?.0e-15 (AC000348 ). - T7N9 .'3- .[Arabidopsis thaliana]' ' 


Seq. No. 


41706 


Seq. ID 


OJ000302_07. 0407. C10 


Gene No. 


86607 


Strand 


+ 


Start 


1 


End 


1314 


Name 


OJ000302 07.0407.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


104 


End 


1261 


GI 


none 


Score 


165 


Exons 


104. .226, 114. .224, 359.-439, 


1217. .1261 


Seq. No. 


41706 


Seq. ID 


OJ000302_07. 0407. C10 


Gene No. 


86607 


Strand 


+ 


Start 


1 


End 


1314 


Name 


OJ000302 07.0407.C10.ol.gs 


Method 


GENSCAN 


Start 


105 


End 


1253 


GI 


none 


Score 


.96 


Exons 


105. .224, 395. .475, 1169. .1253 




Seq. No. 


41706 


Seq. ID 


OJ000302_07. 0407. C10 


Gene No. 


86607 


Strand 


+ 


Start 


1 


End 


1314 


Name 


OJ000302 07.0407.C10.ol.np 


Method 


AAT/NAP 


Start 


108 


End 


1253 


GI 


2213583 


Score 


122 


Exon <5 


108. .224, 398. .483, 1177. .1253 




GI Descrip. 


(AC000348) T7N9.3 [Arabidopsis thaliana] 


Seq. No. 


41706 


Seq. ID 


OJ000302_07. 0407. C10 


Gene No. 


86607 


Strand 


+ 


Start 


1 


End 


1314 


Name. 


OJ000302 07.0407.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


168 


End 


1314 


GI 


none . 


Score 


89 


Exons 


168. .224, 170. .226, 359. .478, 


423. .479, 1148. .1312, 1168. .13 
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0 • 



Seq. No. 


41707 






Seq. ID 


OJ000302 


_01.0405 


.C4 


Gene No. 


86608 






Strand 


+ 






Start 


8950 






End 


11632 






Name 


OJ000302 01 


. 0405 


. C4 .o4 .np 


Method 


AAT/NAP 






Start 


8950 ~ 






•End 


11632 






GI 


4416302 






Score 


2411 








8950. . 11632 














OX L_/ C O • 


(AF105716) 


copia* 


-type pol polyprotein 


[Zea mays] 




Seq. No. 


41707 






Seq. ID 


OJ000302 


_01.0405 


.C4 


Gene No. 


86609 






Strand 








Start 


1883 






End 


4226 






Naine 


OJ000302 01 


.0405 


,C4 .ol.np 


Method 


AAT/NAP 






Start 


1883 ~~ 






End 


4226 






GI 


6069653 






Score 


652 






Pyrin *? 


1883. .2008, 


2208 


..2663, 2695. 


.3656, 4161. .4226 






VJl L-/ O V-^ -1- ^ • 


(AP000616) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


41707 






Seq. ID 


OJ000302 


_01.0405 


.C4 


Gene No. 


86610 






Strand 








Start 


5678 






End 


9231 








OJ000302 01 


.0405 


,C4 ,o2.np 


Method 


AAT/NAP 








5678 ~ 






. End. 


8430 . 






ox 


6721516 






Score 


609 








5678 6006. 


6417 


..6658, 8402. 


.8430 








OX UCS^XX^. 


\r\JZ \J\J X\J l C i 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


41707 






Seq. ID 


OJ000302 


_01.0405 


.C4 


fifing No 


86610 






Strand 








O UCIX u 


5678 






End 


9231 






Name 


OJ000302 01 


.0405 


.C4.o4.ts 


Method 


TBLASTX: 


Soybean 




Qfarf 
O l_.Cl.-L. L. 


6882 ~~ 






End 


9063 






GI 


none 






Score 


75 






F.vrin q 


6882. .7004. 


7068 


..7400, 8808. 


.8870, 8920. .8985, 


9010. .9063 


Seq. No. 


41707 






Seq. ID 


OJ000302 


J31.0405 


.C4 


Gene No. 


86610 






Strand • 








Start* 


5678 






End 


9231 ■ 






Name 


OJ000302 01 


.0405 


.C4 .oS.tw 


Method 


TBLASTX: 


Wheat 




Start 


6921 ~~ 






End 


7304 






GI 


none 






Score 


85 








6921 7049. 


6921 


..7004, 7062. 


.7304, 7076. .7165 






Seq. No. 


41707 






Seq. ID 


OJ000302 


_01.0405 


.C4 


fjpnp No 


86610 






Strand 








Start 


5678 






End 


9231 






Name 


OJ000302 01 


.0405 


.C4 . o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


8778 ~~ 






End 


9138 






GI 


none 






Score 


105 






Exons 


8778. .8870, 


8780 


..8872, 8899. 


.9138, 8907.. 8975, 


9003. .9131 


Seq. No. 


41707 






Seq. ID 


OJ000302 


_01.0405 


.C4 


Gene No. 


86610 






Strand 








Start 


5678 






End 


9231 






Name 


OJ000302 01 


.0405 


.C4.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


8914 






End 


9231 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

8914. .9231, 8928. .9149 

41707 
86611 
9141 

OJ000302_01.0405.C4.o3.tm 
9141 
none 



Score 



215 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 10397 

Method TBLASTX: Maize 

End 9530 

Score 92 

9141. .9272, 9142. .9270, 9260. .9427, 9261. .9431, 9265. .9426, 
9429. .9530 



41707 
86611 
9141 

OJ000302_01.0405.C4 .ol.tw 

9303 

none 



Seq. ID OJ000302_01.0405-C4 
Strand 

End 10397 

Method TBLASTX : Wheat 

End 9875 

Score 122 



9303.. 9416, 9304.. 9426, 9429.. 9548, 9462.. 9557, 9588.-9866, 
9588. .9875 



41707 
86611 
9141 * 

* OJ000302_01 /0405 . C4 . o2 . tm 
9537 
none 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 10397 . ■ 

Method TBLASTX : Maize '■ 

End 10397 

Score 109 



9537. .9608, 9563. .9610, 9608. .10225, 9609. .10226, 10209 10397 , 
10287.. 10325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41707 
86611 
9141 

OJ000302_01.0405.C4.o3.ts 

9717 

none 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 10397 

Method TBLASTX : Soybean 

End 10178 

Score 331 



9717.. 10178, 9788.. 9907, 9974.. 10126 



41707 
86611 
9141 

OJ000302_01.0405.C4.o2.tc 
9762 
none 

9762. .10175 

41707 
86611 
9141 

OJ000302_01 . 0405 . C4 . o4 . tw 
9960 
none 

9960.. 10028, 10044. .10214, 10053 .. 10190, 10054 10212, 
10073. .10213 



Seq. ID OJ000302_01.0405:C4 
Strand 

End 10397 

Method TBLASTX : Cress 

End 10175 

Score 196 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 10397 

Method TBLASTX : Wheat 

End 10214 

Score 98 



Seq. No. 
Gene No. 



41707 
86612 



Seq. ID OJ000302_01.0405.C4 
Strand 



41918 





O Lai L. 


1 U J .7 Q 




Name 


0.1000^09 m 040 s ca 

\JU U U U O U £ Ul • U J . • 


o4 . rm 




1 0*3 Qft _ 




ol 


none 




Exons 


1UJ70 • .lUOfiU, lUfilO. 


1 OfiQQ 


O rt rt» Tvl f\ 

oeq. WO. 


4 1 70*7 




ucllc LNU • 


ftfifil 9 




Start 


10398 




Name 


OJ000302 01. 0405. C4. 


o2. ts 


OLdll 


1 04 1 ^ 




C T 
ul 


c criQ9 CO 




Exons 


1041*3 1 0fift9 1 0R06 


• 1 U O / O / 




1 0670 1 074 1 

1 U U / U • . 1U / 4 1 










Seq. No. 


41707 




Gene No. 


86613 




Of a >-f- 
O LdX U 


1 07fi1 

1U / Ol 




Name 


nTOOO*309 01 040 c i CA 


ob • tm 




1 07R 1 
1U / Ol 






none 




Exons 


1 07ft 1 1 0Q79 1 07ft? 


1 097^ 
■ i u y i *j 


O rt rt* \7 rt 

oeq. wo. 


4 1 7rV7 
H 1 / U / 




bene ino . 


O OOl*l 




Start 


10974 




Name 


OJ000302_01.0405.C4. 


ol . tm 




1 0 Q7 A 

1 U _7 / fl 




C T 
ul 


none 




Exons 


1 0Q74 1 1 1 09 1 HQTfi 


11101 
• 111U1, 




i i i oo 1 1 coc 1 1 1 9 £ 
IIIZj. . 11DZD, 111ZO. 


1 1 £4 1 

• 1 1 Ofi 1 , 




1 1 fift *3 11719 




Q rt /T Mrt 

oeq. ino. 


4 17 07 




Gene No. 


86614 




Start ■ 


10974 






O.TOOO'309 01 040^ CA 


rt 1 +- O 

<J 1 • t o 


Otalt 


1 OQfi *3 ~~ 




TT 


none 




Exons 


lOQft^ 11109 11199 


1 1 *34Q 

. 1 1 J ft 5 , 




1 1 "3Q0 11614 1 1 *3Qft 


1 1 ^fx^ 


Seq. No. 


41707 




Gene No. 


86614 




Of a r f 
O Lai U 


1 0Q74 

1 U _7 t *± 




Name 


Ci 7000*309 01 040^ P4 
UUUUU Out, Ul . U4U J . L4 . 


Ol f- rt 

Ol • uc 


C f- -a r-f- 

o tar l 


Ill ™" 
lilJj 






none 






1 1 1 *^*3 11949 1 1 94 fi 

111 Jj i • llL'lLf 1 1 4 U . 


1 1 ^ftO 

• llJOUf 


Seq. No. 


41707 




Gene No. 


86614 




Start 


10974 




Name 


OJ000302 01. 0405. C4. 


o3. tw 


Start 


11162 




GI 


none 





End 

Method 

End 

Score 



10741 

TBLASTX: Maize 

10699 

291 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 10741 

Method TBLASTX : Soybean 

End 10741 

Score 303 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. .ID- 
Strand 
End 

Method 
End 
Score 



OJ000302_01.0405-C4 
10973 

TBLASTX: Maize 

10973 

256 



OJ000302 01. 0405. C4 



11712 

TBLASTX: Maize 
11712 
202 

10981. .11103, 11122. .11640, 
11529. .11642, 11529. .11651, 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 11712 

Method TBLASTX : Soybean 

End 11614 

Score 86 
11123. .11356, 11126. .11356, 



Seq. ID OJ000302_01.0405.C4 
Strand 

End 11712 

Method TBLASTX : Cress 

End 11611 

Score 69 
11366. .11611, 11392.. 11559 

. Seq. ID OJ000302_01.0405.C4 
Strand 

End 11712 

Method TBLASTX : Wheat 

End 11578 

Score 121 



41919 





F.von 

J_l *\ \S 1 1 i-7 


11162. .11371, 11266. .11367, 


11390. .11578, 11446. 


.11 


Seq. No. 


41708 


Seq. ID 


OJ000302_ 


01. 


Gene No. 


86615 


Strand 


+ 




Start 


464 


End 


1926 




Name 


Ol7000302 01 0405 C5.ol.as 


Method 


GEN SCAN 






464 _ 


End 


1926 






none 


Score 


.43 






4 64 . . 1571, 1784 .. 1926 








Qorf Mr* 


41708 


Seq. ID 


OJ000302 


01. 


Gene No. 


86616 


Strand 






Start 


203 


End 


3121 






OJ000302 01.0405.C5.ol.np 


Method 


AAT/NAP 




OLdX. l_ 


203 


End 


3121 




PT 


6721516 


Score 


150 




U 1 von c 


203. .401, 2867. .3121 








CJT Dpscrio. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41708 


Seq. ID 


OJ000302_ 


_01. 


Gene No. 


86616 


Strand 








203 


End 


3121 




in cunt; 


OJ000302 01.0405.C5.o2.gs 


Method 


GENSCAN 






2749/ 


End 


3065 






none 


Score 


.75 




l* 1 von ^ 


2749.. 2823, 2870.. 2932, 2961 


. .3065 






Qon Kin 
oc?q • LNU • 


41709 


Seq. ID 


OJ000302_ 


_01. 


Gene No. 


86617 


Strand 


+ 




Start 


1 


End 


709 




Name 


OJ000302 01.0405.C7.ol.np 


Method 


AAT/NAP 




OLai L 


1 


End 


709 






5733874 


Score 


126 




IT YAT*1 G 


1..92, 131. .317, 678. .709 








\J A. V— ' X. . 


(AC007932) F11A17.8 [Arabidopsis thaliana] 




Seq. No. 


41709 


Seq. ID 


OJ000302_ 


_01. 


Gene No. 


86617 


Strand 


+ 




Start 


1 


End 


709 




IN CLLUC 


OJ000302 01.0405.C7.ol.gs 


Method 


GENSCAN 




o iai i_ 


102 


End 


338 




\j ± 


none 


Score 


.92 




Exons 


102. .338 








Seq. No. 


41710 


Seq. ID 


OJ000302_ 


_01. 


Gene No. 


86618 


Strand 


+ 




Cf art 


284 


End 


415 




IN. C1.UIC 


OJ000302 01.0405.C8.ol.gs 


Method 


GENSCAN 




o iai u 


284 


End 


415 




(IT 


none 


Score 


.89 




F.xon °. 

UAvl 1 O 


284. .415 








Seq. No. 


41711 


Seq. ID 


OJ000302_ 


_01. 


Gene No. 


86619 


Strand 


+ 




Start 


1977 


End 


3531 




Name 


OJ000302 01.0405.C9.ol.np 


Method 


AAT/NAP 




Start 


1977 


End 


3496 





41920 





GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



140291 Score 152 

1977.. 2124 3457. .3496 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 1 pir | | S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi|226618 Iprf I 1 1603356AQ ORF 185 [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 
+ 

3531 
AAT/NAP 
3531 
151 



01. 0405. C9 



Seq. No. 


A 1 1 1 1 

41/ 11 


Gene No. 


86620 


Start 


3709 


Name 




Start - .., 




GI 


none 


Exons 


6 Jo 1 . . .34 1 J, 




jjl / • .OOOO/ 




OTCA *3 Q O O 

5 / bU . . joz£ , 




4747 . . oUiy , 


Seq. No. 


41711 


Gene No. 


86620 


Start 


3709 


Name 


OJ000302 01 


Start 


3709 


GI 


none 


Exons 


3709. .3943, 


Seq. No. 


41711 


Gene No. 


86620 


Start 


3709 


Name 


OJ000302 01 


Start . . 


3730 


GI 


3068705 


" Exons 


3730. .3886, 


GI Descrip. 


(AF049236) 


Seq. No. 


41711 


Gene No. 


86620 


Start 


3709 


Name 


OJ000302 01 


Start 


3763 


GI 


none 


Exons 


3763. .3888, 




5104. .5256 



41711 
86619 
1977 

OJ000302_01.0405.C9.o2.np 
1977 
140291 
1977.. 2121, 3471.. 3531 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi I 8254 1 1 pir || S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 | prf I I1603356AQ ORF 185 [Oryza sativa] 

Seq. ID OJ000302_01.0405.C9 

Strand + 

End 6320 

05.C9.ol.tm Method TBLASTX : Maize 

End. . 5255 

Score 44 



Seq. ID OJ000302_01.0405.C9 

Strand + 

End 6320 

Method GENSCAN 

End 5629 

Score .75 



3709.. 3943, 4749.. 5011, 5107.. 5253, 5582.. 5629 



Seq. ID 
Strand 
End 

;9.o3.np Method 
End 
Score 

,5011, 5107.. 5257, 



OJ000302_01.0405.C9 
+ 

6320 
AAT/NAP 
6320 
279 
6130. .6320 



Seq. No. 



41712 



Seq. ID OJ000302_01.0405.C9 

Strand + 

End 6320 

Method TBLASTX : Soybean 

End 5256 

Score 81 



Seq. ID OJ000302_01. 0405. C10 



41921 





Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



86621 Strand + 

1 End 1185 

OJ000302_01 . 0405 . CIO . ol .np Method AAT/NAP 

1 End 1154 

4115931 Score 1496 

1..1154 

(AF118223) contains similarity to Guillardia theta ABC 

transporter (GB: AF041468) [Arabidopsis thaliana] 



41712 
86621 
1 

OJ000302_01. 0405. CIO. ol.tm 
5 

none 



Seq. ID OJ000302_01. 0405. CIO 

Strand + 

End 1185 

Method TBLASTX : Mai ze 

End 1080 

Score 218 



5. .175, 15. .173, 118. .177, 119. .178, 178. .918, 215. .238, 
226. .291, 258. .917, 446. .922, 918. .1079, 919. .1080, 919. .1080 



41712 
86621 
1 

OJ000302_01. 0405. C10. o2.ts 
14 

none 



Seq. ID OJ000302_01.0405.C10 

Strand + 

End 1185 

Method TBLASTX : Soybean 

End 258 

Score 167 - ^ 



14..145, 15r.l52, 75.. 152, 155.. 178, 178. .258 



41712 
86621 
1 

OJ000302_01. 0405. C10. ol.gs 
78 

none 

78. .146, 196. .1152 



Seq. ID OJ000302_01. 0405. C10 

Strand + 

End 1185 

Method GENSCAN 

End 1152 

Score .65 



Seq. ID OJ000302_01. 0405. C10 
Strand + 

1185 
AAT/GAP 
613 
702 



41712 
86621 
1 

OJ000302_01. 0405. C10. ol.gp 
211 

uC-osflcyp044f01bl 
211. .613 

, 4115931/gb|AAD03441.1| 6.0e-45 (AF118223) contains similarity 
to Guillardia theta ABC transporter (GB : AF0414 68 ) [Arabidopsis 
thaliana] ' 



End 

Method 

End 

Score 



41712 
86621 
1 

OJ000302_01. 0405. C10. ol.ts 
258 
none 



Seq. ID OJ000302_01. 0405. C10 

Strand + 

End 1185 

Method TBLASTX : Soybean 

End ' 1163 

Score 1303 



258. .650, 259. .1155, 367. .795, 714. .1163, 714. .1154, 892. .1155 



41712 
86621 
1 

OJ000302 01.0405.C10.ol.tc 



Seq. ID OJ000302_01. 0405. C10 

Strand + 

End 1185 

Method TBLASTX : Cress 



41922 





Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



683 End 1156 

none Score 46 

683. .775, 706. .1155, 714. .1142, 821. .1156, 892. .1155 



41712 Seq. ID 

86621 Strand 
1 End 
OJ000302_01 . 0405 . CIO . o2 . gp Method 
788 End 
LIB3432-003-P1-K1-B5 Score 
788. .1185 

, 4115931/gb|AAD03441.1| 1.0e-67 (AF118223) contains similarity 
to Guillardia theta ABC transporter (GB:AF041468) [Arabidopsis 
thaliana] ' 



OJ000302_01 . 0405 .CIO 
+ 

1185 
AAT/GAP 
1185 
691 



41713 Seq. ID 

86622 Strand 
1 End 
OJ000302_01.0405.C13.ol.np Method 
1 End 
7487683 Score 
1..593, 870. .954, 1048. .1176 

hypothetical protein T5F17.40 - Arabidopsis thaliana 
gi|7269714|emb|CAB81447.1| (AL161573) hypothetical protein 
[Arabidopsis thaliana] 



OJ000302_01.0405.C13 
+ 

1400 
AAT/NAP 
1176 
684 



OJ000302_01.0405.C13 
+ 

1400 
GEN SCAN 
954 
.97 



41713 Seq. ID 

86622 Strand 

1 End 

OJ000302_01 .0405. C13 . ol . gs Method 

88 End 

none Score 
88. .593, 870.. 954. 

41713- Seq. ID 

86622 Strand 

1 End 

OJ000302_01 .0405. C13 . ol . tm Method 

375 End 

none Score 

375. .593, 376. .594, 520. .594, 867. .953, 868. .954, 869. .976, 
982. .1158, 1047.. 1142 



OJ000302_01.0405.C13 
+ 

1400 

TBLASTX: Maize 

1158 

390 



41713 *"- A - 

86622 

1 

OJ000302_01 . 04 05 . C13 . ol . tc 

415 

none 



Seq. ID OJ000302_01.0405.C13 

Strand + 

End 1400 

Method TBLASTX : Cress 

End 1400 

Score 49 



415. .450, 417. .449, 484.-594, 519. .599, 867. .953, 868. .954, 
874. .954, 1000.. 1158, 1050.. 1157, 1051.. 1158, 1065.. 1160, 
1337.. 1399, 1338.. 1400 



41714 
86623 
4202 

OJ000302 01.0405.C14.o2.gs 



Seq. ID OJ000302_01.0405.C14 

Strand + 

End 5162 

Method GENSCAN 



41923 





Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI „. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



4202 End 

none Score 

4202. .4214, 4842. .5162 

41714 Seq. ID 

86624 Strand 

1041 End 
OJ000302_01.0405.C14.ol.gs Method 

1041 End 

none Score 

1041.. 1505, 2088.. 2903 

41714 Seq. ID 

86624 Strand 

1041 End 
OJ000302_01.0405.C14.ol.tm Method 

1045 End 

none Score 



5162- 
.54 



OJ000302_01 . 04 05 . C14 

3989 
GEN SCAN 
2903 
.98 



OJ000302_01.0405.C14 
3989 

TBLASTX: Maize 

1262 

125 



1045. .1191, 1104. .1262, 1119. .1262, 1130. .1213 



41714 Seq. ID 

86624 Strand 
1041 End 
OJ000302_01 . 0405 . C14 . ol . np Method , 
1131' - '• ' End 

6808021 Score 
1131. .1525, 2070. .2348, 3936.-3989 
(AL137448) hypothetical protein [Homo sapiens] 



OJ000302_01.0405.C14 

3989 
AAT/NAP 
3989 
175 



41714 
86624 
1041 

OJ000302_01.0405.C14.o2.tm 
2604 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2604.. 2756, 2605.. 2757, 2757. .2801 

41715 Seq. ID 

86625 Strand 
3854 End 
OJ000302_01 . 0405 . C15 . o2 . gs Method 
3854 End 
none Score 

3854. .4052, 4980. .5169 



OJ000302_01.0405.C14 
3989 

TBLASTX: Maize 

2801 

156 



OJ000302_01.0405.C15 

5169 
GEN SCAN 
5169 
.49 



41716 Seq. ID 

86626 Strand 

1 End 
OJ000302_01.0405.C16.ol.np Method 

1 End 

3894191 Score 
1. .346 

(AC005662) unknown protein [Arabidopsis thaliana] 



OJ000302_01.0405.C16 
+ 

358 

AAT/NAP 
346 
214 



41716 
86626 
1 



Seq. ID OJ000302_01.0405.C16 
Strand + 
End 358 



41924 



# • 





LNdlLlG 


OJ000302 01. 


0405.C16.ol.gp 


Method 


AAT/GAP 






Start 


13 ~ 




End 


275 






ox 


3548963. 




Score 


434 






F, von s 


13. .275 












Seq. No. 


41716 




Seq. ID 


OJ000302_01.0405. 


C16 




Gene No. 


.86626 




Strand 


+ 






Start 


1 




End. 


358 






Name 


OJ000302 01. 


0405.C16.ol.gs 


Method 


GENSCAN 






Start 


20 




End 


358 








none 




Score 


1 






F.vnn s 


20. .358 












Seq. No. 


41716 




Seq. ID 


OJ000302_01.0405. 


,C16 




Gene No. 


86627 




Strand 








Start 


3633 




End 


4035 






Name 


OJ000302 01. 


0405.C16.o2 .gs 


Method 


GENSCAN 






Start 


3633 


■ 


End 


4035 








none 




Score 


.96 






Exons 


3633. .3817, 


3906. .4035 










Seq. No. 


41716 




Seq. ID 


OJ000302_01.0405. 


.C16 




Gene No. 


86628 




Strand 








Start 


4884 




End 


. 5502 






Name 


T OJ000302 01. 


0405.C16.ol.ts 


Method 


TBLASTX : Soybean 






Start 


23 ~ 




End 


328 




f n 


fir 


none 




Score 


139 




fy 

f =3 




23. .169, 61. 


,.156, 200. .280, 


281. .328 








Seq. No. 


41716 




Seq. ID 


OJ000302_01.0405, 


.C16 




Gene No. 


86628 




Strand 






r!3 


Start 


4884 




End 


5502 




■ ir 


Name 


OJ000302 01, 


,0405.C16.ol.tc 


Method 


TBLASTX: Cress 




S 


Start 


62 ~ 




End 


363 




f j 




none 




Score 


190 






F.xon s 


62.. 280, 82. 


..216, 284. .349, 


292. .363 








Seq. No. 


41716 




Seq. ID 


OJ000302_01.0405 


.C16 




Gene No. 


86628 




Strand 








Start 


4884 




End 


5502 




£3 


Name 


OJ000302 01 


.0405.C16.o3.gs 


Method 


GENSCAN 






Start 


4884 




End 


5502 






GI 


none 




Score 


.79 






Exons 


4884. .5502 












Seq. No. 


41717 




Seq. ID 


OJ000302_01.0405 


.C17 




Gene No. 


86629 




Strand 








Start 


148 




End 


537 






Name 


OJ000302 01 


.0405.C17.ol.gs 


Method 


GENSCAN 






Start 


148 




End 


537 






GI 


none 




Score 


.71 






Exons 


148. .283, 443. .537 










Seq. No. 


41718 




Seq. ID 


OJ000302_01.0405 


.C18 




Gene No. 


86630 




Strand 


+ 






Start 


1 




End 


876 






Name 


OJ000302 01 


.0405.C18.ol.np 


Method 


AAT/NAP 





41925 



Start 
GI 

Exons 

GI Descrip. 




End 
Score 



867 
1235 



5123836 
1. .867 

(AJ006974) NAD-malate dehydrogenase [Nicotiana tabacum] 



Seq. No. 41718 Seq. ID 

Gene No. 86630 Strand 

Start 1 End 

Name . OJ000302_01 . 0405 . C18 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 272, 274.. 876 



OJ000302_01.0405.C18 
+ 

876 

GEN SCAN 

876 

.72 





Seq. No. 


41718 


Seq. ID 


OJ000302_01.0405.C18 




Gene No. 


86631 


Strand 


+ 




Start 


1364 


End 


1679 




Name 


OJ000302 01.0405.C18.ol.gp 


Method 


AAT/GAP 




Start 


1364 


End 


1679 




GI 


uC-osflM2020116gllal 


Score 


620 




Exons 


1364. .1679 








GI Descrip. 


f 5803272/dbj IBAA83582.il 3.0e 


-69 (AP000399) ESTs 






AU055950 (S20175) , C73125 (E2952 ) , AU055951 (S20175 ) correspond to 






region of the predicted gene; 


similar 


to acyl-ACP thioesterase 


J 




(U92878) [Oryza sativa] V 






=J 


Seq. No. 


41718 


Seq. ID 


OJ000302_01.0405.C18 


Fs 


Gene No. 


86632 


Strand 




: I 


Start 


1538 


End 


2363 




Name 


OJ000302 01.0405.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


666 


y 


GI 


none 


Score 


169 


s = 


Exons 


1..264, 2. .283, 3. .275, 278.. 


358, 279. 


.383, 280. .666, 301. .666 




Seq. No. 


41718 


Seq. ID 


OJ000302_01.0405.C18 




Gene No. 


86632 


Strand 






Start 


1538 


End 


2363 




Name 


OJ000302 01.0405.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


876 




GI 


none 


Score 


430 




Exons 


2. .283, 3. .275, 279. .374, 280 


..876, 301. .777, 444. .866 




Seq. No. 


41718 


Seq. ID 


OJ000302_01.0405.C18 




Gene No. 


86632 


Strand 






Start 


1538 


End 


2363 




Name 


OJ000302 01.0405.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


867 




GI 


none 


Score 


398 




Exons 


2. .283, 3. .275, 279. .383, 280 


..867, 444..866 



Seq. No. 41718 Seq. ID 

Gene No. 8 6632 Strand 

Start 1538 End 

Name OJ000302_01 . 0405 . C18 . o3 . tw Method 

Start 3 End 

GI none Score 

Exons 3.. 203, 17.. 193 



OJ000302_01.0405.C18 
2363 

TBLASTX: Wheat 

203 

197 



41926 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41718 Seq. ID 

86632 Strand 

1538 End 
OJ000302_01 . 0405 . C18 . o2 . tw Method 

556 End 

none Score 

556.. 747, 558.. 779, 766. ,849 

41718 Seq. ID 

86632 Strand 

1538 End 
OJ000302_01.0405.C18 .o3.tm Method 

667 End 

none Score 
667. .873, 669. .872 

41718 Seq. ID 

86632 Strand 

1538 End 
OJ000302_01 . 0405 . C18 . o2 . gs Method 

1538 End 

none Score 
1538. .2251 



41718 Seq. ID 

86632 Strand 

1538 End 2363 
OJ000302_01 . 0405 . C18 . o2 . np Method AAT/NAP 

1550 End 2363 

5733874 Score 568 
1550. .2363 

(AC007932) F11A17.8 [Arabidopsis thaliana] 



OJ000302_01.0405.C18 
2363 

TBLASTX: Wheat 
849 

202 . 



OJ000302_01.0405.C18 
2363 

TBLASTX: Maize 

873 

270 



OJ000302_01.0405.C18 

2363 
GENSCAN 
2251 
.76 



OJ000302 01.0405.C18 



41718 Seq. ID 

86632 Strand 

1538 End 
OJ000302_01 . 04 05 . C18 . ol . tw Method 

1556 . End 

none Score 

1556. .1834, 1584. .1832, 1865. .1951 

41718 Seq. ID 

86632 Strand 

1538 End 
OJ000302_01 . 0405 . C18 . o2 . ts Method 

1556 End 

none Score 



OJ000302_01.0405.C18 
2363 

TBLASTX: Wheat 

1951 

131 



OJ000302_01.0405.C18 
2363 

TBLASTX: Soybean 
2319 
118 



1556. .1834, 1584. .1832, 1946. .2002, 2033. .2242, 2037. .2240, 
2254. .2319 



41718 Seq. ID 

86632 Strand 

1538 End 

OJ000302_01.0405.C18.o2.tc Method 

1601 End 

none Score 



OJ000302 J)l . 0405 . C18 
2363 

TBLASTX: Cress 
2323 
113 



1601. .1834, 1608. .1832, 1904. .1951, 1946. .2017, 2036. .2224, 



41927 





2046.. 2228, 2260.. 2319, 2282.. 2323 



Seq. No. 


41718 




Seq. ID 


OJ000302_01.0405.C18 


Gene No. 


86632 




Strand 




Start 


1538 




End 


2363 


Name 


OJ000302 01.0405.C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1664 




End 


2361 


GI 


none 




Score 


147 


Exons 


1664. .2254, 1670. .1972, 


2037. 


.2234, 2260.. 2361 


Seq. No. 


41719 




Seq. ID 


OJ000302_01.0405.C19 


Gene No. 


86633 




Strand 


+ 


Start 


2317 




End 


2777 


Name 


OJ000302 01.0405.C19.ol. 


gp 


Method 


AAT/GAP 


Start 


2317 




End 


2777 


GI 


LIB3431-011-P1-N1-F11 




Score 


918 


Exons 


2317. .2777 








GI Descrip. 


■4115931/gb | AAD03441.il 


2.0e- 


18 (AF118223) contains similarity 


to Guillardia theta ABC 


transporter (GB:AF0414 68) [Arabidopsis 




thaliana] ' 








Seq. No. 


41719 




Seq. ID 


OJ000302_01.0405.C19 


Gene No. 


86634 




Strand 




Start 


1 ... 




End 


3695 


Name 


OJ000302- 01.0405.C19.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1683 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



5733874 Score 709 

1..76, 184. .373, 522. .656, 742. .839, 941. .1107, 1219. .1683 
(AC007932) F11A17.8 [Arabidopsis thaliana] 



41719 
86634 
1 

OJ000302_01.0405.C19.o2.ts 
5 

none 



Seq. ID OJ000302_01.0405.C19 
Strand 

End 3695 

Method TBLASTX : Soybean 

End 1525 

Score 42 



5. .79, 6. .77, 151. .387, 179. .361, 530. .580, 581. .610, 744. .836, 
745. .819, 938. .1027, 1062. .1109, 1217. .1402, 1218. .1490, 
1463.. 1525 



41719 
86634 
1 

OJ000302_01.0405.C19.o3.tm 
6 

none 



Seq. ID OJ000302_01.0405.C19 
Strand 

End 3695 

Method TBLASTX : Mai ze 

End 376 

Score 41 



6. .65, 8. .100, 151. .372, 182. .376, 182. .376 



41719 
86634 
1 

OJ000302_01.0405.C19.ol.gs 

184 

none 



Seq. ID OJ000302_01.0405.C19 
Strand 

End 3695 

Method GENSCAN 

End 1552 • 

Score .87 



184. .373, 522.-656, 742. .839, 941. .1552 

41719 Seq. ID OJ000302_01 . 0405 .C19 



41928 



# • 



Gene No. 


86634 






Strand 






Start 


1 






End 


3695 




Name 


OJ000302 01 


.0405.C19.o2 


• LIU 




1 O JLut.0 1 A • L i Cl _L ^> c 




btart 


554 






till a. 


1 Rftfi 

IjOU 




bl 


hone 






Score 


A ft 




Exons 


554.. 613, 555.. 653, 741 


ft 7. 




Q ^ ft i n £H QA 0 


i n^i 

. IUjI 




1217. .1519, 


1218. .1580 










Seq. No. 


41719 






Seq. ID 


OJ000302_01.0405 


.C19 


Gene No. 


86634 






Strand 






PI. _ „ 4- 

btart 


1 






End 


3695 




Name 


OJ000302 01 


.0405.C19.o3 


• tc 


Method 


TBLASTX: Cress 




C4- v4- 

otart 


741 






End 


1184 




bl 


none 






Score 


85 




Exons 


741. .836, 745. .849, 938 




, 942. .1028, 1164. .1184 




beq. no. 


41719 






Seq. ID 


OJ000302_01.0405 




Gene No. 


86634 






Strand 






Start 


1 






End 


3695 




Name 


OJ000302 01 


.0405.C19.o3 


.np 


Method 


AAT/NAP 




CM i r f 


1027 






End 


3279 




bl 


6513744 






Score 


39 




Exons 


1027. .1062, 


3173. .3279 










GI Descrip. 


(AF197727) maturase [Nymphaea 


sp. Qiu91029] 




Seq. No. 


41719 






Seq. ID 


OJ000302_01.0405 


.C19 


Gene No. 


86634 






Strand 






start 


1 






End 


3695 




XT -.mn 

Name 


OJ000302 01 


.0405.C19.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1238 






End 


1490 




bl 


none 






Score 


161 




Exons 


1238. .1402, 


1239. ,1490 










beq. no. 


41719 






Seq. ID 


OJ000302_01.0405 


.C19 


Gene No. 


86634 






Strand 






Start 


1 






End 


3695 




Name 


OJ000302 01 


.0405.C19.ol 


. tm 


Method 


TBLASTX: Maize 




b tart 


2493 






End 


2824 




bl 


none 






Score 


51 




Exons 


2493. .2546, 


2506. .2547, 


2556. 


.2822, 2557.. 2823, 2573.. 2824, 




2603. .2824 












Seq. No. 


41719 






Seq. ID 


OJ000302_01.0405 


.C19 


Gene No. 


86634 






Strand 






Of a yf 


1 






End 


3695 




Name 


OJ000302 01 


.0405.C19.ol 


.ts 


Method 


TBLASTX : Soybean 




btart 


2540 






End 


2824 




bl 


none 






Score 


72 




Exons 


2540. .2611, 


2593. .2754, 


2603. 


.2824, 2604. .2798 




Q cur M/-> 


41719 






Seq. ID 


OJ000302_01.0405 


.C19 


Gene No. 


86634 






Strand 






Start 


1 






End 


3695 




Name 


OJ000302 01 


.0405.C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2603 






End 


2824 




GI 


none 






Score 


203 




Exons 


2603. .2824, 


2604. .2801 











41929 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41719 Seq. ID OJ000302_01 . 0405 .C19 

86634 Strand 

1 End 3695 

OJ000302_01.0405.C19.o2.np Method AAT/NAP 

2606 End 3695 

4115931 Score 234 

2606.. 2821, 3637..369S 

(AF118223) contains similarity to Guillardia theta ABC 
transporter (GB: AF041468) [Arabidopsis thaliana] 



41720 Seq. ID 

86635 Strand 
663 End 
OJ000302JD1 . 0405 . C20 .ol .np Method 
663 End 
7432659 Score 
663. .1173, 1249. .1278 . 

hypothetical protein F23F1.9,- Arabidopsis thaliana 

gi I 3420052 | gb IAAC31853.il (AC004680) putative NADH dehydrogenase 

(ubiquinone oxidoreductase) [Arabidopsis thaliana] 



OJ000302_01.0405.C20 
+ 

1278 
AAT/NAP 
1278 
369 





41720 








Seq. ID 


ucllc 


86635 








Strand 


Start 


663 








End 


Name 


OJ000302 01.0405 


.C20. 


ol, 


gs 


Method 


Of arl- 


702 








End 




none 








Score 


F.xnns 


702. .1145 










Seq. No. 


41720 








Seq. ID 


Gene No. 


86635 








Strand 


Start 


663 








End 


Name 


OJ000302 01.0405 


.C20 


.ol 


. tm 


Method 


Start 


797 








End 


GI 


none 








Score 


Exons 


797. .1072, 798.. 


1070 








Seq. No. 


41720 








Seq. ID 


Gene No. 


86635 








Strand 


Start 


663 








End 


Name 


OJ000302 01.0405 


.C20 


.ol 


.ts 


Method 


Start 


851 








End 


GI 


none 








Score 


Exons 


851.. 1036, 852.. 


1043 


, 954.. 


1043 


Seq. No. 


41720 








Seq. ID 


Gene No. 


86635 








Strand 


Start 


663 








End 


Name 


OJ000302 01.0405 


.C20 


.ol 


.tc 


Method 


Start 


879 








End 


GI 


none 








Score 


Exons 


879. .1067, 881.. 


1033 








Seq. No. 


41720 








Seq. ID 


Gene No. 


86635 








Strand 


Start 


663 








End 



+ 

1278 
GENSCAN 
1145 
.74 



OJ000302_01 .0405.C20 
+ 

1278 

TBLASTX: Maize 

1072 

365 



OJ000302_01 . 0405 .C20 
+ 

1278 

TBLASTX: Soybean 

1043 

262 



OJ000302_01 . 0405 .C20 
+ 

1278 

TBLASTX: Cress 

1067 

179 



OJ000302_01.0405.C20 
+ 

1278 



41930 




Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ000302_01 . 0405 . C20 . ol . tw 

971 

none 

971.. 1150, 972.. 1148 

41721 
86636 
354 

OJ000302_01 . 0405 .C21 . ol . np 
354 

7432659 

354. .570, 916. .1076, 1155.. 
hypothetical protein F23F1 
gi|3420052|gb|AAC31853.1| 



Method 

End 

Score 



TBLASTX: Wheat 

1150 

278 



Seq. ID OJ000302_01.0405.C21 
Strand + 
End 1783 
Method AAT/NAP 
End 1783 
Score 67 9 
.1220, 1367. .1565, 1742. .1783 
.9 - Arabidopsis thaliana 
(AC004 680) putative NADH dehydrogenase 



Seq. No. 


41721 


Gene No. 


86636 


Start 


354 


Name 


OJ000302 


Start 


354 


GI 


none 


Exons 


354. .570 


Seq. No. 


41721 


Gene No. 


86636 


Start 


354 


Name 


OJ000302 


Start 


437 


GI 


none 


Exons 


437. .574 



(ubiquinone oxidoreductase) [Arabidopsis thaliana] 

Seq. ID OJ000302_01.0405.C21 



Strand 
End 

Method 

End 

Score 



+ 

1783 
GENSCAN 
1530 
.94 



354. .570, 916. .1076, 1155. .1220, 1367. .1530 



Seq. ID OJ000302_01.0405.C21 

Strand + 

End 1783 

Method TBLASTX : Soybean 

End 1501 

Score 193 



1362. .1481, 1366. .1485 



41721 Seq. ID 

86636 Strand 

354 End 
OJ000302_01 . 04 05 . C21 . ol . tc Method 

906 End 

none Score 
906. .1088, 914. .1084, 915. .1088, 1140. .1220, 1154. .1231, 
1358.. 1531, 1366.. 1545 



OJ000302_01 . 0405 . C21 
+ 

1783 

TBLASTX: Cress 
1545" 
261 



41721 Seq. ID 

86636 - Strand 
354 End 
OJ000302_01 . 0405 . C21 . ol . gp Method 
1346 End 
2352_1.R1084 Score 
1346. .1530 

•3420052 2.0e-81 (AC004680) 
[Arabidopsis thaliana] 1 

41722 Seq. ID 

86637 Strand 
1 End 
OJ000302 01.0405.C22.ol.np Method 



01.0405.C21 



OJ000302 
+ 

1783 
AAT/GAP 
1530 
296 



putative ubiqinone reductase 



OJ000302_01.0405.C22 
+ 

886 

AAT/NAP 



41931 



Start 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




End 
Score 



886 
407 



5734585 
1..38, 472. .651, 737. .886 

(AJ245861) putative internal rotenone-insensitive NADH 
dehydrogenase [Solanum tuberosum] 



41722 Seq. ID 

86638 . Strand 

470 End 
OJ000302_01 . 0405 . C22 . ol . tc Method 
416 End 
none Score 

416. .553, 453. .569, 454. .570, 569.-658, 

715. .876, 715. .888, 725. .889, 734. .889 



OJ000302_01.0405.C22 
1012 

TBLASTX: Cress 

889 

101 

570. .662, 571. .660, 



41722 
86638 
470 

OJ000302_01.0405.C22.ol.tm 

463 

none 

463. .570, 471. .569, 570. .611, 
734. .787, 736. .786, 746. .787 



Seq. ID OJ000302_01.0405.C22 
Strand 
End 

Method 
End 
Score 
571. . 612, 



1012 

TBLASTX: Maize 

787 

153 

616. .651, 617. .652, 



41722 Seq. ID 

86638 Strand 

470 End 

OJ000302_01.0405.C22.ol.gp Method 

470 End 

2352_1.R1084 Score 
470. .652, 738. .1012 
•3420052 2.0e-81 (AC004680) 
[Arabidopsis thaliana] 1 



OJ000302_01.0405.C22 

1012 
AAT/GAP 
1012 
795 



putative ubiqinone reductase 



41722 
86638 
470 

OJ000302 

549 

none 



01.0405.C22.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_01.0405.C22 
1012 

TBLASTX : Soybean 

889 

135 



549. .656, 556. .657, 734. .889, 736. .885 



Seq. No. 


41723 








Seq. ID 


OJ000302_01.0405.C23 


Gene No. 


86639 








Strand 




Start 


5028 








End 


5290 


Name 


OJ000302 01 


.0405 


.C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1703 








End 


2018 


GI 


none 








Score 


72 


Exons 


1703. .1771, 


1704 


. .1871, 


1707. 


.2018, 1822. .2016, 1832. .2017 


Seq. No. 


41723 








Seq. ID 


OJ000302_01.0405.C23 


Gene No. 


86639 








Strand 




Start 


5028 








End 


5290 


Name 


OJ000302 01 


.0405 


.C23.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2248 








End 


2733 


GI 


none 








Score 


237 


Exons 


2248. .2517, 


2257 


. .2529, 


2268. 


.2519, 2273.. 2530, 2513.. 2641, 



41932 






2521. .2640, 


2636 


. .2719, 


2638 . 


.2733, 2638.. 2724 




Seq. No. 


41723 








Seq. .ID 


OJ000302_01.0405 


.C23 


Gene No. 


86639 








Strand 






Start 


5028 








End 


5290 




Name 


OJ000302 01. 


0405 


,C23.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2512 








End 


2703 




GI 


none 








Score 


153 




Exons 


2512. .2703, 


2528 


. .2701 










Seq. No. 


41723 








Seq. ID 


OJ000302_01.0405 


-C23 


Gene No. 


86639 








Strand 






Start 


5028 








End 


5290 




Name 


OJ000302 01. 


0405 


.C23.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2512 








End 


2751 




GI 


none 








Score 


149 




Exons 


2512. .2712, 


2513 


. .2719, 


2524. 


.2751 






Seq. No. 


41723 








Seq. ID 


OJ000302JD1.0405 


.C23 


Gene No. 


86639 








Strand 


— 




Start 


5028 








End 


5290 




Name 


OJ000302 01. 


0405 


.C23.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2516 








End 


2763 




GI 


none 








Score 


3D 9 




Exons 


2516. .2722, 


2518 


. .2763, 


2518. 


.2724 






Seq. No. 


41723 








Seq. ID 


OJ000302_01.0405 


.C23 


Gene No. 


86639 








Strand 


— 




Start 


5028 








End 


5290 




Name 


OJ000302 01. 


0405 


.C23.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2734 ~ 








End 


2937 




GI 


none 








Score 


98 




Exons 


2734. .2937, 


2774 


. .2914 










Seq. No. 


41723 








Seq. ID 


OJ000302_01.0405 


.C23 


Gene No. 


86639 








Strand 






Start 


5028 








End 


5290 




Name 


OJ000302 01. 


0405 


,C23.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2989 








End 


3375 




GI 


none 








Score 


78 




Exons 


2989. . 3039, 


3028 


. . 3060, 


3109. 


.3162, 3114.. 3200, 3125.. 3181, 




3164 . . 3196, 


3295 


. .3375 










Seq. No. 


41723 








Seq. ID 


OJ000302_01.0405 


.C23 


Gene No. 


86639 








Strand 






Start 


5028 








End 


5290 




Name 


OJ000302 01. 


0405 


,C23.ol 


• CTD 


Method 


AAT/GAP 




Start 


5028 ~ 








End 


5290 




GI 


2276034 








Score 


230 




Exons 


5028. .5112, 


5219 


. .5290 










Seq. No. 


41724 








Seq. ID 


OJ000302_01.0405 


.C24 


Gene No. 


86640 








Strand 


+ 




Start 


10976 








End 


16081 




Name 


OJ000302 01. 


0405 


.C24.o4 


.gs 


Method 


GENSCAN 




Start 


10976 








End 


16081 




GI 


none 








Score 


.47 





41933 




Exons 


T nQ7fi 1 1 01 1 114*3ft 1 1 S77 
IUj / O . • 11U11/ 1 1 f* JO . . 11 J / I f 


11833. .12203, 12571. 


12666. 




iocco 197m 14RQQ 1 47R7 


15894. .16081 




Seq. No. 


41724 


Seq. ID 


OJ000302_ 


01.0405.C24 


Gene No. 


86641 


Strand 


+ 






1 ftft 1 4 

10014 


End 


24215 




Name 


07000^09 01 OdO^ CPA nl rrn 

UUUUU JU^ Ul i U4UJ 1^4 4 • Ul < 


Method 


AAT/GAP 




Of a •**+■ 

o tar l 


1QTQQ . ~~ 

i o / o y 


End 


19070 




C T 


jOO _? J -? 


Score 


545 




Exons 


io toy. . i?u / u 








oeq. 1NO . 


f± 1 / £. ft 


Seq. ID 


OJ000302_ 


01 0405 C24 


Gene No. 


86641 


Strand 


+ 




Start 


18814 


End 


24215 




Name 


\J\J \J \J \J Jv £+ \J A. • V *i V *J • \_> 1 t U J i y o 


Method 


GENSCAN 






1 ft ft 1 4 ~ 


End 


24215 




bl 


none 


Score 


.72 




HiXons 


1ftft14 1Q4Q0 1 Qfi?Q IQRin 


20132. .20404, 20457. 


20596. 




900C0 9491 c; 








oeq. in o • 


41794 
*± 1 / z 4 


Seq. ID 


OJ000302_ 


01.0405.C24 


bene ino • 


ft6641 

00041 


Strand 


+ 




Start 


18814 


End 


24215 




Name 


OJ.000302 J)l . 0405 .C24 . ol . np 


Method 


AAT/NAP . 






1 ft ft Qft 
10 0 yo 


. End 


24203 




r* t 
bl 


do yo i7o*t 


Score 


1041 




Exons 


10O3O . • 1 jU3U ( 17j1j. • 1 j43U/ 


19639. .19802, 20124. 


.20359, 




9H4££ oriRQfi 9^ftR9 9490*3 
ZUfiOO. .ZUDjO, ZOO . . Z4ZUJ 








bi ue scrip. 


/Zipnift791 \ nnlfn r\uin nrnfoin 


[Arabidopsis thaliana] 


Seq. No. 


41724 


Seq. ID 


OJ000302_ 


_01.0405.C24 


Gene No. 


86642 


Strand 






OLaiL 


^^4 s 

JJ4 J 


End 


3674 




Name 


01000^09 HI 040^ P94 n9 rr<i 


Method 


GENSCAN 




otdil. 


^ c / c 


End 


3674 




bl 


none 


Score 


• 8 \ 




Exons 


^4^ ^^^7 *3fi01 *3fi74 










41724 


Seq. ID 


OJ000302_ 


_01.0405.C24 


Gene No. 


86643 


Strand 






Start 


4423 


End 


10602 




Name 


OJ000302 01.0405.C24.o3.gs 


Method 


GENSCAN 




Start 


4423 


End 


10602 




GI 


none 


Score 


.62 




Exons 


4423. .4533, 4710. .4908, 5968. .6269, 6850.. 7822, 


8078. .8242, 



8332. .8413, 8520. .8708, 9919. .9971, 10151 10282, 10586. .10602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41724 
86644 
24825 

OJ000302_01 . 0405 .C24 . o2 . tm 

19287 

none 



Seq. ID OJ000302_01.0405.C24 



Strand 
End 

Method 

End 

Score 



25456 

TBLASTX: Maize 

19614 

280 



19287. .19496, 19300 .. 194 94 , 19374 .. 19496, 19519. .19614 



Seq. No. 41724 Seq. ID OJ000302_01 . 0405 . C24 

Gene No. 86644 Strand 

41934 



Q-t- a r-f- 
OLdl L 


9489^ 




End 


25456 


Name 


n,Tnnn?n9 ni 04 ns c9d 


n9 t" <5 


Mpt hod 


TBLASTX : Soybean 




1 Q^l 4 _ 




End 


19472 




none 






218 


Exons 


1 Q^l 4 1 Q479 1 Q^l s 


. 19470 








41794 




Seq. ID 


OJ000302JD1.0405 


Gene No. 


86644 




Strand 




Start 


24825 




End 


25456 


Name 




• 0 1 • t w 


Method 


TBLASTX: Wheat 


o tar u 


1 Q447 _ 




End 


20328 


CT 


none 




Score 


79 


Exons 


1Q447 1 Q4Q4 1Q44Q 


• X -7 *i 27 \J 0 


19630. .19773, 19637 .. 197 68 , 




20126 20326 20131 


.20328 






064. NO. 


4 1 794 




Seq. ID 


OJ000302_01.0405 


bene ino* 


R6644 

OOu44 




Strand 




Start 


24825 




End 


25456 


Name 


OJ000302 01.0405.C24 


.ol.tm 


Method 


TBLASTX: Maize 


jtaiL 


1 Qfifi7 




End 


24200 


ol 


none 




Score 


148 


I* 1 v y\ f» 0 


X _7 O O / • * 1 ?0 U / / 1 JUUJ. 


. 19800, 


20129. .20329, 20131 .. 2034 6, 




904^0 906^ 904^9 




23846. .23905, 23850 .. 23978 , 




9^QQ4 94900 93QQfi 


24190 






OC^ji IN * 


41724 




Seq. ID 


OJ000302_01.0405 


Gene No. 


86644 




Strand 




Start 


24825 




End 


25456 


Name 


OJ000302 01.0405.C24 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


20140 




End 


20597 


GI 


none 




Score 


253 


Exons 


20140. .20334, 20141. 


.20332, 


20466. .20597 



Seq. No. 


41724 






Seq. ID 


OJ000302_01.0405 


.C24 


Gene No. 


86644 






Strand 






Start 


24825 






End 


25456 




Name 


OJ000302 01.0405.C24 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


20282 






End ■ 


24200 




GI 


none 






Score 


89 




Exons 


20282. 


.20344, 20465. 


.20596, 


20466. .20597, 23855 .. 23974 , 






23856. 


.23984, 23982. 


.24200, 


23996.. 24196 




Seq. No* 


. 41724 






Seq. ID 


OJ000302_01.0405 


.C24 


Gene No. 


86644 






Strand 






Start 


24825 






End 


25456 




Name 


OJ000302 01.0405.C24 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


23988 






End 


24179 




GI 


none 






Score 


233 




Exons 


23988. 


.24179, 23996. 


.24169, 


24009. .24179 




Seq. No. 


41724 






Seq. ID 


OJ000302_01.0405 


.C24 


Gene No. 


86644 






Strand 






Start 


24825 






End 


25456 




Name 


OJ000302 01.0405.C24 


.o6.gs 


Method 


GENSCAN 




Start 


24825 






End 


25456 




GI 


none 






Score 


.47 




Exons 


24825. 


.25032, 25407. 


.25456 









41935 



Seq. No. 


"41725 


Seq. ID 


OJ000302_01.0405.C25 


Gene No. 


86645 


Strand 




Start 


2148 


End 


2380 




OJ000302 01.0405.C25.ol.np 


Method 


■ AAT/NAP 


Cf arf 


2140 


End 


2380 


O X 


6630539 


Score 


191 




2140. .2380 








(AC011708) putative RING zinc finger protein [Arabidopsis 




unaiianaj 






Seq. No. 


41725 


Seq. ID 


OJ000302_01.0405.C25 


UCUC • 


86645 


Strand 




Of arf 
o Lai L 


£. 1 H 0 


End 


2380 




mnnCi^no ni ndfiR P9R ni rr<3 

UJUUUjU<£ U J. . U ft UD . D . Ox . CJ S 


Method 


GEN SCAN 


Of a r f 


Z 1 4 0 


End 


2330 




none 


Score 


.53 


pvnn q 

LAUllO 


914ft 9 "3 ^n 






Seq. No. 


41726 


Seq. ID 


OJ000302_01.0405.C26 


Gene No. 


86646 


Strand 


+ 


j Lai u 


i m t:c; 
1U100 


End 


10707 


rvalue 


ujuuuouz ui.U4Uo.czo.oi.np 


Method 


AAT/NAP 


qt.art 


lUUob 


End 


10707 




/ ozu /uy 


Score 


215 


Hi AUi lO 


lUUOD. . 1U j / j/ 1UOO/..1U/U/ 








(Axj1d1/4d; putative protein 


[Arabidopsis thaliana] 


Seq. No. 


41726 


Seq. ID 


OJ000302_01.0405.C26 




0 DDft D 


Strand 


+ 


Cf ari- 

O L. ClX L. 


1U1D0 


End 


10707 


Name 


nTnnn^no m n4nR P9£ n*3 rra 

UJUUUjUZ Ul. U4 U3 .L^D.Oj.yS 


Method 


GEN SCAN 


Cf arf 
O L.CLX L. 


i ni rr 


End 


10688 


\J X 


none 


Score 


.44 


Hi 


1 m RR 10R9Q inRRQ 1 flfiftft 






Seq. No. 


41796 


Seq. ID 


OJ000302_01.0405.C26 




86646 


Strand 


+ 


Qf art 


10155 


End 


10707 


Name 


oTnnn^09 ni 040R cok ni fd 

UUUUUjU^. Ul. Uf4 U J •L/^QiOl .US 


Method 


TBLASTX : Soybean 




i ni Qfi 

lUloo 


End 


10340 


ox 


none 


Score 


199 




10188. .10340, 10200. .10238, 


10265. .10339 


Sea. No 


41727 


Seq. ID 


OJ000302_03.0407.C1 


Gene No. 


86647 


Strand 




Start 


12 


End 


940 


Naine 


OJ000302 03.0407.Cl.ol.gp 


Method 


AAT/GAP 


O Lai L. 


12 


End 


714 




uC-osflcyp067bl0al 


Score 


936 


Exons 


12. .396, 561. .714 






GI Descrip. 


•2335108 1.0e-23 (AC002339). 


putative 


isulinase [Arabidopsis 




thaliana] ' 






Seq. No. 


41727 


Seq. ID 


OJ000302_03.0407.C1 


Gene No. 


86647 


Strand 




Start 


12 


End 


940 



41936 






Name 


/-n T A A A T A A A T A * A "7 O 1 

OJ000302 03. 0407. CI 


. ol . gs 


Metnoa 






Start 


136 




bna 


boo 




G.I 


none 




Score 


"7 A 




Exons 


13o..3yb, obi. .boo 










Seq. No. 


* -1 TOT 

41727 




beq. iu 


UJUUUjU^ UO.UfiU/.^l 




Gene No. 


86647 




Strand 






Start 


12 




End 


940 




Name 


OJUUUoUz UO.U4U/.L1 


. ol . tm 


Me unoa 


i oLlHo i a . lxiai ze 




Start 


140 




hna 


C Q G 

bo y 




GI 


none 




Score 






Exons 


140. .1/0, 15o..3y/ / 


ICO T50 
lbz . . J JO , 


ICC OQQ 

i bb . . oyy 


i ct o/in nc /no 






C /I n COO C C C COG 

o4y..boj, odd. . boy, 


c Cfi toe 
0 bU . . boo 








Seq. No. 


A 1 TO T 

41/^/ 




oeq. 1U 


UJUUU jU^ UO.U4U/ .^1 




Gene No. 


86647 




Strand 






Start 


12 




End 


940 




Name 


UJUUUJUz UO.U4U/.U1 


. ol . np 


Method 


AAT/NAP 




Start 


TCI 

lol 




End 


940 




GI 


/■n A C A T T 

6706417 




Score 


141 




Exons 


151. .435, o92..y40 










GI Descrip. 


(ALU3z4o) putative 


protein [Arabidopsis thaliana] 


s : 

% ~i 


Seq. No. 


< 1 TOT 

4 1727 




Seq. ID 


OJ000302_03.0407.C1 




Gene No. 


86647 




Strand 






Start 


12 




End 


940 




Name 


y-\ -r A A A "5 A O AT A /I AT /"» 1 

OJ000302 03. 040/. CI 


. o2 . np 


Method 


AAT/NAP 


f=% 


Start 


153 




End 


940 




GI 


2335108 




Score 


239 


— ~~ 


Exons 


T C T TOC CCA COT 

153. .385, 550. .681, 


896. .940 








GI Descrip. 


(AC002339) putative 


zinc protease [Arabidopsis thaliana] 


= Is? 


Seq. No. 


/I 1 T O O 

41728 




Seq. ID 


OJ000302_03.0407.C2 


E 

r ^ 


Gene No. 


86648 




Strand 




iu ~i 


Start 


1 




End 


5461 


!. 5 


Name 


OJ000302 03. 0407. C2 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5461 




GI 


2335108 




Score . 


1159 


□ 


Exons 


1..133, 1382. .1590, 


1699.. 1900, 2564.. 


2668, 2844.. 2905, 






3037.. 3226, 3338.. 3433, 3585. 


.3687, 4089. .4192, 4425. .4511 


o 




5106.. 5191, 5290. .5461 








GI Descrip. 


(AC002339) putative 


zinc protease [Arabidopsis thaliana] 




Seq. No. 


* 41728 




Seq. ID 


OJ000302_03.0407.C2 




Gene No. 


86648 




Strand 






Start 


1 




End 


5461 




Name 


OJ000302 03. 0407. C2 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


8 




End 


1750 




GI 


none 




Score 


122 




Exons 


8. .142, 9. . 140, 14. 


.142, 1376 


..1591, 1380. .1592, 1697. .175 






1698. .1748 










Seq. No. 


41728 




Seq. ID 


OJ000302_03.0407.C2 




Gene No. 


86648 




Strand 






Start 


1 




End 


5461 




Name 


OJ000302 03. 0407. C2 


.ol.gs 


Method 


GEN SCAN 




Start 


9 




End 


5186 



41937 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 




none Score .87 

9. .172, 1382. .1590, 1699. .1900, 2564. .2668, 2844. .2905, 

3037. .3145, 3338. .3433, 3585. .3687, 4089. .4192, 5106. .5186 



41728 
86648 
1 

OJ000302_03 . 04 07 . C2 . o2 . tc 

1496 

none 



Seq. ID OJ000302_03.0407.C2 
Strand 

End. 5461 

Method TBLASTX : Cress 

End 2656 

Score 115 



1496. .1597, 1694. .1903, 1697. .1903, 2558. .2656, 2564. .2656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41728 
86648 
1 

OJ000302_03 . 0407 . C2 . ol . ts 

1541 

none 

1541.. 1609, 1697.. 1903, 1739. 
2841.. 2906, 3038.. 3256, 3039. 
3585.. 3692, 3589.. 3690, 4079. 



41728 
86648 
1 

OJ000302_03 

1826 

none 

1826. .1903, 
2550. .2669, 
2840. .2884, 
3038. .3229, 
3336. .3455, 
4089. .4193, 
4433. .4516, 
5295. .5408 



.0407.C2.ol.tm 



1826.. 1903, 1830. 

2562.-2669, 2563. 

2842.. 2904, 2995. 

3039.. 3230, 3042. 

3585.. 3686, 3585. 

4090.. 4197, 4091. 

5091.. 5192, 5106. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1903, 2561 
.3245, 3329 
.4198 



OJ000302 03. 0407. C2 



5461 

TBLASTX : Soybean 
4198 
76 

2659, 2564.. 2671, 
3436, 3330.. 3419, 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1907, 
.2685, 
.3216, 
.3227, 
.3689, 
.4228, 
.5192, 



D OJ000302 03. 0407. C2 



1831 
2564 
3029 
3329 
3586 
4425 
5270 



5461 

TBLASTX : 

5408 

85 

1908, 
2671, 
3214, 
3418, 
3690, 
4514, 
5407, 



Maize 



1831. 
2834. 
3037. 
3329. 
4088. 
4426. 
5295. 



.1908, 
.2902, 
.3216, 
.3436, 
.4198, 
.4512, 
.5384, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41728 Seq. ID 

86648 Strand 

1 End 

OJ000302_03 . 0407 . C2 . ol . tc Method 

3034 End 

none Score 



OJ000302_03.0407.C2 
5461 

TBLASTX: Cress 

3436 

131 



3034.. 3207, 3038.. 3220, 3039.. 3209, 3338.-3436 



03. 0407. C3 



41729 Seq. ID OJ000302_ 

86649 Strand + 

1046 End 2094 

OJ000302_03 . 0407 . C3 . ol . np Method AAT/NAP 

1046 End 2094 

7486204 Score 188 
1046.. 1284, 2017.. 2094 

hypothetical protein F26K10.70 - Arabidopsis thaliana 

gi I 7269673 | emb | CAB79621.il (AL161572) hypothetical protein 

[Arabidopsis thaliana] 



Seq. No. 



41729 



Seq. ID OJ000302_03.0407.C3 



41938 




Gene No. 


86649 




Strand 


+ 




O Lai L. 


1046 




End 


2094 




Name 


OJ000302 03 0407 C3 ol 


y° 


Method 


GENSCAN 




O Lai L 


i oso ~ 




End 


1688 










Score 


.86 




Exons 


1050 1257 1650 1688 










Seq. No. 


41729 




Seq. ID 


OJ000302_03.0407 


.C3 


Gene No. 


86649 




Strand 


+ 




O Lai L 


1046 




End 


2094 




Name 


OJ000302 03 0407 C3 ol 


ts 


Method 


TBLASTX : Soybean 




DLdl L 


1 077 ~ 




End 


1271 










Score 


262 




TT von q 


1077 1121 1083- 1271. 


1136 


. .1255 






Seq. No. 


41729 




Seq. ID 


OJ000302_03.0407 


.C3 


Gene No. 


86649 




Strand 


+ 




O L. al L- 


1046 




End 


2094 




Name 


OJ000302 03 0407 C3 ol 


tc 


Method 


TBLASTX: Cress 




O L Cli. L 


1 083 ~~ 




End 


1259 






none 




Score 


235 




Exons 


1083 1259 










Con Mo 


41730 




Seq. ID 


OJ000302 03.0407 


,C4 


Gene No. 


86650 




" Strand 


+ ~~ 




Start 


201 




End 


2610 




Name 


OJ000302 03.0407.C4.ol. 


np 


Method . 


AAT/NAP 




Start 


201 




End 


2610 




GI 


7486204 




Score 


555 




Exons 


201.. 527, 2393.. 2610 










GI Descrip. 


hypothetical protein F26K10. 


70 - Arabidopsis thaliana 





gi|7269673|emb|CAB79621.1| (AL161572) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


41730 






Seq. ID 


OJ000302_03.0407.C4 


Gene No. 


86650 






Strand 


+ 


Start 


201 






End 


2610 


Name 


OJ000302 


03. 0407. C4 


.ol .gs 


Method 


GENSCAN 


Start 


203 






End 


701 


GI 


none 






Score 


.55 


Exons 


203. .527, 


677. .701 








Seq. No. 


41730 






Seq. ID 


OJ000302_03.0407.C4 


Gene No. 


86651 






Strand 




Start 


1990 






End 


2631 


Name 


OJ000302 


03. 0407. C4 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


234 






End 


405 


GI 


none 






Score 


110 


Exons 


234. .404, 


234. .332, 


235. .405, 


280. .405 




Seq. No. 


41730 






Seq. ID 


OJ000302_03.0407.C4 


Gene No. 


86651 






Strand 




Start 


1990 






End 


2631 


Name 


OJ000302 


03. 0407. C4 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


300 






End 


2567 


GI 


none 






Score 


354 


Exons 


300. .332, 


301. .528, 


301. .528, 


390. .563, 


2259. .2372, 2438. .2488, 



41939 





2440.. 2517, 2472.. 2516, 2514.. 2567, 2515.. 2565 



Seq. No. 


41730 




Seq. ID 


OJ000302_03.0407.C4 


Gpnp No . 


86651 




Strand 




Start 


1990 




End 


2631 


Name 


OJ000302 03.0407.C4.o2. 


as 


Method 


GEN SCAN 


Start 


1990 ~ 




End 


2631 


GI 


none 




Score 


.71 


Exons 


1990.. 2113, 2324.. 2631 








Seq. No. 


41731 




Seq. ID 


OJ000302_03.0407.C5 


Gene No. 


86652 




Strand 


+ 


Start 


223 




End 


391 


Name 


OJ000302 03.0407.C5.ol. 


as 


Method 


GENSCAN 


Start 


223 ~ 




End 


391 


GI 


none 




Score 


.84 


Exons 


223.. 288, 329.. 391 








Seq. No. 


41731 




Seq. ID 


OJ000302_03.0407.C5 


Gene No . 


86653 




Strand 




Start 


2895 




End 


3050 


Name 


OJ000302 03.0407.C5.o2. 


as 


Method 


GENSCAN 


Start 


2895 ~~ 




End 


3050 


GI 


none 




■ Score 


. 95 




2895 3050 








Seq. No. 


41732 




Seq. ID 


OJ000302_03.0407.C6 


Gene No. 


86654 




Strand 


+ 


Start 


1986 




End . 


4875 


Name 


OJ000302 03.0407.C6.ol. 


aD 


Method 


AAT/GAP 


Start 


1986 ~ 




End 


3038 


GI 


uC-osflM202039el2bl 




Score 


625 


Exons 


1986. .2145, 2760. .2829, 


2919. 


.3038 




GI Descrio. 


' 3169178/gb|AAC17821. 1 | 


2 . Oe- 


09 (AC004401) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


41732 




Seq. ID 


OJ000302_03.0407.C6 


Gene No. 


86654 




Strand 


+ 


Start 


1986 




End 


4875 


Name 


OJ000302 03.0407.C6.ol. 


np 


Method 


AAT/NAP 


Start 


2087 




End 


4875 


GI 


7413602 




Score 


1432 


Exons 


2087.. 2148, 2763.-2829, 


2919. 


.3435, 3466. .3649, 3698. .4265, 




4366. .4566, 4654. .4875 








GI Descrip. 


(AL163002) photoreceptor-interacting protein-like [Arabidopsis 




thaliana] 








Seq. No. 


41732 




Seq. ID 


OJ000302 03. 0407. C6 


Gene No. 


86654 




Strand 


+ 


Start 


1986 




End 


4875 


Name 


OJ000302 03.0407.C6.ol. 


gs 


Method 


GENSCAN 


Start 


2767 




End 


4869 


GI 


none 




Score 


.85 


Exons 


2767.. 2829, 2919.. 4265, 


4366. 


.4869 





Seq. No. 
Gene No. 



41732 
86655 



Seq. ID 
Strand 



OJ000302 03. 0407. C6 



41940 



# • 



Start 


. 5433 • 








End 


18234 




Name 


OJ000302 03 


.0407 


.C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2758 








End 


3299 




GI 


none 








Score 


65 




Exons 


2758. .2829, 


2916 


- .2987, 


3015. 


.3197, 3071.. 3196, 


3198. .3299 


Seq. No. 


41732 








Seq. ID 


OJ000302 


_03.0407.C6 


Gene No. 


86655 








Strand 






Start 


5433 








End 


18234 




Name 


OJ000302 03 


.0407 


.C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2761 








End 


3128 




GI 


none 








Score 


128 




Exons 


2761. ,2841/ 


2761 


. .2835, 


2915. 


.2977, 2916. .2984, 


3006. .3119, 




3027. .3128 














Seq. No. 


41732 








Seq. ID 


OJ000302 


_03.0407.C6 


Gene No. 


86655 








Strand 






Start 


5433 








End 


18234 




Name 


OJ000302 03 


.0407 


.C6.06. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2764 








End 


3299 




GI 


none 








Score 


67 




Exons 


2764. .2829, 


2916 


. .2966, 


3009. 


.3209, 3071.. 3214, 


3203. .3271, 




3204. .3299 














Seq. No.-_ ; "- 


' .41732 








Seq. ID 


OJ000302 


_03.0407.C6 




86655 

d yj \j ^/ 








Strand 






Start 


5433 








End 


18234 




Name 


OJ000302 03 


.0407 


.C6.06. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2773 








End 


3214 




GI 


none 








Score 


63 




Exons 


2773. .2829, 


3015 


. .3206, 


3071. 


.3214 






Seq. No. 


41732 








Seq. ID 


OJ000302 


_03.0407.C6 




86655 

\J \J \J *mt *J 








Strand 






Start 


5433 








End 


18234 




Name 


OJ000302 03 


.0407 


,C6.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3494 








End 


3857 




GI 


none 








Score 


179 




Exons 


3494. .3640, 


3495 


. .3647, 


3731. 


.3856, 3732.. 3857 




Seq. No. 


41732 








Seq. ID 


OJ000302 


_03.0407.C6 


Gene No. 


86655 








Strand 






Start 


5433 








End 


18234 




Name 


OJ000302 03 


.0407 


.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3501 








End 


4575 




GI 


none 








Score 


127 




Exons 


3501. .3644, 


3783 


. .4067, 


3807. 


.3998, 4107. .4265, 


4109. .4264, 




4363. .4575 














Seq. No. 


41732 








Seq. ID 


OJ000302 


_03.0407.C6 


Gene No. 


86655 








Strand 






Start 


5433 








End 


18234 




Name 


OJ000302 03 


.0407 


.C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3972 








End 


4779 




GI 


none 








Score 


44 




Exons 


3972. .4022, 


4094 


. .4261, 


4095. 


.4265, 4363.. 4560, 


4419. .4553, 



4708. .4779 



41941 



# • 



Seq. No. 


41732 






Seq. ID 


OJ000302_03.0407.C6 




86655 

vj v u -J *j 






Strand 






5433 






End 


18234 


LN CLlllC 


OJ000302 03 


0407 C6 ol 


tc 


Method 


TBLASTX * Cress 


Start 


4089 ~ 






End 


4539 


GI 


none 






Score 


242 




4089 4265 


4094 4261. 


4369. 


.4539 




Seq. No. 


41732 






Seq. ID 


OJ000302_03.0407.C6 


UC711C7 Li V • 


86655 
\j \j \j ~j <*j 






Strand 




O U Ci J- L. 


5433 

*J *4 J J 






End 


18234 


IN dillt; 


OJ000302 03 


0407 C6 o4 


tw 


L JC L.1 1 w v-i. 


TBLASTX * Wheat 


O LCll L. 


4116 ~~ 






End 


4452 


(IT 


none 






Score 


135 




4116. .4265, 


4363.-4452 










41732 






Seq. ID 


OJ000302_03.0407.C6 




86655 






Strand 




Start 


5433 






End 


18234 


Name 


OJ000302 03. 


0407.C6.o2. 


gp 


Method 


AAT/GAP 




5261 






End 


7736 




75825 1.R1084 




Score 


1206 


von c 


5261. .5519, 


5790. .5855, 


6092 . 


.6140, 6511.. 6578, 6707.. 6752, 




6840. .6933, 


7030. .7092, 




.7736 






'4454464/gb|AAD20911| 4 




(AC006234) unknown protein 




[Arabidopsis 


thaliana] 1 








UCV^a In u • 


41732 






Seq. ID 


OJ000302_03.0407.C6 


Gene No. 


86655 






Strand 




Start 


5433 






End 


18234 


Name 


OJ000302 03. 


0407.C6.o4. 


tc 


Method 


TBLASTX: Cress 


O L. d. -L L. 


5422 






End 


9549 


GI 


none 






Score 


100 




5422. .5529, 


5439..552S, 


5790 . 


.5855, 5794. .5856, 6713. .6754, 




6714. .6758, 


6839. .6895, 


6840 . 


.6893, 6890. .6934, 6891. .6944, 




7025. .7099, 


7029. .7094, 


9481 . 


.9549 






41732 






Seq. ID 


OJ000302_03.0407.C6 


IN W • 


86655 






Strand 






5433 






End 


18234 




OJ000302 03. 


0407.C6.o5. 


fin 


Method 


TBLASTX: Maize 


Start 


5427 






End 


10455 


GI 


none 






Score 


121 


uAUl lO 


5427. .5525, 


5428. .5520, 


5433. 


.5525, 5790.. 5855, 5790.. 5855, 




5794. .5856, 


6089. .6142, 


6510. 


.6593, 6511.. 6573, 6513.. 6578, 




6704. .6754, 


6711. .6755, 


6711. 


.6755, 6825. .6944, 6839. .6934, 




6840. .6935, 


7014. .7094, 


7025. 


.7093, 7686. .7811, 7688. .7813, 




7701. .7811, 


7705. .7812, 


9065. 


.9118, 9427. .9537, 9434. .9457, 




9482. .9544, 


10396. .10455 






Seq. No. 


41732 






Seq. ID 


OJ000302_03.0407.C6 


Gene No. 


86655 






Strand 




Start 


5433 






End 


18234 


Name 


OJ000302 03. 


0407.C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


5428 






End 


6865 


GI 


none 






Score 


107 



41942 



0 




Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5428.. 5520, 5430.. 5522, 5433.. 5522, 5790.. 5855, 5790.. 5855, 
5794. .5856, 5794. .5856, 6060. .6140, 6089. .6142, 6513. .6578, 
6513. .6593, 6704. .6754, 6711. .6755, 6711. .6755, 6839.-6865 



41732 
86655 
5433 

OJ000302_03.0407.C6.o2.gs 
5433 
none 



Seq. ID OJ000302_03.0407.C6 
Strand 

End 18234 

Method GENSCAN 

End 18234 

Score .83 





Oorr Mo 


41732 




PanQ Mo 

oeric wu . 


86655 






5433 




Name 


OJ000302 03 . 




C+- a r-+- 


5433 ~~ 
*j *i j «j 










Exons 


5433 5525. 

•J *t *J *J • • *J -J C -J f 






6704. .6754, 






7029. .7094, 


[fi 

?! H 




9430. . 9462, 










Carta Mo 


86655 

KJ \J \J *J -J 




Start 


5433- 




Name 


OJ000302 03 


f \ I 


Start 


5436 ~ 




GI 


7109232 




Exons 


5436. .5519, 






6840. .6933, 






9427. .9537, 




GI Descrip. 


(AF225922) : 


kj 


Seq. No. 


417-32 


L -J" 


Gene No. 


86655 




Start 


5433 




Name 


OJ000302 03 




Start 


6719 




GI 


2443881 




Exons 


6719. .6743, 






16186. .1625 




GI Descrip. 


(AC002294) 




Seq. No. 


41732 




Gene No. 


86655 




Start 


5433 




Name 


OJ000302 03 




Start 


7040 




GI 


none 




Exons 


7040. .7093, 



5433. .5519, 5790. .5855, 6092. .6140, 6511. .6578, 6707. .6752, 
6867. .6933, 7688. .7810, 8340. .8373, 9054. .9116, 9427. .9537, 
10396. .10513, 10702. .10795, 10837 .. 10967 , 12157 .. 12273, 
12563.. 12675, 12767 .. 12841, 13452 .. 13636, 14295 .. 14324 , 
14446. .15129, 15246 .. 15417 , 15484 .. 15627 , 15705 .. 15779, 
16186. .16256, 16524 .. 16853, 17818.. 18234 

Seq. ID OJ000302_03.0407.C6 
Strand 

End 18234 

D7.C6.o2.ts Method TBLASTX : Soybean 

End 10452 

Score 114 



Seq. ID OJ000302_03. 0407. C6 
Strand 

End 18234 

Method AAT/NAP 

End 10452 

Score 1180 



Seq. ID OJ000302_03.0407.C6 
Strand 

End 18234 

Method AAT/NAP 

End 18178 

Score 1049 



Seq. ID OJ000302_03.0407.C6 
Strand 

End 18234 

Method TBLASTX : Wheat 

End 7813 

Score 143 



7040. .7093, 7686. .7811, 7688. .7813, 7701. .7811, 7705. .7812 



41943 




i y 



Seq. No. 


41732 


Seq. ID 


OJ000302_03.0407 


Gene No. 


86655 


Strand 




Of a r +- 
jLdf L 




End 


18234 


Name 


n.Tnnn*3n9 0407 pf; n*^ i-r* 


Method 


TBLASTX: Cress 


Of ^ 

otar u 


/ DO D 


End 


9468 




none 


Score 


77 


Exons 


7fiftfi 7ft1 1 7fififl 779^ 770S 


. .7812, 9421. .9468 


oeq. wo. 




Seq. ID 


OJ000302_03.0407 




86655 


Strand 




Start 


5433 


End 


18234 


Name 


OJ000302 03.0407.C6.o3.gp 


Method 


AAT/GAP 




7766 


End 


10476 




286756 


Score 


576 


Exons 


7766.. 7810, 8340. .8373, 9054 


..9116, 9427. .9537, 10396.. 




2443878 3.0e-16 (AC002294) Unknown protein [Arabidopsis 




thaliana] 






oeq. in o . 


41732 


Seq. ID 


OJ000302_03.0407 


Gene No. 


86655 


Strand 




Start 


5433 


End 


18234 


Name 


OJ000302 03.0407.C6.o3.np 


Method 


AAT/NAP 


o cart 


11147 


End 


16032 


r*T - 


5734734 


Score 


193 


TT 1 •» 10 0 


11147. .11169, 15484. .15627, 


15705. .15831, 15997.. 16032 


LjI uescrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


41732 


Seq. ID 


OJ000302_03.0407 


Gene No. 


86655 


Strand 




Qf a -ri- 
ot art 


5433 


End 


18234 


Name 


OJ000302 03.0407.C6.o4.gp 


Method 


AAT/GAP 


Of -j r*f 


11367 


End 


11937 


ul 


2280902 


Score 


712 




11367. .11678, 11865.. 11937 






oeq. IN O . 


41732 


Seq. ID 


OJ000302J)3.0407 


ucllc LNO. 


86655 


Strand 




Cf a y*f . 


5433 


End 


18234 


Name 


OJ000302 03.0407.C6.o2.tw 


Method 


TBLASTX: Wheat 


Of a y-4- 


11867 


End 


14215 


GI 


none 


Score 


122 


Exons 


11867. .11911, 11868. .11936, 


11868. .11939, 12156. .12275, 




12156. .12275, 12157 .. 12282, 


12541. .12675, 12552 .. 12647 , 




12554. .12673, 12562 .. 12681, 


12764. .12847, 12765 .. 12842, 




12767. .12844, 13449 .. 13577, 


13449. .13577, 13453 .. 13626, 




13453. .13578, 13454 .. 13627, 


14076. .14213, 14082. .14213, 




14089. .14214, 14093. .14215 






oeq • ino • 


41732 


Seq. ID 


OJ000302_03.0407 


ucllc LNO • 


86655 


Strand 




Start 


5433 


End 


18234 


Name 


OJ000302 03.0407.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


12155 


End 


14858 


GI 


none 


Score 


110 


Exons 


12155. .12274, 12156 .. 12275, 


12156. .12275, 12157 .. 12282, 




12554. .12673, 12562 .. 12675, 


12562. .12675, 12764 .. 12874, 




12765. .12842, 12766 .. 12843, 


13449. .13574, 13449 .. 13577, 



10476 



41944 




13453. .13578, 13453 13581, 13454 .. 13627 , 14094 .. 14213, 

14095. .14214, 14102. .14215, 14296 .. 14 34 6, 14297 .. 14350, 

14436. .14507, 14 438 .. 14554 , 144 47 .. 14509, 14 471 .. 14857, 

14563. .14718, 14571.. 14858 





Seq. No. 


41732 




Seq. ID 


OJ000302_03.0407. 


C6 




Gene No . 


86655 




Strand 








Start 


5433 




End 


18234 






Name 


OJ000302 03. 0407. C6. 


o5 . gp 


Method 


AAT/GAP 






Start 


12642 




End 


14537 






GI 


40306 1.R1084 




Score 


899 






Exons 


12642. .12675, 12767. 


.12841, 


13452. .13577, 1407 6. .14212, 








14295. .14351, 14446. 


.14537 










GI Descrip. 


•2443878 3.0e-16 (AC002294) 


Unknown protein [Arabidopsis 








thaliana] 1 












Seq. No. 


A 1 7^9 




Seq. ID 


OJ000302J33.0407. 


C6 




Gene No . 


ft fifiss 




Strand 








Start 


R4 




End. 


18234 






Name 


OJ000^02 03 0407 C6 


ol . tm 


Method 


TBLASTX: Maize 






Start 


LH O D J. 




End 


15842 






GI 


none 




Score 


70 






Exons 


14861. .15016, 14868. 


.15122, 


14870. .15130, 14871. .15038, 




i=; 




14875. .15126, 15246. 


.15416, 


15248. .15418, 15250 ... 15423, 








1R46T 15627 15479 


. 15628, 


15486. .15629, 15487 .. 15630, 




J 




1 R709 1S78S 1 570? 


15842 


15703. .15807 






Seer No . 


4 1 7^9 




Seq. ID 


OJ000302_03.0407. 


C6 


3 


Gene No . 


OUUJJ 




Strand 






. = 


Start 






End 


18234 






Name 


h.tooo^o? 0407 r6 




Method 


TBLASTX: Cress 




j 


Start 


15484 




End 


15756 






GI 


none 




Score 


101 






Exons 


15484 15627 15491 


. 15622, 


15702. .15755, 15709.. 15756 




i 

; 


Seq. No. 


417^9 

41 / J£ 




Seq. ID 


OJ000302_03.0407. 


C6 




Gene No . 


86655 

O \J v J J 




Strand 








Start 


5433 




End 


18234 




3 


Name 


OJ000302 03. 0407. C6. 


o4 .tm 


Method 


TBLASTX: Maize 






Start 


16177 




End 


17941 




ES, 


GI 


none 




Score 


74 






Exons 


16177. .16254, 16186. 


.16257, 


16187. .16258, 16519 .. 16833, 








16523. .16813, 16597. 


.16851, 


17819. .17941, 17828.. 17923 






Seq. No. 


41732 




Seq. ID 


OJ000302_03.0407. 


C6 




Gene No . 


"86655 




Strand 








Start 


5433 




End 


18234 






Name 


OJ000302 03. 0407. C6. 


o5.tc 


Method 


TBLASTX: Cress 






Start 


16186 




End 


17941 






GI 


none 




Score 


83 






Exons 


16186. .16257, 16187. 


.16258, 


16519. .16650, 16523. .16651, 








16546. .16776, 16633. 


.16854, 


17828. .17941 






Seq. No. 


41732 




Seq. ID 


OJ000302_03.0407. 


C6 




Gene No. 


86655 




Strand 








Start 


5433 




End 


18234 






Name 


OJ000302 03. 0407. C6. 


o4 . ts 


Method. 


TBLASTX : Soybean 





41945 



# • 



Start 


16519 


End 


17932 






GI 


none 


Score 


61 






Exons 


16519. .16851, 16519. .16779, 


16522. .16836, 16565. 


.16654, 






16586. .16837, 16615 .. 16851, 


16681. .16842, 17813. 


.17932, 






17813. .17932 










Seq. No. 


41732 


Seq. ID 


OJ000302__ 


03.0407 


.C6 


Gene No. 


O ODJ J 


Strand 








Start 


5433 


End 


18234 






Name 


OJ000302 03.0407.C6.o8.tm 


Method 


TBLASTX: Maize 




Start 


17997 


End 


18160 






GI 


none 


Score 


201 






Exons 


17997. .18146, 18004 18147 , 


18018. .18146, 18023. 


.18160 




Seq. No. 


41733 


Seq. ID 


OJ000302_ 


03 0407 


.C7 


Gene No . 


Q c. C Q c 


Strand 


+ 






Start 


85 


End 


1961. 






Name 


OJ000302 03.0407;C7.ol.gs 


Method 


GENSCAN 






Start 


85 


End 


1961 






GI 


none 


Score 


.61 






Exons 


85. .149, 1618. .1961 










Seq. No. 


41734 


Seq. ID 


OJ000302_ 


uo . u ft u / 


.C8 


Gene No. 


86657 


Strand 


+ 






ouarc 


1 


End 


2122 






Name 


OJ000302 03.0407.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2122 






GI 


7339707 


Score 


110 






Exons 


1..29, 1091.. 1354, 1593.. 1719, 2076.. 2122 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41734 


Seq. ID 


OJ000302_ 


03 0407 


.C8 


Gene No . 


86657 


Strand 


+ 






Start 


1 


End 


2122 






Name 


OJ000302 03.0407.C8.ol.gs 


Method 


GENSCAN 






Start 


157 


End 


1769 






GI 


none 


Score 


.69 






Exons 


157. .247, 427. .580, 753. .941, 1612. .1769 






Seq. No. 


41735 


Seq. ID 


OJ000302_ 


03 0407 


.C9 


Gene No. 


86658 


Strand 


+ 






Of a r-h 


512 


End 


6158 






Name 


OJ000302 03.0407.C9.ol.np 


Method 


AAT/NAP 






Start 


512 


End 


1569 






GI 


6721543 


Score 


171 






Exons 


512. .640, 1453. .1569 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


41735 


Seq. ID 


OJ000302_ 


03.0407 


.C9 


Gene No . 


86658 


Strand 


+ 






Start 


512 


End 


6158 






Name 


OJ000302 03.0407.C9.ol.gs 


Method 


GENSCAN 






Start 


1129 


End 


1913 






GI 


none 


Score 


.71 






Exons 


1129. .1684, 1753. .1913 










Seq. No. 


41735 


Seq. ID 


OJ000302_ 


03.0407 


.C9 



41946 





Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86658 Strand + 

512 End 6158 

OJ000302_03.0407 .C9.o3.np Method AAT/NAP 

1129 End 1987 

7228442 Score 1004 

1129.. 1733, 1966.. 1987 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



41735 
86658 
512 

OJ000302_03.0407.C9.o2.np 



Seq. ID OJ000302_03.0407.C9 

Strand + 

End 6158 

Method AAT/NAP 

End 1733 

Score 231 



1582 
5441880 
1582.. 1733 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



41735 Seq. ID 

86658 Strand 
512 End 
OJ000302_03 . 0407 . C9 . o2 . gp Method' 
1738 End 
LIB3431-045-P1-N1-A10 Score 
1738.. 2081, 3446.-3555 

'5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ000302_03.0407.C9 
+ 

6158 
AAT/GAP 
3555 
821 



Seq. No. 41735 Seq. ID 

Gene No. 86658 Strand 

Start 512 End 

Name OJ000302_03 . 0407 . C9 . o2 . gs Method 

Start 2140 End 

GI none Score 
Exons 



OJ000302_03.0407.C9 
+ 

6158 
GENSCAN 
6158 
.62 



2140. .2142, 2326. .2484, 2551. .2628, 3822. .3926, 4498. .4560, 
4706. .4966, 5793. .5982, 6130. .6158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41735 Seq. ID 

86658 Strand 
512 End 
OJ000302_03.0407 .C9.o4 .np Method 
2326 End 
7228438 Score 
2326.. 2628, 2799.. 3059 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000302_03.0407.C9 
+ 

6158 
AAT/NAP 
3059 
973 



41735 Seq. ID 

86659 Strand 

15477 End 

OJ000302_03 . 04 07 . C9 . o3 . gp Method 

15477 End 

2442658 Score 



OJ000302_03.0407.C9 
+ 

15794 
AAT/GAP 
15794 
545 



41947 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




15477.. 15794 

41735 Seq. ID 

86660 Strand 
16104 End 
OJ000302_03.0407.C9.o4.gp Method 
16104 End 
3762949 Score 
16104.. 16677 

41735 Seq. ID 

86661 Strand 
20443 End 
OJ000302_03.0407.C9.o6.gs Method 
20443 End 
none Score 
20443. .21297 



OJ000302_03.0407.C9 
+ 

16677 
AAT/GAP 
16677 
1034 



OJ000302_03.0407.C9 
+ 

21297 
GEN SCAN 
21297 
.75 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41735 
86662 
24793 

OJ000302_03.0407.C9.ol0.np 
24793 
7228438 

24793.-24824, 26234 .. 26815, 
30407. .30438 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000302 
+ 

30438 
AAT/NAP 
30438 
1040 



03. 0407. C9 



28374. .28469, 28555 . . 28994 , 



41735 
86662 
24793 

OJ000302_03.0407.C9.o8.gs 

24861 

none 

24861. .24955, 
27954. .28027, 
28846. .28968, 



24996. 
28103. 
29448. 



.25121, 
.28257, 
.29768 



Seq. ID 

Strand 

End 

Method 

End 

Score 

25291 

28315 



25372, 
28469, 



OJ000302 
+ 

30438 
GENS CAN 
29768 
.43 

26024 
28555 



03. 0407. C9 



.27469, 
.28713, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.~ No, 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000302_03.0407.C9 
Strand + 
End 30438 
Method AAT/NAP 
End 30438 
Score 1032 
28555. .28994, 30407. .30438 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



41735 
86662 
24793 

OJ000302_03. 0407. C9. oil. np 

26234 

7228438 

26234. .26815, 28374 .. 284 69, 



41735 Seq. ID 

86662 Strand 

24793 End 

OJ000302_03.0407.C9.o9.np Method 

26746 End 

4559351 Score 



OJ000302_03.0407.C9 
+ 

30438 
AAT/NAP 
28907 
128 



41948 



Exons 26746. .26963, 28186 28450, 28564.. 28907 

GI Descrip. (AC006585) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


41735 




Seq. ID 


OJ000302 


_03.0407.C9 


Gene No. 


86663 




Strand 






Start 


526 




End 


690 




Name 


OJ000302 03. 0407. C9. 


ol.gp 


Method 


AAT/GAP 




Start 


526 




End 


690 




GI 


7406 1.R1084 




Score 


225 




Exons 


526. .690 . 










GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


10 (X94191) heat shock protein 




[Pennisetum glaucum] 










Seq. No. 


41735 




Seq. ID 


OJ000302 


_03. 0407.C9 


Gene No. 


86664 




Strand 






Start 


6476 




End 


12220 




Name 


OJ000302 03. 0407. C9. 


o3 .gs 


Method 


GENSCAN 




Start 


6476 




End 


12220 




GI 


none 




Score 


.77 




Exons 


6476.. 6661, 6739.-6772, 7272 


..7523, 7607. .8447, 


9047 . . 9685 




10318. .11078, 11850. 


.12220 








Seq. No. 


41735 




Seq. ID 


OJ000302 


_03.0407.C9 


Gene No. 


86664 




Strand 






Start 


6476 




End 


12220 ' 




Name 


OJ000302 03. 0407. C9. 


o5 .np 


Method 


AAT/NAP 




Start 


10408 




End 


11151 




GI 


4680203 




Score 


493 




Exons 


10408. .11151 . . 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


41735 




Seq. ID 


OJ000302 


_03.0407.C9 


Gene No . 


86665 




Strand 






Start 


17053 




End 


19002 




Name 


OJ000302 03. 0407. C9. 


o5 .gs 


Method 


GENSCAN 




Start 


17053 




End 


19002 




GI 


none 




Score 


.56 




Exons 


17053. .17157, 17228. 


.17359, 


17365. .17578, 18059 


. . 18194, 




18356. .18440, 18622. 


.19002 








Seq. No. 


41735 




Seq. ID 


OJ000302 


_03.0407.C9 


Gene No . 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9. 


ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


10334 




End 


11430 




GI 


none 




Score 


7! 




Exons 


10334. .10402, 10409. 


.10513, 


10416. .10508, 10526 


. .10630, 




10544. .10600, 10619. 


.10774, 


10635. .10781, 10787 


. .11041, 




11030. .11296, 11056. 


.11430 








Seq. No. 


41735 




Seq. ID 


OJ000302 


_03.0407.C9 


Gene No. 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9. 


o3. tm 


Method 


TBLASTX: 


Maize 


Start 


10638 




End 


10933 




GI 


none 




Score 


69 




Exons 


10638. .10751, 10640. 


.10759, 


10763. .10933 





41949 



Seq. No. 


41735 




Seq. ID 


OJ000302_03.0407 


.C9 


Gene No . 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03.0407 .C9 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


10829 ~" 




End 


11251 




GI 


none 




Score 


94 




i_J *\ \J liU 


10829. . 11041, 11030 


. . 11251, 


11056. .11241- 




Seq. No. 


41735 




Seq. ID 


OJ000302_03.0407 


.C9 


Gene No . 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


11182 ~ 




End 


11425 




GI 


none 




Score 


207 




Exons 


11182 . . 11424, 11186 


. . 11425, 


11264. .11425 




Seq. No. 


41735 




Seq. ID 


OJ000302J)3.0407 


.C9 


Gene No . 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11435 ~~ 




End 


11881 




GI 


none 




Score 


39 




Fvnnc 


11435 . . 11542, 11501 


. . 11536, 


11571. .11825, 11591. .11881 




Seq. No. 


41735 




Seq. ID 


OJ000302_03.0407 


.C9 




86666 

\J \mf \J W \mf 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03 . 04 07 .C9 


. ol . t s 


Method 


TBLASTX : Soybean 




Start 


11586 — 




End 


11869 




GI 


none 




Score 


108 






1158 6. . 118 4 6, 11591 


. .11869 








Seq. No. 


41735 




Seq. ID 


OJ000302_03.0407 


.C9 


Gene No. 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9 


. o6.np 


Method 


AAT/NAP 




Start 


20283 




End 


24580 




GI 


6907089 




Score 


4486 




Exons 


20283. .20302, .21554 


. .23223, 


23319. .24580 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41735 




Seq. ID 


OJ000302_03.0407 


,C9 


Gene No . 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21121 




End 


21558 




GI 


none 




Score 


307 




Exons 


21121. .21555, 21126 


. .21248, 


21300. .21524, 21346.. 21558 




Seq. No. 


41735 




Seq. ID 


OJ000302_03.0407 


.C9 


Gene No. 


86666 




Strand 






Start 


20283 




End 


26452 




Name 


OJ000302 03. 0407. C9 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


21415 




End 


26452 




GI 


none 




Score 


155 




Exons 


21415. .21558, 21418 


. .21555, 


26278.-26346, 26279 .. 26452, 





41950 





26301. .26441 



Seq. No. 


41735 ' 


Seq. ID 


OJ000302_03.0407.C9 


Gene No. 


86666 


Strand 




Start 


20283 


End 


26452 


Name 


OJ000302 03.0407.C9.o7.gs 


Method 


GENSCAN 


Start 


21432 


End 


24580 


GI 


none 


Score 


.9 


Exons 


21432. .22547, 22608 .. 23223, 


23319. .24580 


Seq. No. 


41735 


Seq. ID 


OJ000302_03.0407.C9 


Gene No. 


86666 


Strand 




Of a v-f- 

o t art 


20283 


End 


26452 


Name 


OJ000302 03.0407.C9.o8.np 


Method 


AAT/NAP 


Start 


23779 


End 


26242 


GI 


5922623 


Score 


207 


Exons 


23779. .23810, 25393 .. 254 68, 


25636. .25789, 26168.. 26242 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Con M/"n 

oeq. wo. 


41735 


Seq. ID 


OJ000302_03.0407.C9 


Gene No. 


86666 


' Strand 




Start 


20283 


End 


26452 


Name 


OJ000302 03.0407.C9.o7.np 


Method 


AAT/NAP 


Start 


25210 


End 


25344 


GI 


7523512 


Score 


124 


Exons 


25210.. 25344 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


41735 


Seq. ID 


OJ000302_03.0407.C9 


Gene No. 


86667 


Strand 




Start 


28194 


End 


28376 


Name 


OJ000302 03.0407.C9.o4.tw 


Method 


TBLASTX: Wheat 


Start 


28194 


End 


28376 


GI 


none 


Score 


92 


Exons 


28194. .28247, 28208 .. 28258, 


28256. .28375, 28257.. 28376 


Seq. No. 


41736 


Seq. ID 


OJ000302_03. 0407. C10 


Gene No. 


86668 


Strand 


+ 


Start 


5436 


End 


14961 


Name 


OJ000302 03.0407.C10.o2.gs 


Method 


GENSCAN 


Start 


5436 


End 


14961 


GI 


none 


Score 


.81 


Exons 


5436. .5570, 6212. .6280, 7243. .7299, 7654. .7720, 7820. .7963, 



8055.. 8264, 8361.. 9301, 9980.. 10102, 10184 .. 10261, 10361.. 11258 
12203. .12333, 12788 .. 13009, 13494 .. 1404 8, 14 122 .. 14331 , 
14857. .14961 



Seq. No. 41736 

Gene No. 86668 

Start 5436 

Name OJ000302_03 .0407. C10 . ol . np 

Start 5735 

GI 2443887 
Exons 



Seq. ID OJ000302_03. 0407. C10 



Strand 
End 

Method 

End 

Score 



+ 

14961 
AAT/NAP 
14786 
1877 



5735.. 5805, 9061.. 9301, 10031 10102 , 10184 .. 10261, 
10361. .11262, 12207. .12333, 12788 .. 12938, 13450 .. 13706, 



41951 




13737. ^14048, 14122 14360, 14753.. 14786 
GI Descrip. (AC002294) Similar to transcription factor gb | Z4 6606 | 1658307 and 
others [Arabiciopsis thaliana] 



Seq. No. 


41736 


Seq. ID 


OJ000302_03 . 0407 . C10 


Gene No. 


86668 


Strand 


+ 


Start 


5436 


End 


14961 


Name 


OJ000302 03.0407.C10.o2.gp 


Method 


AAT/GAP 


Start 


10167 


End 


10829 


GI 


uC-osflm202106b05bl 


Score 


1066 


Exons 


10167. .10261, 10361.. 10829 






GI Descrip. 


'2443887 3.0e-50 (AC002294) 


Similar to 


transcription factor 




gb_Z46606_1658307 and others 


[Arabidopsis thaliana] ' 


Seq. No. 


41736 


Seq. ID 


OJ000302_03. 0407. C10 


Gene No. 


86669 


Strand 




Start 


563 


End 


3961 


Name 


OJ000302 03.0407.C10.ol.gs 


Method 


GENS CAN 


Start 


563 


End 


3961 


GI 


none 


Score 


.55 


Exons 


563. .733, 792. .900, 1099. .1225, 1244.. 


1317, 1354.. 1434, 




1752. .1820, 2482. .2688, 2835 


..2917, 3914. .3961 


Seq. No. 


41736 


Seq. ID 


OJ000302J33. 0407. C10 


Gene No. 


86669 


Strand 




Start 


563 


End 


3961 


Name 


OJ000302 03.0407.C10.ol.gp 


Method 


AAT/GAP 


Start 


1803 


End 


1863 


GI 


2312838 


Score 


.58 


Exons 


1803. .1863 






ui uescrip. 


1420932/gb|U61383|ORU61383. 7 


. Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


Seq. No. 


41736 


Seq. ID 


OJ000302_03. 0407. C10 


Gene No. 


86670 


Strand 




Start 


14974 


End 


15189 


Name 


OJ000302 03.0407.C10.o4.tm 


Method 


TBLASTX: Maize 


Start 


8549 


End 


8767 


GI 


none 


Score 


134 


Exons 


8549.. 8677, 8556.-8678, 8557 


..8679, 8665. .8766, 8666. .8767 


Seq. No. 


41736 


Seq. ID 


OJ000302_03. 0407. C10 


Gene No. 


86670 


Strand 




Start 


14974 


End 


15189 


Name 


OJ000302 03.0407.C10.o3.ts 


Method 


TBLASTX : Soybean 


Start 


10027 


End 


10462 


GI . 


none 


Score 


107 


Exons 


10027. .10098, 10028. .10099, 


10179. .10265, 10184. .10261, 




10357. .10461, 10358.. 10462 






Seq. No. 


41736 


Seq. ID 


OJ000302_03. 0407. C10 


Gene No. 


86670 


Strand 




Start 


14974 


End 


15189 


Name 


OJ000302 03:0407. C10. o3.tc 


Method 


TBLASTX: Cress 


Start 


10574 


End 


10717 


GI 


none 


Score 


186 


Exons 


10574. .10711, 10580.. 10717 







41952 



Seq. No. 


41736 






Seq. ID 


OJ000302_03.0407 


.C10 


Gene No . 


86670 






Strand 






Start 


14974 






End 


15189 




Name 


OJ000302 03. 0407. CIO 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10718 






End 


11155 




GI 


none 






Score 


145 




Exons 


10718. .10855, 


10723. 


.10854, 


10790. .10888, 10791. .10895, 






10953. .11153, 


10954. 


.11091, 


10954. .11154, 10955.. 11155 




oeq. wo. 


41736 






Seq. ID 


OJ000302_03.0407 


pi o 


Gene No. 


86670 






Strand 






Start 


14974 






End 


15189 




Name 


OJ000302 03. 0407. C10 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


10739 






End 


11164 




GI 


none 






Score 


587 




Exons 


10739. .11164, 


10742. 


.11164 








Seq. No. 


41736 






Seq. ID 


OJ000302_03.0407 


.C10 


bene wo . 


86670 






Strand 






Start 


14974 






End 


15189 




Name 


OJ000302 03. 0407. C10 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


11051 






End 


13048 




GI 


none 






Score 


306 




Exons 


11051. .11260, 


11053. 


.11259, 


11159. .11260, 12169. .12333, 






12183. .12344, 


12781. 


.12843, 


12781. .13011, 12785.. 13048 




Seq. No. 


41736 






Seq. ID 


OJ000302_03.0407 


.C10 


Gene No. 


86670 






Strand 






btarc 


14974 






End 


15189 




Name 


OJ000302 03. 0407. C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12189 






End 


14961 




GI 


none 






Score 


151 




Exons 


12189. .12338, 


12205. 


.12333, 


12781. .12882, 12791 .. 12883, 






13985. .14050, 


13986. 


.14051, 


14111. .14212, 14119. .14331, 






14121. .14327, 


14851. 


.14952, 


14854. .14961, 14856.. 14954 




Seq. No. 


41736 






Seq. ID 


OJ000302_03.0407 


.C10 


Gene No. 


86670 






Strand 






Start 


14974 






End 


15189 




Name 


OJ000302 03. 0407. C10 


. OC. . LIU 


Method 


TBLASTX: Maize 




Start 


12885 






End 


13983 




GI 


none 






Score 


124 




Exons 


12885. .13010, 


12885. 


.13010, 


12886. .13011, 12887. .13048, 






12899. .13021, 


13485. 


.13721, 


13493. .13711, 13697. .13804, 






13716. .13766, 


13733. 


.13792, 


13869. .13982, 13872 .. 13982, 






13873. .13983 












Seq. No. 


41736 






Seq. ID 


OJ000302_03.0407 


.C10 


Gene No. 


86670 






Strand 






Start 


14974 






End 


15189 




Name 


OJ000302 03. 0407. C10 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13484 






End 


14235 




GI 


none 






Score 


224 




Exons 


13484. .13642, 


13485. 


.13694, 


13504. .13707, 13839 .. 14051, 






13895. .13945, 


13979. 


.14053, 


14119. .14235, 14120. .14227, 





14121. .14228 

41953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



41736 
86670 
14974 

OJ000302_03. 0407. CIO. o2.tc 
14097 
none 



Seq. ID OJ000302_03. 0407. CIO 
Strand 

End 15189 

Method TBLASTX : Cress 

End .14 967 

Score 332 



14097. .14333, 14117 .. 14335, 14119 14331, 14128 .. 14 337 , 
14854. .14967, 14856. .14957 



41736 
86670 
14974 

OJ000302_03. 0407. C10. o3.gp 

14974 

none 

14974. .15189 



Seq. ID OJ000302_03. 0407. C10 
Strand 

End 15189 

Method AAT/GAP 

End 15189 

Score 252 



41737 
86671 
293 

OJ000302_03.0407.Cll.ol.gp 
293 

LIB3431-029-P1-N1-C12 
.*. 293.'. 575 

1 4996642/dbj | BAA78573.il 1.0e-108 (AB028130) Dof zinc finger 
protein [Oryza sativa] ' 



Seq. ID OJ000302_03.0407.C11 
Strand + 

575 

AAT/GAP 
575 
562 



End 

Method 

End 

Score 



Seq. ID OJ000302_03.0407.C11 
Strand 

End 1016 

Method AAT/NAP 

End 1016 

Score 186 



41737 
86672 
1 

OJ000302_03.0407.Cll.ol.np 
1 

6729489 
1..34, 673. .1016 

(AL132966) receptor lectin kinase-like protein [Arabidopsis 
thaliana] 



41737 
86672 
1 

OJ000302_03.0407.Cll.ol.gs 
528 
none 

528.. 934 

41737 
86672 
1 

OJ000302_03.0407.Cll.ol.tc 
711 
none 

711. .938, 935. .1015, 937. .1014 



Seq. ID OJ000302_03.0407.C11 
Strand 

End 1016 

Method GENSCAN 

End 934 

Score .93 



Seq. ID OJ000302_03.0407 .Cll 
Strand 

End 1016 

Method TBLASTX : Cress 

End 1015 

Score 58 



41737 
86672 
1 



Seq. ID OJ000302_03. 0407. Cll 
Strand 

End 1016 



41954 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




OJ000302_03 . 0407 . Cll . ol . tm Method TBLASTX : Maize 
711 End 1014 

none Score 65 

711. .899, 834. .899, 917. .1012, 937. .1014 



41738 Seq. ID 

86673 Strand 

27 End 
OJ000302JD3 . 0407 . C12 . ol . gs Method 

27 End 

none Score 
27. .163 



OJ000302_03.0407.C12 
163 

GENSCAN 

163 

.75 



Seq. No. 41739 

Gene No. 8 6674 

Start 282 

Name OJ000302_03 . 0407 .C13 . ol . gp 

Start 282 

GI none 

Exons 282.. 595 



Seq. ID OJ000302_03.0407.C13 

Strand + 

End 595 

Method AAT/GAP 

End 595 

Score 438 





Seq. No. 


41739 


Seq. ID 


OJ000302_03.0407.C13 




Gene No. 


86675 


Strand 






Start 


102 


End 


554 . 




Name' 


OJ000302 03. 0407. C13.ol.gs 


Method 


GENSCAN 




Start 


102 


End 


554 




GI 


none 


Score 


.79 




Exons 


102. .224, 420. .554 








Seq. No. 


41739 


Seq. ID 


OJ000302_03.0407.C13 


•- ^ 


Gene No. 


86676 


Strand 






Start 


870 


End 


9581 




Name 


OJ000302 03.0407.C13.o2.gp 


Method 


AAT/GAP 




Start 


784 


End 


1293 




GI 


uC-osflcyp067bl0al 


Score 


523 




Exons 


784. .1091, 1219. .1293 






jjs £3 


GI Descrip. 


'2335108 1.0e-23 (AC002339) 


putative 


isulinase [Arabidopsis 






thaliana] 1 






~ c? 


Seq. No. 


41739 


Seq. ID 


OJ000302_03.0407.C13 


Id 


Gene No. 


86676 


Strand 






Start 


870 


End 


9581 




Name 


OJ000302 03.0407.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


833 


End 


3153 




. GI 


none 


Score 


132 



Exons 833.. 949, 835.. 957, 836.. 937, 927.. 1094, 955.. 1038, 960.. 1046, 

968. .1123, 1207. .1344, 1214. .1348, 1608. .1694, 1610. .1696, 
1615. .1707, 1753. .1833, 1766. .1810, 1771. .1836, 1924. .2061, 
1928. .2062, 1930. .2076, 1937. .2062, 2767. .2994, 2768.-2995, 
2783. .2998, 2784. .2999, 3029. .3151, 3091. .3153 



Seq. No. 41739 Seq. ID 

Gene No. 86676 Strand 

Start 870 End 

Name OJ000302_03.0407.C13.ol.np . Method 

Start 850 End 

GI 2335108 Score 



OJ000302_03.0407.C13 

9581 
AAT/NAP 
9581 
2003 



41955 




E^ons 850. .1080/. 1208. .1341, 1608. .1694, 1771 .. 1822 ,.,1929 2063, 

2795.-2993, 3102. .3303, 3802. .3906, 4053 4 114 , 4210 .. 4399, 
4510. .4605, 4757. .4864, 5219. .5317, 5548. .5634, 6237. .6322, 
6421. .6521, 6637. .6792, 6963. .7075, 7147 .. 72 61, 7 658 7713, 
8050. .8093, 8271. .8344, 8506. .8597, 9074. .9148, 9563. .9581 

GI Descrip. (AC002339) putative zinc protease .[Arabidopsis thaliana] 



Seq. No. 


41739 


Gene No. 


86676 


Start 


870 


Name 


OJ000302 03 


Start 


870 


GI 


none 


Exons 


870. .1091, 




2785. .2993, 




4510. .4605, 




7662. .7713, 


Seq. No. 


41739 


Gene No. 


86676 


Start 


870 


Name 


OJ000302_03 


Start 


i o ft n 

2899 


GI 


none 


Exons 


2899/.3000, 


Seq. No. 


41739 


Gene No. 


86676 


Start ■ 


870 


Name 


OJ000302 03 


Start 


3091 


GI 


none 


Exons 


3091. .3306, 




4211. .4402, 




4761. .4862, 


Seq. No. 


41739 


Gene No. 


ODD/D 


Start 


870 


Name 


OJ000302 03 


Start 


3229 


GI 


none 


Exons 


3229. .3306, 




3801. .3923, 




4050. .4115, 




4501. .4608, 




5214. .5318, 




5556. .5639, 




6454. .6516, 




6960. .7076, 


Seq. No. 


41739 


Gene No. 


86676 


Start 


870 


Name 


OJ000302 03 


Start 


4202 


GI ■ 


none 



Seq. ID OJ000302_03.0407.C13 
Strand 

End 9581 

Method GENSCAN 

End 8563 

Score .86 



Seq. ID OJ000302_03.0407.C13 
Strand 
End 

Method 
End 
Score * 



9581 

TBLASTX: Cress 

3894 

118 



2899. .3000, 3094.. 3306, 3100. .3306, 3796.. 3894, 3802.. 3894 



.4400, 4498. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3909, 4050 
.4566, 4501 



OJ000302 03.0407.C13 



9581 

TBLASTX : Soybean 
5323 
91 

4115, 4070. .4111, 
4608, 4757. .4861, 



.0407.C13.ol.tm 



3229. 
3801. 
4206. 
4508. 
5215. 
6222. 
6456. 
6963. 



3306, 
3908, 
4400, 
4627, 
5322, 
6323, 
6539, 
7076, 



3234. 
3802. 
4211. 
4757. 
5216. 
6237. 
6620. 
7128. 



Seq. ID OJ000302_03.0407.C13 
Strand 

End 9581 
Method TBLASTX : Mai ze 
End 7191 
Score 78 

.3311, 3731. .3907, 3784. .3897, 
.3909, 4035. .4112, 4043. .4147, 
.4402, 4215. .4400, 4498. .4590, 
.4861, 4758. .4862, 5213. .5332, 
.5353, 5549.. 5635, 5549.. 5635, 
.6323, 6401. .6460, 6421. ,6462, 
.6796, 6628.. 6798, 6629.. 6796, 
.7190, 7147. .7191 

Seq. ID OJ000302_03.0407.C13 
Strand 

End 9581 

Method TBLASTX: Cress 

End 4 608 

Score 90 



41956 




Exons 


4202. .4381,, 42.11. .4393, 


4212. 


.4400,.. .^508^. .4603, 4510. .46.08 


Seq. No. 


41739 




Seq. ID 


OJ000302_03.0407.C13 


Gene No. 


86676 




Strand 




Start 


870 




End 


9581 


Name 


OJ000302 03.0407.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6422 




End 


6771 


GI 


none 




Score 


45 


Exons 


6422. .6460, 6456. .6530, 


6457. 


.6516, 6628.. 6771, 6629.-6742 


Seq. No. 


41740 




Seq. ID 




Gene No. 


86677 




Strand 


+ 


Start 


4330 




End 




Name 


OJ000302 03.0407.C14.o2 


.np 


Method 


AAT/NAP 


otart 


4330 




End 


5254 


GI 


5922621 




Score 


248 


Exons 


4330. .4548, 5121. .5254 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi | 6016854 | dbj | BAA85197 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


41740 




Seq. ID 


OJ000302_03.0407.C14 


Gene No. 


86677 




Strand 


+ 


Start 


4330 




End 


6270 


Name 


OJ000302 03.0407.C14.o3 


.np 


Method 


AAT/NAP 


Start 


4836 




End 


6270 


GI 


7485337 




Score 


78 


Exons 


4836. .4919, 6139. .6270 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein F10M23.290 - Arabidopsis thaliana 
gi I 4455218 | emb | CAB36541.1) (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269548 | emb | CAB7 9550 . 1 1 (AL161566) 
putative protein [Arabidopsis thaliana] 

41740 Seq. ID OJ000302_03 . 0407 . C14 

86678 Strand 

1 End 528 

OJ000302_03 . 0407 . C14 . ol . np Method AAT/NAP 
1 End 528 

6706418 Score 166 

1..52, 170. .249, 385. .528 

(AL133248) protease-like protein [Arabidopsis thaliana] 

41740 Seq. ID OJ000302_03 . 0407 . C14 

86679- Strand 

1072 End 1388 

OJ000302_03 . 0407 . C14 . ol . ts Method TBLASTX : Soybean 

175 End 489 

none Score 95 

175. .252, 176. .247, 370. .489, 373. .489 

41740 Seq. ID OJ000302_03 . 0407 .C14 

86679 Strand 

1072 End 1388 

OJ000302_03 . 0407 . C14 . o2 . gs Method GENSCAN 

1072 End 1388 

none Score .86 
1072.. 1093, 1327.. 1388 



41957 



Seq. No. 


41741 


Seq. ID 


OJ000302 03. 0407. CI 


Gene No. 


86680 


Strand 


+ 


Start 


113 


End 


475 


Name 


OJ000302 03.0407.C17.ol.gs 


Method 


GENSCAN 


Start 


113 


End 


475 


GI 


none 


Score 


.78 


Exons 


113. .475 






Seq. No. 


41742 


Seq. ID 


OJ000102_69.0310.C1 


Gene No. 


86681 


Strand 


+ 


Start 


1117 


End 


"1 o o o 
X2.2.1 


Name 


OJ000102 69.0310.Cl.o2.gp 


Method 


AAT/GAP 


Start 


1117 


End 


1222 


GI 


5816518 


Score 


159 


Exons 


1117. .1222 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


41742 


Seq. ID 


OJ000102_69.0310.C1 


Gene No. 


86682 


Strand 




Start 


878 


End 


1 1 AO 

HUo 


Name 


OJ000102 69.0310.Cl.ol.gp 


Method 


AAT/GAP 


Start 


878 


End 


1108 


GI \ 


3761181 


Score 


337 


Exons 


878. .1108 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


41743 


Seq. ID 


OJ000102_69.0310.C2 


Gene No. 


86683 


Strand 




Start 


583 


End 


5577 


Name 


OJ000102 69.0310.C2.ol.gp 


Method 


AAT/GAP 


Start 


583 


End 


4294 


GI 


81 1.R1084 


Score 


3130 


Exons 


583. .1134, 1599. .1711, 2156.. 


2280, 2367.. 2907, 3545.. 3716, 




4129. .4294 






GI Descrip. 


M760553/dbj IBAA77337.il 0.0e+00 (AB019533) Nad-dependent 




formate dehydrogenase [Oryza 


sativa] ' 




Seq. No. 


41743 


Seq. ID 


OJ000102_69.0310.C2 


Gene No. 


86683 


Strand 




Start 


583 


End 


5577 


Name 


OJ000102 69.0310.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


995 


End 


3713 


GI 


none 


Score 


156 


Exons 


995. .1144, 1021. .1137, 1590.. 


1715, 1599. .1712, 2154. .2279, 




2154.. 2282, 2155.. 2283, 2360. 


.2896, 2360.. 2902, 2367.. 2936 




3546.. 3713, 3556.. 3699 






Seq. No. 


41743 


Seq. ID 


OJ000102_69.0310.C2 


Gene No. 


86683 


Strand 




Start 


583 


End 


5577 


Name 


OJ000102 69.0310.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1014 


End 


4223 


GI 


none 


Score 


90 


Exons 


1014.. 1115, 1021.. 1137, 1022. 


.1144, 1022. .1138, 1590. .1715 



41958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




1599.. 1712, 2154.. 2282, 2155.. 2283, 2366.. 2902, 2367.. 2936, 
2797. .2907, 3518. .3721, 3549.-3722, 3556. .3720, 4115. .4195, 
4128. .4223 



41743 
86683 
583 

OJ000102_69.0310.C2.ol.tc 

1021 

none 



Seq. ID OJ000102_69.0310.C2 
Strand 

End 5577 

Method TBLASTX : Cress 

End 5577 

Score 83 



1021. .1110, 1021. .1137, 1022. .1135, 1022. .1138, 1590. .1712, 

1599. .1709, 1603. .1713, 2149. .2283, 2154. .2282, 2345. .2887, 

2366.. 2902, 2367.. 2936, 2781.. 2912, 3555.. 3776, 3556.. 3705, 

5474.. 5500, 5521.. 5577 



Seq. No. 


41743 




Seq. ID 


OJ000102_69.0310 


.C2 


Gene No . 


86683 




Strand 






Start 


583 




End 


5577 




Name 


OJ000102 69.0310.C2.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


2419 




End 


3722 




GI 


none 




Score 


613 




Exons 


2419. .2718, 2420. .2896, 


2420. 


.2902, 2781.. 2909, 2788.. 2907 




3518. .3721, 3545. .3604, 


3546. 


.3722, 3547. .3720 




Seq. No. 


' 41744 




Seq. ID 


OJ000102_69. 0310 


.C5 


Gene No. 


86684 




Strand 






Start 


57 




End 


508 




Name 


OJ000102 69.0310.C5.o4 . 


tw 


Method 






Start 


57 




End 


508 




GI 


none 




Score 


50 




Exons 


57. .386, 404. .508, 405. 


.494 








Seq. No. 


41744 




Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86685 




Strand 






Start 


530 




End 


1006 




Name 


OJ000102 69.0310.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


530 




End 


857 




GI 


none 




Score 


60 




Exons 


530.. 661, 540.. 659, 657 


. .857, 


658. .765 






Seq. No. 


41744 




Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86685 




Strand 






Start 


530 




End 


1006 




Name 


OJ000102 69.0310.C5.o3. 


tin 


Method 


TBLASTX: Maize 




Start 


702 




End 


1006 




GI 


none 




Score 


70 




Exons 


702. .875, 703. .879, 857 


. .1006 








Seq. No. 


41744 




Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86686 




Strand 






Start 


1395 




End 


1901 




Name 


OJ000102 69.0310.C5.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1395 




End 


1778 




GI 


none 




Score 


85 - 




Exons 


1395. .1643, 1653. .1778 










Seq. No. 


41744 




Seq. ID 


OJ000102_69.0310 


.C5 



41959 



Gene No. 


86686 








Strand 






Start 


1395 








End 


1901 




Name 


OJ000102 69. 


0310 


.C5 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1494 








End 


1901 




GI 


none 








Score 


55 




Exons 


1494 . . 1667, 


1495 


. .1617, 


1674. 


.1901, 1681. .1848 




Seq. No. 


41744 








Seq. ID 


OJ000102 69.0il0 


.C5 


Gene No. 


86687 








Strand 






Start 


1990 








End 


2525 




Name 


OJ000102 69. 


0310 


. CS.ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1990 








End 


2381 




GI 


none 








Score 


81 




Exons 


1990. .2334, 


2298 


. .2381 










Seq. No. 


41744 








Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86687 








Strand 






Start 


1990 








End 


2525 




Name 


OJ000102 69. 


0310 


,C5.o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2045 








End 


2468 




GI 


none 








Score 


183 




Exons 


2045. .2335, 


2047 


. .2334, 


2077. 


.2340, 2299.. 2421, 2317.. 2454 




2319. .2468 














Seq. No. 


41744 








Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86687 








Strand 






Start 


1990 








End 


2525 




Name 


OJ000102 69. 


,0310 


. C5 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


2143 ~ 








End 


2525 




GI 


none 








Score 


85 




Exons 


2143. .2334, 


2144 


. .2335, 


2319. 


.2525, 2340.. 2465 




Seq. No. 


41744 








Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86688 








Strand 






Start 


2553 








End 


3039 




Name 


OJ000102 69. 


,0310 


.C5 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


2553 








End 


2909 




GI 


none 








Score 


219 




Exons 


2553. .2909, 


2554 


. .2847, 


2604. 


.2855 






Seq. No. 


41744 








Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86688 








Strand 






Start 


2553 








End 


3039 




Name 


OJ000102 69.0310 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2584 








End 


3039 




GI 


none 








Score 


384 




Exons 


2584. .3039, 


2584 


. .3012, 


2595. 


.3038 






Seq. No. 


41744 








Seq. ID 


OJ000102_69.0310 


.C5 


Gene No. 


86688 








Strand 






Start 


2553 








End 


3039 




Name 


OJ000102 69. 


.0310 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2634 








End 


2999 




GI 


none 








Score 


109 




Exons 


2634. .2768, 


2775 


. .2999 










Seq. No. 


41745 








Seq. ID 


OJ000102_69.0310 


.C7 



41960 




Gene No. " 86689 Strand 

Start 12 End 

Name OJ000102_69 . 0310 . C7 . o3 . tw Method 

Start 12 End 

GI none Score 

Exons 12.. 170, 14.. 301, 207.. 263 

Seq. No. 41745 Seq. ID 

Gene No. 86689 Strand 

Start 12 . End 

Name OJ000102_69 . 0310 . C7 . ol . ts Method 

Start 65 End 

GI none Score 

Exons 65.. 295, 292.. 435, 293.. 418 

Seq. No. 41745 Seq. ID 

Gene No. 86689 Strand 

Start 12 End 

Name OJ000102_69 . 0310 . C7 . o2 . tm Method 

Start 188 End 

GI none Score 

Exons 188.. 298, 292.. 570, 293.. 571 

Seq. No. 41745 Seq. ID 

Gene No. 86689 Strand 

Start 12 End 

Name OJ000102_69 . 0310 . C7 . ol . tw Method 

Start 310 End 

GI none Score 

Exons 310.. 729, 323.. 727 

Seq. No. 41745 Seq. ID 

Gene No. 86689 Strand 

Start 12 End 

Name OJ000102_69 . 0310 . C7 . ol . tm Method 

Start 598 End 

GI none Score 

Exons 598.. 918, 599.. 919 

Seq. No. 41745 Seq. ID 

Gene No. . 86689 Strand 

Start 12 End 

Name .... OJ000102_69 . 0310 .C7 . o2 . tw Method 

Start 729 End 

GI none Score 

Exons 729.. 920, 730.. 888, 730.. 921, 731.. 922 

Seq. No. 41746 Seq. ID 

Gene No. 86690 Strand 

Start 190 End 

Name OJ000102_69 . 0310 . C8 . ol . tw Method 

Start 190 End 

GI none Score 

Exons 190.. 648, 194.. 454, 220.. 636, 512.. 649 

Seq. No. 41746 Seq. ID 

Gene No. 86691 Strand 



922 

TBLASTX: Wheat 

301 

66 



OJ000102_69.0310.C7 
922 

TBLASTX: Soybean 

435 

79 



OJ000102_69.0310.C7 
922 

TBLASTX: Maize 

571 

174 



OJ000102_69.0310.C7 
922 

TBLASTX: Wheat 

729 

222 



OJ000102_69.0310.C7 
922 

TBLASTX: Maize 

919 

199 



OJ000102_69.0310.C7 
922 

TBLASTX: Wheat 

922 

107 



OJ000102_69.0310.C8 
649 

TBLASTX: Wheat 

649 

169 



OJ000102 69. 0310. C8 



41961 



# m 



Start 


1387 




End 


1744 




Name 


OJ000102 69. 0310. C8 . 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


1387 




End 


1744 




GI 


none 




Score 


92 




Exons 


1387.. 1644, 1421.. 1660, 1627 


..1740, 1628. .1744 




Seq. No. 


41746 




Seq. ID 


OJ000102__69 . 0310 


.C8 


Gene No. 


86691 




Strand 






Start 


1387 




End 


1744 




Name 


OJ000102 69. 0310. C8 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1483 




End 


1741 




GI 


none 




Score 


116 




Exons 


1483. .1740, 1484. .1741 








Seq. No. 


41747 




Seq. ID 


OJ000102_69 .0310 


.C9 


Gene No. 


86692 




Strand 






Start 


774 




End 


1175 




Name 


OJ000102_69. 0310.C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


774 




End 


1172 




GI 


none 




Score 


245 




Exons 


774 . . 1172 










Seq. No. 


41747 




Seq. ID 


OJ000102_69. 0310 


.C9 


Gene No. 


86692 




Strand 






Start 


774 




' End 


1175 




Name 


OJ000102_69. 0310.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


936 




End 


1175 




GI 


none 




Score 


181 




Exons 


936. . 1175 










Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 


Gene No. 


86693 




Strand 


+ 




Start 


19549 




End 


20646 




Name 


OJ000102_69. 0310. C10 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


10741 




End 


15587 




GI 


none 




Score 


100 




Exons 


10741. .10824, 10742. 


. 10822, 


12857. .13111, 12858. .13112, 






i opcp i oi 1 o 1*3791 




13723. .13848, 14 152 .. 14 196, 






14153. .14209, 14156. 


.14203, 


14294. .14380, 14295 .. 14381, 






14301. .14381, 14462. 


.14539, 


14463. .14540, 144 67 .. 14535, 






14603. .14779, 14610. 


.14786, 


14839. .14919, 15509. . 15580, 






15510. .15587 










Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 


Gene No. 


86693 




Strand 


+ 




Start 


19549 




End 


20646 




Name 


OJ000102 69. 0310. C10 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12972 




End 


14520 




GI 


none 




Score 


170 




Exons 


12972. .13112, 12977. 


.13108, 


13721. .13849, 13723 .. 13848, 






14153. .14203, 14294. 


.14380, 


14298. .14381, 14463 .. 14519, 






14467. .14520 










Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 


Gene No. 


86693 




Strand 


+ 




Start 


19549 




End 


20646 




Name 


OJ000102 69. 0310. C10 


.ol. tm 


Method 


TBLASTX: Maize 





41962 



Start 
GI 

Exons 




13017 
none 



End 
Score 



1476I' 
122 



13017. .13112, 13721. .13849, 13723 .. 13848 , 14 159 14206, 
14160. .14207, 14292. .14381, 14294 14380, 14298 14381, 
14463. .14531, 144 67 .. 14535, 14609 .. 147 61, 14610. .14756 





Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 




Gene No. 


86693 




Strand 


+- 






Start 


19549 




End 


20646 






Name 


OJ000102 69. 0310. C10 


. o.3 . tm 


Method 


TBLASTX: Maize 






Start 


15564 




End 


16947 






GI 


none 




Score 


68 






Exons 


15564. .15584, 15706. 


.15777, 


15707. .15775, 15760 15837, 








15778 15834 , 15929. 


. 16012, 


15934. .16032, 15952 16047, 








16695. .16733, 16696. 


.16734, 


16700. .16942, 16723 16764 , 








16781. .16942, 16791. 


.16946, 


16819. .16947 






Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 




Gene No. 


86693 




Strand 


+ 






Start 


19549 




End 


20646 






Name 


OJ000102 69. 0310. C10 


. o 1 . gp 


Method 


AAT/GAP 






Start 


19549 




End 


20646 






GI 


none 




Score 


970 




' 

E_ _J 


Exons 


19549. .19634, . 19704. 


.19746, 


19840. .19874, 20070 .. 20131, 




\1 




20208. .20259, 20350. 


.20646 








tn 


Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 


fu 


Gene No . 


86694 




Strand 








Start 


27290 




End 


27860 




1 } I 


Name 


OJ000102_69. 0310. C10 


. o2 . tm 


Method 


TBLASTX : Mai ze 




-.=% 


Start 


27290 




End 


27858 






GI 


none 




Score 


76 




§ Is? 


Exons 


27290. .27394, 27303. 


.27395, 


27507. .27548, 27508 2754 9, 




= 




27684..27779, 27685. 


.27858, 


27686. .27853, 27687.. 27857 






Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 




Gene No. 


86694 - 




Strand 








Start 


27290 




End 


27860 






Name 


OJ000102_69. 0310. C10 


.o2.ts 


Method 


TBLASTX : Soybean 






Start 


27678 




End 


27860 






GI 


none 




Score 


104 






Exons 


27678. .27794, 27678. 


.27860, 


27682. .27858 






Seq. No. 


41748 




Seq. ID 


OJ000102_69.0310 


.C10 




Gene No . 


86695 




Strand 








Start 


28317 




End 


29209 






Name 


OJ000102 69. 0310. C10 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


28317 




End 


29209 - 






GI 


none 




Score 


76 






Exons 


28317. .28370, 28318. 


.28371, 


28495. .28 


575, 28502. .28576, 








28683. .28781, 28893. 


.28928, 


29022. .29066, 29087.. 29209 






Seq. No. 


41749 




Seq. ID 


OJ000102_69.0310 


.Cll 




Gene No. 


86696 




Strand 








Start 


3933 




End 


4006 






Name 


OJ000102 69.0310.C11 


.ol.tc 


• Method 


TBLASTX: Cress 






Start 


167 




End 


1907 





41963 



0 




GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 125 

167. .295, 168. .296, 380. .655, 385.-663, 496. .663, 807. .1082, 
813. .1079, 823. .1083, 1737. .1907, 1747. .1860 



41749 
86696 
3933 

OJ000102_69.0310.Cll.ol.ts 
167 
none 



Seq. ID OJ000102_69.0310.C11 
Strand 

End 4006 

Method TBLASTX : Soybean 

End 1904 

Score 139 



167. .295, 168. .296, 346. .441, 346. .663, 386. .664, 807. .1082, 
813. .1079, 814. .1083, 1746. .1904, 1747. .1860 



41749 
86696 
3933 

OJ000102_69 . 0310 . Cll . ol . tm 
167 
none 



Seq. ID OJ000102_69. 0310. Cll 
Strand 

End 4006 

Method TBLASTX : Mai ze 

End 1912 

Score 164 



167. .295, 168. .296, 385. .660, 386. .664, 807. .1079, 807. .1082, 
811. .1083, 1725. .1901, 1737. .1907, 1739. .1912 



41749 
86696 
3933 

OJ000102_69. 0310. Cll. o5.tw 

438 

none 



Seq. ID OJ000102_69. 0310. Cll 
Strand 

End 4006 

Method TBLASTX : Wheat 

End 1907 

Score 185 



438. .659, 439. .660, 440. .655, 493. .663, 807. .1082, 813. .1082, 
820. .1083, 979. .1083, 1725. .1898, 1740. .1907 



Seq. ID OJ000102_69. 0310. Cll 
Strand 

End 4006 

Method AAT/GAP 

End 4006 

Score 105 



41749 
86696 
3933 

OJ000102_69. 0310. Cll. ol.gp 
3933 

LIB3477-003-P1-K1-E9 
3933.. 4006 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



41749 
86697 
7868 

OJ000102_69. 0310. Cll. o7.tw 

7868 

none 



Seq. ID OJ000102_69.031O.Cll 
Strand 

End 8257 

Method TBLASTX : Wheat 

End 8257 

Score 54 



7868. .7912, 7919. .8017, 7936. .8016, 7984.-8223, 8000. .8257 



41749 
86697 
7868 

OJ000102_69. 0310. Cll. oS.tm 
7907 
none . 
7907. .8155 



Seq. ID OJ000102_69. 0310. Cll 
Strand 

End 8257 

Method TBLASTX : Maize 

End 8155 

Score 197 



41964 





41749 




o.toooio? 69 rmo 


. Cll 


Gene No. 


86698 


Strand 






Start 


8995 


End 


9481 




Name 


OJ000102 69.0310.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8995 


End 


9481 




GI 


none 


Score 


399 




Exons 


8995. .9168, 8996. .9481, 9190. 


.9450 






Cpn Mn 


41749 


Seq. ID 


OJ000102 69 0310 


Cll 


Gene No. 


86699 


Strand 






Start 


9645 


End 


10132 




Name 


OJ000102 69.0310.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9645 


End 


101*08 




GI 


none 


Score 


203 




Exons 


9645.. 10088, 9646.. 10101, 9647.. 10108, 


9647. .10102 






41749 


Seq. ID 


OJ000102 69 0310 


. Cll 


Gene No. 


86699 


Strand 






Start 


9645 


End 


10132 




Name 


OJ000102 69.0310.Cll.o4.ts 


Method 


TBLASTX : Soybean 




Start 


9686 


End 


10051 




GI 


none 


Score 


112 




Exons 


9686.. 9910, 9917.. 10051 








Onn Mn 


41749 


Seq. ID 




. J. J. 


Gene No. 


86699 


Strand 






Start 


9645 


End 


10132 




Name 


OJ000102 69.0310.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


9817 


End 


10132 




GI 


none 


Score 


381 




Exons 


9817.. 10122, 9818.. 10132, 10016.. 10132 






Qpn Mn 


41749 


Seq. ID 


OJ000102 69 0310 


. Cll 


Gene No. 


86700 


Strand 






Start 


10159 


End 


10666 




Name 


OJ000102 69.0310.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


10159 


End 


10543 




GI 


none 


Score 


362 




Exons 


10159. .10524, 10160.. 10543 








Qprr Mn 


41749 


Seq. ID 


OJO 00102 69 0310 


Cll 


Gene No. 


86700 


Strand 






Start 


10159 


End • 


10666 




Name 


OJ000102 69.0310.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10216 


End 


10636 




GI . 


none 


Score 


489 




Exons 


10216. .10611, 10217. .10636 








Seq. No. 


41749 


Seq. ID 


OJ000102_69.0310 


.Cll 


Gene No. 


86700 


Strand 






Start 


10159 


End 


10666 




Name 


OJ000102 69.0310.Cll.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10295 


End 


10666 




GI 


none 


Score 


275 




Exons 


10295. .10666, 10312. .10455 









41965 



Seq. No. 


41749 




Seq. ID 


OJ000102_69.0310 


.Cll 


Gene No. 


86701 




Strand 






Q+- a r-f- 
jldl L 


1 1 07S 

J. J. V ' <J 




End 


11990 




Name 


OJ000102 69.0310.C11 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


11075 




End 


11533 




GI 


none 




Score 


239 




Exons 


11075. .11329, 11099. 


.11323, 


11164. .11337, 11384, .11533, 






11393. .11530, 11395. 


.11532 








Seq. No. 


41749 




Seq. ID 


OJ000102_69.0310 


.Cll 


Gene No. 


86701 




Strand 








11075 




End 


11990 




Name 


OJ000102 69.0310.C11 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11222 




End 


11788 




GI 


5666795 




Score 


68 




Exons 


11222. .11320, 11396. 


.11533, 


11582. .11788 




GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 




Seq. No. 


41749 




Seq. ID 


OJ000102_69.0310 


.Cll 


belle LNU • 


R £701 




Strand 






Start 


1 1 07 ^ 

ill) / J 




End 


11990 




Name 


ujuuuiuz oy • uj xu . \s± x 




Method 


TBLASTX: Wheat 




Start 


X 1 jjD 




End 


11990 




GI 


none 




Score 


198 




Exons 


IIjjO . . XX / XZ, llD/O* 


11 Q AO 
. X Xo 4 O , 


11937.. 11990 




Seq. No. 


41749 




Seq. ID 


OJ000102_69.0310 


.Cll 


bene inu . 


p £709 
DO/ 




Strand 






Start 


XZU4 1 




End 


12559 




Name 


rtTOOOioo £Q mi n pi 1 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 9041 

X £. Ufi X 




End 


12403 




GI 


none 




Score 


361 




Exons 


19041 19*3£4 19070 
X^Ufi X . . XZ OOfr , x^u / U • 


i 90 C T 


12356. .12403 




Seq. No. 


41749 




Seq. ID 


OJ000102_69.0310 


.Cll 


(?ono Mo 


86702 




Strand 






Start 


12041 




End 


12559 




Name 


OJ000102 69.0310.C11 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12178 




End 


12559 




GI 


none 




Score 


371 




Exons 


12178. .12234, 12179. 


.12559, 


12280. .12525 




Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310 


.C12 


Con q Mo 


86703 




Strand 






Start 


141 




End 


914 




Name 


OJ000102 69.0310.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


141 




End. 


599 




GI 


none 




Score 


239 




Exons 


141. .362, 165. .389, 


230. .406 


, 450. .599 


, 461. .598 




Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310 


.C12 


Gene No. 


86703 




Strand 






Start 


141 




End 


914 




Name 


OJ000102 69.0310.C12 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


288 




End 


854 




GI 


5666795 




x Score 


68 




Exons 


288. .386, 462. .599, 


654. .854 









41966 



GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



1 



Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310.C12 


Gene No. 


86703 




Strand 




Start 


141 




End 


914 


Name 


OJ000102 69.0310.C12.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


602 




End 


914 


GI 


none 




Score 


187 


Exons 


602. .913, 654. .914 








Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310.C12 


Gene No. 


86704 




Strand 




Start 


1107 




End 


1625 


Name 


OJ000102 69.0310.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1107 




End 


1439 


GI 


none 




Score 


371 


Exons 


1107. .1430, 1136. .1417, 


1227. 


.1439 




Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310.C12 


Gene No. 


86704 




Strand 




Start 


1107 




End 


1625 


Name 


OJ000102 69.0310.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1244 




End 


1625 


GI 


none 




Score 


377 


Exons 


1244. .1591, 1245. .1625, 


1248. 


.1598 




Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310.C12 


Gene No. 


86705 




Strand 




Start 


1626 




End 


2240 


Name 


OJ000102 69.0310.C12.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1626 




End 


2228 


GI 


none 




Score 


265 


Exons 


1626. .1910, 1631. .1909, 


1766. 


.1936, 2102.. 2224, 2103.. 2228 


Seq. No. 


41750 




Seq. ID 


OJ000102_69.0310.C12 


Gene No. 


86705 




Strand 




Start 


1626 




End 


2240 


Name 


OJ000102 69.0310.C12.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2097 




End 


2240 


GI 


none 




Score 


183 


Exons 


2097. .2240, 2102. .2236 








Seq. No. 


41751 




Seq. ID 


OJ000102_69.0310.C14 


(~1 r\-r\ r\ KTr-v 

ucuc LNO. 


86706 




Strand 




Start 


2552 




End 


2656 


Name 


OJ000102 69.0310.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


2552 




End 


2656 


GI 


uC-osflcyp088b!2bl 




Score 


140 


Exons 


2552. .2656 








GI Descrip. 


'5257255/dbj IAP000364.1 


IAP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone: P0026F07 1 




Seq. No. 


41752 




Seq. ID 


OJ000122_55.0307.C2 


Gene No. 


86707 




Strand 




Start 


887 




End 


1505 


Name 


OJ000122 55.0307.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


887 


End 


1505 



41967 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




End 

Method 

End 

Score 



none Score 
887.. 1332, 1446.. 1505 

41752 
86708 
1538 

OJ000122_55.0307.C2.ol.ts 
1221 
none 

1221.. 1319, 1436.. 1597, 1852. 
3426.. 3560, 3426.. 3560, 3712. 
3843. .3887, 3978. .4076 

41752 
86708 
1538 

OJ000122_55.0307.C2.ol.tm 
1224 
none 

1224.. 1319, 1233.. 1304, 1252. 
1455. .1619, 1812. .1997, 1816. 
2264.. 2353, 2266.. 2421, 3426. 
3710.. 3838, 3745.. 3888, 3796. 

41752 

86708 Strand 

1538 End 

OJ000122_55. 0307 .C2 .ol . tc Method 

1230 End 

none Score 



959 



Seq. ID OJ000122_55.0307.C2 
Strand 

4085 

TBLASTX: Soybean 
4076 
81 

2061, 2266. .2421, 2276.-2377, 
3843, 3713. .3838, 3829.-3888, 



End 

Method 

End 

Score 



Seq. ID OJ000122_55.0307.C2 
Strand 

4085 

TBLASTX: Maize 
4085 
67 

1320, 1451. .1618, 1452. .1619, 
2061, 1841.. 1996, 2255. .2389, 
3560, 3429.. 3560, 3709. .3843, 
3891, 3969. .4085, 3978. .4076 

Seq. ID OJ000122_55.0307.C2- 



4085 

TBLASTX: Cress 

3564 

95 



1230. .1319, 1252. .1323, 1448. .1630, 1834. .2061, 2264. .2341, 
2266. .2421, 2267.. 2365, 3426.. 3560, 3426.-3563, 3472.-3564 



Seq. No. 41752 Seq. ID OJ000122_55 . 0307 . C2 

Gene No. 86708 Strand 

Start 1538 End 4085 

Name OJ000122_55 . 0307 .02 .o2 .gp Method AAT/GAP 

Start 1538 End 3878 

GI 9604JL.R1084 Score 1155 

Exons 1538. .1618, 1810.. 1995, 2283. .2364, 3429.. 3557, 3712.. 3878 

GI Descrip. f 5922612/dbj | BAA84613 . 1 | 6.0e-33 (AP000492) EST AU078118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAG IG002P16; No definition line found. 
(AF007270) [Oryza sativa] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



41752 
86708 
1538 

OJ000122_55 . 0307 . C2 . ol . tw 
1848 
none 

1848.. 1895, 1849.. 1998, 1850.. 1996 



Seq. ID OJ000122_55.0307.C2 



Strand 
End 

Method 
End 
Score 



41753 Seq. ID 

86709 Strand 

876 * End 

OJ000122_55 . 0307 . C3 . ol . gp Method 



4085 

TBLASTX: Wheat 

1998 

184 



OJ000122_55.0307.C3 
+ 

1262 
AAT/GAP 



41968 





Start 


876 








End 


1262 




GI 


none 








Score 


770 




Exons 


876. .1262 














Seq. No. 


41753 








Seq. ID 


OJ000122_55.0307.C3 




Gene No. 


86710 








Strand 






Start 


2045 








End 


3207 




Name 


OJ000122 55 


.0307. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2045 








End 


3163 




GI 


none 








Score 


66 




Exons 


20*45. .2173, 


2483. 


.2608, 


2663. 


.2779, 2663.-2797, 2876.-2944, 






2895. .2942, 


3071. 


.3163 










Seq. No. 


41753 








Seq. ID 


OJ000122_55.0307.C3 




Gene No. 


86710 








Strand 






Start 


2045 








End 


3207 




Name 


OJ000122 55 


.0307. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2474 








End 


2797 




GI 


none 








Score 


113 




Exons 


2474. .2617, 


2478. 


.2618, 


2510. 


.2638, 2660. .2794, 2660.. 2797, 






2661. .2795 














Seq. No. 


41753 








Seq. ID 


OJ000122_55.0307.C3 




Gene No. 


86710 








Strand 






Start 


2045 








End 


3207 




Name 


OJ000122 55 


.0307. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


in 


Start 


2670 








End 


2999 




GI 


none 








Score 


274 


J" 


Exons 


2670. .2999, 


2670. 


.2990, 


2672. 


.2998 






Seq. No. 


41753 








Seq. ID 


OJ000122_55.0307.C3 




Gene No. 


86710 








Strand 






Start 


2045 








End 


3207 




Name 


OJ000122 55 


.0307. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2798 








End 


3207 




GI 


none 








Score 


328 


I — 


Exons 


2798. .3193, 


2799. 


.3194, 


2816. 


.3196, 2968.. 3207 


^3 


Seq. No. 


41753 








Seq. ID 


OJ000122_55.0307.C3 




Gene No. 


86711 








Strand . 




C3 


Start 


4385 








End 


4909 




Name 


OJ000122 55 


.0307. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4385 








End 


4909 




GI 


none 








Score 


141 




Exons 


4385. .4636, 


4405. 


.4596, 


4595. 


.4636, 4675. .4836, 4678. .4827, 






4829. .4909 














Seq. No. 


41754 








Seq. ID 


OJ000122_55.0307.C4 




Gene No. 


86712 








Strand 


+ 




Start 


7268 








End 


7516 




Name 


OJ000122 55 


.0307. 


C4.ol. 


gp 


Method 


AAT/GAP 




Start 


7268 








End 


7516 




GI 


101153 1.R1084 






Score 


342 




Exons 


7268. .7516 













GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



41969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 




41754 
86713 
8499 

OJ000122_55 . 0307 . C4 . o2 . gp 
8499 

61605JL.R1084 
8499. .8772 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000122_55.0307.C4 

Strand + 

End 8772 

Method AAT/GAP 

End 8772 

Score 452 



Seq. ID OJ000122_55.0307.C6 
Strand 

End 5127 

Method AAT/GAP 

End 5127 

Score 157 



41755 
86714 
4562 

OJ000122_55.0307.C6.ol.gp 
4562 

uC-osflcyp088bl2bl 
4562.. 4675, 5092. .5127 

'5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



41756 
86715 
652 

OJ000122_55.0307.C7.ol.tm 

652 

none 



Seq. ID OJ000122_55.0307.C7 
Strand 

End 1550 

Method TBLASTX: Maize 

End 1550 

Score 217 



652. .879, 675. .890, 880. .1092, 889. .1128, 902. .1147, 1261. .1365, 
1476.. 1550 



41757 
86716 
4 

OJ000122_55.0307.C8.ol.ts 
4 

none 



Seq. ID OJ000122_55.0307.C8 

Strand 

End 8 92 

Method TBLASTX : Soybean 

End 4 05 

Score 110 



4. .120, 24. .110, 100. .405, 141. .296, 277. .393 



Seq. ID OJ000122_55.0307.C8 
Strand 

End 892 

Method TBLASTX : Wheat 

End 892 

Score 64 

180. .389, 180. .419, 181. .420, 460. .681, 508. .684, 643. .801, 
830. .892 



41757 
86716 
4 

OJ000122_55.0307.C8.ol.tw 

180 

none 



41757 
86716 
4 

OJ000122_55.0307.C8.ol.tm 

196 

none 

196. .420, 469.-654, 471. .632 

41757 
86716 
4 



Seq. ID OJ000122_55.0307.C8 

Strand 

End 8 92 

Method TBLASTX: Maize 

End 654 

Score 121 



Seq. ID OJ000122_55.0307.C8 

Strand 

End 8 92 



41970 



Name 


OJ000122 55.0307 .C8 .o2 .ts 


Method 


TBLASTX: Soybean 




Start 


4 60 ~ 


End 


892 




GI 


none 


Score 


190 




Exons 


460. .669, 462. .641, 520. .648, 


730. .792, 


833. .892 




Seq. No. 


41758 


Seq. ID 


OJ000122_55.0307 


.C9 


Gene No. 


86717 


Strand 






Start 


1 


End 


486 




Name 


OJ000122 55.0307 .C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


486 




GI 


none 


Score 


56 




Exons 


1..51, 37. .486, 39. .137, 192. 


.323, 384. 


.482 




Seq. No. 


41758 


Seq. ID 


OJ000122_55.0307 


.C9 


Gene No. 


86718 


Strand 






Start 


472 


End 


1059 




Name 


OJ000122 55.0307.C9.ol.tm 


Method 


TBLASTX: Maize 




Start. 


472 ~~ 


End 


1059 




GI 1 


none 


Score 


228 




Exons 


472. .816, 594. .779, 868. .1059 








Seq. No. 


41758 


Seq. ID 


OJ000122_55.0307 


.C9 


Gene No. 


86718 


Strand 






Start 


472 


End 


1059 




Name 


OJ000122 55.0307.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


472 ~ 


End 


1044 




GI 


none 


Score 


238 




Exons 


472. .864, 630. .845, 862. .1044 








Seq. No. 


41758 


Seq. ID 


OJ000122_55.0307 


.C9 


Gene No. 


86718 


Strand 






Start 


472 


End 


1059 




Name 


OJ000122 55.0307.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


579 


End 


1044 




GI 


none 


Score 


294 




Exons 


579. .878, 580. .1044 








Seq. No. 


41759 


Seq. ID 


OJ000122_55.0307 


.Cll 


Gene No. 


86719 


Strand 






Start 


1042 


End 


1285 




Name 


OJ000122 55.0307.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1042 ~~ 


End 


1285 




GI 


none 


Score 


97 




Exons 


1042. .1275, 1127. .1285 








Seq. No. 


41759 


Seq. ID 


OJ000122_55.0307 


.Cll 


Gene No. 


86719 


Strand 






Start 


1042 


End 


1285 




Name 


OJ000122 55.0307.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1072 ~~ 


End 


1273 




GI 


none 


Score 


96 




Exons 


1072. .1272, 1157.. 1273 








Seq. No. 


41760 


Seq. ID 


OJ000122_55.0307 


.C12 


Gene No. 


86720 


Strand 






Start 


308 


End 


1157 




Name 


OJ000122 55.0307.C12.o2.tm 


Method 


TBLASTX: Maize 





41971 




Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



303 End 
none Score 
303. .530, 304. .522, 543. .617 



617 
106 



Seq. ID OJ000122_55.0307.C12 
Strand 

1157 - 
AAT/GAP 
816 
958 



41760 
86720 
308 

OJ000122_55.0307.C12.ol.gp 
308 

uOosflcypllOc07bl 
308. .816 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



End 

Method 

End 

Score 



Seq. No. 


41760 






Seq. ID 


OJ000122_55.0307.C12 


Gene No. 


86720 






Strand 




Start 


308 






End 


1157 


Name 


OJ000122 55.0307 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


711 






End 


1157 


GI 


none 






Score 


110 


Exons 


711. .749, 744. .806, 807 


. .1085 


, 877. .1062, 1071. .1157 


Seq. No. 


41761 






Seq. ID 


OJ000122_55.0307.C13 


Gene No. 


86721 






Strand 




Start 


1726 






End 


2389 


Name 


OJ000122 55.0307 


.C13.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1726 






End 


2389 


GI 


none 






Score 


58 


Exons 


1726.. 2127, 1729 


. .1893, 


1928. 


.2128, 2134. .2388, 2135. .2389 


Seq. No. 


41761 






Seq. ID 


OJ000122_55.0307.C13 


Gene No. 


86721 






Strand 




Start 


1726 






End 


2389 


Name 


OJ000122 55.0307 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1757 






End 


2388 


GI 


none 






Score 


271 


Exons 


1757.. 2065, 1768 


. .2067, 


1769. 


.2065, 2045. .2128, 2045. .2110, 




2046.. 2126, 2047 


. .2127, 


2314. 


.2388 




Seq. No. 


41762 






Seq. ID 


OJ000122_55.0307.C14 


Gene No. 


86722 






Strand 




Start 


1 






End 


310 


Name 


OJ000122 55.0307 


.C14.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


310 


GI 


none 






Score 


71 


Exons 


1..72, 1..99, 2. 


.118, 3 


. .110, 


173. .310, 180. .308 


Seq. No. 


41762 






Seq. ID 


OJ000122_55.0307.C14 


Gene No. 


86723 






Strand 




Start 


4797 






End 


5075 


Name 


OJ000122 55.0307.C14.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4797 






End 


5075 


GI 


none 






Score - 


304 • 


Exons 


4797.. 5075, 4798 


. .5073 








Seq. No. 


41762 






Seq. ID 


OJ000122_55.0307.C14 



41972 



Gene No. 


86723 








Strand 




Start 


4797 








End 


5075 


Name 


OJ000122 55 


.0307 


C14.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


4804 








End 


5061 


GI 


none 








Score 


118 


Exons 


4804. .4911, 


4806 


.4907, 


4902. 


.5057, 4903.. 5061 


Seq. No. 


41762 








Seq. ID 




Gene No. 


86724 








Strand 




Start 


5278 








End 


5640 


Name 


OJ000122 55 


.0307 


C14.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5278 








End 


5640 


GI 


none 








Score 


464 


Exons 


5278. .5640, 


5343 


. .5630 








Seq. No. 


41762 








Seq. ID 


OJ000122_55.0307.C14 


Gene No. 


86725 








Strand 




Start 


6794 








End 


7144 


Name 


OJ000122 55 


.0307 


.C14.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6794 








End 


7102 


GI 


none 








Score 


377 


Exons 


6794. .7102, 


6795 


. .6875, 


6796. 


.7080, 6800.. 7096 


Seq. No. 


41762 








Seq. ID 


OJ000122_55.0307.C14 


Gene No. 


86725 








Strand 




Start 


6794 








End 


7144 


Name 


OJ000122 55 


.0307 


.C14.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6808 








End 


7144 


GI 


none 








Score 


368 


Exons 


6808. .7083, 


6809 


. .7144 








Seq. No. 


41762 








Seq. ID 


OJ000122_55.0307.C14 


Gene No. 


86726 








Strand 




Start 


7142 








End 


9028 


Name 


OJ000122 55 


.0307 


.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7142 








End 


8995 


GI 


none 








Score 


1416 


Exons 


7142. .8155, 


7144 


. .8145, 


8154. 


.8726, 8158. .8727, 8729. .8893, 




8730. .8936, 


8879 


. .8995, 


8896. 


.8994 




Seq. No. 


41762 








Seq. ID 


OJ000122_55 . 0307 . C14 


Gene No. 


86726 








Strand 




Start 


7142 








End 


9028 


Name 


OJ000122 55 


.030.7 


.C14 .ol 


ts 


Method 


TBLASTX : Soybean 


Start 


7144 








End 


7906 


GI 


none 








Score 


675 


Exons 


7144. .7671, 


7145 


. .7699, 


7676. 


.7906, 7695.. 7904, 7696.. 7905 


Seq. No. 


41762 








Seq. ID 


OJ000122_55.0307.C14 


Gene No. 


86726 








Strand 




Start 


7142 








End 


9028 


Name 


OJ000122 55 


.0307 


.C14.o4 


ts 


Method 


TBLASTX : Soybean 


Start 


7907 








End 


8247 


GI 


none 








Score 


295 


Exons 


7907. .8155, 


7909 


. .8139, 


8161. 


.8247, 8172. .8246 



Seq. No. 41762 Seq. ID OJ000122_55 . 0307 . C14 



41973 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




86726 
7142 

OJ000122_55.0307.C14.o2.ts 

8329 

none 

8329.. 8550, 8355.. 8543, 8553. 
8727. .8894, 8730. .8873, 8732. 

41762 
86726 
7142 

OJ000122_55.0307.C14.o3.tc 

8416 

none 

8416. .8547, 
8733. .8774 



Strand 

End 9028 

Method TBLASTX : Soybean 

End 8995 

Score 176 

.8723, 8S54..8724, 8560. .8733, 
.8893, 8876.-8995, 8917.. 8991 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_55.0307.C14 
9028 

TBLASTX: Cress 

8777 

80\ 



8421. .8486, 8553. .8723, 8554. .8727, 8730. .8777, 



Seq. No. 41762 

Gene No. 86726 

Start 7142 

Name OJ000122_55. 0307 .C14 .ol . tw 

Start 8649 

GI none 

Exons 8649.. 8726, 8650.. 8727, 8730.. 8906, 8732.. 8893, 8879.. 9028, 
8899. .9003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000122_55.0307.C14 
Strand 

End 9028 

Method TBLASTX : Wheat 

End 9028 

Score 69 



41763 
86727 
4740 

OJ000122_55.0307.C17.ol.tc 

1204 

none 

1204.. 1323, 1205.. 1264, 1410. 
2342. .2446, 2538.. 2624, 2543. 
5124.. 5228, 5126.. 5227, 5395. 

41763 
86727 
4740 

OJ000122_55.0307.C17.ol.ts. 
1204 
none 
1204. 
1414. 
2543. 
5276. 



.1323, 1205.. 1264, 1223. 

.1548, 2298.-2447, 2342. 

.2620, 4710-.4829, 4712. 

,5308, 5394.. 5471, 5395. 



41763 
86727 
4740 

OJ000122_55. 0307 .C17 ,ol . tm 

1204 

none 

1204.. 1323, 1204.. 1323, 1208. 
2304. .2447, 2345. .2446, 2538. 



Seq. ID OJ000122_55.0307.C17 

Strand + 

End 6232 

Method TBLASTX: Cress 

End 5493 

Score 7 9 

.1517, 1414. .1518, 2298.-2447, 
.2623, 4710. .4829, 4712. .4822, 
.5493, 5395.-5493 

Seq. ID OJ000122_55.0307.C17 

Strand + 

End 6232 

Method TBLASTX : Soybean 

End 5493 

Score 82 

.1327, 1410. .1544, 1414. .1518, 
.2446, 2343. .2450, 2538. .2624, 
.4828, 5120. .5230, 5124. .5228, 
.5493 

Seq. ID OJ000122_55.0307.C17 

Strand + 

End 6232 

Method TBLASTX : Mai ze 

End 2624 

Score 174 

.1327, 1410. .1517, 1414. .1518, 
.2624, 2543. .2620, 2544. .2621 



Seq. No. 



41763 



Seq. ID OJ000122_55.0307.C17 



41974 




Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand 
End 

Method 
End 

none Score 
4709. .4849, 4710. .4826, 5090. .5227, 5116.. 5226, 5120. .5230, 
5124.. 5228, 5394.. 5483, 5395.. 5499, 5395.. 5499 



86727 
4740 

OJ000122_55 . 0307 . C17 . o2 . tm 
4709 



+ 

6232 

TBLASTX: Maize 

5499 

185 



41763 Seq. ID 

86727 Strand 
4740 End 
OJ000122_55 . 0307 . C17 . ol . gp Method 
4740 End 
uC-osflcypl74c09bl Score 
4740. .4826, 5127. .5226, 5396. .5496, 
1 480737/pir| IS37224 4.0e-42 triose 

phosphate/3-phosphoglycerate/phosphate translocator - common 

tobacco >gi_629694_pir S42583 phosphate translocator - common 

tobacco >gi_403023_emb_CAA52979.1_ (X75088) phosphate 
translocator [Nicotiana tabacum] 1 



OJ000122_55.0307.C17 
+ 

6232 
AAT/GAP 
6232 
910 
6026. .6232 



Seq. No. 


41764 


Seq. ID 


OJ000122_43.0303.C1 


Gene No. 


86728 


Strand 


+ 


Start 


1 


End 


784 


Name 


OJ000122 43.0303.*Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


784 


GI 


6006374 


Score 


1307 


Exons 


1..784 






GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 


transcriptase (D10774) [Oryza sativa] 




Seq. No. 


41764 


Seq. ID 


OJ000122_43.0303.C1 


Gene No. 


86728 


Strand 


+ 


Start 


1 


End 


784 


Name 


OJ000122 43.0303.Cl.ol.gs 


Method 


GENSCAN 


Start 


14 


End 


674 


GI 


none 


Score 


.4 


Exons 


14. .674 






Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303.C6 


Gene No. 


86729 


Strand 


+ 


Start 


17905 


End 


18130 


Name 


OJ000122 43.0303.C6.o5.np 


Method 


AAT/NAP 


Start 


17905 


End 


18130 


GI. 


4680492 


Score 


96 


Exons 


17905. .18130 






GI Descrip. 


(AF119222) putative reverse transcriptase [Oryza sativa] 


Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303.C6 


Gene No. 


86730 


Strand 


+ 


Start 


21471 


End 


21525 


Name 


OJ000122 43.0303.C6.ol.gp 


Method 


AAT/GAP 


Start 


21471 


End 


21525 


GI 


3759960 


Score 


58 


Exons 


21471. .21525 






Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303.C6 



41975 




Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



86731 Strand 

1 End 710 

OJ000122 43.0303.C6.ol.np Method AAT/NAP 

1 End 710 

6815052 Score 198 
1..598, 647. .710 

(AP001080) hypothetical protein [Oryza sativa] 

41765 Seq. ID OJ000122_43 . 0303 . C6 

86732 Strand 

3876 End 4156 

OJ000122_4 3 . 0303 . C6 . o3 . np Method AAT/NAP 

3876 End 4156 

5922633 Score 141 
3876.. 4156 

(AP000492) hypothetical protein [Oryza sativa] 

gi | 6016866 | dbj IBAA85209.il (AP000570) hypothetical protein 

[Oryza sativa] 



41765 
86733 
7725 

OJ000122_43.0303.C6.o2.gs 
7725 



Seq. ID OJ000122_43.0303.C6 
Strand 

18837 
GEN SCAN 
18837 
.53 



End 

Method 
End 

none Score 
7725. .7808, 8886. .9035, 9093. .9161, 9458.-9487, 10663 107 97 , 
11065. .11377, 11937. .11970, 13595 .. 1364 9, 14453 .. 14490, 
14671. .14904, 15268. .15476, 15613 .. 15724 , 18774. .18837 



Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303. 


Gene No. 


86733 


Strand 




Start 


7725 


End 


18837 


Name 


OJ000122 43.0303.C6.o4.np 


Method 


AAT/NAP 


Start 


10589 


End 


14860 


GI 


6539570 


Score 


68 


Exons 


10589. .10642, 14661. .14860 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303 


Gene No. 


86734 


Strand 




Start 


23089 


End 


24744 


Name 


OJ000122 43.0303.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


765 


End 


1160 


GI 


none 


Score 


249 


Exons 


765. .1160 






Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303 


Gene No. 


86734 


Strand 




Start 


23089 


End 


24744 


Name 


OJ000122 43.0303.C6.o3.gs 


Method 


GENSCAN 


Start 


23089 


End 


24744 


GI 


none 


Score 


.7 


Exons 


23089. .24744 






Seq. No. 


41765 


Seq. ID 


OJ000122_43.0303 


Gene No. 


86734 


Strand 




Start 


23089 


End 


24744 



41976 



Name 


OJ000122 43.0303.C6.o6.np 




Method 


AAT/NAP 




Start 


23218 




End 


24159 




GI 


4580515 




Score 


251 




■Exons 


23218. .24159 










GI Descrip. 


(AF036301) scarecrow-like 


3 [Arabidopsis thaliana] 




Seq... No. 


41766 




Seq. ID 


OJ000122_43.0303 


■ C7 


Gene No. 


86735 




Strand 


— 




Start 


26 




End 


431 




Name 


OJ000122 43.0303.C7.ol.gs 




Method 


GENSCAN 




Start 


26 




End 


431 




GI 


none 




Score 


.66 




Exons 


26. .140, 142. .431 










Seq. No. 


41767 




Seq. ID 


OJ000122_43.0303 


.C8 


Gene No. 


86736 




Strand 


+ 




Start 


2038 




End 


4825 




Name 


OJ000122 43.0303.C8.o2.np 




Method 


AAT/NAP 




Start 


2038 




End 


4825 




GI 


6006375 




Score 


463 




Exons 


2038.. 2106, 4522.. 4825 










GI Descrip. 


(AP000559) Similar to 0RF3 protein - rice tungro bacilliform 




virus &RTU0RFS_2 (C40785) 


[Oryza sativa] 




Seq. No. 


41767 




Seq. ID 


Oj000122_43.03'03 


• C8 


Gene No. 


86737 




Strand 


+ 




Start 


6727 




End. 


8478 




Name 


OJ000122 43.0303.C8.o4.np 




Method 


AAT/NAP 




Start 


6365 




End 


8478 




GI 


6006374 




Score 


3559 




Exons 


6365. .8478 










GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza 


sativa] 






Seq. No. 


41767 




Seq. ID 


OJ000122_43.0303 


.C8 


Gene No. 


86737 




Strand 


+ 




Start 


6727 




End 


8478 




Name 


OJ000122 43.0303.C8.o2.gs 




Method 


GENSCAN 




Start 


6727 




End 


7776 




GI 


none 




Score 


.74 




Exons 


6727. .7776 










Seq. No. 


41767 




Seq. ID 


OJ000122_43.0303 


.C8 


Gene No . 


86738 




Strand 






Start 


2473 




End 


4002 




Name 


OJ000122 43.0303.C8.ol.np 




Method 


AAT/NAP 




Start 


2473 




End 


4002 




GI 


6006374 




Score 


133 




Exons 


2473.-2498, 3849. .4002 










GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza 


sativa] 






Seq. No. 


41767 




Seq. ID 


OJ000122_43.0303 


.C8 


Gene No. 


86738 




Strand 






Start 


2473 




End 


4002 




Name 


OJ000122 43.0303.C8.ol.gp 




Method 


AAT/GAP 




Start 


3512 




End 


3722 





41977 



GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




136 



LIB3477-003-P1-K1-E9 Score 
3512.. 3564, 3662.. 3722 

■2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 43. 0303. C8 



41767 
86739 
5222 

OJ000122_43 . 0303 . C8 . o2 . gp 
5222 

21466_1.R1084 
5222. .5749 

'6006355/dbj | AP000559.il AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0493C11 1 



5749 
AAT/GAP 
5749 
949 



OJ000122_43.0303.C9 
+ 

1120 
AAT/GAP 
1120 
729 



41768 Seq. ID 

86740 Strand 
657 End 
OJ000122_43 . 0303 . C9 . o2 . gp Method 
657 End 
LIB3432-059-P1-K1-D8 Score 
657. .1120 

•5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone :P0538C01 ' 

41768 Seq. ID OJ000122_43 . 0303 . C9 

86741 Strand 

438 End 595 

OJ000122_4 3 . 0303 . C9 . ol . gp Method AAT/GAP 
438 End 595 

21466_1.R1084 Score 278 

438.. 595 

•6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P04 93C11 1 

41768 Seq. ID OJ000122_43 . 0303 . C9 

86742 Strand 

1461 End 1969 

OJ000122_43 . 0303 . C9 . ol . np Method AAT/NAP 

1461 End 1969 

6006374 Score 822 

1461. .1969 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



41768 Seq. ID 

86742 Strand 

14 61 End 

OJ000122_43.0303.C9.ol.gs Method 

14 69 End 

none Score 
1469. .1696 



OJ000122_43.0303.C9 

1969 
GENSCAN 
1696 
.52 



Seq. No. 
Gene No. 
Start 



41769 
86743 
1713 



Seq. ID OJ000122_43. 0303. C10 
Strand + 
End 44 97 



41978 




Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ000122_43 . 0303 . CiO . o2 . np Method AAT/NAP 
1713 End 3571 

6006374 Score 637 

1713.. 2159, 3522.. 3571 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



41769 Seq. ID 

86743 Strand 
1713 End 
OJ000122_4 3 . 0303 . C10 . o3 . np Method 
2432 End 
6006375 Score 
2432.-3673, 3955. .4497 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS 2 (C40785) [Oryza sativa] 



OJ000122_43. 0303. C10 
+ 

4497 
AAT/NAP 
4497 
2837 



41769 
86744 
6667 

OJ000122_43 . 0303 . C10 . o3 . gs 

6667 

none 

6667.. 6747, 7663.. 7911 



Seq. ID OJ000122_43. 0303. CIO- 

Strand + 

End 7911 

Method GEN SCAN 

End 7911 

Score .82 



Seq. ID OJ000122_43. 0303. C10 
Strand 

4550 
AAT/NAP 
4550 
2745 



41769 
86745 
1 

OJ000122_43. 0303. C10. ol.np 
1 

6006374 
1..1612, 4515. .4550 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



End 

Method 
End 
Score 



41769 
86745 
1 

OJ000122_43. 0303. C10. ol.gs - 
10 

none 

10. .347, 805. .1471 



Seq. ID OJ000122_43. 0303. C10 
Strand 

End 4550 
Method GEN SCAN 
End 1471 
Score - .41 



Seq. ID OJ000122_43. 0303. C10 
Strand 

5392 
AAT/GAP 
5392 
967 



41769 
86746 
4865 

OJ000122_4 3.0303.C10.ol.gp 
4865 

21466JL.R1084 
4865.. 5392 

'6006355/dbj I AP000559.il AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0493C11 ' 



End 

Method 

End 

Score 



41769 
86747 
8853 

OJ000122 43.0303.C10.ol.tw 



Seq. ID OJ000122__43. 0303. C10 
Strand 

End 9925 

Method TBLASTX : Wheat 



41979 



Start * 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 




2393 End 
none Score 

2393. .2512, 2534.. 2818 

41769 Seq. ID 

86747 Strand 
8853 End 
OJ000122_43. 0303. CIO. o4 .gs Method 
8853 End 
none Score 

8853.. 9033, 9074.. 9170, 9853.. 9925 . 



2818 
62 



OJ000122_43. 0303 -C10 

9925 
GEN SCAN 
9925 
.63 





Seq. No. 


41770 


Seq. ID 


OJ000122_43.0303.C11 




Gene No. 


86748 


Strand 


+ 




Start 


988 


End 


1138 




Name 


OJ000122 43.0303.Cll.ol.gs 


Method 


GENSCAN 




Start 


988 


End 


1138 




GI 


none 


Score 


.52 




Exons 


988. .1044, 1088. .1138 








Seq. No. 


41770 


Seq. ID 


OJ000122_43.0303.C11 




Gene No. 


86749 


Strand 


- 




Start 


1 


End 


1463 




Name 


OJ000122 43.0303.Cll.ol.np 


Method 


AAT/NAP 


=5 


Start 


1 


End 


1463 


1 


GI 


7339719 


Score 


122 


n 


Exons 


1..20, 658. .847, 1093. .1463 






y 


GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41771 


Seq. ID 


OJ000122_43.0303.C12 


y 


Gene No. 


86750 


Strand 


+ 




Start 


213 


End 


865 




Name 


OJ000122 43.0303.C12.ol.gs 


Method 


GENSCAN 




Start 


213 


End 


865 




GI 


none 


Score 


.91 




Exons 


213. .332, 345.-627, 693. .865 








Seq. No. 


41771 


Seq. ID 


OJ000122_4 3 . 0303 .C12 




Gene No. 


86751 


Strand 






Start 


953 


End 


2366 




Name 


OJ000122 43.0303.C12.o2.np 


Method 


AAT/NAP 




Start 


953 


End 


2366 




GI 


7488706 


Score 


457 




Exons 


-953. .1162, 1943. .2366 








GI Descrip. 


probable transposase - soybean transposon mariner element 






Soymarl gi I 3386534 | gb I AAC28384 . 1 1 (AF078934) mariner transpt 






[Glycine max] 








Seq. No. 


41771 


Seq. ID 


OJ000122_43.0303.C12 




Gene No. 


86751 


Strand 






Start 


953 


End 


2366 




Name 


OJ000122 43.0303.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1499 


End 


1888 




GI 


none 


Score 


53 




Exons 


1499. .1828, 1826. .1888 








Seq. No. 


41771 


Seq. ID 


OJ000122_43.0303.C12 



41980 




Gene No. 


86751 






Strand 






Start 


953 






End 


2366 




Name 


OJ000122 43 


.0303. 


C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1980 






End 


2231 




GI 


none 






Score 


69 




Exons 


1980. .2231, 


2032. 


.2151 








Seq. No. 


41772 






Seq. ID 


OJ000122_43. 


0303.C13 


Gene No. 


86752 






Strand 


+ 




Start 


4779 






End 


5120 




Name 


OJ000122 43 


.0303. 


C13.o2.gs 


Method 


GENSCAN 




Start 


4779 






End 


5120 




GI 


none 






Score 


.9 




Exons 


4779. .5120 • 












Seq. No. 


41772 






Seq. ID 


OJ000122_43. 


0303. C13 


Gene No. 


86753 






Strand 


+ 




Start 


5960 






End 


8067 




Name 


OJ000122 43 


.0303. 


C13.o3.gs 


Method 


GENSCAN 




Start 


5960 






End 


8067 




GI 


none 






Score 


.65 




Exons 


5960. .6166, 


7445. 


.7549, 7891. 


.8067 






Seq. No. 


41772 






Seq. ID 


OJ000122_43. 


0303. C13 


Gene No. 


86753 






Strand 


+ 




Start 


5960 






End 


8067 




Name 


OJ000122 43 


.0303. 


C13.o2.np 


Method 


AAT/NAP 




Start 


5963 






End 


8064 




GI 


7442279 






Score 


351 




Exons 


5963. .6166, 


7891. 


.8064 








GI Descrip. 


probable acyl carrier protein T8F5.6 - 


Arabidopsis 


thaliana 



gi I 3335337 | gb | AAC27139.il (AC004512) Similar to acyl carrier 
protein, mitochondrial precursor (ACP) NADH-ubiquinone 
oxidoreductase 9.6 KD subunit (MYACP-1), gb|L23574 from A. 
thaliana. ESTs gb|Z30712, gb|Z30713, gb|Z26204, gb|N37975 and 
gb|N96330 come from this gene. [Arabidop> 

Seq. No. 41772 Seq. ID OJ000122_4 3 . 0303 . C13 

Gene No. 86754 Strand 

Start 1 . End 3096 

Name OJ000122_43.0303.C13.ol.np Method AAT/NAP 

Start 1 End 525 

GI 6539555 Score 356 

Exons 1..525 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41772 Seq. ID 

86754 Strand 

1 End 

OJ000122_43 . 0303 . C13 . ol . gs Method 

205 End 

none Score 



OJ000122_43.0303.C13 

3096 
GENSCAN 
3096 
.4 



205.. 339, 383.. 572, 863.. 916, 2820.. 3096 



Seq. No. 



41772 



Seq. ID OJ000122 43.0303.C13 



41981 



Gene No. 


86755 








Strand 




Start 


8627 








End 


8712 


Name 


OJ000122 43. 


0303. 


C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


225 








End 


666 


GI 


none 








Score 


149 


Exons 


225. .425, 244. .411, 424. 


.576, 


430. .558, 


634. .666 


Seq.,. No . 


41772 








Seq. ID 


OJ000122_43.0303.C13 


Gene No. 


86755 








Strand 




Start 


8627 








End 


8712 


Name 


OJ000122 43 


0303. 


C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5942 








End 


8100 


GI 


none 








Score 


69 


Exons 


5942. . 6073, 


5952 . 


. 6032, 


6083. 


.6181, 6085. .6171, 7888. .8100, 




7888. .8067, 


7890 . 


. 8087 








Seq. No. 


41772 








Seq. ID 


OJ000122_43.0303.C13 


Gene No. 


86755 








Strand 




Start 


8627 








End 


8712 


Name 


OJ000122_43 


.0303. 


C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6073 








End 


8067 


GI 


none 








Score 


126 


Exons 


6073. . 6171, 


6074 . 


. 6184, 


7879. 


.8058, 7888. .8067, 7890. .8066 


Seq. No. 


41772 








Seq. ID 


OJ000122_43.0303.C13 


Gene No. 


86755 








Strand 




Start 


8627 








End 


8712 


Name 


OJ000122_43 


.0303. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6073 








End 


8074 


GI 


none 








Score 


116 


Exons 


6073. . 6171, 


6074 . 


. 6172, 


7888. 


.8067, 7890. .8066, 7901. .8074 


Seq. No. 


41772 








Seq. ID 


OJ000122_43. 0303.C13 


Gene No. 


86755 








Strand 




Start 


8627 








End 


8712 


Name 


OJ000122_43 


.0303. 


C13.o4. 


gs 


Method 


GEN SCAN 


Start 


8627 








End 


8712 


GI 


none 








Score 


.83 


Exons 


8627. .8712 












Seq. No. 


41773 








Seq. ID 


OJ000122_4 3. 0303.C14 


Gene No. 


86756 








Strand 


+ 


Start 


-753 








End 


823 


Name 


OJ000122_43 


.0303. 


C14.ol 


. gs 


Method 


GEN SCAN 


Start 


/ O J 








End 


823 


GI 


none 








Score 


.76 


Exons 


753. .823 












Seq. No. 


41773 








Seq. ID 


OJ000122_43.0303.C14 


Gene No. 


86757 








Strand 


+ 


Start 


4734 








End 


5906 


Name 


OJ000122 43 


.0303 


C14.o3 


. gs 


Method 


GENSCAN 


Start 


4734 








End 


5906 


GI 


none 








Score 


.87 


Exons 


4734. .4842, 


5354 


. .5620, 


5725. 


.5906 




Seq. No. 


41773 








Seq. ID 


OJ000122_43.0303.C14 



41982 



Gene No. 

Start 

Name 

Start 

GI 

Exons 




86758 Strand 

7365 End 

OJ000122_4 3 . 0303 . C14 . o4 . gs Method 

7365 End 

none Score 



+ 

16516 
GENSCAN 
16516 
.63 



7365. .7443, 7499. .7666, 7763. .7789, 7888. .8019, 11773 13420, 
13431. .13572, 13615 .. 13865, 13965 14301, . 14309 14586, 
14652. .14740, 14760 .. 14 987 , 15009 .. 154 98 , 15505. .16516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41773 Seq. ID 

86758 Strand 

7365 End 

OJ000122_43.0303.C14.ol.np Method 

11793 End 

5295971 Score 
11793. .16513 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777) [Oryza sativa] 



OJ000122_43.0303.C14 
+ 

16516 
AAT/NAP 
16513 
7499 



41773 
86759 
17429 

OJ000122_43.0303.C14 .o5.gs 

17.429 

none 

17429. .17551, 17731 17735, 
19287. .19401 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18156. .18214, 



OJ000122_43.0303.C14 
+ 

19401 
GENSCAN 
19401 
.82 

18492. .18679, 



Seq. No. 


41773 








Seq. ID 


OJ000122_43.0303 


.C14 


Gene No. 


86760 








Strand 






Start 


15706 








End 


16489 




Name 


OJ000122 43 


.0303 


.C14.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


5571 








End 


5927 




GI 


none 








Score 


56 




Exons 


5571. .5618, 


5575 


. .5619, 


5723. 


.5902, 5724.. 5927 




Seq. No. 


41773 








Seq. ID 


OJ000122_43.0303 


.C14 


Gene No. 


86760 








Strand 






Start 


15706 1 ' 








End 


16489 




Name 


OJ000122 43 


.0303 


.C14.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


5720 








End 


5912 




GI 


none 








Score 


311 




Exons 


5720. .5902, 


5721 


. .5912 










Seq. No. 


41773 








Seq. ID 


OJ000122_43.0303 


.C14 


Gene No. 


86760 








Strand 






Start 


15706 








End 


16489 




Name 


OJ000122 43 


.0303 


.C14.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


5721 








End 


5906 




GI 


none 








Score 


301 




Exons 


5721. .5906, 


5726 


. .5902 










Seq. No. 


41773 








Seq. ID 


OJ000122_43.0303 


.C14 


Gene No. 


86760 








Strand 






Start 


15706 








End 


16489 




Name 


OJ000122 43 


.0303 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 





41983 



Of- -a 


1 91 7 6 

X Z X / O 




End 


12477 




VjX 


none 




Score 


45 






1917fi 19914 1 91 on 

XZ X / O . . XZZ X *i , IZIOU • 


1 991 R 


12185. .12412, 12261. .12476, 






19970 1 9476 1941S 


1 9477 










41 "77*} 
ft X / / o 




Seq. ID 


OJ000122_43.0303 


ri 4 


bene ino . 


OD / DU 




Strand 






Start 


15706 




End 


16489 




Name 


OJ000122 43.0303.C14 


.ol . tm 


Method 


TBLASTX: Maize 




Of- a r-f- 


1 971 n 




End 


13407 




LxX 


none 




Score 


379 




Exons 


1 971 fl 1 9 Qft R 19711 

XZ. / X U . . X^^OJf X^. / XX. 


1 9QR 6 


12759. .12986, 12968 .. 13000, 








. XjjflJ, 


13065. .13349, 13351 13395,. 






1 *}"}R1 1 ^4(17 










Q /-r Ma 
oeq . 1NO . 


4177*^ 




Seq. ID 


OJ000122_43.0303 


m 4 


Gene No. 


86760 




Strand 






Start 


15706 




End 


16489 




Name 


n.Tnnni 99 4*} rnrn ri4 


n9 hw 


Method 


TBLASTX: Wheat 




Of- a r 4- 


1 *}"}77 ~~ 




End 


13755 






none 




Score 


256 






1"}"}77 1 *}fif)4 1*}*}7ft 

1 J J / / • • IJUUI / 1 J J ( o • 


1 366ft 


13435. .13683, 13663 .. 13755, 






1 3fi7 t *» 1 37RS 

XJU / J • i 1J / JJ 










Seq. No. 


41773 




Seq. ID 


OJ000122_43.0303 


.C14 


Gene No. 


86760 




Strand 






Of a v~4- 


±D f UD 




End 


16489 




Name 


piTnnm 99 4*} n*}n*3 pi 4 


. oo . urn 


- Method 


TBLASTX: Maize 




Of a yf 


i *}4np 




End 


13632 




taX 


none 




Score 


274 




Exons 


i *}4nft 13639 i 34Dft 


1 3693 








Seq. No. 


41773 




Seq. ID 


OJ000122_43.0303 


.C14 


Gene No. 


86760 




Strand 






Of art 
Dial L 


1 R7H6 
Xj / UO 




End 


16489 




Name 


fYTfinm 9 9 4*} fi3fi3 ri4 


. Oj • tS 


Method 


TBLASTX : Soybean 






i 36Q3 




End 


13968 




PT 

V3 J. 


none 




Score 


194 




Exons 


136Q3 1 3Q6ft 137RQ 


1 3ft6Q 

• X JOv7 










4177"} 

4 X / / O 




Seq. ID 


OJ000122_43.0303 


n 4 


Gene No. 


86760 




Strand 






Start 


15706 




End 


16489 




LN ClIllC 


n.Tf)nni 99 4*} D3D3 ri4 


r\ *3 f- t a t 


Method 


TBLASTX: Wheat 




Of- -j — 4- 


1 3ft9ft ~ 




End 


14377 




rij 
ul 


none 




Score 


110 




Exons 


1 3ft9ft 1 3Q6ft 1 4096 


1 A011 
. X *i Z. / r , 


14043. .14192, 14293. .14364, 






1 49Q7 1 4 377 












41773 




Seq. ID 


OJ000122_43.0303 


. C14 


Gene No. 


86760 




Strand 






Start 


15706 




End 


16489 




Name 


OJ000122 43.0303.C14 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


14031 




End 


14455 




GI 


none 




Score 


370 




Exons 


14031. .14279, 14035. 


.14277, 


14279. .14455, 14279.. 14455 





41984 




beq. no. 


■11 / / j 




Gene No. 


86760 




Start 


15706 




Name 


OJ000122 43.0303.C14. 


ol.ts 


b Ldi U 


14062 










Exons 


14062 14277. 14067.. 


14279, 




14393. . 14539 




Seq. No. 


41773 




Gene No. 


86760 




JLQIL 


15706 




Name 


OJ000122 43. 0303. C14 . 


o3 . tc 


btaiL 


14077 ~~ 




r*T 






IT* ^\ T"\ C* 

Lxons 


14077 14277. 14285.. 


14371, 


beq. wo. 


4177^ 




bene inu . 


86760 




Start 


15706 




Name 


OJ000122_43.0303.C14 


o3. ts 


O L. O.X. i— 


14990 






SS09260 

*J sj \J \J \J 




Exons 


14QQD 1 S?74 15070. 


. 15246, 




1 ^4 1 S4 fi2 










Seq. No. 


41773 




Gene No. 


86760 






15706 




Name 


O.T000122 43 0303. C14 


. o5 . tm 


btaru 


1 ~~ 

lJUi" 












15029. .15292, 15067. 


.15246, 


Seq. No. 


4 1 77*} 




Gene No. 


86760 




Start 


15706 




Name 


OJ000122 43.0303.C14 


. ol . tw 


Q+- a r-+- 
OlaX u 


15157 _ 






none 






1S1S7 15246. 15158. 


. 15286, 




15341. .15472, 15482. 


.15706 


beq. no. 


4177*} 




Gene No . 


oD/DU 




Start 


15706 




Name 


OJ000122 43.0303.C14 


. o3 . tm 




15533 




Vjl 






Exons 


1SS*33 15832. 15533. 


. 15592, 




15650. .15832, 15768. 


.15836, 




15821. .15919, 15829. 


.15921, 


Seq. No. 


41773 




Gene No . 


86760 




Start 


15706 





Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Soybean 

End 14539 

Score 229 
14279. ,14368, 14293 .. 14 355 , 

Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX: Cress 

End 14515 

Score 132 
14393. .14515 

Seq. ..ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Soybean 

End 15481 

Score 224 
15269. .15373, 15341 .. 15481, 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Mai ze 

End 15334 

Score 292 



Seq. ID OJ0001.22_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Wheat 

End 15706 

Score 121 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX: Maize 

End 15921 

Score 4 65 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 



41985 




Name OJ000122_43 . 0303 . C14 . ol . gp Method AAT/GAP 

Start 15706 - End 16164 

GI 36280JL.R1084 Score 780 

Exons 15706. .16164 

GI Descrip. ' 5295971/dbj | BAA81872 . 1 | 1.0e-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 41773 

Gene No. 86760 

Start 15706 

Name OJ000122_43 . 0303 . C14 . o4 . tw 

Start 15707 

GI none 

Exons 15707. .15814, 15836.. 16015 

Seq. No. 41773 

Gene No. 86760 

Start 15706 

Name OJ000122_43 . 0303 . C14 . ol . tc 

Start 15836 

GI none 
Exons 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Wheat 

End 16015 

Score 64 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Cress 

End 16480 

Score 240 



15836. .16123, 16136 .. 16195, 16144 16191, 16262 16480, 
16270. .16476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41773 
86760 
15706 

OJ000122_43.0303.C14.o4.ts 

15857 

none 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Soybean 

End 16489 

Score 141 



15857. .16018, 16030. .16131, 16031 ... 16123, 16133. . 16201, 
16135. .16173, 16256. .16489, 16270.. 16356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41773 
86760 ~ 
15706 

OJ000122_43 . 0303 . C14 . o4 . tm 

16108 

none 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 16489 

Method TBLASTX : Mai ze 

End 16479 

Score 4 4 



16108. .16134, 16109. .16132, 16124 .. 16477, 16125 .. 16238 , 
16126. .16479, 16142 .. 16477 , 16255. .16479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41773 
86761 
17830 

OJ000122_4 3 . 0303 . C14 . o9 . tm 

17830 

none 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 18658 

Method TBLASTX: Maize 

End 18658 

Score 73 



17830. .17868, 17830 178 68, 18154 .. 18216, 18156 .. 18218 , 
18157. .18219, 18485. .18658, 18491.. 18649 



Seq. No. 41773 

Gene No. 86762 

Start 19284 

Name OJ000122 43 . 0303 . C14 . olO . tm 



Seq. ID OJ000122_43.0303.C14 
Strand 

End 19477 

Me t hod TBLAS TX : Ma i z e 



41986 




btart 


1 QO Q A 


End 


19477 




none 


Score 


212 


Exons 


1 0904 1 q/tc 1 oil c 1 Q477 


19326. .19469 


beq. no. 


A 1 "7 "7 j1 


Seq. ID 


OJ000122_4 3.0303.C15 


Gene No. 


86763 


Strand 




Start 


529 


End 


4562 


Name 




Method 


GENSCAN 


Start 




End 


4562 


GI 


none 


Score 


.67 


Exons 


COQ 19/19 m n 1 QHC 1 Q1 7 

o^y . . iz^z, i/iu..ibuj, iyi / . 


.2129, 2269.. 2331, 2365.. 2741, 




*}49 c i ^Sfi4 4^7^ 4^69 

J fi ^ J • . JJD4; 4 j / j . . 4 JOZ 






Seq. No. 


41774 


Seq. ID 


OJ000122_43.0303.C15 


Gene No. 


86763 


Strand 






R9 Q 


End 


4562 


Name 


p"mnmo9 4*3 fi^n** n r rvi -t-tj 

UJUUUX^^ 4JtUjUj.tlj.01i tw 


Method 


TBLASTX: Wheat 


otart 


^ t; ^ 
j j j 


End 


756 


bl 


none 


Score 


96 


Exons 


ceo 7/14 Re:'! IRC R R4 7m 
jjj. . / 44 , JJJ. . / jo, j j4 . . / 01 






Seq. No. 


41 / / 4 


Seq. ID 


OJ000122_43.0303.C15 


Gene No. 


86763 


Strand 




Start ' 


529 


End 


4562 


Name 


OJ000122 43.0303.C15.ol.np 


Method 


AAT/NAP 


Start 


646 


End 


2626 


GI 


6453870 


Score 


1117 


Exons 


646. .1242, 1445. .1605, 1710. 


.1805, 1917.. 2177, 2269.-2626 


GI Descrip. 


(AC011717) hypothetical protein [Arabiciopsis thaliana] 


064* LNU • 


41774 


Seq. ID 


OJ000122_43 . 0303 . C15 


Gene No. 


86763 


Strand 




Start 


529 


End 


4562 


Name 


OJ000122 43.0303.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


788 


End 


1790 


GI 


none 


Score 


302 


Exons 


788. .1240, 820. .1170, 1087.. 


1245, 1419. 


.1559, 1445. .1558, 



1710. .1790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41775 
86764 
1 

OJ000122_43.0303.C16.ol.np 
1 

7486670 
1..31, 217 
hypothetical 



.437, 505. 
protein 



Seq. ID 

Strand 

End 

Method 
End 
Score 
939, 



OJ000122 
+ 

1926 
AAT/NAP 
1429 
351 
1025. .1429 



43.0303.C16 



.626, 865 
F8F16 

gi|2827535|emb!CAA16543.1| 

[Arabidopsis thaliana] gi | 7270042 | emb | CAB79858 
hypothetical protein [Arabidopsis thaliana] 



220 - Arabidopsis thaliana 
(AL021633) hypothetical protein 

1| (AL161578) 



41775 Seq. ID 

86764 Strand 

1 End 

OJ000122_43.0303.C16.ol.gs Method 

194 End 

none Score 



OJ000122_43.0303.C16 
+ 

1926 
GENSCAN 
1926 
.97 



41987 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




194. .437, 534. .626, 865. .939, 1025. .1377, 1791. .1926 



41775 
86764 
1 

OJ000122_43.0303.C16.ol.tm 

237 

none 



Seq. ID OJ000122_43.0303.C16 

Strand + 

End 1926 

Method TBLASTX : Mai ze 

End 1128 

Score 277 



237. .437, 243..371, 245.-436, 289. .444, 531. .626, 533. .625, 
863. .940, 864. .941, 898. .960, 997. .1128, 1025. .1117 



Seq. ID OJ000122_43.0303.C16 
Strand + 
End 1926 
Method AAT/GAP 
End 1238 
Score 792 
332. .437, 534. .626, 865.-939, 1025. .1238 

, 2827535/emb| CAA16543.il 1.0e-16 (AL021633) hypothetical protein 
[Arabidopsis thaliana] 1 



41775 
86764 
1 

OJ000122_43.0303.C16.ol.gp 
332 

LIB3434-003-P1-K1-F7 



41776 
86765 
107 

OJ000122_43 . 0303 . C17 . ol . gs 

107 

none 



Seq. ID OJ000122_43.0303.C17 
Strand 

End 1808 

Method GENSCAN 

End 1666 

Score .85 



107. .227, 826. .954, 1313. .1482, 1553. .1666 



41776 
86765 
107 

OJ000122_43.0303.C17.ol.np 
131 

4406773 



Seq. ID OJ000122_43.0303.C17 
Strand 

End 1808 

Method AAT/NAP 

End 1808 

Score 541 



131. .215, 820. .954, 1313. .1482, 1553. .1808 

(AC006836) putative AAA-type ATPase [Arabidopsis thaliana] 



41776 
86765 
107 

OJ000122_43.0303.C17.ol.tc 

825 

none 



Seq. ID OJ000122_43.0303.C17 
Strand 

End 1808 

Method TBLASTX: Cress 

End 1705 

Score 91 



825.-974, 1360. .1488, 1360. .1479, 1367.. 1465, 1367. .1468, 
1553.. 1705, 1562.. 1591 



41776 
86765 
107 

OJ000122_43.0303.C17.ol.ts 

825 

none 



Seq. ID OJ000122_43.0303.C17 
Strand 

End 1808 

Method TBLASTX : Soybean 

End 1696 

Score 100 



825. .974, 1360. .1488, 1360. .1479, 1367. .1465, 1367. .1465, 
1553. .1696, 1562. .1606 



Seq. No. 



41776 



Seq. ID OJ000122_43.0303.C17 



41988 




Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8 67 65 Strand 

107 . " % " End 

OJ000122__4 3 . 0303 . C17 . ol . tm Method 

1310 End 

none Score 



1808 

TBLASTX: Maize 

1485 

185 



1310. .1483, 1311. .1484, 1321. .1485, 1360. .1485 

OJ000122 43.0303.C17 



41776 Seq. ID 

86765 Strand 
107 End 
OJ000122_43 . 0303 . C17 . o2 . tm Method 
1544 End 
none Score 
1544. .1741, 1554. .1742 

41777 Seq. ID 

86766 Strand 
1 End 
OJ000122_43.0303.C19.ol.np Method 
1 End 
2498930 Score 
1..391, 559. .618 

DORSAL-VENTRAL PATTERNING PROTEIN SOG 



1808 

TBLASTX: Maize 

1742 

161 



OJ000122_43.0303.C19 
618 

AAT/NAP 

618 

703 

(SHORT GAS T RU LAT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



41777 Seq. ID 

8 67 66 Strand 

1 End 
OJ000122_43.0303.C19.ol.gs Method 

89 End 

none Score 
89. .391, 559. .618 



OJ000122__43.0303.C19 
618 

GENSCAN 

618 

.47 



OJ000102 46. 0310. C3 



41778 Seq. ID 

867 67 Strand 
2405 End 2743 

OJ000102_4 6.0310.C3.ol.gp Method AAT/GAP 
2405 End. , 2743 

72524_1.R1084 Score 430 

2405. .2743 

•5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


41779 








Seq. ID 


OJ000102_46.0310 


.C6 


Gene No. 


86768 








Strand 






Start 


152 








End 


664 




Name 


OJ000102 


46. 0310. C6. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


152 








End 


533 




GI 


none 








Score 


186 




Exons 


152. .532, 


168. .533 












Seq. No. 


41779 








Seq. ID 


OJ000102_46.0310 


.C6 


Gene No. 


86768 








Strand 






Start 


152 








End 


664 




Name 


OJ000102 


46. 0310. C6. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


359 








End 


664 




GI 


none 








Score 


148 





41989 



Exons 




359. -.664, 360.. 647 



Seq. No. 


41779 




Seq. ID 


OJ000102_46.0310.C6 


Gene No. 


86769 




Strand 




Start 


1170 




End 


3077 


Name 


OJ000102 46.0310.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1170 




End 


3077 


GI 


none 




Score 


72 


Exons 


1170. .1406, 1191. .1355, 


1219. 


.1404, 1443. .1613, 1444. .1578, 




2961. .3077 








Seq. No. 


41779 




Seq. ID 


OJ000102_46. 0310.C6 


Gene No. 


86769 




Strand 




Start 


1170 




End 


3077 


Name 


OJ000102 46.0310.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2207 




End 


2605 


GI 


none 




Score 


83 


Exons 


2207.. 2605, 2307.. 2582 








Seq. No. 


41779 




Seq. ID 


OJ000102_4 6. 0310 .C6 


Gene No. 


86769 




Strand 




Start 


1170 




End 


3077 


Name 


OJ000102 46.0310.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2369 




End 


2629 


GI 


none 




Score 


192 


Exons 


2369. .2629 








Seq. No. 


41779 




Seq. ID 


OJ000102_46.0310.C6 


Gene No. 


86770 




Strand 




Start 


6293 




End 


6471 


Name 


OJ000102 46.0310.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6293 




End 


6471 


GI 


none 




Score 


200 


Exons 


6293.. 6469, 6293.-6463, 


6295. 


.6471 




Seq. No. 


41780 




Seq. ID 


OJ000102_46.0310.C8 


Gene No. 


86771 




Strand 




Start 


10955 




End 


11043 


Name 


OJ000102 46.0310.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


10955 




End 


11043 


GI 


5867 1.R1084 




Score 


129 


Exons 


10955. .11043 








GI Descrip. 


'464986/sp|P35132|UBC9 


AJRATH 


5.0e-58 UBIQUITIN-CONJUGATING 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



41781 Seq. ID 

86772 Strand 

1372 End 

OJ000102_4 6 . 0310 . C9 . ol . gp Method 

1372 End 

none Score 
1372. .1571 



OJ000102_46.0310.C9 
+ 

1571 
AAT/GAP 
1571 
396 



41990 



Seq. No. 


41782 




Seq. ID 


r\Tnnnino ac mi n pi n 
UJUUUIU^ 4D.UjlU.tlU 


Gene No. 


86773 




Strand 


+ 


Start 


928 




End 


1343 


Name 


OJ000102 46. 0310. CIO. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


218 




End 


402 


GI 


none 




Score 


238 


Exons 


218. .379, 223. .396, 250. 


.402 






Seq. No. 


41782 




Seq. iu 


UJUUU1UZ fiD.UJlU.^lU 


Gene No. 


86773 




Strand 


+ — 


Start 


928 




End 


1343 


Name 


OJ000102 46. 0310. CIO. o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


218 




End 


411 


GI 


none 




Score 


240 


Exons 


218. .379, 223. .411, 250. 


.408 






Seq. No. 


41782 




Seq. ID 


nifi'nni no a c n*3i n n n 

UJUUUlU-c 4D. UjIU.LIU 


Gene No. 


86773 




Strand 


+ ~ 


Start 


928 




End 


1343 


Name 


OJ000102 46. 0310. C10. 06. 


tw 


Method 


TBLASTX: Wheat 


Start 


218 




End 


408 


GI 


none 




Score 


219 


Exons 


218.. 379, 250.. 408 








Seq. No. 


41782 




Seq. ID 


a Tnnm no ac n ^ i n fin 
OJUUU1U*: 4b.UJlU.UlU 


Gene No . 


86773 




Strand 


+ 


Start 


928 




End 


1343 


Name 


OJ000102 46. 0310. C10. o4 , 


tm 


Method 


TBLASTX: Maize 


Start 


221 




End 


411 


GI 


none 




Score 


224 


Exons 


221. .379, 223. .408, 250 


. .411 






Seq. No. 


41782 




Seq. ID 


/^■mnnino a a n*3in Pin 
OJUUUlUz 4o.Uj51U.U1U 


Gene No. 


86773 




Strand 


+ ~ 


Start 


928 




End 


1343 


Name 


OJ000102 46. 0310. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


928 




End 


1343 


GI 


3759837 




Score 


731 


Exons 


928. .1343 








Seq. No. 


41782 




Seq. ID 


OJ000102_46. 0310. C10 


Gene No. 


86774 




Strand 




Start 


2393 




End 


2748 


Name 


OJ000102 46. 0310. C10. o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2393 




End 


2748 


GI 


none 




Score 


102 


Exons 


2393. .2518, 2488. .2520, 


2519. 


.2743, 2547.. 2729, 2662.. 2748 


Seq. No. 


41782 




Seq. ID 


OJ000102_4 6.0310.C10 


Gene No. 


86775 




Strand 




Start 


2744 




End 


3513 


Name 


OJ000102 46. 0310. C10. o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2744 




End 


3513 


GI 


none 




Score 


45 


Exons 


2744.. 2782, 2807.. 2896, 


2890. 


.3294, 3268. .3459, 3436. .3513 



41991 



Seq. No. 


41782 








Seq. ID 


OJ000102_46. 0310. C10 


Gene No. 


86775 








Strand 




Start 


2744 








End 


3513 


Name 


OJ000102 46. 


0310 


.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2962 








End 


3375 


GI 


none 








Score 


345 


Exons 


2962. .3375, 


2964 


. .3374 








Seq. No. 


41782 








Seq. ID 


OJ000102_46. 0310. C10 


Gene No. 


86776 








Strand 




Start 


3652 








End 


5381 


Name 


OJ000102 46. 


0310 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3652 








End 


4566 


GI 


none 








Score 


767 


Exons 


3652. .4566, 


3675 


. .4094, 


4137. 


.4175, 4242. .4274, 4321. .4494 


Seq. No. 


41782 








Seq. ID 


OJ000102_4 6. 0310. C10 


Gene No. 


86776 








Strand 




Start 


3652 








End 


5381 


Name 


OJ000102 46. 


0310 


.C10.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


3718 








End 


4015 


GI 


none 








Score 


324 


Exons 


3718. .4014, 


3738 


. .3977, 


3764. 


.4015 




Seq. No. 


41782 








Seq. ID 


OJ000102_46. 0310. CIO 


Gene No. 


86776 








Strand 




Start 


3652 








End 


5381 


Name 


OJ000102 46. 


0310. C10. o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


4018 ~ 








End 


4362 


GI 


none 








Score 


93 


Exons 


4018. .4128, 


4020 


. .4133, 


4138. 


.4290, 4242.-4274, 4282. .4362 


Seq. No. 


41782 








Seq. ID 


OJ000102_46. 0310. CIO 


Gene No. 


86776 








Strand 




Start 


3652 








End 


5381 


Name 


OJ000102 46. 


0310 


.ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4219 








End 


4745 


GI 


none 








Score 


207 


Exons 


4219. .4539, 


4560 


. .4745 








Seq. No. 


41782 








Seq. ID 


OJ000102_46. 0310. C10 


Gene No. 


86776 








Strand 




Start 


3652 








End 


5381 


Name 


OJ000102 46. 


0310 


.C10.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


4369 ~ 








End 


4919 


GI 


none 








Score 


119 


Exons 


4369. .4566, 


4533 


. .4742, 


4737. 


.4775, 4803. .4919 


Seq. No. 


41782 








Seq. ID 


OJ000102_46. 0310. CIO 


Gene No. 


86776 








Strand 




Start 


3652 








End 


5381 


Name 


OJ000102 46. 


0310 


.CIO.06 


.tm 


Method 


TBLASTX: Maize 


Start 


4572 








End 


4774 


GI 


none 








Score 


191 


Exons 


4572. .4757, 


4583 


. .4774 









.^Seq; No. 41782 Seq. ID OJ000102__4 6 . 0310 . CIO 



41992 




Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



86776 
3652 

OJ000102_46.0310. 
4788 
none 

4788. .4985, 4817, 
5207. .5284 

41782 
86776 
3652 

OJ000102_46.0310. 
5013 
none 

5013.. 5381, 5022. 

41782 
86777 
5460 

OJ000102_46.0310. 
54 60 
none 

5460.. 5657, 5495. 

41782 ""'" 
86778 
6328 

OJ000102_46.0310. 
6328 
none 

6328.-6393, 6329. 
6786.. 6878, 6795. 

41783 
86779 
2041 

OJ000102_46.0310. 

2041 

none 

2041.. 2292, 2042. 
2120. .2293 

41784 
86780 
1162 

OJ000102_46.0310. 

1162 

none 

1162.. 1239, 1163, 
1627. .1707 



C10.o2.tm 
.5005, 4818, 



C10.ol.tw 
.5381 

C10.o3.tm 
.5656, 5652, 

C10.o3.ts 



.6394, 6487. 
.6872 



Cll.ol.tm 
.2077, 2048. 



C12.ol.ts 
.1228, 1321. 



41785 
86781 
665 

OJ000102_4 6.0310. C13 . ol . tc 

665 

none 



Strand 

End 5381 

Method TBLASTX: Maize 

End 5288 

Score 325 

.5189, 5091. .5189, 5202. .5288, 



Seq. ID OJ000102_46. 0310. C10 
Strand 

End 5381 

Method TBLASTX : Wheat 

End 5381 

Score 364 



Seq. ID OJ000102_46. 0310. C10 
Strand 

End ; 5750 

Method TBLASTX : Mai ze 

End 5750 

Score 192 
.5750 

Seq. ID OJ000102_46. 0310. C10 

Strand ■ 

End 6878 

Method TBLASTX : Soybean 

End 6878 

Score 71 

.6585, 6488.. 6577, 6785.. 6871, 



Seq. ID OJ000102_46.0310.C11 
Strand 

End 2317 

Method TBLASTX : Mai ze 

End 2317 

Score 47 

.2317, 2066.. 2089, 2116.. 2292, 



Seq. ID OJ000102_46.0310.C12 
Strand 

End 1710 

Method TBLASTX : Soybean 

End 1710 

Score 75 

.1419, 1322.. 1411, 1618.. 1710, 



Seq. ID OJ000102_46.0310.C13 
Strand 

End 1075 

Method TBLASTX: Cress 

End 1075 

Score 147 



41993 




Exons 



665.. 859, 670.. 861, 1013.. 1075 



Seq. No. 


41785 


Seq. ID 


OJ000102 46.-0310. C13 


Gene No. 


86781 


Strand 




Start 


665 


End 


1075 


Name 


OJ000102 46.0310.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


733 


End 


1075 


GI 


none 


Score 


127 


Exons 


733. .861, 734. .859, 1013. .1075 




Seq. No. 


41786 


Seq. ID 


OJ000102_46.0310.C16 


Gene No. 


86782 


Strand 


+ 


Start 


666 


End 


915 


Name 


OJ000102 46.0310.C16.ol.gp 


Method 


AAT/GAP 


Start 


666 


End 


915 


GI 


3761181 


Score 


404 


Exons 


666. .915 






GI Descrip. 


4521193/dbj IAB013450.il AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


41787 


Seq. ID 


OJ000102_46.0310.C18 


Gene No. 


86783 


Strand 


+ 


Start 


553 


End 


1007 


Name 


OJ000102 46.0310.C18.ol.gp 


Method 


AAT/GAP 


Start 


553 


End 


1007 


GI 


55683 1.R1084 


Score 


868 


Exons 


553. .1007 






GI Descrip . 


■4521193/dbj |AB013450.1|AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 


■ 




Seq. No. 


41787 


Seq. ID 


OJ000102_46.0310.C18 


Gene No. 


86784 


Strand 




Start 


1018 


End 


1792 


Name 


OJ000102 46.0310.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


1018 


End 


1792 


GI 


none 


Score 


105 


Exons 


1018.. 1077, 1019.. 1078, 1295 


..1348, 1297. .1350, 1325. .1405, 




1463. .1579, 1490.. 1576, 1491 


..1577, 1671. .1790, 1676. .1792 


Seq. No. 


41788 


Seq. ID 


OJ000102_46.0310.C19 


Gene No. 


86785 


Strand 




Start 


1092 


End 


1289 


Name 


OJ000102 46.0310.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1092 


End 


1289 


GI 


none 


Score 


247 


Exons 


1092.. 1286, 1108.. 1287, 1108 


..1284, 1109. .1285, 1143. .1289 


Seq. No. 


41789 


Seq. ID 


OJ000102_46.0310.C20 


Gene No. 


86786 


Strand 


+ 


Start 


2785 


End 


3708 


Name 


OJ000102 46.0310.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


990 


End 


1379 


GI 


none 


Score 


44 


Exons 


990.. 1037, 993.. 1049, 1047.. 


1127, 1048 


..1128, 1124.. 1240, 




1125. .1241, 1339. .1374, 1341 


. .1379 




Seq. No. 


41789 


Seq. ID 


OJ000102_4 6.0310.C20 



41994 





86786 








Start 


2785 




End 


3708 


Name 


OJ000102 46.0310.C20.ol 


.gp 


Method 


AAT/GAP 


otart 


2785 




Cjna 


J / uo 




85912 1.R1084 




Score 


7 £4 
/ OH 


Exons 


2785.. 2840, 3338.. 3708 








GI Descrip. 


, 4324 617/gb|AF106619|AF106619 


ft . ue j d 


Lioning vector putviii ^ 




complete sequence 1 








beq. NO. 


hi/ yu 




Seq. ID 


OJ000102_46.0310.C21 


Gene No* 


oo/o/ 




Strand 




Start 


19 




End 


1023 


Name 


OJ000102_4 6.0310.C21.o2 


. tm 


Method 


TBLASTX: Maize 


otart 


±y 




End 


408 




none 




Score 


44 


Exons 


iy..Db, Zx . . 1 f e ZZ . . to , 


76. .156, 77. .157, 152. .268, 153. .269, 




ICO O £ Q 1 C A OTA O CO 

Ioo..^by, l34..^/U / jdo 


• • H u o , 


370. .408 




Seq. No. 


41790 




Seq. ID 


OJ000102_46.0310.C21 


Gene No. 


86787 




Strand 




Of- a v+- 

otart 


19 




End 


1023 


Name 


OJ000102 4 o . 0 J1U . Czl . Ol 


+■ c 
• tc 


Method 


TBLASTX: Cress 


btarr 


168 




End 


1023 




none 




Score 


61 


Exons 


168. .272, 374. .403, 408 


. . yz o , 


931.. 1023 


Seq. No. 


41790 




Seq. ID 


OJ000102_46.0310.C21 


Gene No. 


86787 




Strand 




btarc 


19 




End 


1023 


Name 


OJ000102_4 6.0310.C21.ol 


4-rr, 


Method 


TBLASTX: Maize 


bear z 


coo 
boo 




End 


929 


CT 


none 




Score 


39 


Exons 


COO ^ Pi 1 COO TT£ CTC 

OOO../01, boo..//o, b/b 


774 

• . / / fx , 


813. .914 


, 851. .922, 852. .929 


O **** XT^x 

beq. wo. 


41 /yi 




Seq. ID 


OJ000102_46.0310.C28 


Gene No. 


OD/OO 




Strand 




Start 


9619 




End 


10054 


Name 


OJ000102_4 6.0310.C28.ol 


. tm 


Method 


TBLASTX: Maize 


Cf- o 


ybiy 




End 


10054 


r*T 


none 




Score 


69 . 


Exons 


a^i n mil ocoi mio 


9630. 


.9734, 9755.. 9952, 9948.. 10004, 




10UU4 . . 1UUo4 








Seq. No. 


41792 




Seq. ID 


OJ000102_46.0310.C29 


Gene No. 


86789 




Strand 






543 




End 


818 


Name 


OJ000102 46.0310.C29.ol 


. tm 


Method 


TBLASTX: Maize 


otart 


543 




End 


818 


CT 


none 




Score 


227 


Exons 


543. .818 








Seq. No. 


41793 




Seq. ID 


OJ000102_41.0310.C2 


Gene No. 


86790 




Strand 




Start 


542 




End 


1217 


Name 


OJ000102 41.0310.C2.ol.' 


gp 


Method 


AAT/GAP 


Start 


542 




End 


1209 


GI 


8345 1.R1084 




Score 


1292 



41995 




Exons 542.. 1209 

GI Descrip. 1 4538913/emb | CAB39650 . 1 1 1.0e-16 (AL049482) putative protein 
[Arabidopsis thaliana] 1 . 



Seq. No. 


41793 


Seq. ID 


OJ000102_41.0310. 


C2 




86790 


Strand 






O L Ct i. L- 


542 


End 


1217 




Name 


OJ000102 41.0310.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


602 


End 


1217 




GI 


none 


Score 


48 




Exons 


602. .634, 602. .634, 606. .635, 


662. .772 


, 663. .695,. 724. .1209 




765. .1217, 816. .1211, 818. .1213 






Seq. No. 


41794 


Seq. ID 


OJ000102 41.0310. 


C3 




86791 


Strand 






Start 


1585 


End 


1749 




Name 


OJ000102_41.0310.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


IjOj 


End 


1749 




GI 


none 


Score 


130 




Rxons 


1585. .1698, 1594. .1749, 1596. 


.1748 






Qpn No 


41794 


Seq. ID 


OJ0.00102 41.0310. 


C3 


Pnnp Mo 
UCllC 1>HJ • 


86791 


Strand 






Start 


1585 


End 


174 9 




Name 


OJ000102_4 1 . 0310 -C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


X D 0 D 


End 


1749 




GI 


none 


Score 


168 






1585. .1698, 1594. .1749, 1596. 


.1748 






Qpn No 


41795 


Seq. ID 


OJ000102 41.0310 


.C6 




86792 


Strand 






Start 


581 


End 


1128 




Name 


OJ000102_41-0310.C6.ol. tw 


Method 


TBLASTX: Wheat 




Start 


Rft 1 


End 


1128 




GI 


none 


Score 


154 




Exons 


581. .712, 737. .964, 946. .1128 








Seq. No. 


41795 


Seq. ID 


OJ000102 41.0310 


-C6 


(Ipnp No 


86792 


Strand 






Start 


581 


End 


1128 




Name 


OJ000102 41.0310.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


704 


End 


964 




GI . ... 


none 


Score 


188 




Exons 


704. .964 








Seq. No. 


41795 


Seq. ID 


. OJ000102_41.0310 


-C6 


Gene No. 


86793 


Strand 






Start 


1367 


End 


1681 




Name 


OJ000102 41.0310.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1367 


End 


1681 




GI 


none 


Score 


72 




Exons 


1367.. 1681, 1419.. 1562 








Seq. No. 


41795 


Seq. ID 


OJ000102_41.0310 


.C6 


Gene No. 


86793 


Strand 






Start 


1367 


End 


1681 




Name 


. OJ000102 41.0310.C6.o3.tw 


Method 


TBLASTX: Wheat 





41996 




Start 


1 ^67 










bl 


■ none 










LAUl lo 


1367. .1678 










Seq. No. 


41795 










Gene No. 


86794 










Qf ar f 
jLal L 


1844 










Name 


OJ000102 41. 


0310. 


C6. 


o2. 


tw 


n 4- -i r f 

otar z 


1 ft44 _ 

J. O *± *i 










bl 














1844 . . 2200 










Seq. No. 


41796 










Gene No. 


86795 










CO- a rt" 


278 










Name 


OJ000102 4 1 


0310. 


C7 


ol 


QP 


Start 


97ft _ 

£. 1 O 










GI 


none 












278 . . 617 










Seq. No. 


41796 
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